File S1 – List of genes and primer sequences used in multiplex real-time PCR.

	Number
	Gene
	Strand
	Sequence (5' - 3')
	Gene selection strategy
	Reference

	1
	GAPDH
	Forward
	AGTGATGGCATGGACTGTGGTCAT
	Ca
	-

	
	
	Reverse
	CAACAGCCTCAAGATCATCAGCAA
	
	

	2
	HPRT1
	Forward
	GTGGAAGATATAATTGACACTGGC
	C
	-

	
	
	Reverse
	AACACTTCGTGGGGTCCTTT
	
	

	3
	RPL13a
	Forward
	GACAAGAAAAAGCGGATGGT
	C
	-

	
	
	Reverse
	GTACTTCCAGCCAACCTCGT
	
	

	4
	RPS13a
	Forward
	CGAAAGCATCTTGAGAGGAACA
	C
	-

	
	
	Reverse
	TCGAGCCAAACGGTGAATC
	
	

	5
	CCL2
	Forward
	CCTGCTGTTATAACTTCACCAAT
	Bb
	[20, 69c]

	
	
	Reverse
	TTGAAGATCACAGCTTCTTTGG
	
	

	6
	CCL3
	Forward
	TGCTGCTTCAGCTACACCTC
	B, Gd
	[20, 70]

	
	
	Reverse
	GCTTCGCTTGGTTAGGAAGA
	
	

	7
	CCL4
	Forward
	CGCCTGCTGCTTTTCTTACA
	B, G
	[20, 70]

	
	
	Reverse
	TGCTTCTTTTGGTTTGGAAT
	
	

	8
	CCL5
	Forward
	CCTGCTGCTTTGCCTACATT
	B, G
	[20, 70]

	
	
	Reverse
	GGGTGACAAAGACGACTGCT
	
	

	9
	CCL7
	Forward
	CTTCAACTACCTGCTGCTACAGA
	B, G
	[20, 71]

	
	
	Reverse
	CAGTTTGGTCTTGAAGATTACAGC
	
	

	10
	TNF
	Forward
	GAGGGTTTGCTACAACATGG
	B, G
	[18]

	
	
	Reverse
	CCCCAGGGACCTCTCTCTA
	
	

	11
	IL-6
	Forward
	GCATCTAGATTCTTTGCCTTTTT
	B, G
	[72]

	
	
	Reverse
	GAAAATCATCACTGGTCTTTTGG
	
	

	12
	IL-10
	Forward
	ATCGATGACAGCGCCGTAG
	B, G
	[19]

	
	
	Reverse
	GATGCCCCAAGCTGAGAAC
	
	

	13
	IL-12
	Forward
	TTTCTTTTCTCTCTTGCTCTTGC
	B
	[73]

	
	
	Reverse
	GTGGAGGTCAGCTGGGAGTA
	
	

	
	
	
	
	
	


	
	Gene
	Strand
	Sequence (5' - 3')
	Gene selection strategy
	Reference

	14
	IL-1
	Forward
	CAAAATACCTGTGGCCTTGG
	B
	[74]

	
	
	Reverse
	TTTTTGGGATCTACACTCTCCAG
	
	

	15
	IL-8
	Forward
	CTGCGCCAACACAGAAATTA
	B
	[70]

	
	
	Reverse
	TGAATTCTCAGCCCTCTTCAA
	
	

	16
	NOX3
	Forward
	CTGGGACGAAAATACTGACG
	G
	[14]

	
	
	Reverse
	AATACTGCTGCTGGGGTGAT
	
	

	17
	SOD2
	Forward
	GGAACGGGGACACTTACAAA
	G
	[14]

	
	
	Reverse
	TAAGCGTGCTCCCACACAT
	
	

	18
	NOD2
	Forward
	CACTGATGCTGGCAAAGAAC
	G
	[6]

	
	
	Reverse
	GGTAGGTGATGCAGTTATTGGA
	
	

	19
	SET1DB
	Forward
	AGCTCAAGTTCCGGAAGAAA
	Me
	unpublished data

	
	
	Reverse
	GCGATCACCTGACGGATATT
	
	

	20
	mtND1
	Forward
	TCCGCTACGACCAACTCATA
	M
	This study

	
	
	Reverse
	GGGGAATGCTGGAGATTGTA
	
	

	21
	mtND2
	Forward
	ACTAGCCCCCATCTCAATCA
	M
	This study

	
	
	Reverse
	ATTTTGCGTAGCTGGGTTTG
	
	

	22
	mtND3
	Forward
	GCGTCCCTTTCTCCATAAAA
	M
	This study

	
	
	Reverse
	GGCTCATGGTAGGGGTAAAA
	
	

	23
	mtND4L
	Forward
	TCACACCTCATATCCTCCCTACTAT
	M
	This study

	
	
	Reverse
	GGAGTGGGTGTTGAGGGTTAT
	
	

	24
	mtND5
	Forward
	AGGCGCTATCACCACTCTGT
	M
	This study

	
	
	Reverse
	TTGGTTGATGCCGATTGTAA
	
	

	25
	mtCOX2
	Forward
	GGCCTGACTGGCATTGTATT
	M
	This study

	
	
	Reverse
	TCAGTGAATGAAGCCTCCTATG
	
	

	26
	mtCYTb
	Forward
	AGACGCCCTCGGCTTACTT
	M
	This study

	
	
	Reverse
	ATGTGGGGAGGGGTGTTTA
	
	

	
	
	
	
	
	

	Number
	Gene
	Strand
	Sequence (5' - 3')
	Gene selection strategy
	Reference

	27
	mtATP6
	Forward
	GCCACCTACTCATGCACCTAAT
	M
	This study

	
	
	Reverse
	TTAAGGCGACAGCGATTTCTA
	
	

	28
	Ninjurin
	Forward
	CTTGACAAGGAAGATGAGCAG
	B, G
	[75, 76]

	
	
	Reverse
	AAGGCCGTCGTGGAACAG
	
	

	29
	BCL2
	Forward
	CCCCTGGTGGACAACATC
	B
	[46]

	
	
	Reverse
	CAGCCAGGAGAAATCAAACAG
	
	

	30
	IDO1
	Forward
	GGGAAGACCCAAAGGAGTTT
	B
	[77]

	
	
	Reverse
	GGAGGAACTGAGCAGCATGT
	
	

	31
	IDO2
	Forward
	TGCTTCATGCCTTTGATGAG
	B
	[77]

	
	
	Reverse
	GGAAGGTGCTGAGTGGATGT
	
	

	32
	LRRK2
	Forward
	TGATGACAGCACAGCTAGGAA
	G
	[6]

	
	
	Reverse
	CCAAACGGTCAAGCAAGATT
	
	

	33
	PINK1
	Forward
	GCCTCCAGACGTGAGACAG
	G
	[6]

	
	
	Reverse
	CACCCCAGAGGCTTAGATGA
	
	

	34
	ZNRF1
	Forward
	TGCTTGCTGACTCCTCTCAA
	M
	unpublished data

	
	
	Reverse
	GGAGGAAGGGAGAACCATGA
	
	

	35
	TNFSF15
	Forward
	CAGGAGTTTGCACCTTCACA
	G
	[6]

	
	
	Reverse
	TGCTGTGTGGGAGTTTGTCT
	
	

	36
	RIPK2
	Forward
	GGGATAGCACCATTTCTGGA
	G
	[6]

	
	
	Reverse
	ATACCAGGCTGCAGACGTTC
	
	

	37
	ZNF79
	Forward
	TCCAGGAGCCTTGTCCTACT
	G
	unpublished data

	
	
	Reverse
	CTCTGGTGGTGATCCAGATATAA
	
	

	38
	C6orf136
	Forward
	CTTGCTCTTTTTGCGGTTCT
	G
	[6]

	
	
	Reverse
	TAGACGATGGCGACAAATGA
	
	

	Number
	Gene
	Strand
	Sequence (5' - 3')
	Gene selection strategy
	Reference

	39
	E3-Ub-ligase
	Forward
	CCATCTTCACTGAGCAGGAGTTA
	M
	unpublished data

	
	
	Reverse
	GAACCACTGCATCTGAATAGAGTTG
	
	

	40
	BAK
	Forward
	ACGACATCAACCGACGCTAT
	B
	[46]

	
	
	Reverse
	CACTCTCAAACAGGCTGGTG
	
	

	41
	BAD
	Forward
	GAGGACGACGAAGGGATG
	B
	[46]

	
	
	Reverse
	TCCCTTCTTAAAGGAGTCCACA
	
	

	42
	MIF
	Forward
	CGCAGAACCGCTCCTACA
	B
	[78]

	
	
	Reverse
	GAGTTGTTCCAGCCCACATT
	
	

	43
	GAD2
	Forward
	CGGCAACTCACCAAGACATT
	B
	unpublished data

	
	
	Reverse
	AAGTTTCTCAGTAGGGGGCTTAG
	
	

	44
	LTA4H
	Forward
	AATTGAATGAGTTTTTAGCACAGA
	G
	[22]

	
	
	Reverse
	GCAGCCATCTGAATCGTATTT
	
	

	45
	PPARgama
	Forward
	AGTCCTCACAGCTGTTTGCAAGC
	B
	[79]

	
	
	Reverse
	GAGCGGGTGAAGACTCATGTCTGT
	
	

	46
	LPL
	Forward
	AAAGGCACCTGCGGTATTT
	B
	[50]

	
	
	Reverse
	TCACATGCCGTTCTTTGTTC
	
	

	47
	LDLR
	Forward
	ACCAGGACGGCTACAGCTAC
	B
	[80]

	
	
	Reverse
	GAGGTCTCAGGAAGGGTTCTG
	
	


a Constitutive (C) genes were used for the normalization of the assays;
b Biological (B)- genes that were selected after revision of the literature for biological studies;

call references that were not cited previously in the text are listed here (numbers 69-80, see below);

d Genetic (G): genes were selected after revision of the literature for genetic studies;

e Microarray (M): two different data sets (two independent microarrays experiments) were used. The data set presented as “this study” can be found at GSE 40950 and are described in the results section. The other data set was defined as “unpublished results” (GSE35423) and are being compiled for another paper. The references cited are from works based to choose genes involved directly or indirectly with leprosy. 
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