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Ta le S . O e ie  of the iRZIP o st u ts pool i  high th oughput s ee  
No. iRZIP o st u t iRNA exp essio  No. iRZIP o st u t iRNA exp essio   iRZIP- - p Top  i  HL  iRZIP- - p Not diffe e t  iRZIP- a- p Top  i  HL  iRZIP- a- p Not diffe e t  iRZIP- - p Top  i  HL  iRZIP- - p Not diffe e t  iRZIP- - p Top  i  HL  iRZIP- a- p Not diffe e t  iRZIP- e- p Top  i  HL  iRZIP- - p Not diffe e t  iRZIP- - p Top  i  HL  iRZIP- a- p Not diffe e t  iRZIP- a- p Top  i  HL  iRZIP- - p Not diffe e t  iRZIP- - p I eased i  HL  iRZIP- a- p Not diffe e t  iRZIP- a- p I eased i  HL  iRZIP- - p Not diffe e t  iRZIP- - p I eased i  HL  iRZIP- - p Not diffe e t  iRZIP- a- p I eased i  HL  iRZIP- - p Not diffe e t  iRZIP- - p I eased i  HL  iRZIP-  Not diffe e t  iRZIP- a- p I eased i  HL  iRZIP- a- p Not diffe e t  iRZIP- - p I eased i  HL  iRZIP- - p Not diffe e t  iRZIP- a- p I eased i  HL  iRZIP- - p Not diffe e t  iRZIP- - p I eased i  HL  iRZIP- a- p Not diffe e t  iRZIP- - p I eased i  HL  iRZIP-  Not diffe e t  iRZIP- - p De eased i  HL  iRZIP-let- - p Not diffe e t  iRZIP- a- p Not diffe e t  iRZIP-let- e- p Not diffe e t  iRZIP- - p Not diffe e t  iRZIP-let- f- - p Not diffe e t  iRZIP- - p Not diffe e t  iRZIP- - p Not exp essed  iRZIP- a- p Not diffe e t  iRZIP- - p Not exp essed  iRZIP- a- p Not diffe e t  iRZIP- - p Not exp essed  iRZIP- - - p Not diffe e t  iRZIP- a- p Not exp essed  iRZIP- a- p Not diffe e t  iRZIP-  Not exp essed  iRZIP- - p Not diffe e t  iRZIP-  Not exp essed  iRZIP- - p Not diffe e t  iRZIP-NT  Negati e o t ol  iRZIP- - p Not diffe e t  iRZIP-NT  Negati e o t ol  iRZIP- a- p Not diffe e t  iRZIP-NT  Negati e o t ol  iRZIP- a- p Not diffe e t  iRZIP-NT  Negati e o t ol  iRZIP- a- p Not diffe e t  iRZIP-NT  Negati e o t ol  iRZIP- - p Not diffe e t    



Ta le S . I se t se ue es of the usto  iRZIP o st u ts i  the pool 
iRZIP o st u t Se se se ue e ’-GATCC-I se t-TTTTTG- ’  A tise se se ue e ’-AATTCAAAAA-I se t-G- ’  
iRZIP- - p GCAACACCGGTCGATGGACTATCTTCCTGTCAGACAGCCCATCGACTGGTGTTG CAACACCAGTCGATGGGCTGTCTGACAGGAAGATAGTCCATCGACCGGTGTTGC 
iRZIP- - p GATCACATCGCCAGGGACTAACCTTCCTGTCAGGGTAATCCCTGGCAATGTGAT ATCACATTGCCAGGGATTACCCTGACAGGAAGGTTAGTCCCTGGCGATGTGATC 
iRZIP- a- p GTTCACAGCGGCTAAGTCCCACCTTCCTGTCAGGCGGAACTTAGCCACTGTGAA TTCACAGTGGCTAAGTTCCGCCTGACAGGAAGGTGGGACTTAGCCGCTGTGAAC 
iRZIP- - p GTATTGCAATCGTCCCGGACTACCTTCCTGTCAGGGAGGCCGGGACGAGTGCAATA TATTGCACTCGTCCCGGCCTCCCTGACAGGAAGGTAGTCCGGGACGATTGCAATAC 
iRZIP- - p GCACCCGTCGAACCGACCCTGAGCTTCCTGTCAGCGCAAGGTCGGTTCTACGGGTG CACCCGTAGAACCGACCTTGCGCTGACAGGAAGCTCAGGGTCGGTTCGACGGGTGC 
iRZIP- - p GAACCCGTGGATCCGAACCTGCGCTTCCTGTCAGCACAAGTTCGGATCTACGGGTT AACCCGTAGATCCGAACTTGTGCTGACAGGAAGCGCAGGTTCGGATCCACGGGTTC 
iRZIP- - p GTACAGTACAGATGATATAATCTTCCTGTCAGAGTACATCATCTATACTGTA TACAGTATAGATGATGTACTCTGACAGGAAGATTATATCATCTGTACTGTAC 
iRZIP- - p GTGAGAACGGAATTCCATAGACTCTTCCTGTCAGAGCCTATGGAATTCAGTTCTCA TGAGAACTGAATTCCATAGGCTCTGACAGGAAGAGTCTATGGAATTCCGTTCTCAC 
iRZIP- - p GTCTCCCAGCCCTTGTACAAGCGCTTCCTGTCAGCACTGGTACAAGGGTTGGGAGA TCTCCCAACCCTTGTACCAGTGCTGACAGGAAGCGCTTGTACAAGGGCTGGGAGAC 
iRZIP- - p GTATGGCAATGGTAGAATCCAATCTTCCTGTCAGAGTGAATTCTACCAGTGCCATA TATGGCACTGGTAGAATTCACTCTGACAGGAAGATTGGATTCTACCATTGCCATAC 
iRZIP- - p GTGATATGCTTGATATATTAAGTCGCTTCCTGTCAGCAACCTAATATATCAAACATATCA TGATATGTTTGATATATTAGGTTGCTGACAGGAAGCGACTTAATATATCAAGCATATCAC 
iRZIP- - p GTCCTTCACTCCACCGGAATCCGCTTCCTGTCAGCAGACTCCGGTGGAATGAAGGA TCCTTCATTCCACCGGAGTCTGCTGACAGGAAGCGGATTCCGGTGGAGTGAAGGAC 
iRZIP- - p GCAGTGCACTGATATTGTCCAATCCTTCCTGTCAGGCTTTGACAATATCATTGCACTG CAGTGCAATGATATTGTCAAAGCCTGACAGGAAGGATTGGACAATATCAGTGCACTGC 
iRZIP- - p GACTGCCCAAGGTGCTACTAGCTTCCTGTCAGCCAGCAGCACCTGGGGCAGT ACTGCCCCAGGTGCTGCTGGCTGACAGGAAGCTAGTAGCACCTTGGGCAGTC 
iRZIP- - p GTCTCTGGACCTGTGTCTCAGACCTTCCTGTCAGGCCTAAGACACAGGCCCAGAGA TCTCTGGGCCTGTGTCTTAGGCCTGACAGGAAGGTCTGAGACACAGGTCCAGAGAC 
iRZIP- - p GGCTGACTACTAGTCCAGAGCCCCTTCCTGTCAGGAGCCCTGGACTAGGAGTCAGC GCTGACTCCTAGTCCAGGGCTCCTGACAGGAAGGGGCTCTGGACTAGTAGTCAGCC 
iRZIP- - p GCAGGTCGCCTTGCAGGGATTATCTTCCTGTCAGAGAAGCCCTGCAAGACGACCTG CAGGTCGTCTTGCAGGGCTTCTCTGACAGGAAGATAATCCCTGCAAGGCGACCTGC 
iRZIP- a- p GTGGCAGTATATTGTTAGATGATCTTCCTGTCAGACCAGCTAACAATACACTGCCA TGGCAGTGTATTGTTAGCTGGTCTGACAGGAAGATCATCTAACAATATACTGCCAC 
iRZIP- a- p GTAATCCTCGCTACCTGGGCGAAACTTCCTGTCAGTCTCACCCAGGTAGCAAGGATTA TAATCCTTGCTACCTGGGTGAGACTGACAGGAAGTTTCGCCCAGGTAGCGAGGATTAC 
iRZIP- - p GTCCGAGCATGGGTCTCCATCCTCTTCCTGTCAGAAGAGGGAGACCCAGGCTCGGA TCCGAGCCTGGGTCTCCCTCTTCTGACAGGAAGAGGATGGAGACCCATGCTCGGAC 
iRZIP- - p GAGGGGGACAGTTCTATCGTACCTTCCTGTCAGGGACTATAGAACTTTCCCCCT AGGGGGAAAGTTCTATAGTCCCTGACAGGAAGGTACGATAGAACTGTCCCCCTC 
iRZIP- - p GCACTGGCCCCTTTCTGGATATACTTCCTGTCAGTCTACCCAGAAAGGAGCCAGTG CACTGGCTCCTTTCTGGGTAGACTGACAGGAAGTATATCCAGAAAGGGGCCAGTGC 
iRZIP-  GGGATCCGCGTCACGGAACAACTTCCTGTCAGTGGTGCCGTGACTCGGATCC GGATCCGAGTCACGGCACCACTGACAGGAAGTTGTTCCGTGACGCGGATCCC 
iRZIP-  GAGGGTGTATGTGCTTCTCTTCCTGTCAGAAAAACACACACACCCT AGGGTGTGTGTGTTTTTCTGACAGGAAGAGAAGCACATACACCCTC 
iRZIP-let e- p GTGAGGTAAGAGGTTGTACAGCTCTTCCTGTCAGAACTATACAACCTCCTACCTCA TGAGGTAGGAGGTTGTATAGTTCTGACAGGAAGAGCTGTACAACCTCTTACCTCAC 
iRZIP-let- f- - P GCTATACAATCTACTGTCCTTATCTTCCTGTCAGAGAAAGACAGTAGACTGTATAG CTATACAGTCTACTGTCTTTCTCTGACAGGAAGATAAGGACAGTAGATTGTATAGC 
iRZIP-NT  CAAGCTGACCCTGAAGTTCTTCAAGAGAGAACTTCAGGGTCAGCTTG CAAGCTGACCCTGAAGTTCTCTCTTGAAGAACTTCAGGGTCAGCTTG 
iRZIP-NT  GCTAAGGTCAAGTCGCCCCCGATCTTCCTGTCAGAGCGAGGGCGACTTAACCTTAGG CCTAAGGTTAAGTCGCCCTCGCTCTGACAGGAAGATCGGGGGCGACTTGACCTTAGC 
iRZIP-NT  GCAACAAGGTGAAGAGCACCCACCCCTTCCTGTCAGGAGTTGGTGCTCTTCATCTTGTTG CAACAAGATGAAGAGCACCAACTCCTGACAGGAAGGGGTGGGTGCTCTTCACCTTGTTGC 
iRZIP-NT  GCTAAGGTTAAGTCGCCCTCGCTTTCAAGAGAAGCGAGGGCGACTTAACCTTAGG CCTAAGGTTAAGTCGCCCTCGCTTCTCTTGAAAGCGAGGGCGACTTAACCTTAGC 
iRZIP-NT  GCAACAAGATGAAGAGCACCAACTCTTCAAGAGAGTTGTTCTACTTCTCGTGGTTGAG CTCAACCACGAGAAGTAGAACAACTCTCTTGAAGAGTTGGTGCTCTTCATCTTGTTGC 



Table S3. An overview of the EV-BC pool infected samples before normalization  
KM-H2 1st GFP% Sorted cells Mapped ead ou ts a d pe e tage PCR 1 (%) PCR 2 (%) PCR 3 (%) D5 65.3% 2,000,000 116,841 (92.7%) 93,267 (92.4%) 135,002 (92.5%) D13 78.5% 2,000,000 157,463 (92.4%) 183,180 (92.4%) 149,366 (92.5%) D21 72.1% 2,000,000 160,855 (93.0%) 148,527 (93.0%) 176,961 (92.9%) KM-H2 2nd GFP% Sorted cells Mapped ead ou ts a d pe e tage PCR 1 (%) PCR 2 (%) PCR 3 (%) D5 69.7% 2,000,000 55,124 (92.0%) 120,749 (92.9%) 140,012 (92.9%) D13 77.3% 2,000,000 160,190 (92.6%) 137,003 (92.7%) 123,926 (92.7%) D21 63.9% 2,000,000 81,761 (92.2%) 101,287 (92.8%) 89,748 (92.5%) L540 1st GFP% Sorted cells Mapped ead ou ts a d pe e tage PCR 1 (%) PCR 2 (%) PCR 3 (%) D5 77.3% 1,270,000 109,080 (92.3%) 120,355 (92.3%) 135,186 (92.4%) D13 60.1% 1,200,000 111,375 (92.5%) 121,134 (92.1%) 107,458 (92.4%) D21 90.8% 1,320,000 122,168 (92.2%) 89,641 (92.5%) 95,989 (91.8%) L540 2nd GFP% Sorted cells Mapped ead ou ts a d pe e tage PCR 1 (%) PCR 2 (%) PCR 3 (%) D5 77.9% 1,010,000 139,801 (92.7%) 92,307 (93.0%) 115,886 (91.8%) D13 57.4% 1,100,000 133,505 (92.2%) 278,249 (92.6%) 158,827 (92.4%) D21 90.9% 1,160,000 79,069 (92.0%) 128,486 (92.4%) 159,826 (92.3%) L428 1st GFP% Sorted cells Mapped ead ou ts a d pe e tage PCR 1 (%) PCR 2 (%) PCR 3 (%) D5 83.6% 1,300,000 195,864 (92.4%) 59,529 (92.5%) 77,294 (92.9%) D13 85.9% 1,300,000 57,553 (92.4%) 42,761 (92.8%) 80,383 (93.1%) D21 77.4% 1,150,000 55,336 (91.9%) 85,659 (92.8%) 57,249 (93.5%) L428 2nd GFP% Sorted cells Mapped ead ou ts a d pe e tage PCR 1 (%) PCR 2 (%) PCR 3 (%) D5 87.2% 1,300,000 100,314 (92.4%) 166,946 (93.1%) 132,859 (92.7%) D13 83.0% 1,300,000 217,973 (93.1%) 72,161 (93.0%) 80,173 (92.4%) D21 72.4% 1,100,000 208,992 (92.3%) 138,774 (92.0%) 180,581 (92.7%)   



 
 
Ta le S . A  o e ie  of the iRZIP pool i fe ted sa ples efo e o alizatio   

KM-H  st GFP% So ted ells Mapped ead ou ts a d pe e tage 
PCR  %  PCR  %  PCR  %  

D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  

KM-H  d GFP% So ted ells Mapped ead ou ts a d pe e tage 
PCR  %  PCR  %  PCR  %  

D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  

L  st GFP% So ted ells Mapped ead ou ts a d pe e tage 
PCR  %  PCR  %  PCR  %  

D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  

L  d GFP% So ted ells Mapped ead ou ts a d pe e tage 
PCR  %  PCR  %  PCR  %  

D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  
D  . % , ,  ,  . %  ,  . %  ,  . %  

L  st GFP% So ted ells Mapped ead ou ts a d pe e tage 
PCR  %  PCR  %  PCR  %  

D  . % , ,   ,  . %    ,  . %   ,  . %   
D  . % , ,   ,  . %    ,  . %    ,  . %   
D  . % , ,   ,  . %    ,  . %    ,  . %   

L  d GFP% So ted ells Mapped ead ou ts a d pe e tage 
PCR  %  PCR  %  PCR  %  

D  . % , ,   ,  . %    ,  . %    ,  . %   
D  . % , ,   ,  . %   ,  . %    ,  . %   
D  . % , ,   ,  . %   ,  . %    ,  . %   


