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Supplementary Fig.S1

Reductive dechlorination of PCE by the consortium.



Supplementary Fig. S2
The peptide sequences of TF-PceA-Strep identified by Mass spectrometry

MNHKVHHHHHHMQVSVETTQGLGRRVTITIAADSIETAVKSELVNVAKKVRIDGFRKGKV
PMNIVAQRYGASVRQDVLGDLMSRNFIDAITIKEKINPAGAPTYVPGEYKLGEDFTYSVEF
EVYPEVELQGLEAIEVEKPIVEVTDADVDGMLDTLRKQQOATWKEKDGAVEAEDRVTIDFT
GSVDGEEFEGGKASDFVLAMGQOGRMIPGFEDGIKGHKAGEEFTIDVTFPEEYHAENLKGK
AAKFAINLKKVEERELPELTAEFIKRFGVEDGSVEGLRAEVRKNMERELKSAIRNRVKSQ
AIEGLVKANDIDVPAALIDSEIDVLRRQAAQRFGGNEKQALELPRELFEEQAKRRVVVGL
LLGEVIRTNELKADEERVKGLIEEMASAYEDPKEVIEFYSKNKELMDNMRNVALEEQAVE
AVLAKAKVTEKETTFNELMNQQASAGLEVLFQGPSAGLVPRGSGGIEGRHMELMDRRDFF
KKAALISVVAGAAVISSPLKSSARLVLSKEQDEFPYEISSDFKGMPQTNCIFCRVEFSDKD
AVVDEYVQKTYGLTKIDOMGVKLQSSLDGFVHPEQHGEPGFTAVDKALELAGFATNDEFS
PYAQFGRRNSLIGTHIVNPVTGKIAKDKPVFVPGFHTWDNSRAEYEIKHGDGRYQFKDKQ
EATDRIKRACSYLGADLVGVTSIERAQKWVYTNWIDLHPIKNTFPDGTVKMMTYDAMEAQ
KGNFISAGYGVSPPDFRAESGFEPKSVITLAWAMDYDAMKTAPSLVAGAAAGEGYSRLAE
ISYKVSTFLRRLGIKCAPCGNDTAASIPIATIESGMGEGGRMGMLITEKYGPNVRLAKIFT
DIELVPDKPRTFGVKDFCKNCKKCADACPAKAICKDPAQVYKVGQETSVGKINKSHLAGV
ERYYVNAERCFGYWAATGTTCGTCVAVCPYNKIDEWHHNLTKIATLTPFKPLLRDLDELF

GYGGPLDKTRPKSKWFKDAVADFWNKAWSHPQFEK*

The peptide sequences identified by Mass spectrometry are marked by red font.
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Supplementary Fig. S3
CD spectrum of the refolded TF-PceA





