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S5 Fig. Characterization of conformation and oligomeric states of E303A-mutated
Emp46pC€C. (A) CD spectra of the wild-type (left) and E303A-mutated Emp46p©©
(right). (B) DMS cross-linking of the wild-type and E303A-mutated Emp46p©C in the
presence or absence of Emp47p©C. The proteins and their mixtures were individually

incubated with DMS for 120 min. The reaction mixtures were analyzed using SDS-

PAGE.



