
S3 Fig. Icicle-like adjaceny chart: made with in-cell bars representing the taxonomic distribution of the fungal sequences and MOTUs found as well as the plots where 
these MOTUs were found (heatmapped by number of sequences). (A) quantiles, sum of sequences in MOTU, MOTU name, MOTU reference sequence accession number, 
icicle chart based on abbreviated NCBI taxonomy path, ecological information, (B) in addition, clone origin of MOTU reference sequence,nearest BLASTn hit accession 
number, length of MOTU reference sequence, and distribution of MOTUs across samples. 
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