A1SRKb
A1SRKa
A1SRK1
A1SRK14
Al1SRK16
A1SRK18
Al1SRK37a
A1SRK38
A1SRK39
A1SRK50
AhSRK3
AhSRK4
AhSRK12
AhSRK13
AhSRK20
AhSRK28
AhSRK29
AhSRK32
AhSRK43
AhSRKa
AhSRKb
AhSRKc
CgSRK7
BrSRKS8
BrSRK9
BrSRK12
BrSRK21
BrSRK22
BrSRK25
BrSRK29
BrSRK32
BrSRK35
BrSRK36
BrSRK38
BrSRK40
BrSRK41
BrSRK44
BrSRK45
BrSRK46
BrSRK47
BrSRK52
BrSRK53
BrSRK54
BrSRK55
BrSRK56
BrSRK60
BrSRK61
BrSRK99
BOSRKO1
BoSRK02b
BOSRK03
BOSRK04
BOSRKO05
BOSRK06
BOSRKO07
BoSRK12
BOSRK13
BoOSRK14
BOSRK15
BOSRK17
BOSRK18
BOSRK20
BOSRK23
BOSRK24
BOSRK25
BOSRK28
BOSRK29
BOoSRK31
BOSRK32
BOSRK33
BOSRK38
BOSRK39
BOSRK51
BOSRK52
BOSRK60
BOSRK61
BOSRK63
BOSRK65
BOSRK68

Yxxg motif 1
ICEFRNEVKLISKLQHINLVRLFGCCVDENEKMLIYEYLENLSLDSH
VNEFKNEVKLIARLQHINLVRLFSCCIYADEKILIYEYLENGSLDSH
SDEFKTEVKVISRLOHINLVRILGCCASGKEKMLIYEYLENSSLDRH
TNEFRTEMILIAKLQHINLVRLLGCFADADDKILVYEYLENLSLDYY
TIEFMNEVRLIARLQHINLVRLLSCCIHAGEKILIYEYLENGSLDSH
TNEFRTEMILIAKLQHINLVRLLGCFADADDKILVYEYLENLSLDYY
TNEFKNEVRLIARLQHINLVRLLSCCIYADEKILIYEYLENGSLDSH
TDEFMNEVRLIARLQHINLVRLLGCCIDGDEKMLIYEYLENLSLDSH
TNEFKNEVKLIARLQHINLVRILGCCFNAKEKVLIYEYLENLSLDRY
TNEFKNEVKLIARLQHINLVQILGCCVDGKEKMLIYEYLENSSLDIY
TNEFRTEMILIAKLQHINLVRLLGCFADEDDKILVYEYLENLSLDYY
TNEFKNEVRLIARLQHINLVRLLSCCIYADEKILIYEYLENGSLDSH
TSEFKNEMRLIARLQHINLVRLLGCCVDVDEKMLIYEYLENLSLDFY
TNEFKNEVRLIAKLQHINLVRLLGCCVEVDEKMLIYEYLENLSLDSY
TREFKNEVNLIARLQHINLVRILGCCFDAKEKMLIYEYLENLSLDTY
TNEFRTEMILIAKLQHINLVRLLGCFADEDDKILVYEYLENLSLDYY
TNEFKNEVKLIARLQHINLVRLFSCCIYADEKILIYEYLENGSLDSH
AREFRNEVKLIARLOHINLVRILGCCFDAKEKMLIYEYLENLSLDTY
VHEFKNELRLIARLQHINLVRLLGCCVDEGEKMLIYEYMENLSLDSH
FDEFMNEVKLIARLQHINLVRLLGCCIDVEEMMLIYEYLANLSLDSY
IREFKNEVRLIARLOHINLVRLLGCCVDAGENILIYEYLENLSLDFY
SDEFKTEVKVISRLQHINLVRILGCCASGKEKMLIYEYLENSSLDRH
TNEFKNEVRLIARLQHINLVRLLSCCIYADEKILIYEYLGEWKPPIL
IDEFMNEVRLIARLOHINLVRILGCCIEAGEKILIYEYLENSSLDYF
ADEFMNEVTLIARLQHINLVQILGCCIDADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVRLIARLQHINLVRILGCCIDAGETMLIYEYLENSSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVTLIARLQHINLVQIIGCCIEADEKMLIYEYLENLSLDCY
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYLENLSLDSH
TDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVTLIARLQHINLVQVLGCCIEGDEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQILGCCIEADEKMLIYEYLENLSLDSS
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYMENLSLDSH
TDEFMNEVTLIARLQHINLVQILGCCIDADEKMLIYEYLENLSLDSY
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYLENLSLDSH
TDEFMNEVTLIARLQHINLVQILGCCIEADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLOHINLVRILGCCIEAGEKILIYEYLENSSLDYF
VDEFMNEVTLIARLQHVNLVQILGCCIDADEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQILGCCIDADEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQILGCCIEADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
ADEFMNEVTLIARLQOHVNLVQILGCCIDADEKILIYEYLENLSLDSY
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYLENLSLDSH
IDEFMNEVRLIARLQHINLVRILGCCIEAGEKILIYEYLENSSLDYF
TDEFMNEVRLIARLQHINLVRILGCCIDADEKMLIYEYLENSSLDSH
IDEFMNEVTLIARLQHVNLVQILGCCIEADEKMLIYEYLENLSLDSY
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYLENLSLDSH
TDEFMNEVTLIARLQHINLVQIIGCCIEADEKMLIYEYLENLSLDSF
MDEFMNEVRLIARLQHINLVRILGCCIEAEEKILIYEYLENSSLDYF
TDEFMNEVRLIAKLQHYNLVRLLGCCVYEGEKILIYEYLENLSLDSH
TDEFMNEVTLIARLQHINLVQVLGCCIEGDEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
VDEFMNEVTLIARLQHVNLVQILGCCIDADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLOHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVTLIARLQHINLVQIIGCCIEADEKMLIYEYLENLSLDCY
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYLENLSLDSH
TDEFMNEVTLIARLQHINLVQVLGCCIDADEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQVLGCCIEGDEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQVLGCCIDADEMMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQIHGCCIEADEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQILGCCIEGDEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
IDEFMNEVRLIARLOHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVRLIAKLQHNNLVRLLGCCVYEGEKILIYEYLENLSLDSH
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
IDEFMNEVRLIARLOHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVTLIARLQHINLVQILGCCIEADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVTLIARLQHINLVQILGCCIEADEKMLIYEHLENLSLDSY
TDEFMNEVTLIARLQHINLVQVLGCCIDADEKMLIYEYLENLSLDSY
TDEFMNEVTLIARLQHINLVQIIGCCIEADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLOHINLVRILGCCIEADEKILIYEYLENSSLDYF
DDEFMNEVTLIARLQHINLVQILGCCIEADEKMLIYEYLENLSLDSY
IDEFMNEVRLIARLQHINLVRILGCCIEADEKILIYEYLENSSLDYF
TDEFMNEVTLIARLQHINLVQIIGCCIEADEKMLIYEYLENLSLDSY
TDEFMNEVRLIARLQHINLVRIIGCCIEADEKMLIYEYLENSSLDYF
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611
610
608
609
639
609
597
623
615
611
612
607
609
606
621
610
610
615
613

612
608
605
613
601
611
613
582
597
617
191
181
193
193
608
600
607
610
615
610
599
599
610
601
600
618

601
603
617
609
602
611
612
615

609
604
608
179
611
179
601
597

602
603
181
599
601
602
599
179
601
616
602
178
601
580



Al1SRKb
AlSRKa
Al1SRK1
Al1SRK14
Al1SRK16
A1SRK18
A1SRK37a
A1SRK38
A1SRK39
A1SRK50
AhSRK3
AhSRK4
AhSRK12
AhSRK13
AhSRK20
AhSRK28
AhSRK29
AhSRK32
AhSRK43
AhSRKa
AhSRKDb
AhSRKc
CgSRK7
BrSRKS8
BrSRK9
BrSRK12
BrSRK21
BrSRK22
BrSRK25
BrSRK29
BrSRK32
BrSRK35
BrSRK36
BrSRK38
BrSRK40
BrSRK41
BrSRK44
BrSRK45
BrSRK46
BrSRK47
BrSRK52
BrSRK53
BrSRK54
BrSRK55
BrSRK56
BrSRK60
BrSRK61
BrSRK99
BOSRKO1
BoSRK02b
BOSRKO03
BoOSRK04
BOSRK05
BOSRKO06
BOSRKO07
BOSRK12
BOSRK13
BoSRK14
BOSRK15
BOSRK17
BOSRK18
BOSRK20
BOSRK23
BoOSRK24
BOSRK25
BOSRK28
BOSRK29
BOSRK31
BOSRK32
BOSRK33
BOSRK38
BOSRK39
BOSRK51
BOSRK52
BOSRK60
BOSRK61
BOSRK63
BOSRK65
BOSRK68

Yxxg motif 2
ANTRKVVGTYGYMSPEYAMDG
ASTKKVVGTYGYMSPEYAMDG
AITRRIVGTYGYMSPEYAMDG
ATTRRIVGTYGYMAPEYAMDG
ANTRKVVGTYGYMSPEYAMDG
ATTRRIVGTYGYMAPEYAMDG
ANTRKVVGTYGYMSPEYAMEG
ANTRKVVGTYGYMSPEYAMDG
AITRRIVGTYGYMSPEYAMEG
AITRRIVGTYGYMSPEYAMDG
ATTRRIVGTYGYMAPEYAMDG
ANTRKVVGTYGYMSPEYAMEG
ANTRKVVGTYGYMSPEYAMDG
ANTKKVVGTYGYMSPEYAMDG
ATTRRIVGTYGYMSPEYAMDG
ATTRRIVGTYGYMAPEYAMDG
ASTKKVVGTYGYMSPEYAMDG
ATTRRIVGTYGYMSPEYAMDG
ANTRKVVGTYGYMSPEYAMDG
ANTRRVVGTYGYMSPEYAMDG
ANTRKVVGTYGYMSPEYAMDG
AITRRIVGTYGYMSPEYAMDG
ANTRKVVGTYGYMSPEYAMDG
VRTDNAVGTYGYMSPEYAMYG
ANTMRVVGTYGYMSPEYAMEG
ARTDNAVGTYGYMSPEYAMDG
ANTRNVVGTYGYMSPEYAMDG
ARTDNAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMRG
ADTRKVVGTYGYMSPEYAMNG
ARTDNAVGTYGYMSPEYAMDG
VRTDNAVGTYGYMSPEYAMYG
ANTRKVVGTYGYMSPEYAMYG
ANTMKVVGTYGYMSPEYAMQG
ADTRKVVGTYGYMSPEYAMNG
ANTMKVVGTYGYMSPEYAMYG
ADTRKVVGTYGYMSPEYAMNG
ANTMKVVGTYGYMSPEYAMNG
VRTDNAVGTYGYMSPEYAMYG
ANTMKVVGTYGYMSPEYAMGG
ASTMKVVGTYGYMSPEYAMQG
ANTKKVVGTYGYMSPEYTMHG
VRTDNAVGTYGYMSPEYAMYG
ARTDNAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMHG
ADTRKVVGTYGYMSPEYAMNG
VRTDNAVGTYGYMSPEYAMYG
ANTMKVVGTYGYMSPEYAMDG
ANTMKVVGTCGYMSPEYAMDG
ADTRKVVGTYGYMSPEYAMNG
ASTMKVVGTYGYMSPEYAMHG
ARTDNAVGTYGYMSPEYAMDG
ADTRKVVGTYGYMSPEYAMNG
ANTMKVVGTYGYMSPEYAMYG
ARTDNAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMGG
AMTDNAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMHG
ADTRKVVGTYGYMSPEYAMNG
ANTMKVVGTYGYMSPEYAMHG
ANTMKVVGTYGYMSPEYAMNG
ANTMKVVGTYGYMSPEYAMHG
ANTMKVVGTYGYMSPEYAMGG
ANTRKVVGTYGYMSPEYAMYG
ARTDNAVGTYGYMSPEYAMDG
ARTDNAVGTYGYMSPEYAMDG
ADTRKVVGTYGYMSPEYAMNG
ARTDNAVGTYGYMSPEYAMDG
ARTDNAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMNG
ARTDNAVGTYGYMSPEYAMDG
ANTKKVVGTYGYMSPEYAMHG
ANTMKVVGTYGYMSPEYAMHG
ANTMKVVGTYGYMSPEYAMHG
AMTDNAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMAG
ANTENAVGTYGYMSPEYAMDG
ANTMKVVGTYGYMSPEYAMHG
ASTDNAVGTYGYMSPEYAMDG

* *hkk kkkgkkkgk *

704
703
701
702
732
702
691
716
708
704
705
701
702
699
714
703
703
708
706
701
705
701
698
706
694
704
706
675
690
710
284
274
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700
703
708
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692
692
703
694
693
711
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694
696
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702
695
704
705
708
702
702
697
701
272
704
272
694
690
698
695
696
274
692
694
695
692
272
694
709
695
271
694
673



Figure S1 Alignment of amino-acid sequences in the regions spanning Yxx¢ motif 1 and Yxx¢
motif 2 in SRKb with the corresponding regions of SRK protein variants from Arabidopsis lyrata
(Al), A. halleri (Ah), Brassica rapa (Br), B. oleracea (Bo), and Capsella grandiflora (Cg). The Yxx¢
motifs are shown in bold red characters. The E571 residue in SRKb and the corresponding E
residues in other SRKs are shown in red characters. Asterisks, colons, and periods indicate
identical amino acids, amino acids having strongly similar properties, and amino acids having

weakly similar properties, respectively.

Accession numbers:

AISRKb (BAB40987), AISRKa (BAB40986), AISRK1 (KJ7724s01.1), AISRK14 (AID21648.1),
AISRK16 (ADQ37362.1), AISRK18 (AlID21658.1), AISRK37a (ACX50425.1), AISRK38
(ADQ37372.1), AISRK39 (AID21691.1), AISRK50 (ADQ37382.1), AhSRK3 (AID21586.1),
AhSRK4 (AJP61141.1), AhSRK12 (AID21577.1), AhSRK13 (AJP61130.1), AhSRK20
(AID21613.1), AhSRK28 (AJP61126.1), AhSRK29 (KM592798.1), AhSRK32 (AJP61104.1),
AhSRK43 (AJP61150.1), AhSRKa (AFP33760.1), AhSRKb (AFP33764.1), AhSRKc
(AFP33765.1), CgSRK7 (ABP02072.1), BrSRK8 (BAA07576), BrSRK9 (BAA06285), BrSRK12
(BAAQ7577), BrSRK21 (BAF57003), BrSRK22 (BAB21001), BrSRK25 (BAF91385), BrSRK29
(BAA31252), BrSRK32 (BAC24028), BrSRK35 (BAC24031), BrSRK36 (BAC24032), BrSRK38
(BAF91389.1), BrSRK40 (BAE78539), BrSRK41 (BAC24034), BrSRK44 (BAE78540), BrSRK45
(BAA34911), BrSRK46 (BAE95180), BrSRK47 (AB180899), BrSRK52 (BAC24037), BrSRK53
(BAF91394), BrSRK54 (BAE96737), BrSRK55 (BAF91395), BrSRK56 (BAF91396), BrSRK60
(BAC76056), BrSRK61 (BAF91397), BrSRK99 (BAC24038), BoSRK01 (BAC24040), BoSRK02b
(CAC84411), BoSRKO03 (CAA55950), BoSRK04 (BAF91400), BoSRK05 (CAB41878), BoOSRK06
(Q09092), BoSRKO07 (BAE95182), BoSRK12 (BAE95185), BoSRK13 (BAA83905), BoOSRK14
(BAF91401), BoSRK15 (BAE95187), BoSRK17 (BAF91402), BoSRK18 (BAA92836), BoOSRK20
(BAC24045), BoSRK23 (BAA34233), BoOSRK24 (BAC24046), BoOSRK25 (BAC24047), BOSRK28
(BAE92528), BoSRK29 (CAA82930), BoSRK31 (BAF91406), BoSRK32 (BAB79442), BoSRK33
(BAC24048), BoSRK38 (BAC24051), BoSRK39 (BAC24052), BoSRK51 (BAC24055), BoSRK52
(BAF91411), BoSRK60 (BAA92837), BoOSRK61 (BAF91412), BoSRK63 (BAF91413), BoOSRK65
(BAC24060) and BoSRK68 (BAF91415).
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