
Human 
12D0 

SYT1/2/5/8 

MYBPC 

SYT3/6/9/10 

PPFIA 

YPEL 

SHANK 

22D0 

SHANK3 50.67 

7D0 

TNNT 

LIN7 

LRRC4 

CALU 

SYT1 78.86 

LIN7A 80.79 

MYBPC1 101.57 

SYT10 33.37 

TSPAN4/9/25 TSPAN9 3.08 

PPFIA2 81.26 

YPEL1 21.7 

LRRC4 128.03 

CALU 128.74 

11D1 

SHANK2 70.47 

SYT8 1.83 

TNNT3 

LIN7C 

1.92 

27.49 

LRRC4C 

MYBPC3 

40.11 

47.33 

SYT9 7.24 

RCN1 31.81 

TSPAN4 0.84 

PPFIA1 70.27 

1D2 

SYT2 202.59 

TNNT2 201.36 

MYBPHL 109.29 

MYBPH 203.17 

SYT6 114.09 

CD53 110.87 

PPFIA4 203.17 

YPEL4 57.65 

19D3 

SHANK1 50.66 

SYT5 55.17 

TNNT1 

LIN7B 

55.13 

49.11 

MYBPC2 50.43 

LRRC4B 50.52 

SYT3 50.62 

RCN3 49.53 

PPFIA3 49.12 

YPEL3 30.09 

17 

GH1 63.92 GH/PRL/PRL2 

59.33 YPEL2 

PRL 22.29 

6 

Chicken 
1D0 

SYT1/2/5/8 

MYBPC 

SYT3/6/9/10 

PPFIA 

YPEL 

SHANK SHANK3 0.16 

15 

TNNT 

LIN7 

LRRC4 

CALU 

SYT1* 39.23 

LIN7A 40.03 

MYBPC1 55.65 

SYT10 59.7 

TSPAN4/9/25 TSPAN9 75.38 

PPFIA2 40.20 

YPEL1 0.56 

5D1 

SHANK2 17.93 

26D2 

SYT8 14.11 SYT2 0.67 

TNNT3 

LIN7C 

14.01 

3.67 

TNNT2 0.8 

LRRC4C 

MYBPC3 MYBPH 1.00 

20.51 

22.98 

SYT9 7.18 SYT6 3.81 

RCN1 5.33 

TSPAN4 15.27 

PPFIA1 17.84 PPFIA4 0.94 

YPEL4 16.92 

27 

GH/PRL/PRL2 PRL 58.77 

2 

PRL2 30.53 GH1 1.79 

7.23 YPEL2 

19 

MYBPC2 Scaffold11616 

0.01 LRRC4 

Scaffold7740 

57 BP 

X. tropicalis 
3 

SYT1/2/5/8 

MYBPC 

SYT3/6/9/10 

PPFIA 

YPEL 

SHANK shank3 79.97 

1 

TNNT 

LIN7 

LRRC4 

CALU 

syt1 52.7 

lin7a 43.03 

mybpc1 39.4 

TSPAN4/9/25 tspan9 13.36 

ppfia2 43.14 

ypel1 145.61 

lrrc4 78.97 

calu 79.5 

4 

shank2 6.54 

syt8 12.53 96.13 

tnnt3 

lin7c 

12.63 

11.84 

96.03 

lrrc4c 

mybpc3 

2.03 

7.59 

syt9 8.4 

rcn1 9.73 

tspan4 34.75 

ppfia1 34.75 

10 

8.77 GH/PRL/PRL2 

2 

syt2 

tnnt2 

mybph 78.54 

syt6 67.44 

cd53 66.61 

87.03 ypel2 

prl1.1 31.04 

6 

gh2 7.30 

7 

shank1 102.28 

syt5 

tnnt1 

lin7b 109.11 

mybpc2 104.31 

syt3 101.83 

rcn3 102.66 

ppfia3 102.76 

prl1.2 104.79 gh1 

lrrc4b 44.12 KB 

scaffold_642 

tspan4l* 103.16 

76.78 

77.06 


