	Author, pub year
	Country (region)
	AD HCA
	AR HCA
	AD HSP
	AR HSP

	McMonagle, 2002 [28]*
	Ireland  (Northern Ireland and Irish Republic)
	
	
	SPG4 46%
Und. 54%
(n=69)
	

	Jardim, 2001 [59]*
	Brazil (Rio Grande do Sul state)
	SCA3 89%
SCA7 2%
[bookmark: _GoBack]SCA8 1%
Und. 9%
(n=199)
	
	
	

	van Warrenburg, 2002 [29]*
	Netherlands (national)
	SCA3 34%
SCA6 9%
SCA1 5%
(n=391)
	
	
	

	Zhao, 2002 [30]*
	Singapore (national)
	SCA3 55%
SCA2 30%
SCA1 7%
(n=58)
	
	
	

	Zortea, 2004 [23]*
	Italy (Padua province)
	SCA1 55% b
SCA2 45% b
Und ?
(n=20)b
	FRDA 35%a, b
A-T 21% a, b
AVED 21% a, b
Und ?
(n=15)b
	
	

	Infante, 2005 [40]*
	Spain (Cantabria region)
	SCA2 33% a
DRPLA 17% a
Und. 33% a
(n=8)
	
	
	

	Tsuji, 2008 [19]*
	Japan (national)
	SCA3 30%
SCA6 21%
DRPLA 10%
Und. 37%
(n=6708)
	Und. 100%
(n=402)
	
	

	Braschinsky, 2009 [32]*
	Estonia (national)
	
	
	SPG4 46%
Und. 54%
(n=24)
	Und. 100%
(n=35)

	Shibata-Hamaguchi, 2009 [24]
	Japan (Hokuriku district)
	SCA3 44%
SCA6 14%
16q-ADCA 7%
Und. 31%
(n=131)
	Und. 100%
(n=1)
	
	

	Boukhris, 2009 [52]*
	Tunisia (Sfax distric)
	
	
	SPG4 100%
(n=4)
	SPG11 21%
SPG15 8%
Und. 69%
(n=84)

	Erichsen, 2009 [34]* 
	Norway (southeast)
	SCA3 4% a
SCA2 2% a
SCA1 2% a
Und. 92% a
(n=111)
	A-T 18%
FRDA 7% 
AOA 7%
Und. 60%
(n=60)
	SPG4 40% a
SPG3A 11% a
SPG31 4% a
Und. 45% a
(n=145)
	SPG11 20% a
Und. 80% a
(n=574)

	Anheim, 2010 [39]*
	France (Alsace region)
	
	FRDA 35%
AOA 10%
A-T 4%
UND 47%
(n=95)
	
	

	Coutinho, 2013 [33]*
	Portugal (national)
	SCA3 56%
DRPLA 6%
CACNA1A 4%
Und. 30%
(n=574)
	FRDA 30%
AOA 12%
A-T 4%
Und. 37%
(n=344)
	SPG4 37%
SPG3A 6%
SPG31 1%
Und. 67%
(n=249)
	SPG11 15%
SPG15 2%
SPG32 2%
Und. 82%
(n=169)


Supplementary table 2 – Relative frequency of the most common gene types in the selected studies
HCA –hereditary cerebellar ataxia; HSP– hereditary spastic paraplegia; AD – autosomal dominant; AR – autosomal recessive
a The relative frequency refers to the number of families
b In this study the number of patients without genetic diagnosis was not reported, therefore the relative frequencies refer to patients with identified mutations.
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