Table S1.  CRISPR repeat sequences in the genome and metagenome. Nucleotides in bold designate those that are different from the dominant Type I, II, or III repeat sequences. “N” indicates an unknown base from a metagenome clone that has a truncated sequence at either the beginning or end of the sequence read. Numbers of repeat found in the genome or metagenome are indicated at right.

CRISPR-I Repeat sequence

	GTTTCCGTCCCCTTGCGGGGAAAAGGTAGGGA-TCAAC
	412 copies in OS-A, OS-B', and Metagenome

	GTTTCCGTCCCCTTGCGGGGAAAAGGTAGGGA-TCAAT
	3 copies in Metagenome

	AGAGGCATGCTCTTGCAGGGAGAAGGTAGAGA-TCAAC
	3 copies in OS-A, OS-B', and Metagenome

	TTGTTGAGCCTCTTGCAGGGAGAAGGTAGAGA-TCAAC
	2 copies in Metagenome

	GTTTCCGTCCCCTTTCGGGGAAAAGGTAGGGA-TCAAC
	2 copies in Metagenome

	GTTTCCGTCCCCTTGCGGGGAAAAGGTAGGGA-TTAAC
	2 copies in Metagenome

	GTTTCTGTCCCCTTGCGGGGAAAAGGTAGGGA-TCAAC
	1 copy in Metagenome

	GTTTCGGTCCCCTTGCGGGGAAAAGGTAGGGA-TCAAC
	1 copy in OS-A

	GTTTCCGTCCCCTTGGGGGGAAAAGGTAGGGA-TCAAC
	1 copy in Metagenome

	GTTTCCGTCCCCTTGCGGGGAGAAGGTAGGGA-TCAAC
	1 copy in Metagenome

	GTTTCCGTCCCCTTGCGGGGAAAAGGTAGGGAATCAA-
	1 copy in Metagenome

	GTTTCCGTCCCCTTGCGGGGAAA-GGTAGGGA-TCAAC
	1 copy in Metagenome


CRISPR-II Repeat sequence. 

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1,011 copies in OS-A, OS-B', and Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCCAG-AAATTGGAAAC
	30 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TTCCTAG-AAATTGGAAAC
	26 copies in Metagenome

	GTTCCCCCTTC-GTGGGGA-TCCCTAA-AAATTGGAAAC
	12 copies in Metagenome

	GTT-CCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	11 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TGCCTAG-AAATTGGAAAC
	10 copies in Metagenome

	GTTCCCCCTTT-GTGGGGA-TCCCTAG-AAATTGGAAAC
	9 copies in Metagenome

	GTTCCCCCTTC-GTGGGGA-TCCCTAG-AAATTGGAAAC
	9 copies in OS-A and Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGAAAAC
	6 copies in Metagenome

	GTTTTTCCTTC-GGGGGGA-TCTATAG--AATTGGAAAC
	5 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGACTA
	5 copies in OS-A and Metagenome

	GTTCCCCCTTC-CGGGGGA-TCCCTAG-ATAGGGTGTAG
	5 copies in OS-A and Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAGC
	4 copies in Metagenome

	GTT-CCCCTTC--GGGGGA-TCCCTAG-AAATTGGAAAC
	4 copies in Metagenome

	GTTTTCCCTTC-GGGGGGA-TCTTGAG-AAGTCAGAAAG
	3 copies in OS-A and Metagenome

	GTTCCTCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	3 copies in Metagenome

	GTTCCCTCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	3 copies in Metagenome

	GTTCCCCCTTTCGGGGGGA-TCCCTAG-AAATTGGAAAC
	3 copies in Metagenome

	GTTCCCCCTTT-GGGGGGA-TCCCTAG-AAATTGGAAAC
	3 copies in OS-B' and Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-GAATTGGAAAC
	3 copies in OS-A and Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAA-G
	3 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAA-C
	3 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAT
	3 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAA
	3 copies in Metagenome

	GTTCCCCCTTC-GGGAGGA-TCCCTAG-AAATTGGAAAC
	3 copies in Metagenome

	GTTCCCCCTTCGGGGGGGA-TCCCTAG-AAATTGGAAA-
	2 copies in Metagenome

	GTTCCCCCTTC-GTGGGGA-TTCCTAG-AAATTGGAAAC
	2 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCTCTAG-AAATTGGACTA
	2 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCTTAG-AAATTGGAAAC
	2 copies in OS-A and Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAG
	2 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAA-
	2 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAGAAAATTAG-AAG
	2 copies in Metagenome 

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAA-TGGAAAC
	2 copies in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG--AATTGGAAAC
	2 copies in Metagenome

	GTTCCCCCTTC-GGAGGGA-TCCCTAG-AAATTGGAAAC
	2 copies in Metagenome

	GTTCCCCCTTC-GGAGGGA-TCCCTAG-AAATTAGAAAC
	2 copies in Metagenome

	GTTATCCCTTC-AGAGGGA-GCCCTAG-AAATTGGAAAC
	2 copies in Metagenome

	GCTCTCTCTTC-TGGGGGA-TCCCTAG-AAATTGGAAAC
	2 copies in Metagenome

	ATATCTATGGC-GGGGGGA-TCCCTAG-GAATTGGAAAC
	2 copies in Metagenome

	NTTCCCCCTTC-GGGGGGATTCCCTAG-AAATTCGGAAA
	1 copy in Metagenome

	NNNNNNNNTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	NNNCCCCCTTC-GGGGGGA-TCCCTAG-AGATTGGAAAC
	1 copy in Metagenome

	GTTTTTCCTTCGGGGGGGA-TCTATAG--AATTGGAAAC
	1 copy in Metagenome

	GTTTCTCCTTC-GGGGGGA-TCTCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTTCCCCTTC--GGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCTCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in OS-B'

	GTTCTCCCTTC-GGGGGAA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCGTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC-GTGGGGA-TCCCTGG-ACATTGGAAAT
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCTCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCTTAG-AAATTGGAAAA
	1 copy in OS-B'

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAGTCGGAAAC
	1 copy in OS-B'

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGGAAC
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGGAAA
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAATT
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTAGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCCTAG-AAANNNNNNNN
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-TCCATAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA-CCTCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC-GGGGGGA--CCCTAG-AAATTGGAAG-
	1 copy in Metagenome

	GTTCCCCCTTC-GGGAGGA-TCCCTAG-AAACTGGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC-CGGGGGA-TCCCTAG-ATA-GGTGTAG
	1 copy in Metagenome

	GTTCCCCCTTC-CGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCCTTC--GGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in OS-A

	GTTCCCCCTGC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTCCCCCCTTCGGGGGGAATCCCTAGAAAATTGGAAAC
	1 copy in Metagenome

	GTTCC-CCTTC--GGGGGA-TCCCTAG-AAA-TGGAAAC
	1 copy in Metagenome

	GTTCACCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTATCCCTTC-AGAGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTTATCCCTT--AGAGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in OS-A 

	GTT-CCCCTTC-GTGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTT-CCCCTTC-GGGGGGA-TTCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTT-CCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAACA
	1 copy in Metagenome

	GTT-CCCCTTC-GGGGGGA-TCCCTAG-AAAT-GGAAAC
	1 copy in Metagenome

	GTCCCCCCTTT-GTGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	GTCCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in OS-B'

	GGTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	CTTCCCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	CTGTCCCCTTC--GGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome

	ATT-CCCCTTC-GGGGGGA-TCCCTAG-AAATTGGAAAC
	1 copy in Metagenome


CRISPR-III Repeat sequence

	CGGTTCACCCCCACGGGTGTGGGGACAAC 
	26 copies in OS-A and Metagenome

	TGGTTCACCCCCACGGGTGTGGGGACAAC
	7 copies in OS-A and Metagenome

	CGGTTCACCCCCACGTGTGTGGGGACAAC 
	11 copies in Metagenome

	GGGTTCACCCCCACGTGTGTGGGGACAAC 
	1 copy in Metagenome

	TGGTTCACCCCCACGTGTGTGGGGACAAC
	1 copy in Metagenome

	CCGGCTACTCCCACAGATGTGGGGACAAC 
	2 copies in Metagenome

	TGGTTCACCCCCACGGGCGTGGGGACAAT 
	1 copy in  Roseiflexus RS1

	CGGTTCACCCCCACGGGCGTGGGGACAAT
	18 copies in Roseiflexus RS1

	CGGTTCACCCCCACGCGCGTGGGGACGAC 
	81 copies in S. thermophilum

	CGGTTCACCCCCACGCGCGTGGGAACGAC
	1 copy in S. thermophilum

	TGGTTCACCCCCACGCGCGTGGGGACGAC
	3 copies in S. thermophilum

	GGGCGTACCCCCACGCGCGTGGGGACGAC
	1 copy in S. thermophilum


