S3 Table. Ct mean of each reference candidate gene in the different tissues and stages analyzed. Maximum and minimum are indicated in bold. (*) indicated two maximum values for the considered gene.
	
	ACP
	ACT
	GAPDH
	MDH
	TUB

	All stages and tissues
	24.0
	21.3*
	21.3
	24.9
	23.3

	Pulp (all stages)
	23.8
	19.0
	19.8
	23.5
	21.8

	Seeds (all stages)
	22.2
	21.3*
	20.3
	24.2
	22.4

	Young fruit (all tissues)
	23.1
	18.7
	19.8
	23.1
	20.7

	Maturing fruit (all tissues)
	22.8
	21.0
	20.0
	24.6
	22.2

	Mature fruit (all tissues)
	23.0
	20.7
	20.3
	23.9
	23.5
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