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32 16 17 27 30 28 20 23 48 6 21 17 17 17 30 9 13 11 11 9 11 39 54 25 5 33 56 28 24 5 0 0 0 1 1 2 8 CBM1 Carbohydrate-binding module family 1

1 1 1 1 1 1 1 1 2 2 1 1 1 1 4 2 2 2 2 2 6 5 3 1 3 3 5 3 3 1 0 0 0 0 0 2 1 GH6 Glycoside hydrolase family 6

5 3 4 5 8 4 3 4 6 2 5 1 3 1 11 5 4 4 3 5 9 6 8 6 5 16 11 7 5 2 0 0 0 0 0 2 0 GH7 Glycoside hydrolase family 7

28 9 15 11 15 12 17 18 19 13 14 10 16 11 21 22 19 25 19 19 31 34 19 12 18 29 31 32 15 22 4 2 2 0 4 10 5 AA9 Lytic polysaccharide monooxygenase

20 17 12 11 15 15 11 26 19 17 11 8 6 2 4 8 8 10 7 7 4 1 10 11 4 9 7 0 1! 0 1* 1* 1* 0 0 0 0 AA2 Class II peroxidase

30 17 27 32 31 32 20 17 38 23 18 29 40 31 25 67 65 52 51 54 24 35 32 2 51 36 27 19 17 18 16 15 8 8 20 14 8 AA3_2 GMC oxidoreductase

7 3 9 6 7 8 7 9 9 4 9 5 8 9 8 5 5 7 5 5 12 6 15 10 7 16 4 5 4 2 4 2 4 3 2 6 3 AA5_1 Copper radical oxidase

0 7 11 0 0 8 5 7 0 10 12 14 15 12 14 23 25 24 23 24 45 17 8 13 24 11 11 0 1 2 5 4 3 0 4 6 4 AA1_1 Laccase

7 4 4 4 3 6 2 4 7 3 4 3 7 5 3 8 9 8 6 6 10 2 6 18 5 4 5 3 2 4 5 1 6 1 2 5 5 AA3_3 Alcohol oxidase

4 0 4 0 0 0 0 0 2 0 1 2 3 3 2 3 5 3 4 4 3 2 9 2 0 3 2 5 1 4 5 0 0 3 0 0 0 AA7 Glucooligosaccharide oxidase

2 1 1 1 1 2 1 2 0 1 1 1 2 1 1 2 2 3 2 2 1 0 1 0 5 1 0 1 1 0 1 1 1 3 1 1 1 AA1_2 Ferroxidase

1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 3 3 3 3 3 1 1 1 1 3 1 1 3 1 1 0 0 0 0 1 2 2 AA3_1 Cellobiose dehydrogenase

5 0 0 0 1 1 2 1 3 0 1 0 0 0 0 3 3 4 0 2 1 0 0 0 0 0 0 2 1 0 0 0 0 0 1 0 0 AA3_4 Pyranose oxidase

0 0 0 0 4 0 0 0 0 1 0 1 3 1 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 4 0 0 0 2 0 1 0 AA1_dist Multicopper oxidase

4 0 1 3 4 4 1 1 4 3 2 1 1 4 3 3 3 3 4 4 4 3 3 0 1 2 2 1 3 4 1 0 1 1 3 2 2 AA6 Benzoquinone reductase

1 2 2 2 2 2 2 2 1 1 1 2 2 1 1 2 2 2 2 2 2 6 1 1 2 1 1 2 2 3 0 0 0 0 0 4 4 AA8 Iron reductase domain

0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 2 0 0 0 0 2 3 0 0 AA4 Vanillyl alcohol oxidase

9 0 1 3 0 3 0 2 11 3 5 1 2 2 3 1 0 2 1 1 7 4 5 1 1 5 1 3 1 1 0 2 0 0 0 0 0 DyPs DyP-type peroxidase

4 9 4 2 5 2 3 3 15 3 8 4 9 22 18 8 6 4 6 6 8 7 21 3 11 4 3 7 8 3 5 5 5 6 6 2 3 HTP Heme-thiolate peroxidases
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