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Fig S1. The co-expression network of differentially expressed ncRNAs and mRNAs in the liver of 

pre- and peak-laying chickens.  

Purple denotes lncRNA, blue denotes mRNA. 

 

Fig S2. The interaction network of differentially expressed lncRNAs and miRNAs in the liver of pre- 

and peak-laying chickens.  

Purple denotes lncRNA, red denotes miRNA. 

 

Fig S3. The interaction network of differentially expressed lncRNA-miRNA-mRNA in the liver of 

pre- and peak-laying chickens. 

Red denotes miRNA, blue denotes mRNA, pink denotes lncRNA. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S1 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S2 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S3 

 

 



LncRNA_id NONCODE_id Locus Length L30_FPKM L20_FPKM Fold_change-L30/L20 p-value q-value UP/DOWN regulate

ENSGALT00000083946 ENSGALT00000083946 20:5316419-5317198 458 160,941 8045,67 0,02000343 0 0 DOWN

ENSGALT00000063846 ENSGALT00000063846 6:17491500-17492581 939 1831,45 125,585 14,58334992 0 0 UP

NONGGAT000547.2 NONGGAT000547.2 1:69152355-69152979 249 1108,65 55,1079 20,11780525 1,14E-263 2,49E-260 UP

ENSGALT00000090391 ENSGALT00000090391 6:17825638-17830100 613 4780,14 2409,37 1,983979214 1,40E-208 2,28E-205 UP

TCONS_00077066 - AADN04004570.1:13914-14832 353 2094,61 1312,7 1,595650187 4,27E-47 5,58E-44 UP

ENSGALT00000054392 ENSGALT00000054392 5:4697852-4763211 956 164,996 5,70752 28,9085277 3,43E-42 3,74E-39 UP

NONGGAT009493.2 NONGGAT009493.2 LGE64:638464-713910 409 502,054 1018,32 0,49302184 2,79E-39 2,60E-36 DOWN

TCONS_00083259 - AADN04017007.1:2009-3711 253 387,603 848,629 0,456740225 8,14E-39 6,66E-36 DOWN

ENSGALT00000084518 ENSGALT00000084518 1:160124742-160139699 1702 144,404 4,55824 31,67977114 1,41E-37 1,02E-34 UP

ENSGALT00000083653 ENSGALT00000083653 AADN04006958.1:20-9692 131 567,995 1042,22 0,544985704 2,10E-31 1,37E-28 DOWN

NONGGAT004778.2 NONGGAT004778.2 20:10692027-10692489 368 128,464 6,19909 20,72304161 7,47E-31 4,44E-28 UP

TCONS_00074801 - AADN04001862.1:9154-10441 480 3420,99 2684,72 1,274244614 6,86E-27 3,74E-24 UP

ENSGALT00000084356 ENSGALT00000084356 1:160124742-160139699 662 93,0275 3,74835 24,81825336 5,63E-24 2,83E-21 UP

ENSGALT00000090145 ENSGALT00000090145 5:1554589-1556262 770 141,282 357,441 0,395259637 6,90E-22 3,22E-19 DOWN

TCONS_00084108 - AADN04019789.1:2094-2904 207 45,0923 159,71 0,282338614 1,13E-15 4,92E-13 DOWN

TCONS_00080349 - AADN04010531.1:452-4455 328 13,1684 93,0695 0,141489962 1,29E-15 5,27E-13 DOWN

ENSGALT00000075378 ENSGALT00000075378 2:69258887-69269597 303 43,3759 1,08504 39,97631424 1,09E-11 4,20E-09 UP

ENSGALT00000046093 ENSGALT00000046093 19:657605-776272 826 111,767 36,5083 3,061413432 1,89E-10 6,87E-08 UP

ENSGALT00000080371 ENSGALT00000080371 AADN04015062.1:37-4694 2478 38,2584 1,26251 30,30344314 2,94E-10 1,01E-07 UP

TCONS_00081807 - AADN04013396.1:1923-5172 275 0,248029 33,8976 0,007317008 2,19E-09 7,17E-07 DOWN

NONGGAT002584.2 NONGGAT002584.2 14:5142789-5145903 1286 70,0868 18,3935 3,810411287 1,58E-08 4,91E-06 UP

TCONS_00086867 - LGE64:189622-217034 284 1,00E-05 30,7903 3,25E-07 1,60E-08 4,74E-06 DOWN

ENSGALT00000047745 ENSGALT00000047745 KQ759701.1:67-6407 121 182,245 92,7692 1,964498993 2,14E-08 6,07E-06 UP

NONGGAT006480.2 NONGGAT006480.2 3:96352171-96355932 851 28,624 0,0495031 578,2264141 2,28E-08 6,22E-06 UP

TCONS_00083049 - AADN04016514.1:791-4553 219 9,6688 52,2638 0,184999943 3,65E-08 9,56E-06 DOWN

NONGGAT000885.2 NONGGAT000885.2 1:104888049-104897524 1908 64,3704 16,3682 3,932649894 4,51E-08 1,14E-05 UP

ENSGALT00000048098 ENSGALT00000048098 AADN04013557.1:864-3212 227 0,536306 26,2378 0,020440205 2,22E-07 5,39E-05 DOWN

NONGGAT012030.2 NONGGAT012030.2 Z:65952610-65959461 1304 30,3252 2,31314 13,10997173 3,32E-07 7,76E-05 UP

ENSGALT00000089561 ENSGALT00000089561 Z:65946675-65947529 779 32,1542 3,56119 9,029060511 4,83E-07 0,00010908 UP

NONGGAT008948.2 NONGGAT008948.2 8:16539917-16602426 803 21,3361 1,00E-05 2133610 2,45E-06 0,00053424 UP

ENSGALT00000054175 ENSGALT00000054175 4:16538276-16539293 861 52,459 16,6313 3,154233283 1,08E-05 0,00227745 UP

ENSGALT00000065772 ENSGALT00000065772 1:32603424-32604254 557 65,5016 128,828 0,508442264 1,08E-05 0,00221141 DOWN

TCONS_00074507 - AADN04001659.1:277-4578 585 71,8214 28,7746 2,495999944 1,38E-05 0,00272753 UP

NONGGAT006128.2 NONGGAT006128.2 3:38495880-38502542 255 18,5467 1,00E-05 1854670 1,78E-05 0,00342063 UP

NONGGAT004935.2 NONGGAT004935.2 21:4821757-4823718 908 17,1878 0,0307635 558,7075593 3,43E-05 0,00640773 UP

TCONS_00083147 - AADN04016749.1:1030-1442 260 43,7659 13,5892 3,220638448 5,72E-05 0,01038799 UP

TCONS_00034720 - 2:85222752-85284783 277 16,0924 0,33951 47,39889841 6,59E-05 0,01166165 UP

ENSGALT00000056469 ENSGALT00000056469 2:55831577-55833903 2229 27,6794 5,15023 5,374400755 0,00010179 0,01752726 UP

ENSGALT00000074300 ENSGALT00000074300 20:3467577-3496545 929 18,8673 1,36018 13,87117881 0,0001053 0,01766626 UP

NONGGAT004598.2 NONGGAT004598.2 2:142168548-142169552 204 15,1097 1,00E-05 1510970 0,00012655 0,02070094 UP

TCONS_00022617 - 16:238279-378917 228 26,0136 5,83045 4,46167963 0,00017136 0,02734633 UP

TCONS_00059149 - 5:24624373-24626446 273 36,2658 11,3325 3,200158835 0,00027271 0,0424845 UP

TCONS_00079233 - AADN04007795.1:3607-5507 321 134,731 83,0882 1,621541928 0,00031993 0,04868076 UP

ENSGALT00000087508 ENSGALT00000087508 AADN04013810.1:1156-2945 969 93,5623 51,2618 1,825185616 0,00033903 0,05041468 UP

ENSGALT00000067629 ENSGALT00000067629 AADN04005148.1:10821-12255 522 67,3732 32,5255 2,071396289 0,0004332 0,06298733 UP

NONGGAT002034.2 NONGGAT002034.2 11:19845092-19903359 702 18,3218 2,93541 6,241649378 0,00043398 0,06172865 UP

NONGGAT006789.2 NONGGAT006789.2 4:21073945-21318232 394 13,7569 0,72219 19,04886526 0,00046201 0,0643175 UP

TCONS_00081030 - AADN04012071.1:656-1765 242 13,6136 1,00E-05 1361360 0,00046201 0,0643175 UP

TCONS_00084657 - AADN04023256.1:755-1497 660 13,1412 0,28659 45,85365854 0,00046201 0,0643175 UP

ENSGALT00000087210 ENSGALT00000087210 AADN04024472.1:20-1333 180 20,1028 3,49153 5,757590512 0,0004751 0,06217205 UP

NONGGAT001535.2 NONGGAT001535.2 10:3975063-3978796 687 27,5158 7,1056 3,872410493 0,00067679 0,08682796 UP

NONGGAT006510.2 NONGGAT006510.2 3:97953834-98091388 326 12,6915 0,275399 46,08404533 0,00087828 0,11051156 UP

ENSGALT00000065447 ENSGALT00000065447 AADN04015062.1:37-4694 1145 12,657 0,587924 21,52829277 0,00087828 0,11051156 UP

NONGGAT010447.2 NONGGAT010447.2 1:133879806-133899318 256 9,05801 31,3685 0,288761337 0,00096031 0,11635742 DOWN

NONGGAT004633.2 NONGGAT004633.2 2:146370638-146404935 353 36,3715 13,4511 2,7039796 0,00108956 0,12961813 UP

TCONS_00080531 - AADN04010994.1:5081-6973 292 74,8275 40,1175 1,86520845 0,00109333 0,12774342 UP

ENSGALT00000088168 ENSGALT00000088168 AADN04013025.1:966-2332 925 54,4909 25,4186 2,143741197 0,00112934 0,12963641 UP

ENSGALT00000058664 ENSGALT00000058664 AADN04017002.1:20-4663 1189 10,6307 32,6036 0,326059085 0,00128642 0,14512124 DOWN

NONGGAT006509.2 NONGGAT006509.2 3:97953834-98091388 435 11,6809 0,455587 25,63923027 0,00166302 0,18442557 UP

ENSGALT00000060972 ENSGALT00000060972 8:25343080-25344661 917 11,3906 0,206988 55,0302433 0,00166302 0,18442557 UP

ENSGALT00000079786 ENSGALT00000079786 AADN04009533.1:6351-9238 1679 44,6766 19,5005 2,291048947 0,00171635 0,18409972 UP

TCONS_00010710 - 1:98350572-98387949 256 30,7533 10,7636 2,857157457 0,00175087 0,18477343 UP

TCONS_00024044 - 17:6595709-6596658 233 28,0278 9,27208 3,022816887 0,00203453 0,21130048 UP

NONGGAT003016.2 NONGGAT003016.2 16:238279-378917 776 37,38966667 360,31 9,636619743 8,44E-36 6,64E-34 UP

NONGGAT003598.2 NONGGAT003598.2 2:477850-478360 404 73,2979 42,1802 1,737732396 0,0029879 0,30076635 UP

ENSGALT00000066773 ENSGALT00000066773 13:15760219-15765354 1274 65,9194 36,2124 1,820354354 0,00304127 0,3015003 UP

NONGGAT008232.2 NONGGAT008232.2 6:26412135-26498194 394 10,5027 0,096053 109,3427587 0,00313472 0,30612601 UP

TCONS_00012705 - 10:6973120-7516317 213 10,8197 1,00E-05 1081970 0,00313472 0,30612601 UP

NONGGAT004692.2 NONGGAT004692.2 20:3467577-3496545 1312 12,3891 1,42872 8,671468167 0,00384469 0,36457735 UP

NONGGAT000884.2 NONGGAT000884.2 1:104888049-104897524 935 28,4427 10,3332 2,752554872 0,00400386 0,37424628 UP

NONGGAT007227.2 NONGGAT007227.2 4:77137720-77142466 223 14,0325 2,69717 5,202675397 0,00407359 0,37540159 UP

ENSGALT00000087836 ENSGALT00000087836 AADN04014994.1:1250-5349 1366 31,2035 59,5426 0,524053367 0,00477145 0,43360575 DOWN

TCONS_00079516 - AADN04008402.1:1822-8795 250 136,752 96,8425 1,412107288 0,00587315 0,5264109 UP

TCONS_00084996 - AADN04024665.1:368-1198 201 30,8133 12,0292 2,561541915 0,00616882 0,54544003 UP

TCONS_00087975 - Z:70655387-70656873 473 11,358 1,83747 6,181325409 0,00685313 0,59786729 UP

ENSGALT00000081707 ENSGALT00000081707 AADN04007056.1:6459-9008 1408 13,1186 2,10975 6,218082711 0,00699851 0,60251647 UP

ENSGALT00000079903 ENSGALT00000079903 KQ759463.1:15967-17430 515 13,1137 2,45742 5,336369037 0,00699851 0,60251647 UP

NONGGAT009784.2 NONGGAT009784.2 12:11521061-11521677 412 28,2133 11,9172 2,367443695 0,00740224 0,62093429 UP

ENSGALT00000087499 ENSGALT00000087499 1:132561118-132564698 804 1,089 12,8887 0,084492618 0,00742162 0,61467908 DOWN

ENSGALT00000066453 ENSGALT00000066453 AADN04013147.1:262-793 280 2,07377 14,0708 0,147381101 0,00758268 0,62016832 DOWN

TCONS_00032252 - 2:85222752-85284783 471 18,8792 5,75503 3,280469433 0,00873066 0,70524351 UP

NONGGAT000448.2 NONGGAT000448.2 1:55806773-56041269 303 5,77255 19,7893 0,291700565 0,00943318 0,7526985 DOWN

NONGGAT004926.2 NONGGAT004926.2 21:4407475-4423378 730 12,7682 30,7033 0,415857579 0,00969566 0,76432201 DOWN

NONGGAT009035.2 NONGGAT009035.2 8:25343080-25344661 847 8,98365 0,00232691 3860,763846 0,01095681 0,85345714 UP

NONGGAT004356.2 NONGGAT004356.2 2:108810317-108815718 266 14,827 3,59651 4,12260775 0,01105653 0,85109261 UP

TCONS_00084387 - AADN04021290.1:50-1076 259 57,2497 33,484 1,709762872 0,01186222 0,90249404 UP

TCONS_00080532 - AADN04010994.1:5081-6973 308 56,6862 88,9643 0,637179183 0,01272845 0,95726704 DOWN

NONGGAT008154.2 NONGGAT008154.2 6:19245520-19320476 246 27,5935 12,5385 2,200701838 0,01851014 1 UP

ENSGALT00000053159 ENSGALT00000053159 AADN04004822.1:10153-14362 244 50,5935 29,9267 1,690580652 0,01901083 1 UP

ENSGALT00000064810 ENSGALT00000064810 AADN04014994.1:1250-5349 427 12,6046 28,6158 0,440476939 0,01974082 1 DOWN

ENSGALT00000059156 ENSGALT00000059156 20:8466029-8468924 1967 60,4775 37,7845 1,600590189 0,0202279 1 UP

NONGGAT008779.2 NONGGAT008779.2 8:2596627-2648150 1024 7,26515 0,356621 20,37218784 0,02027909 1 UP

ENSGALT00000088070 ENSGALT00000088070 AADN04003350.1:4399-14653 1468 7,63262 0,016705 456,9063155 0,02027909 1 UP

NONGGAT004689.2 NONGGAT004689.2 20:3467577-3496545 1595 9,87764 1,20743 8,18071441 0,02121506 1 UP

NONGGAT004687.2 NONGGAT004687.2 20:3432137-3467524 907 9,57633 1,57116 6,095069885 0,02121506 1 UP

ENSGALT00000026524 ENSGALT00000026524 3:96913826-96917962 851 9,53053 1,52915 6,232567112 0,02121506 1 UP

TCONS_00080189 - AADN04010102.1:6483-7036 244 9,62735 1,32899 7,244110189 0,02121506 1 UP

NONGGAT008264.2 NONGGAT008264.2 6:31349848-31351077 324 0,465425 8,04497 0,057852919 0,02153808 1 DOWN

NONGGAT005466.2 NONGGAT005466.2 26:5130523-5147377 503 1,12216 10,733 0,104552315 0,02253408 1 DOWN

NONGGAT003941.2 NONGGAT003941.2 2:43337274-43342886 1426 1,6776 10,3392 0,162256267 0,02253408 1 DOWN

NONGGAT013263.1 NONGGAT013263.1 12:11021698-11027719 446 19,681 7,78133 2,529259137 0,02287327 1 UP

ENSGALT00000053281 ENSGALT00000053281 13:16951319-16954460 1998 56,4393 85,6029 0,65931528 0,02355173 1 DOWN

NONGGAT002911.2 NONGGAT002911.2 15:9150581-9168946 1004 30,944 15,917 1,944084941 0,02800038 1 UP

ENSGALT00000088924 ENSGALT00000088924 9:20620325-20625253 2120 144,541 111,185 1,300004497 0,02854383 1 UP

NONGGAT003734.2 NONGGAT003734.2 2:13135662-13577083 361 12,4766 3,3902 3,680195859 0,02933995 1 UP

ENSGALT00000086372 ENSGALT00000086372 KQ759608.1:13852-15108 1170 3,8472 13,5866 0,28316135 0,03101218 1 DOWN

TCONS_00009292 - 1:138622810-138647678 2539 10,502 2,29392 4,5781893 0,03345406 1 UP

TCONS_00080110 - AADN04010031.1:8545-8880 240 32,8891 17,1092 1,922304959 0,0350027 1 UP

NONGGAT007056.2 NONGGAT007056.2 4:51143265-51160356 651 8,9211 1,10425 8,078877066 0,03674932 1 UP

NONGGAT007970.2 NONGGAT007970.2 6:2626603-2629845 624 6,38554 0,954233 6,691803784 0,03721786 1 UP

NONGGAT003795.2 NONGGAT003795.2 2:21380801-21410300 633 6,43703 0,0999873 64,37847607 0,03721786 1 UP

ENSGALT00000089020 ENSGALT00000089020 AADN04002843.1:8440-12030 1694 6,20853 0,479905 12,93699795 0,03721786 1 UP

ENSGALT00000071172 ENSGALT00000071172 4:21073945-21318232 750 6,05376 0,35642 16,98490545 0,03721786 1 UP

TCONS_00009422 - 1:196180432-196202524 634 6,12553 0,677101 9,046700566 0,03721786 1 UP

TCONS_00062042 - 5:28406953-28747300 393 6,70425 0,112733 59,47016402 0,03721786 1 UP

TCONS_00082523 - AADN04015030.1:1502-5366 257 46,8414 28,531 1,641772108 0,03818852 1 UP

NONGGAT002698.2 NONGGAT002698.2 14:13204820-13206561 206 1,17E-05 7,03369 1,66E-06 0,03913615 1 DOWN

NONGGAT005465.2 NONGGAT005465.2 26:5130523-5147377 460 4,4309 14,9702 0,29598135 0,0415637 1 DOWN

ENSGALT00000053572 ENSGALT00000053572 2:138603243-138604901 669 48,0931 30,0457 1,600664987 0,04340066 1 UP

NONGGAT007149.2 NONGGAT007149.2 4:61659123-61681572 301 23,6838 11,5821 2,044862331 0,04514732 1 UP

NONGGAT003736.2 NONGGAT003736.2 2:13580401-13593379 271 11,3667 3,03789 3,741643048 0,04693353 1 UP

ENSGALT00000088078 ENSGALT00000088078 KQ759634.1:20-3240 1697 11,503 3,71146 3,099319405 0,04693353 1 UP

ENSGALT00000048485 ENSGALT00000048485 AADN04015258.1:2585-5534 476 11,7599 3,61283 3,255038294 0,04693353 1 UP

NONGGAT007727.2 NONGGAT007727.2 5:37767343-37777121 586 14,0954 5,8164 2,423389038 0,05031974 1 UP

NONGGAT005584.2 NONGGAT005584.2 28:787632-788456 498 24,5146 41,1425 0,595846144 0,05046535 1 DOWN

TCONS_00085358 - KQ759474.1:1438-5574 266 353,777 309,194 1,144191026 0,05103823 1 UP

NONGGAT003596.2 NONGGAT003596.2 2:476041-477519 913 24,1538 12,0322 2,007430063 0,05123538 1 UP

ENSGALT00000057865 ENSGALT00000057865 2:17358205-17359236 857 22,8595 38,0339 0,601029608 0,05655806 1 DOWN

ENSGALT00000059410 ENSGALT00000059410 1:15324253-15327462 1053 29,9129 16,8095 1,779523484 0,05740294 1 UP

ENSGALT00000083325 ENSGALT00000083325 KQ759639.1:492-1770 544 34,9491 20,2223 1,728245551 0,06071022 1 UP

NONGGAT002898.2 NONGGAT002898.2 15:8974163-8995779 329 12,605 4,75392 2,651496029 0,06110988 1 UP

NONGGAT007113.2 NONGGAT007113.2 4:58493682-58508083 276 7,6175 1,84731 4,123563452 0,06285883 1 UP

ENSGALT00000066320 ENSGALT00000066320 26:5130523-5147377 294 4,60904 13,8605 0,332530572 0,06378494 1 DOWN

NONGGAT012469.1 NONGGAT012469.1 1:153918343-153934457 273 5,01722 8,25E-06 608305,6696 0,06761068 1 UP

NONGGAT008554.2 NONGGAT008554.2 7:18965844-19009518 5509 5,60538 0,932569 6,010686609 0,06761068 1 UP

NONGGAT008122.2 NONGGAT008122.2 6:17469243-17487360 3571 5,27298 0,252944 20,84643241 0,06761068 1 UP

NONGGAT004748.2 NONGGAT004748.2 20:8418758-8463809 876 5,21524 0,462756 11,26995652 0,06761068 1 UP

ENSGALT00000086781 ENSGALT00000086781 20:10677566-10679829 813 5,52165 0,930816 5,932053166 0,06761068 1 UP

ENSGALT00000085452 ENSGALT00000085452 AADN04006291.1:4271-4684 225 5,44012 0,895472 6,075142495 0,06761068 1 UP

ENSGALT00000066423 ENSGALT00000066423 3:24875244-24897060 1591 5,02689 0,472087 10,64822797 0,06761068 1 UP

TCONS_00010110 - 1:171317895-171324001 454 5,16421 0,129616 39,84238057 0,06761068 1 UP

TCONS_00050913 - 3:107264663-107266723 635 5,00886 1,00E-05 500886 0,06761068 1 UP

NONGGAT008591.2 NONGGAT008591.2 7:21882052-22100965 317 19,2093 9,87345 1,945550947 0,06827142 1 UP

NONGGAT011092.2 NONGGAT011092.2 3:104966644-104967022 302 27,7635 15,2703 1,818137168 0,07010441 1 UP

ENSGALT00000086028 ENSGALT00000086028 33:1188813-1193158 832 66,8969 48,6019 1,376425613 0,07785247 1 UP

ENSGALT00000084001 ENSGALT00000084001 28:3951733-3952999 274 38,2754 24,0499 1,591499341 0,07943129 1 UP

NONGGAT006820.2 NONGGAT006820.2 4:25162582-25180520 709 16,7001 29,8033 0,560343989 0,07955274 1 DOWN

TCONS_00079837 - AADN04009331.1:20-7885 414 13,4183 25,7202 0,521702786 0,08121738 1 DOWN

TCONS_00053116 - 4:85352685-85429274 1678 8,10225 18,9594 0,427347384 0,08754261 1 DOWN

ENSGALT00000061349 ENSGALT00000061349 AADN04013089.1:20-6849 1528 2,54405 9,43369 0,269677083 0,092468 1 DOWN

ENSGALT00000060844 ENSGALT00000060844 22:417602-418609 797 6,10616 15,2426 0,400598323 0,09346617 1 DOWN

ENSGALT00000054864 ENSGALT00000054864 AADN04002511.1:12775-14383 1397 162,297 136,801 1,186372907 0,09362176 1 UP

NONGGAT009707.2 NONGGAT009707.2 LGE64:776597-777967 1310 12,8355 23,6945 0,541707991 0,09941475 1 DOWN

NONGGAT011837.2 NONGGAT011837.2 Z:35018990-35019602 396 6,77745 1,3589 4,987453087 0,10593212 1 UP

NONGGAT008049.2 NONGGAT008049.2 6:9643791-9663329 473 6,81649 1,38825 4,91013146 0,10593212 1 UP

NONGGAT006528.2 NONGGAT006528.2 3:101781900-101806914 664 6,43376 1,58055 4,070583025 0,10593212 1 UP

NONGGAT006370.2 NONGGAT006370.2 3:77133733-77136797 262 6,05509 1,04607 5,788417601 0,10593212 1 UP

NONGGAT003889.2 NONGGAT003889.2 2:36996137-37207949 308 6,63276 1,33446 4,970370037 0,10593212 1 UP

NONGGAT003735.2 NONGGAT003735.2 2:13580401-13593379 1642 6,22109 1,82089 3,416510607 0,10593212 1 UP

ENSGALT00000050615 ENSGALT00000050615 9:5274212-5280289 1319 6,72868 1,3446 5,004224305 0,10593212 1 UP

ENSGALT00000047296 ENSGALT00000047296 25:797883-798440 378 6,87053 1,65027 4,163276312 0,10593212 1 UP

ENSGALT00000074241 ENSGALT00000074241 AADN04009285.1:7560-9252 144 88,2572 114,399 0,771485765 0,10652728 1 DOWN

NONGGAT011679.2 NONGGAT011679.2 Z:10993358-11023191 2996 19,5766 10,3697 1,887865608 0,10705006 1 UP

TCONS_00033691 - 2:85222752-85284783 413 12,5158 5,41697 2,310479844 0,11192904 1 UP

TCONS_00082134 - AADN04013985.1:609-1722 236 12,795 5,56418 2,299530209 0,11192904 1 UP

NONGGAT007572.2 NONGGAT007572.2 5:23900770-23906282 701 9,10454 3,58942 2,536493361 0,11495945 1 UP

NONGGAT007480.2 NONGGAT007480.2 5:15151803-15340849 2304 5,44979 13,3316 0,408787392 0,11563449 1 DOWN

NONGGAT003584.2 NONGGAT003584.2 19:9545880-9641678 210 16,3578 8,79601 1,859684107 0,11870721 1 UP

ENSGALT00000047722 ENSGALT00000047722 AADN04024571.1:20-1042 729 16,7379 8,35403 2,003571929 0,11870721 1 UP

ENSGALT00000089056 ENSGALT00000089056 AADN04019836.1:20-3232 1055 3,4854 10,3147 0,337906095 0,11870922 1 DOWN

NONGGAT009362.2 NONGGAT009362.2 9:19337257-19358710 834 4,47621 0,267303 16,74582777 0,12127849 1 UP

NONGGAT008994.2 NONGGAT008994.2 8:21313114-21490422 323 4,07269 0,0943676 43,15771515 0,12127849 1 UP

NONGGAT008780.2 NONGGAT008780.2 8:2596627-2648150 477 4,25309 0,695837 6,112192942 0,12127849 1 UP

NONGGAT007827.2 NONGGAT007827.2 5:50646302-50651245 260 4,04055 4,27E-07 9460940,299 0,12127849 1 UP

NONGGAT007032.2 NONGGAT007032.2 4:49951540-49951970 329 4,79004 0,719279 6,659502085 0,12127849 1 UP

NONGGAT006127.2 NONGGAT006127.2 3:38481217-38490445 1292 4,73954 0,388995 12,18406406 0,12127849 1 UP

NONGGAT006125.2 NONGGAT006125.2 3:38481217-38490445 1677 4,06568 0,119968 33,88970392 0,12127849 1 UP

NONGGAT005979.2 NONGGAT005979.2 3:25258381-25263766 205 4,57717 1,00E-05 457717 0,12127849 1 UP

NONGGAT003940.2 NONGGAT003940.2 2:43337274-43342886 1513 4,28596 0,55662 7,699974848 0,12127849 1 UP

ENSGALT00000079592 ENSGALT00000079592 6:9868123-10258080 645 4,20926 0,483468 8,706388013 0,12127849 1 UP

TCONS_00010165 - 1:854103-854919 599 4,13599 0,00337617 1225,053833 0,12127849 1 UP

TCONS_00024141 - 17:7690024-7692541 414 4,26396 0,528343 8,07043909 0,12127849 1 UP

TCONS_00034287 - 2:123836686-123837912 1019 4,83692 1,00E-05 483692 0,12127849 1 UP

TCONS_00083847 - AADN04018720.1:178-3615 1257 4,214 0,0527947 79,81861816 0,12127849 1 UP

ENSGALT00000066927 ENSGALT00000066927 AADN04024571.1:20-1042 972 8,74056 17,2715 0,506068379 0,12251703 1 DOWN

NONGGAT015771.1 NONGGAT015771.1 5:18320523-18359609 223 0,798669 5,99167 0,13329656 0,12511456 1 DOWN

NONGGAT005467.2 NONGGAT005467.2 26:5130523-5147377 339 0,567905 5,54859 0,102351228 0,12511456 1 DOWN

TCONS_00054072 - 4:49610291-49619534 444 0,220694 5,7317 0,038504109 0,12511456 1 DOWN

ENSGALT00000081237 ENSGALT00000081237 9:15147868-15245491 499 13,3711 6,58397 2,030856763 0,13020326 1 UP

TCONS_00084136 - AADN04019867.1:239-1913 218 9,98991 18,9537 0,527069121 0,13654093 1 DOWN

NONGGAT002648.2 NONGGAT002648.2 14:8898887-8953269 934 10,2699 4,47915 2,292823415 0,1396694 1 UP

ENSGALT00000065536 ENSGALT00000065536 22:2311317-2312442 983 10,1557 4,51833 2,247666726 0,1396694 1 UP

TCONS_00083741 - AADN04018352.1:48-812 476 10,2145 4,35683 2,344479817 0,1396694 1 UP

NONGGAT005489.2 NONGGAT005489.2 27:1521893-1522560 421 7,08887 2,89936 2,444977512 0,14208651 1 UP

NONGGAT003733.2 NONGGAT003733.2 2:13135662-13577083 364 7,61566 2,72922 2,790416309 0,14208651 1 UP

NONGGAT002604.2 NONGGAT002604.2 14:6454303-6454804 298 7,71878 2,12403 3,634025885 0,14208651 1 UP

NONGGAT002004.2 NONGGAT002004.2 11:17269164-17269772 291 4,26632 11,8874 0,358894291 0,14375983 1 DOWN

NONGGAT006384.2 NONGGAT006384.2 3:77739221-77786312 264 2,9027 8,36244 0,347111609 0,14620706 1 DOWN

ENSGALT00000086955 ENSGALT00000086955 5:17004710-17006082 579 10,3151 19,4157 0,531276235 0,15016342 1 DOWN

NONGGAT004908.2 NONGGAT004908.2 21:3298990-3310809 3588 7,35295 15,22 0,483111038 0,15201818 1 DOWN

ENSGALT00000090050 ENSGALT00000090050 AADN04022008.1:20-2179 1090 47,181 34,712 1,359212952 0,15294571 1 UP

ENSGALT00000078786 ENSGALT00000078786 AADN04014815.1:2656-3331 164 14,6849 24,4427 0,600788784 0,15457841 1 DOWN

NONGGAT002370.2 NONGGAT002370.2 13:8358715-8359796 201 28,2318 41,7339 0,676471645 0,15518818 1 DOWN

ENSGALT00000084457 ENSGALT00000084457 Z:13789290-13790678 401 24,3386 15,1868 1,602615429 0,16060874 1 UP

ENSGALT00000084319 ENSGALT00000084319 AADN04007401.1:4927-11164 1922 24,5197 15,5745 1,574349096 0,16060874 1 UP

ENSGALT00000077863 ENSGALT00000077863 4:66403276-66405539 653 15,6549 8,75684 1,787733931 0,16476232 1 UP

TCONS_00086754 - KQ759728.1:223-1514 354 25,2782 16,9952 1,487372905 0,17059224 1 UP

NONGGAT014666.1 NONGGAT014666.1 3:29707659-29709778 261 8,45393 3,74025 2,260258004 0,17536839 1 UP

ENSGALT00000067021 ENSGALT00000067021 1:77758627-77759108 443 8,89614 3,74292 2,376791382 0,17536839 1 UP

TCONS_00010530 - 1:1099541-1101985 261 8,22678 3,56374 2,30846807 0,17536839 1 UP

NONGGAT016420.1 NONGGAT016420.1 9:5007339-5061641 453 5,46292 1,67815 3,255322826 0,17538418 1 UP

NONGGAT000062.2 NONGGAT000062.2 1:6171131-6177834 1265 5,44935 1,7254 3,158311116 0,17538418 1 UP

ENSGALT00000057757 ENSGALT00000057757 AADN04024683.1:885-1691 488 5,95916 1,48329 4,017528602 0,17538418 1 UP

ENSGALT00000054619 ENSGALT00000054619 12:1716990-1720842 1009 5,59901 1,79586 3,117731894 0,17538418 1 UP

TCONS_00067122 - 7:14914234-14935708 392 5,86961 1,91469 3,06556675 0,17538418 1 UP

TCONS_00082102 - AADN04013949.1:4235-6345 209 38,57 52,3078 0,737366129 0,17671608 1 DOWN

NONGGAT000998.2 NONGGAT000998.2 1:115732385-115768467 3894 38,0864 27,5136 1,384275413 0,17863883 1 UP

TCONS_00022553 - 16:238279-378917 249 1,54701 6,47964 0,238749375 0,17985934 1 DOWN

TCONS_00051192 - 32:2800-4480 269 1,7322 6,27518 0,27603989 0,17985934 1 DOWN

NONGGAT001554.2 NONGGAT001554.2 10:5329180-5330715 311 16,2802 9,19442 1,770660901 0,18097139 1 UP

TCONS_00084734 - AADN04024114.1:39-1599 211 88,3627 72,3557 1,221226524 0,181084 1 UP

ENSGALT00000086561 ENSGALT00000086561 AADN04014994.1:1250-5349 1258 6,21847 13,8477 0,449061577 0,18965366 1 DOWN

TCONS_00085054 - KQ759337.1:82-2725 226 6,16389 13,8418 0,445309859 0,18965366 1 DOWN

ENSGALT00000081985 ENSGALT00000081985 28:1233729-1234447 659 27,0747 18,5479 1,459717812 0,18978756 1 UP

ENSGALT00000051295 NONGGAT009408.2 9:22212626-22235709 324 74,0704 60,2541 1,229300579 0,1983098 1 UP

NONGGAT011470.2 NONGGAT011470.2 17:7334677-7340985 258 9,89095 4,45776 2,218816177 0,20574689 1 UP

NONGGAT002982.2 NONGGAT002982.2 15:12149804-12155070 4463 9,71686 4,89313 1,985816849 0,20574689 1 UP

ENSGALT00000087884 ENSGALT00000087884 27:4421747-4422654 554 13,9624 7,70187 1,812858436 0,20582065 1 UP

TCONS_00051168 - 32:2800-4480 222 4,81594 10,6173 0,453593663 0,21043349 1 DOWN

ENSGALT00000080298 ENSGALT00000080298 AADN04019836.1:20-3232 692 7,39504 14,3867 0,514019198 0,21049877 1 DOWN

TCONS_00086904 - LGE64:638464-713910 447 18,1209 11,1653 1,622965796 0,21126579 1 UP

NONGGAT015720.1 NONGGAT015720.1 5:58866259-58927474 203 3,47215 1,00E-05 347215 0,21407783 1 UP

NONGGAT011259.2 NONGGAT011259.2 1:194707207-194758238 221 3,77094 1,00E-05 377094 0,21407783 1 UP

NONGGAT009363.2 NONGGAT009363.2 9:19337257-19358710 512 3,15171 0,22577 13,95982637 0,21407783 1 UP

NONGGAT009187.2 NONGGAT009187.2 9:5274212-5280289 752 3,66508 0,315294 11,62432523 0,21407783 1 UP

ENSGALT00000074818 NONGGAT009130.2 9:1162777-1181569 262 3,14534 0,419593 7,496168907 0,21407783 1 UP

NONGGAT008775.2 NONGGAT008775.2 8:2596627-2648150 1829 3,49038 0,990997 3,522089371 0,21407783 1 UP

NONGGAT008231.2 NONGGAT008231.2 6:26412135-26498194 544 3,21149 0,344319 9,327077507 0,21407783 1 UP

NONGGAT002180.2 NONGGAT002180.2 12:10499368-10521834 384 3,08675 2,31E-05 133464,3439 0,21407783 1 UP

NONGGAT002035.2 NONGGAT002035.2 11:19845092-19903359 1848 3,75961 0,558098 6,736469222 0,21407783 1 UP

NONGGAT000051.2 NONGGAT000051.2 1:3427344-3430391 304 3,08671 0,885917 3,48419773 0,21407783 1 UP

ENSGALT00000084422 ENSGALT00000084422 20:10677566-10679829 767 3,97091 0,414585 9,578035867 0,21407783 1 UP

ENSGALT00000057192 ENSGALT00000057192 27:4504865-4506640 1074 3,19339 0,982606 3,249919093 0,21407783 1 UP

TCONS_00008915 - 1:196180432-196202524 454 3,00179 0,822086 3,651430629 0,21407783 1 UP

TCONS_00049737 - 3:10382735-10402286 286 3,21808 1,00E-05 321808 0,21407783 1 UP

TCONS_00049802 - 3:26605447-26616926 345 3,74317 1,00E-05 374317 0,21407783 1 UP

TCONS_00056686 - 4:50544868-50937045 2232 3,18663 0,121105 26,31295157 0,21407783 1 UP

TCONS_00082747 - AADN04015658.1:3231-4592 863 3,29805 0,0909211 36,27375824 0,21407783 1 UP

ENSGALT00000076063 ENSGALT00000076063 AADN04016916.1:20-4695 1037 30,8098 21,1179 1,458942414 0,21669325 1 UP

NONGGAT011724.2 NONGGAT011724.2 Z:20211902-20520835 294 0,694256 4,40651 0,157552349 0,21887275 1 DOWN

NONGGAT004777.2 NONGGAT004777.2 20:10277940-10375834 274 0,947596 4,98148 0,190223789 0,21887275 1 DOWN

TCONS_00007273 - 1:854103-854919 595 0,00185927 4,25961 0,000436488 0,21887275 1 DOWN

ENSGALT00000051591 ENSGALT00000051591 7:23625445-23689719 1593 6,29676 2,5441 2,47504422 0,22199298 1 UP

NONGGAT016555.1 NONGGAT016555.1 LGE64:629106-636831 527 31,7728 22,2284 1,429378633 0,22517914 1 UP

ENSGALT00000088024 ENSGALT00000088024 12:11285874-11289490 538 14,0464 8,68947 1,61648524 0,22525129 1 UP

ENSGALT00000062111 ENSGALT00000062111 KQ759608.1:13852-15108 1012 2,23254 7,22744 0,308897756 0,22678753 1 DOWN

TCONS_00078640 - AADN04006800.1:6974-10864 373 54,076 43,6838 1,237895971 0,22954861 1 UP

TCONS_00049311 - 3:56735302-56748640 573 8,05932 15,4459 0,5217773 0,23003311 1 DOWN

NONGGAT000150.2 NONGGAT000150.2 1:20490161-20739322 355 5,23015 11,1184 0,470404914 0,23825539 1 DOWN

TCONS_00084388 - AADN04021290.1:50-1076 275 33,1197 24,1674 1,370428759 0,24146636 1 UP

NONGGAT012468.1 NONGGAT012468.1 1:153918343-153934457 392 15,4315 9,12732 1,690693435 0,24349189 1 UP

NONGGAT005957.2 NONGGAT005957.2 3:22224623-22231542 1664 15,1555 9,44411 1,604756827 0,24349189 1 UP

ENSGALT00000077679 ENSGALT00000077679 4:60171875-60172779 736 15,0276 9,22486 1,629032853 0,24349189 1 UP

TCONS_00086764 - KQ759745.1:5341-7516 301 27,1991 19,6979 1,380812168 0,2490246 1 UP

TCONS_00086106 - KQ759560.1:10483-25298 392 11,6627 6,86594 1,698631214 0,25868109 1 UP

NONGGAT006919.2 NONGGAT006919.2 4:38823674-38858198 1000 7,12721 3,3513 2,126700087 0,26217585 1 UP

ENSGALT00000084646 ENSGALT00000084646 1:70300881-70375330 809 7,75666 3,78305 2,050372054 0,26217585 1 UP

ENSGALT00000064171 ENSGALT00000064171 5:30806444-30807785 878 7,4402 3,5404 2,101513953 0,26217585 1 UP

ENSGALT00000048527 ENSGALT00000048527 AADN04024613.1:20-980 343 7,05162 3,10376 2,271960461 0,26217585 1 UP

NONGGAT010182.2 NONGGAT010182.2 15:11243588-11243891 229 3,66512 8,38771 0,436963128 0,26711996 1 DOWN

NONGGAT002819.2 NONGGAT002819.2 15:5855270-5855710 239 3,04163 8,40889 0,361715993 0,26711996 1 DOWN

ENSGALT00000083630 ENSGALT00000083630 AADN04013856.1:5109-6443 848 3,56889 8,8453 0,403478684 0,26711996 1 DOWN

ENSGALT00000067182 ENSGALT00000067182 24:98191-100791 902 23,9672 16,2922 1,471084323 0,27590789 1 UP

ENSGALT00000064093 ENSGALT00000064093 12:5080013-5083593 813 17,9596 11,1403 1,612128937 0,27675364 1 UP

NONGGAT005982.2 NONGGAT005982.2 3:25477568-25536126 371 12,7521 7,87444 1,619429445 0,28178325 1 UP

NONGGAT002088.2 NONGGAT002088.2 12:2733447-2736697 222 12,3101 7,22505 1,703808278 0,28178325 1 UP

NONGGAT009790.2 NONGGAT009790.2 25:925458-932068 324 4,29973 1,47464 2,915782835 0,28419997 1 UP

NONGGAT002219.2 NONGGAT002219.2 12:14469525-14470630 214 4,98665 1,0658 4,678785889 0,28419997 1 UP

ENSGALT00000083125 ENSGALT00000083125 AADN04019456.1:1629-3188 1469 4,07366 1,97301 2,064693032 0,28419997 1 UP

ENSGALT00000080884 ENSGALT00000080884 AADN04021857.1:262-2239 1390 4,77294 1,52758 3,124510664 0,28419997 1 UP

ENSGALT00000076162 ENSGALT00000076162 AADN04001056.1:2473-6857 230 4,55311 1,14594 3,973253399 0,28419997 1 UP

ENSGALT00000073850 ENSGALT00000073850 AADN04013571.1:1801-4282 618 4,97842 1,48697 3,348029886 0,28419997 1 UP

TCONS_00007265 - 1:196180432-196202524 625 4,10387 1,42386 2,882214544 0,28419997 1 UP

TCONS_00082574 - AADN04015153.1:2496-3154 334 4,42169 1,90931 2,315857561 0,28419997 1 UP

NONGGAT004905.2 NONGGAT004905.2 21:3263629-3264359 278 1,91274 5,44923 0,35101106 0,28923434 1 DOWN

NONGGAT000127.2 NONGGAT000127.2 1:18832553-18839285 202 1,54645 5,38066 0,28740898 0,28923434 1 DOWN

ENSGALT00000083327 ENSGALT00000083327 AADN04019836.1:20-3232 902 1,50298 5,92914 0,253490388 0,28923434 1 DOWN

TCONS_00050063 - 3:17898842-17914342 4231 1,91509 5,74346 0,33343838 0,28923434 1 DOWN

TCONS_00081244 - AADN04012349.1:222-7292 732 1,97212 5,8359 0,337929026 0,28923434 1 DOWN

NONGGAT006568.2 NONGGAT006568.2 3:107634268-107643339 272 8,96952 4,47384 2,004881712 0,29707901 1 UP

NONGGAT005330.2 NONGGAT005330.2 25:1344754-1345983 540 8,06622 4,78625 1,685290154 0,29707901 1 UP

NONGGAT000595.2 NONGGAT000595.2 1:75669553-75686134 314 8,17706 4,53848 1,801717756 0,29707901 1 UP

NONGGAT000490.2 NONGGAT000490.2 1:60052439-60055461 551 8,72135 4,6106 1,891586778 0,29707901 1 UP

ENSGALT00000057363 ENSGALT00000057363 AADN04013545.1:2786-5789 1504 8,33578 4,56281 1,826896145 0,29707901 1 UP

TCONS_00022506 - 16:238279-378917 938 8,55384 4,51391 1,894995691 0,29707901 1 UP

ENSGALT00000088864 ENSGALT00000088864 Z:8370366-8373052 1730 4,63281 9,23571 0,501619258 0,30207777 1 DOWN

TCONS_00082372 - AADN04014610.1:4667-5449 706 4,2657 9,14146 0,466632245 0,30207777 1 DOWN

TCONS_00084385 - AADN04021290.1:50-1076 650 13,8634 8,83617 1,568937673 0,30298573 1 UP

ENSGALT00000083919 ENSGALT00000083919 AADN04011933.1:2657-7618 2068 8,17126 14,8333 0,550872699 0,30796641 1 DOWN

NONGGAT002737.2 NONGGAT002737.2 15:563763-567225 632 14,2915 9,42286 1,516683894 0,32251184 1 UP

TCONS_00082111 - AADN04013949.1:4235-6345 296 14,7282 9,5097 1,548755481 0,32251184 1 UP

TCONS_00085389 - KQ759481.1:46487-52105 397 20,7428 28,3491 0,731691659 0,32329575 1 DOWN

ENSGALT00000089884 ENSGALT00000089884 AADN04011918.1:20-6664 283 66,1922 56,5409 1,170695903 0,3238094 1 UP

NONGGAT009559.2 NONGGAT009559.2 7:22306431-22320358 326 9,25717 5,24242 1,765819984 0,32767004 1 UP

NONGGAT004710.2 NONGGAT004710.2 20:4865268-5043775 255 9,43235 5,56403 1,695237085 0,32767004 1 UP

ENSGALT00000068755 ENSGALT00000068755 17:1045041-1046421 628 9,95262 5,20436 1,912361943 0,32767004 1 UP

ENSGALT00000053770 ENSGALT00000053770 1:111982646-111983657 822 9,02254 5,6137 1,607235869 0,32767004 1 UP

TCONS_00073586 - AADN04001032.1:12860-16655 1225 9,94408 5,38624 1,846200689 0,32767004 1 UP

TCONS_00078811 - AADN04006988.1:10119-11371 1049 21,8816 15,9581 1,371190806 0,33264739 1 UP

NONGGAT007834.2 NONGGAT007834.2 5:51578234-51601420 2510 15,9019 22,385 0,710381952 0,33760982 1 DOWN

NONGGAT008592.2 NONGGAT008592.2 7:21882052-22100965 587 5,25629 2,96957 1,770050883 0,33893071 1 UP

NONGGAT005919.2 NONGGAT005919.2 3:17869804-17876935 588 5,61295 2,64843 2,119349955 0,33893071 1 UP

NONGGAT003040.2 NONGGAT003040.2 17:2051690-2054100 608 5,2168 2,06646 2,524510516 0,33893071 1 UP

NONGGAT002734.2 NONGGAT002734.2 15:543057-551904 623 5,39041 2,17739 2,475629079 0,33893071 1 UP

NONGGAT002449.2 NONGGAT002449.2 13:15760219-15765354 3040 5,51625 2,87543 1,918408725 0,33893071 1 UP

ENSGALT00000085799 ENSGALT00000085799 1:70300881-70375330 806 5,27072 2,80098 1,881741391 0,33893071 1 UP

ENSGALT00000077093 ENSGALT00000077093 10:4195420-4244976 1623 5,83459 2,89017 2,018770522 0,33893071 1 UP

ENSGALT00000069026 ENSGALT00000069026 AADN04011948.1:4125-4963 672 5,20639 2,84503 1,829994763 0,33893071 1 UP

ENSGALT00000062578 ENSGALT00000062578 AADN04019343.1:617-2425 972 5,23119 2,81961 1,855288497 0,33893071 1 UP

ENSGALT00000086646 ENSGALT00000086646 AADN04015979.1:1456-5214 785 15,9774 10,606 1,50644918 0,34055595 1 UP

ENSGALT00000073488 ENSGALT00000073488 18:4263776-4265517 924 15,0953 10,7234 1,407697186 0,34055595 1 UP

TCONS_00082677 - AADN04015472.1:388-1577 303 22,4667 30,3659 0,7398661 0,34203254 1 DOWN

ENSGALT00000089732 ENSGALT00000089732 Z:27179106-27303327 1925 2,50758 6,63798 0,377762512 0,3439648 1 DOWN

ENSGALT00000088250 ENSGALT00000088250 Z:27179106-27303327 1925 2,06629 6,08909 0,339342989 0,3439648 1 DOWN

TCONS_00075549 - AADN04002553.1:3466-7848 407 2,90448 6,96982 0,416722383 0,3439648 1 DOWN

ENSGALT00000075348 ENSGALT00000075348 3:78742085-78743423 1206 10,756 16,3729 0,656939211 0,34552193 1 DOWN

ENSGALT00000046279 ENSGALT00000046279 18:3449626-3532446 484 10,7486 16,0078 0,671460163 0,34552193 1 DOWN

NONGGAT005956.2 NONGGAT005956.2 3:22224623-22231542 910 10,4073 6,03561 1,724316183 0,35472034 1 UP

ENSGALT00000084296 ENSGALT00000084296 AADN04002821.1:3058-8424 615 10,1578 6,95191 1,461152403 0,35472034 1 UP

ENSGALT00000077105 ENSGALT00000077105 19:5162057-5167506 1580 10,2883 6,83622 1,50496912 0,35472034 1 UP

ENSGALT00000073433 ENSGALT00000073433 AADN04013818.1:5593-6217 530 10,0188 6,26268 1,599762402 0,35472034 1 UP

ENSGALT00000074956 ENSGALT00000074956 1:118349773-118359176 863 6,28556 11,3692 0,5528586 0,35968609 1 DOWN

TCONS_00063809 - 6:12226992-12587523 276 6,78692 11,8909 0,57076588 0,35968609 1 DOWN

NONGGAT000491.2 NONGGAT000491.2 1:60055538-60056557 266 52,8733 43,4453 1,217008514 0,36050115 1 UP

NONGGAT006983.2 NONGGAT006983.2 4:45519000-45620890 1709 11,5623 17,855 0,647566508 0,36222736 1 DOWN

ENSGALT00000083231 ENSGALT00000083231 AADN04000990.1:18141-19717 1063 52,7872 44,6838 1,18134984 0,36539701 1 UP

NONGGAT016069.1 NONGGAT016069.1 7:5837549-5842258 382 2,01382 0,414731 4,85572576 0,36999463 1 UP

NONGGAT011940.2 NONGGAT011940.2 Z:52725371-52729544 665 2,49254 0,907662 2,746110336 0,36999463 1 UP

NONGGAT009278.2 NONGGAT009278.2 9:15004027-15017912 224 2,07388 1,85E-06 1121865,195 0,36999463 1 UP

NONGGAT008810.2 NONGGAT008810.2 8:5633209-5646111 312 2,12053 0,22597 9,384121786 0,36999463 1 UP

NONGGAT007577.2 NONGGAT007577.2 5:24172699-24185734 258 2,64318 0,495034 5,33939083 0,36999463 1 UP

NONGGAT007127.2 NONGGAT007127.2 4:60372985-60390070 709 2,56121 0,517082 4,953198912 0,36999463 1 UP

NONGGAT007111.2 NONGGAT007111.2 4:58493682-58508083 613 2,71742 0,981275 2,769274668 0,36999463 1 UP

NONGGAT007107.2 NONGGAT007107.2 4:58493682-58508083 2039 2,06105 0,752509 2,738904119 0,36999463 1 UP

NONGGAT006915.2 NONGGAT006915.2 4:38823674-38858198 1222 2,14188 0,830246 2,579813694 0,36999463 1 UP

NONGGAT004693.2 NONGGAT004693.2 20:3467577-3496545 2384 2,24265 0,149123 15,0389276 0,36999463 1 UP

NONGGAT004691.2 NONGGAT004691.2 20:3467577-3496545 2621 2,5311 0,23994 10,54888722 0,36999463 1 UP

NONGGAT004003.2 NONGGAT004003.2 2:50451743-50509723 586 2,76325 0,754239 3,663626516 0,36999463 1 UP

NONGGAT003660.2 NONGGAT003660.2 2:3589730-3598249 1901 2,61759 0,832001 3,146138046 0,36999463 1 UP

NONGGAT003458.2 NONGGAT003458.2 19:4975389-4980002 364 2,12434 0,71008 2,991691077 0,36999463 1 UP

NONGGAT002764.2 NONGGAT002764.2 15:3240515-3346702 1254 2,40596 0,471427 5,103568527 0,36999463 1 UP

NONGGAT002605.2 NONGGAT002605.2 14:6575868-6654458 295 2,27242 0,949298 2,393789937 0,36999463 1 UP

NONGGAT001954.2 NONGGAT001954.2 11:10447531-10448067 442 2,40071 1,00E-05 240071 0,36999463 1 UP

NONGGAT001908.2 NONGGAT001908.2 11:8447322-8482575 339 2,28349 0,962072 2,373512585 0,36999463 1 UP

NONGGAT001137.2 NONGGAT001137.2 1:136912085-136936956 456 2,61243 0,895636 2,91684345 0,36999463 1 UP

NONGGAT000993.2 NONGGAT000993.2 1:113278589-113281371 1231 2,2237 0,847 2,625383707 0,36999463 1 UP

NONGGAT000904.2 NONGGAT000904.2 1:105770577-105792755 5371 2,24419 0,352653 6,363734322 0,36999463 1 UP

ENSGALT00000086999 ENSGALT00000086999 27:4521860-4531060 739 2,18258 0,978861 2,229713923 0,36999463 1 UP

ENSGALT00000085808 ENSGALT00000085808 7:28175772-28181470 608 2,82823 0,559727 5,05287399 0,36999463 1 UP

ENSGALT00000084359 ENSGALT00000084359 AADN04003350.1:4399-14653 1807 2,08431 1,71E-06 1215617,546 0,36999463 1 UP

ENSGALT00000083535 ENSGALT00000083535 AADN04001721.1:1912-22391 767 2,03231 0,0744039 27,31456281 0,36999463 1 UP

ENSGALT00000078794 ENSGALT00000078794 15:543057-551904 337 2,72265 0,900607 3,023127735 0,36999463 1 UP

ENSGALT00000076810 ENSGALT00000076810 7:15489360-15498948 1575 2,10868 0,888122 2,374313439 0,36999463 1 UP

ENSGALT00000074026 ENSGALT00000074026 2:64856785-64985116 1103 2,05182 0,407812 5,031288927 0,36999463 1 UP

ENSGALT00000052356 ENSGALT00000052356 AADN04012788.1:1046-4924 429 2,09111 0,817252 2,558708942 0,36999463 1 UP

ENSGALT00000051561 ENSGALT00000051561 KQ759643.1:4847-11207 1456 2,63516 0,873662 3,016223665 0,36999463 1 UP

TCONS_00000295 - 1:18977093-18981974 617 2,37273 0,546662 4,340396808 0,36999463 1 UP

TCONS_00009310 - 1:147664505-148027057 1033 2,75505 0,0379278 72,63933052 0,36999463 1 UP

TCONS_00010619 - 1:52577729-52630113 1399 2,8948 1,00E-05 289480 0,36999463 1 UP

TCONS_00016260 - 12:10906193-10928831 588 2,29617 1,00E-05 229617 0,36999463 1 UP

TCONS_00018141 - 13:3339613-3369876 669 2,28586 0,988869 2,311590312 0,36999463 1 UP

TCONS_00034555 - 2:138605175-138721666 570 2,44521 1,00E-05 244521 0,36999463 1 UP

TCONS_00044796 - 28:3968551-3969160 540 2,72583 0,81493 3,344863976 0,36999463 1 UP

TCONS_00056506 - 4:70097344-70100818 3374 2,18837 0,0728212 30,05127628 0,36999463 1 UP

TCONS_00056925 - 4:70122395-70128250 1917 2,48977 0,252536 9,859069598 0,36999463 1 UP

TCONS_00061891 - 5:37288518-37390479 922 2,34345 0,0484939 48,32463464 0,36999463 1 UP

TCONS_00075435 - AADN04002442.1:7379-11007 416 2,74735 0,20677 13,28698554 0,36999463 1 UP

TCONS_00081246 - AADN04012349.1:222-7292 677 2,02564 3,52E-05 57503,46331 0,36999463 1 UP

TCONS_00090310 - Z:13391534-13407991 953 2,86901 0,0671778 42,70770999 0,36999463 1 UP

NONGGAT012098.2 NONGGAT012098.2 Z:80912177-80915385 445 0,180925 3,60121 0,050240058 0,37510911 1 DOWN

TCONS_00017906 - 13:15137893-15144085 339 1,00E-05 3,15421 3,17E-06 0,37510911 1 DOWN

TCONS_00054359 - 4:66175097-66263681 1112 0,841845 3,79536 0,221808998 0,37510911 1 DOWN

TCONS_00055683 - 4:67873999-67892511 568 1,00E-05 3,10743 3,22E-06 0,37510911 1 DOWN

NONGGAT000780.2 NONGGAT000780.2 1:91590569-91595426 803 25,9676 19,7007 1,318105448 0,37778704 1 UP

ENSGALT00000085505 ENSGALT00000085505 AADN04017304.1:20-4518 676 34,0118 27,93 1,217751522 0,37818711 1 UP

NONGGAT002912.2 NONGGAT002912.2 15:9150581-9168946 1617 11,919 7,44273 1,601428508 0,37883696 1 UP

ENSGALT00000071758 ENSGALT00000071758 AADN04015979.1:1456-5214 1274 11,1929 7,69526 1,454518756 0,37883696 1 UP

ENSGALT00000056679 ENSGALT00000056679 15:9150581-9168946 1507 11,1118 7,03229 1,580111173 0,37883696 1 UP

ENSGALT00000066914 ENSGALT00000066914 12:9549144-9550207 1023 176,969 197,311 0,896903873 0,37903384 1 DOWN

ENSGALT00000053254 ENSGALT00000053254 14:838541-861906 1665 6,00223 3,87568 1,54869081 0,38300454 1 UP

NONGGAT000920.2 NONGGAT000920.2 1:108061345-108063425 994 7,11103 12,5163 0,568141543 0,38375071 1 DOWN

TCONS_00047830 - 3:67559786-67620535 242 7,69642 12,5001 0,615708674 0,38375071 1 DOWN

ENSGALT00000058265 ENSGALT00000058265 AADN04009117.1:5497-7587 1912 27,2883 21,5566 1,265890725 0,39728146 1 UP

ENSGALT00000051215 ENSGALT00000051215 AADN04004349.1:13152-15177 1082 27,2932 21,9935 1,240966649 0,39728146 1 UP

ENSGALT00000057564 ENSGALT00000057564 AADN04020030.1:20-3138 455 12,9152 8,54576 1,511299171 0,40049855 1 UP

TCONS_00032944 - 2:64832761-64845953 3652 14,6962 20,902 0,703100182 0,40577474 1 DOWN

ENSGALT00000059100 ENSGALT00000059100 AADN04019258.1:1646-3234 906 38,4171 31,3097 1,227003133 0,40625698 1 UP

NONGGAT001972.2 NONGGAT001972.2 11:11335654-11442998 1509 29,1032 23,0733 1,261336697 0,41510187 1 UP

NONGGAT013512.1 NONGGAT013512.1 15:25283-79659 996 7,07144 4,71325 1,500332043 0,4194181 1 UP

NONGGAT008088.2 NONGGAT008088.2 6:12226992-12587523 1024 7,50275 4,28157 1,752336176 0,4194181 1 UP

ENSGALT00000063742 ENSGALT00000063742 4:29561960-29564502 850 7,7727 4,33996 1,790961207 0,4194181 1 UP

ENSGALT00000052188 ENSGALT00000052188 AADN04004682.1:11586-14459 2784 7,42942 4,61269 1,610648017 0,4194181 1 UP

ENSGALT00000050028 ENSGALT00000050028 7:12643405-12644463 994 7,27884 4,10675 1,772408839 0,4194181 1 UP

ENSGALT00000050323 ENSGALT00000050323 12:5255304-5257400 1022 13,0093 9,6694 1,345409229 0,42008545 1 UP

NONGGAT001179.2 NONGGAT001179.2 1:145335207-145426984 525 4,53062 8,01196 0,565482104 0,42423816 1 DOWN

NONGGAT013569.1 NONGGAT013569.1 17:5957449-5958549 516 9,05825 14,4045 0,628848624 0,42486637 1 DOWN

TCONS_00084483 - AADN04021957.1:131-1104 248 53,1635 46,8342 1,135142695 0,42790798 1 UP

TCONS_00080530 - AADN04010994.1:5081-6973 416 16,3846 22,9039 0,715362886 0,43040047 1 DOWN

NONGGAT009412.2 NONGGAT009412.2 9:22337967-22359416 264 14,3002 10,5853 1,350948958 0,43790272 1 UP

NONGGAT013366.1 NONGGAT013366.1 13:7992486-8008603 300 3,96562 1,33344 2,973977082 0,44847365 1 UP

NONGGAT008437.2 NONGGAT008437.2 7:10202757-10219018 204 3,5666 1,19228 2,991411413 0,44847365 1 UP

NONGGAT007800.2 NONGGAT007800.2 5:48096397-48098855 1526 3,4286 1,92818 1,778153492 0,44847365 1 UP

NONGGAT007314.2 NONGGAT007314.2 4:89251614-89258225 952 3,075 1,62504 1,892261114 0,44847365 1 UP

NONGGAT006918.2 NONGGAT006918.2 4:38823674-38858198 2761 3,24841 1,83742 1,767919148 0,44847365 1 UP

NONGGAT005618.2 NONGGAT005618.2 28:2131518-2143190 3939 3,36295 1,74646 1,925580889 0,44847365 1 UP

NONGGAT005229.2 NONGGAT005229.2 24:1584583-1586029 437 3,33394 1,98801 1,677023757 0,44847365 1 UP

NONGGAT000272.2 NONGGAT000272.2 1:39473223-39478038 725 3,39522 1,90194 1,785135178 0,44847365 1 UP

ENSGALT00000084035 ENSGALT00000084035 W:99099-4715155 304 3,1845 1,81515 1,754400463 0,44847365 1 UP

ENSGALT00000082245 ENSGALT00000082245 10:4195420-4244976 1490 3,74165 1,77076 2,113019269 0,44847365 1 UP

ENSGALT00000077945 ENSGALT00000077945 25:920723-921947 650 3,25966 1,62001 2,012123382 0,44847365 1 UP

ENSGALT00000077814 ENSGALT00000077814 AADN04017481.1:2025-4213 1722 3,59733 1,92285 1,870832358 0,44847365 1 UP

ENSGALT00000077640 ENSGALT00000077640 17:8206722-8210939 1259 3,19399 1,29141 2,473257912 0,44847365 1 UP

ENSGALT00000075271 ENSGALT00000075271 1:128530240-128531109 325 3,87153 1,05172 3,681141368 0,44847365 1 UP

ENSGALT00000072130 ENSGALT00000072130 1:110113763-110116733 444 3,93355 1,9254 2,042978082 0,44847365 1 UP

ENSGALT00000065208 ENSGALT00000065208 17:2054777-2057986 547 3,97252 1,76603 2,249406862 0,44847365 1 UP

ENSGALT00000065024 ENSGALT00000065024 3:38477496-38479268 1297 3,49771 1,09808 3,185296153 0,44847365 1 UP

ENSGALT00000061875 ENSGALT00000061875 AADN04024613.1:20-980 201 3,73791 1,34667 2,775668872 0,44847365 1 UP

ENSGALT00000057542 ENSGALT00000057542 3:33946108-33971692 473 3,61827 1,90372 1,900631395 0,44847365 1 UP

ENSGALT00000052488 ENSGALT00000052488 AADN04003456.1:9852-13034 430 3,33007 1,44308 2,307612884 0,44847365 1 UP

ENSGALT00000048191 ENSGALT00000048191 15:2634712-2636326 1431 3,09012 1,39568 2,21406053 0,44847365 1 UP

TCONS_00012237 - 10:2667331-2770620 845 3,28857 1,8311 1,795953252 0,44847365 1 UP

TCONS_00042282 - 26:499823-772333 655 3,0837 1,63034 1,891445956 0,44847365 1 UP

TCONS_00008036 - 1:76266728-76268693 287 58,3309 51,2462 1,138248299 0,44891868 1 UP

NONGGAT008889.2 NONGGAT008889.2 8:12054571-12089965 513 8,6864 5,69599 1,525002677 0,45013234 1 UP

NONGGAT001434.2 NONGGAT001434.2 1:194449529-194453332 282 8,18192 5,38545 1,519263943 0,45013234 1 UP

NONGGAT000485.2 NONGGAT000485.2 1:59600848-59606028 1493 8,19053 5,53003 1,481100464 0,45013234 1 UP

ENSGALT00000082841 ENSGALT00000082841 20:8014043-8015220 1108 8,16826 5,81488 1,404716864 0,45013234 1 UP

ENSGALT00000077595 ENSGALT00000077595 4:29561960-29564502 1115 8,25649 5,41207 1,525569699 0,45013234 1 UP

ENSGALT00000058710 ENSGALT00000058710 5:26295525-26296764 803 8,29879 5,4916 1,511178891 0,45013234 1 UP

NONGGAT005583.2 NONGGAT005583.2 28:787632-788456 236 1,90521 4,44236 0,428873392 0,4532682 1 DOWN

ENSGALT00000081373 ENSGALT00000081373 AADN04013545.1:2786-5789 1180 15,4694 11,5703 1,336992126 0,45419761 1 UP

NONGGAT002548.2 NONGGAT002548.2 14:1726372-1778937 1073 5,79963 9,23291 0,628147572 0,45481825 1 DOWN

ENSGALT00000086495 ENSGALT00000086495 17:5529635-5531840 910 24,5063 19,8734 1,233120654 0,45769196 1 UP

ENSGALT00000048124 ENSGALT00000048124 9:13702441-13704964 1551 24,7073 19,2229 1,285305547 0,45769196 1 UP

ENSGALT00000055218 ENSGALT00000055218 3:67116257-67116749 352 159,915 149,023 1,073089389 0,4597687 1 UP

ENSGALT00000087461 ENSGALT00000087461 AADN04002821.1:3058-8424 1157 16,0295 12,1146 1,323155531 0,46917245 1 UP

ENSGALT00000059428 ENSGALT00000059428 5:24546806-24561735 1557 16,378 12,1948 1,343031456 0,46917245 1 UP

TCONS_00072734 - AADN04000706.1:31350-42313 280 16,1231 12,8855 1,251259167 0,46917245 1 UP

TCONS_00010570 - 1:31131964-31148989 9927 12,7125 17,8103 0,713772368 0,47373319 1 DOWN

NONGGAT002107.2 NONGGAT002107.2 12:4480903-4488218 604 9,47822 6,94103 1,365535086 0,47648027 1 UP

ENSGALT00000086225 ENSGALT00000086225 AADN04022829.1:20-1769 929 9,93299 6,86288 1,447350092 0,47648027 1 UP

ENSGALT00000063891 ENSGALT00000063891 18:6011513-6014434 834 9,09093 6,11638 1,486325245 0,47648027 1 UP

ENSGALT00000089234 ENSGALT00000089234 25:2368226-2727336 641 17,1749 13,5538 1,267164928 0,48299441 1 UP

ENSGALT00000083049 ENSGALT00000083049 4:14265146-14267826 1286 17,0862 13,1389 1,300428499 0,48299441 1 UP

ENSGALT00000084129 ENSGALT00000084129 18:6914270-6946529 1142 13,5225 18,7659 0,720588941 0,48748251 1 DOWN

NONGGAT011922.2 NONGGAT011922.2 Z:50802158-50832346 773 10,4504 7,09546 1,472829105 0,49939993 1 UP

ENSGALT00000071577 ENSGALT00000071577 1:35313783-35314607 693 10,0832 7,88489 1,278800338 0,49939993 1 UP

ENSGALT00000069497 ENSGALT00000069497 8:11023065-11024692 1422 10,0268 7,89553 1,269933747 0,49939993 1 UP

ENSGALT00000056786 ENSGALT00000056786 AADN04007170.1:1771-11320 303 10,9801 7,72024 1,422248531 0,49939993 1 UP

NONGGAT006944.2 NONGGAT006944.2 4:39795964-39797187 471 4,88991 2,12957 2,296195946 0,50350967 1 UP

NONGGAT006527.2 NONGGAT006527.2 3:101781900-101806914 729 4,42492 2,07806 2,129351414 0,50350967 1 UP

NONGGAT004733.2 NONGGAT004733.2 20:6557910-6592812 2781 4,48002 2,86992 1,561026091 0,50350967 1 UP

NONGGAT004569.2 NONGGAT004569.2 2:139395717-139397090 712 4,71284 2,49271 1,890649133 0,50350967 1 UP

NONGGAT002983.2 NONGGAT002983.2 15:12149804-12155070 4339 4,48334 2,51864 1,780063844 0,50350967 1 UP

NONGGAT002797.2 NONGGAT002797.2 15:5344146-5385167 5473 4,12265 2,77662 1,484772853 0,50350967 1 UP

NONGGAT000990.2 NONGGAT000990.2 1:113217776-113221713 400 4,26749 2,60959 1,635310528 0,50350967 1 UP

ENSGALT00000089515 ENSGALT00000089515 AADN04016926.1:1030-3644 1358 4,17449 2,56742 1,625947449 0,50350967 1 UP

ENSGALT00000089169 ENSGALT00000089169 KQ759463.1:8109-13998 1671 4,45256 2,60904 1,706589397 0,50350967 1 UP

ENSGALT00000087047 ENSGALT00000087047 AADN04013623.1:28-5832 1058 4,62445 2,19735 2,104557763 0,50350967 1 UP

ENSGALT00000083982 ENSGALT00000083982 AADN04024640.1:20-1740 597 4,25557 2,03695 2,089187265 0,50350967 1 UP

ENSGALT00000074584 ENSGALT00000074584 7:23751403-23753883 1432 4,51828 2,7062 1,669603134 0,50350967 1 UP

ENSGALT00000073094 ENSGALT00000073094 1:75669553-75686134 540 4,91198 2,95204 1,663927318 0,50350967 1 UP

ENSGALT00000071756 ENSGALT00000071756 KQ759405.1:22015-25162 1030 4,00669 2,59946 1,541354743 0,50350967 1 UP

ENSGALT00000064142 ENSGALT00000064142 3:106676778-106678690 753 4,04743 2,66194 1,520481303 0,50350967 1 UP

ENSGALT00000063631 ENSGALT00000063631 AADN04013399.1:31-6743 3927 4,83185 2,52398 1,914377293 0,50350967 1 UP

ENSGALT00000059817 ENSGALT00000059817 7:17782276-17783130 570 4,20141 2,84837 1,475022557 0,50350967 1 UP

ENSGALT00000058809 ENSGALT00000058809 AADN04002853.1:6282-8309 1344 4,18788 2,6878 1,558107002 0,50350967 1 UP

ENSGALT00000051182 ENSGALT00000051182 2:42793300-42828794 2073 4,15603 2,97122 1,398762125 0,50350967 1 UP

ENSGALT00000050098 ENSGALT00000050098 KQ759463.1:15967-17430 574 4,82078 2,31259 2,084580492 0,50350967 1 UP

ENSGALT00000034549 ENSGALT00000034549 15:5676837-5678784 1781 4,48071 2,65788 1,68582103 0,50350967 1 UP

NONGGAT009682.2 NONGGAT009682.2 11:17270787-17271410 360 2,06283 5,29017 0,389936429 0,50798434 1 DOWN

NONGGAT004821.2 NONGGAT004821.2 20:13926522-13931914 820 2,99095 5,62526 0,531699868 0,50798434 1 DOWN

NONGGAT001158.2 NONGGAT001158.2 1:142458755-142487969 292 2,616 5,31172 0,492495839 0,50798434 1 DOWN

ENSGALT00000067301 ENSGALT00000067301 AADN04017751.1:12-2064 815 2,05285 5,24237 0,391588156 0,50798434 1 DOWN

ENSGALT00000057345 ENSGALT00000057345 1:176317856-176335182 786 2,71812 5,08934 0,53408104 0,50798434 1 DOWN

ENSGALT00000052828 ENSGALT00000052828 4:5116595-5171239 1489 118,884 110,108 1,079703564 0,50935646 1 UP

NONGGAT001339.2 NONGGAT001339.2 1:178880287-178882683 659 20,4657 16,4506 1,244070125 0,51882963 1 UP

TCONS_00082285 - AADN04014384.1:697-3955 299 20,6232 16,4649 1,252555436 0,51882963 1 UP

ENSGALT00000089664 ENSGALT00000089664 AADN04014647.1:2274-4577 1811 21,8237 17,5651 1,24244667 0,52923179 1 UP

ENSGALT00000083717 ENSGALT00000083717 18:6914270-6946529 2680 17,7829 22,9225 0,775783619 0,53344721 1 DOWN

TCONS_00080512 - AADN04010972.1:2278-3450 986 17,3619 22,0334 0,787980974 0,53344721 1 DOWN

TCONS_00081416 - AADN04012657.1:926-3377 349 192,067 183,67 1,045717864 0,5354031 1 UP

TCONS_00083750 - AADN04018429.1:2048-3929 264 50,6542 44,8214 1,130134266 0,54019218 1 UP

NONGGAT013427.1 NONGGAT013427.1 14:2300789-2333631 305 5,55295 3,68838 1,505525461 0,54483026 1 UP

NONGGAT007042.2 NONGGAT007042.2 4:50544868-50937045 851 5,11157 3,98935 1,281303972 0,54483026 1 UP

NONGGAT005770.2 NONGGAT005770.2 3:4549010-4572132 252 5,56698 3,14324 1,771096066 0,54483026 1 UP

NONGGAT004553.2 NONGGAT004553.2 2:138086471-138092357 2709 5,27674 3,6338 1,45212725 0,54483026 1 UP

NONGGAT003355.2 NONGGAT003355.2 18:10736152-10764036 678 5,72306 3,96109 1,444819482 0,54483026 1 UP

NONGGAT001869.2 NONGGAT001869.2 11:6189944-6194532 350 5,4544 3,07369 1,774544603 0,54483026 1 UP

ENSGALT00000088067 ENSGALT00000088067 7:36448666-36651282 541 5,69835 3,70701 1,537182257 0,54483026 1 UP

ENSGALT00000086319 ENSGALT00000086319 AADN04018690.1:819-3815 764 5,52039 3,46147 1,594810875 0,54483026 1 UP

ENSGALT00000069083 ENSGALT00000069083 2:60484417-60487886 413 5,29541 3,76827 1,405262893 0,54483026 1 UP

ENSGALT00000056842 ENSGALT00000056842 27:4558909-4559830 881 5,08956 3,98477 1,277253141 0,54483026 1 UP

ENSGALT00000055045 ENSGALT00000055045 4:47307217-47310610 389 5,99076 3,60448 1,662031694 0,54483026 1 UP

ENSGALT00000052882 ENSGALT00000052882 4:29561960-29564502 904 5,65227 3,57523 1,580952834 0,54483026 1 UP

ENSGALT00000051636 ENSGALT00000051636 AADN04001466.1:16079-19171 783 5,52335 3,98923 1,384565442 0,54483026 1 UP

Suppmentary Table S1. The expression profile of lncRNAs  in the liver of pre- and peak-laying chickens 



TCONS_00022405 - 16:238279-378917 454 5,29501 3,0965 1,709998385 0,54483026 1 UP

TCONS_00056493 - 4:68947754-68986150 269 5,42125 3,58637 1,511625962 0,54483026 1 UP

TCONS_00066439 - 7:6950961-6964776 1381 5,15372 3,87846 1,328805763 0,54483026 1 UP

ENSGALT00000056819 ENSGALT00000056819 1:50929423-50931506 702 90,7778 83,9402 1,08145799 0,54495602 1 UP

ENSGALT00000083823 ENSGALT00000083823 AADN04010007.1:2387-2792 216 3,15196 6,90421 0,456527249 0,54902502 1 DOWN

ENSGALT00000050172 ENSGALT00000050172 AADN04003091.1:6520-14440 990 3,8654 6,2045 0,622999436 0,54902502 1 DOWN

ENSGALT00000068227 ENSGALT00000068227 AADN04006272.1:3032-5400 1155 13,9288 10,6493 1,307954513 0,55357499 1 UP

ENSGALT00000083297 ENSGALT00000083297 1:16109135-16110123 939 280,117 300,733 0,931447497 0,56021389 1 DOWN

ENSGALT00000051442 ENSGALT00000051442 AADN04021983.1:73-1083 681 20,297 25,3636 0,800241291 0,56087409 1 DOWN

ENSGALT00000063380 ENSGALT00000063380 5:23482202-23484159 1151 39,909 34,8417 1,145437794 0,56388823 1 UP

NONGGAT010019.2 NONGGAT010019.2 4:73865220-73901898 1543 14,2487 11,2937 1,261650301 0,56809077 1 UP

NONGGAT000492.2 NONGGAT000492.2 1:60256472-60257531 977 11,8474 15,3867 0,769976668 0,57206296 1 DOWN

NONGGAT008153.2 NONGGAT008153.2 6:19245520-19320476 396 6,77988 4,71913 1,436680066 0,57731924 1 UP

NONGGAT004813.2 NONGGAT004813.2 20:13753187-13926394 1401 6,58967 4,19352 1,571393483 0,57731924 1 UP

NONGGAT004140.2 NONGGAT004140.2 2:65431281-65754440 415 6,41354 4,91364 1,305252318 0,57731924 1 UP

ENSGALT00000088190 ENSGALT00000088190 AADN04010973.1:3899-5774 1574 6,65458 4,20683 1,581851418 0,57731924 1 UP

ENSGALT00000087544 ENSGALT00000087544 AADN04014984.1:156-5784 4651 6,7053 4,69665 1,427677174 0,57731924 1 UP

ENSGALT00000065612 ENSGALT00000065612 AADN04002782.1:6977-12325 1153 6,0606 4,35235 1,392489115 0,57731924 1 UP

ENSGALT00000054711 ENSGALT00000054711 14:6336704-6337816 564 6,53235 4,90519 1,331722115 0,57731924 1 UP

ENSGALT00000049341 ENSGALT00000049341 15:699278-700582 1004 6,63453 4,52209 1,467137983 0,57731924 1 UP

ENSGALT00000048621 ENSGALT00000048621 AADN04001205.1:6584-8814 938 6,69616 4,56951 1,46540001 0,57731924 1 UP

TCONS_00023646 - 17:1053205-1054733 573 6,57767 4,5239 1,453982184 0,57731924 1 UP

TCONS_00061422 - 5:38856775-38900365 316 6,43028 4,20824 1,528021216 0,57731924 1 UP

TCONS_00079699 - AADN04008844.1:6017-7142 677 6,17488 4,92079 1,25485542 0,57731924 1 UP

TCONS_00083474 - AADN04017415.1:90-1838 281 6,56583 4,84473 1,355251995 0,57731924 1 UP

NONGGAT007182.2 NONGGAT007182.2 4:69130048-69146898 204 4,45604 7,09627 0,627941158 0,58127409 1 DOWN

NONGGAT001478.2 NONGGAT001478.2 1:196001861-196009348 716 4,73647 7,39587 0,640420938 0,58127409 1 DOWN

TCONS_00055295 - 4:46481635-46507761 279 4,06624 7,02313 0,578978319 0,58127409 1 DOWN

ENSGALT00000087704 ENSGALT00000087704 AADN04009616.1:4537-9151 300 15,9389 12,8833 1,237175258 0,58128467 1 UP

ENSGALT00000049893 ENSGALT00000049893 AADN04012324.1:2047-3665 802 15,4823 12,5187 1,236733846 0,58128467 1 UP

ENSGALT00000090094 ENSGALT00000090094 AADN04005953.1:395-999 534 12,2191 16,6492 0,733915143 0,58516116 1 DOWN

TCONS_00077602 - AADN04005341.1:636-8047 485 29,4491 25,2496 1,166319466 0,59379043 1 UP

ENSGALT00000059177 ENSGALT00000059177 23:195602-206778 436 13,8994 17,2524 0,805650228 0,5971322 1 DOWN

TCONS_00048617 - 3:56735302-56748640 1411 13,9826 17,8376 0,783883482 0,5971322 1 DOWN

NONGGAT002625.2 NONGGAT002625.2 14:7568186-7569956 648 7,62215 5,53398 1,377336022 0,60373008 1 UP

ENSGALT00000057309 ENSGALT00000057309 KQ759585.1:15204-19033 1183 7,69428 5,90413 1,303203012 0,60373008 1 UP

ENSGALT00000078599 ENSGALT00000078599 4:55077979-55085641 1056 17,3209 14,6896 1,179126729 0,60442644 1 UP

NONGGAT001695.2 NONGGAT001695.2 10:14607735-14681032 1273 5,98375 8,12548 0,736418033 0,60747874 1 DOWN

ENSGALT00000087774 ENSGALT00000087774 AADN04002383.1:2284-4911 1220 5,07746 8,26995 0,613965018 0,60747874 1 DOWN

TCONS_00081612 - AADN04012985.1:3811-4485 553 5,20366 8,92589 0,582985002 0,60747874 1 DOWN

TCONS_00084416 - AADN04021555.1:309-1169 324 5,29478 8,1671 0,648306008 0,60747874 1 DOWN

TCONS_00085886 - KQ759539.1:166-2674 762 5,19704 8,00871 0,648923485 0,60747874 1 DOWN

NONGGAT016695.1 NONGGAT016695.1 Z:15932123-15940233 2822 1,59486 0,504679 3,160147341 0,62122961 1 UP

NONGGAT016495.1 NONGGAT016495.1 9:4333537-4530082 412 1,04345 0,419759 2,485831155 0,62122961 1 UP

NONGGAT016394.1 NONGGAT016394.1 8:26711360-26752796 361 1,80226 0,189747 9,498226586 0,62122961 1 UP

NONGGAT016372.1 NONGGAT016372.1 8:18935036-18998959 700 1,02891 0,847078 1,214657918 0,62122961 1 UP

NONGGAT016046.1 NONGGAT016046.1 6:30027205-30054581 1101 1,3521 0,36594 3,694868011 0,62122961 1 UP

NONGGAT015936.1 NONGGAT015936.1 6:17836545-17843550 581 1,38713 0,499207 2,778666966 0,62122961 1 UP

NONGGAT015840.1 NONGGAT015840.1 5:45611920-45622004 361 1,27672 0,855736 1,491955463 0,62122961 1 UP

NONGGAT015447.1 NONGGAT015447.1 4:20780210-20781440 438 1,27162 0,811111 1,5677509 0,62122961 1 UP

NONGGAT014665.1 NONGGAT014665.1 3:29707659-29709778 365 1,26448 0,486724 2,597940517 0,62122961 1 UP

NONGGAT013985.1 NONGGAT013985.1 2:123660914-123661553 341 1,88502 0,309895 6,08276997 0,62122961 1 UP

NONGGAT013472.1 NONGGAT013472.1 14:1840748-1841485 409 1,14239 0,0997726 11,44993716 0,62122961 1 UP

NONGGAT013228.1 NONGGAT013228.1 11:18224586-18243227 620 1,15179 0,8971 1,28390369 0,62122961 1 UP

NONGGAT013136.1 NONGGAT013136.1 10:20062320-20073649 983 1,18597 0,77346 1,533330748 0,62122961 1 UP

NONGGAT012748.1 NONGGAT012748.1 1:77357091-77372767 447 1,02622 0,267767 3,832511101 0,62122961 1 UP

NONGGAT012734.1 NONGGAT012734.1 1:71965308-71996368 939 1,35114 0,76372 1,769156235 0,62122961 1 UP

NONGGAT012054.2 NONGGAT012054.2 Z:67114158-67114781 557 1,22512 0,302707 4,047213973 0,62122961 1 UP

NONGGAT011884.2 NONGGAT011884.2 Z:43859460-43866270 1467 1,57027 0,128002 12,26754269 0,62122961 1 UP

NONGGAT011515.2 NONGGAT011515.2 10:10358382-10359375 255 1,64671 1,00E-05 164671 0,62122961 1 UP

NONGGAT010872.2 NONGGAT010872.2 1:6275963-6292436 611 1,83277 0,918794 1,99475617 0,62122961 1 UP

NONGGAT010795.2 NONGGAT010795.2 7:18104013-18147015 258 1,13435 0,141711 8,004671479 0,62122961 1 UP

NONGGAT010597.2 NONGGAT010597.2 25:2368226-2727336 519 1,09891 0,87134 1,261172447 0,62122961 1 UP

NONGGAT010465.2 NONGGAT010465.2 5:21570985-21574064 620 1,4876 0,327312 4,544899057 0,62122961 1 UP

NONGGAT010460.2 NONGGAT010460.2 5:21570985-21574064 727 1,52913 0,962606 1,588531549 0,62122961 1 UP

NONGGAT010389.2 NONGGAT010389.2 23:21534-24140 400 1,08575 0,590358 1,839138286 0,62122961 1 UP

NONGGAT010319.2 NONGGAT010319.2 26:1138596-1146644 474 1,16734 0,229041 5,096642086 0,62122961 1 UP

NONGGAT010280.2 NONGGAT010280.2 1:71400741-71451509 502 1,23744 0,888262 1,393102486 0,62122961 1 UP

NONGGAT009778.2 NONGGAT009778.2 9:15925564-16241612 260 1,21362 0,566762 2,141322107 0,62122961 1 UP

NONGGAT009776.2 NONGGAT009776.2 17:7377418-7400151 235 1,4059 0,721791 1,947793752 0,62122961 1 UP

NONGGAT009731.2 NONGGAT009731.2 28:3581994-3587068 282 1,17907 6,78E-05 17384,31052 0,62122961 1 UP

NONGGAT009680.2 NONGGAT009680.2 27:3579119-3585028 1019 1,15231 0,425373 2,708940154 0,62122961 1 UP

NONGGAT009462.2 NONGGAT009462.2 9:23857206-23858415 591 1,50576 0,930953 1,617439334 0,62122961 1 UP

NONGGAT009229.2 NONGGAT009229.2 9:8928252-8964243 533 1,33073 0,586603 2,26853596 0,62122961 1 UP

NONGGAT009089.2 NONGGAT009089.2 8:28792460-28811456 377 1,11145 0,650476 1,708671803 0,62122961 1 UP

NONGGAT008959.2 NONGGAT008959.2 8:19841596-19843957 410 1,12736 0,33241 3,391474384 0,62122961 1 UP

NONGGAT008793.2 NONGGAT008793.2 8:4543996-4654131 1143 1,50403 0,497225 3,024847906 0,62122961 1 UP

NONGGAT008777.2 NONGGAT008777.2 8:2596627-2648150 960 1,4745 0,750588 1,964459863 0,62122961 1 UP

NONGGAT008667.2 NONGGAT008667.2 7:30585924-30590071 773 1,03768 0,992114 1,04592819 0,62122961 1 UP

NONGGAT008497.2 NONGGAT008497.2 7:14783098-14824800 821 1,44006 0,0598073 24,07833157 0,62122961 1 UP

NONGGAT008488.2 NONGGAT008488.2 7:13734318-13836992 508 1,05359 0,359552 2,930285466 0,62122961 1 UP

NONGGAT008242.2 NONGGAT008242.2 6:29236841-29241323 300 1,43437 0,2201 6,516901408 0,62122961 1 UP

NONGGAT008230.2 NONGGAT008230.2 6:26412135-26498194 915 1,40635 0,173208 8,119428664 0,62122961 1 UP

NONGGAT008157.2 NONGGAT008157.2 6:19432589-19441034 454 1,69307 0,7504 2,256223348 0,62122961 1 UP

NONGGAT008108.2 NONGGAT008108.2 6:16509953-16514747 755 1,16595 0,620575 1,87882206 0,62122961 1 UP

NONGGAT008103.2 NONGGAT008103.2 6:16201310-16228037 506 1,04875 0,733163 1,43044589 0,62122961 1 UP

NONGGAT008091.2 NONGGAT008091.2 6:13151894-13157847 640 1,49183 0,874504 1,705915582 0,62122961 1 UP

NONGGAT008072.2 NONGGAT008072.2 6:10725021-10735833 2686 1,11557 0,880937 1,266344812 0,62122961 1 UP

NONGGAT007823.2 NONGGAT007823.2 5:50646302-50651245 634 1,00261 0,848034 1,182275711 0,62122961 1 UP

NONGGAT007803.2 NONGGAT007803.2 5:49351897-49358279 1586 1,67379 0,377014 4,439596408 0,62122961 1 UP

NONGGAT007646.2 NONGGAT007646.2 5:29469462-29523553 1483 1,04032 0,834971 1,245935488 0,62122961 1 UP

NONGGAT007629.2 NONGGAT007629.2 5:28788626-28791201 2272 1,00615 0,904259 1,112679 0,62122961 1 UP

NONGGAT007484.2 NONGGAT007484.2 5:15786834-15800805 366 1,33927 0,285566 4,689879047 0,62122961 1 UP

NONGGAT007384.2 NONGGAT007384.2 5:5600393-5614332 721 1,02627 0,716705 1,43192806 0,62122961 1 UP

NONGGAT007139.2 NONGGAT007139.2 4:61175390-61237160 725 1,02087 0,973871 1,048259985 0,62122961 1 UP

NONGGAT007109.2 NONGGAT007109.2 4:58493682-58508083 2229 1,3123 0,508406 2,581204785 0,62122961 1 UP

NONGGAT006920.2 NONGGAT006920.2 4:38823674-38858198 255 1,6042 0,863627 1,857514876 0,62122961 1 UP

NONGGAT006916.2 NONGGAT006916.2 4:38823674-38858198 3040 1,76946 0,454676 3,891694305 0,62122961 1 UP

NONGGAT006912.2 NONGGAT006912.2 4:38823674-38858198 876 1,01734 0,0852225 11,93745783 0,62122961 1 UP

NONGGAT006888.2 NONGGAT006888.2 4:34429251-34559035 3698 1,16423 0,930586 1,251071905 0,62122961 1 UP

NONGGAT006675.2 NONGGAT006675.2 4:8597732-8689129 244 1,48286 1,00E-05 148286 0,62122961 1 UP

NONGGAT006628.2 NONGGAT006628.2 4:2190974-2199735 1477 1,56866 0,973464 1,611420659 0,62122961 1 UP

NONGGAT006530.2 NONGGAT006530.2 3:101995172-101995652 377 1,54716 1,00E-05 154716 0,62122961 1 UP

NONGGAT006529.2 NONGGAT006529.2 3:101809448-101810791 488 1,32959 0,137369 9,67896687 0,62122961 1 UP

NONGGAT006526.2 NONGGAT006526.2 3:101781900-101806914 670 1,2967 0,146718 8,838043049 0,62122961 1 UP

NONGGAT006364.2 NONGGAT006364.2 3:75863046-75924102 274 1,84541 0,705478 2,615829268 0,62122961 1 UP

NONGGAT006212.2 NONGGAT006212.2 3:52801541-52902135 362 1,04181 0,353636 2,945995317 0,62122961 1 UP

NONGGAT006069.2 NONGGAT006069.2 3:33675542-33691136 1728 1,56158 0,618708 2,523936978 0,62122961 1 UP

NONGGAT005980.2 NONGGAT005980.2 3:25286043-25301540 1465 1,20323 0,271756 4,427611534 0,62122961 1 UP

NONGGAT005944.2 NONGGAT005944.2 3:21860917-21876244 460 1,04682 0,342775 3,053956677 0,62122961 1 UP

NONGGAT005940.2 NONGGAT005940.2 3:21810364-21812777 708 1,27645 0,133562 9,556984771 0,62122961 1 UP

NONGGAT005914.2 NONGGAT005914.2 3:17807164-17862658 256 1,37504 1,00E-05 137504 0,62122961 1 UP

NONGGAT005764.2 NONGGAT005764.2 3:4395016-4398275 478 1,14819 0,979201 1,172578459 0,62122961 1 UP

NONGGAT005588.2 NONGGAT005588.2 28:919938-942567 888 1,22208 0,884447 1,381744751 0,62122961 1 UP

NONGGAT005515.2 NONGGAT005515.2 27:2598470-2599544 893 1,04846 0,936718 1,119290971 0,62122961 1 UP

NONGGAT005312.2 NONGGAT005312.2 25:25562-231632 325 1,02223 0,568015 1,799653178 0,62122961 1 UP

NONGGAT005286.2 NONGGAT005286.2 24:4559837-4560959 285 1,22796 0,38448 3,193820225 0,62122961 1 UP

NONGGAT005246.2 NONGGAT005246.2 24:2868042-2879839 477 1,09103 0,0522662 20,87448485 0,62122961 1 UP

NONGGAT005199.2 NONGGAT005199.2 23:5744785-5765977 1417 1,7979 0,315275 5,702640552 0,62122961 1 UP

NONGGAT005197.2 NONGGAT005197.2 23:5700612-5701624 784 1,28647 0,0296437 43,39775399 0,62122961 1 UP

NONGGAT004998.2 NONGGAT004998.2 22:10825-15895 3570 1,27504 0,906493 1,406563537 0,62122961 1 UP

NONGGAT004711.2 NONGGAT004711.2 20:4865268-5043775 584 1,07396 0,452205 2,374940569 0,62122961 1 UP

NONGGAT004688.2 NONGGAT004688.2 20:3432137-3467524 796 1,21014 0,000235753 5133,084203 0,62122961 1 UP

NONGGAT004634.2 NONGGAT004634.2 2:146411155-146412790 232 1,04122 0,708907 1,468768118 0,62122961 1 UP

NONGGAT004581.2 NONGGAT004581.2 2:139866063-139947148 1120 1,09263 0,569288 1,919292168 0,62122961 1 UP

NONGGAT004580.2 NONGGAT004580.2 2:139866063-139947148 521 1,59723 0,790814 2,019729039 0,62122961 1 UP

NONGGAT004574.2 NONGGAT004574.2 2:139513479-139514634 603 1,64879 0,803947 2,050869025 0,62122961 1 UP

NONGGAT004566.2 NONGGAT004566.2 2:138835593-138962099 958 1,17935 0,665727 1,77152196 0,62122961 1 UP

NONGGAT004495.2 NONGGAT004495.2 2:129040781-129079376 614 1,59828 0,910342 1,755691817 0,62122961 1 UP

NONGGAT004265.2 NONGGAT004265.2 2:92186710-92202633 263 1,2111 1,00E-05 121110 0,62122961 1 UP

NONGGAT004194.2 NONGGAT004194.2 2:79481958-79491991 666 1,31299 0,0790296 16,61390163 0,62122961 1 UP

NONGGAT004163.2 NONGGAT004163.2 2:68770272-68776373 4486 1,76634 0,648114 2,725353873 0,62122961 1 UP
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TCONS_00034419 - 2:50451743-50509723 5381 1,40052 0,499994 2,801073613 0,62122961 1 UP

TCONS_00034681 - 2:63869549-63892554 1396 1,82454 0,391794 4,656886017 0,62122961 1 UP

TCONS_00041162 - 25:2368226-2727336 584 1,27408 0,314128 4,055926247 0,62122961 1 UP

TCONS_00042859 - 27:254321-488075 1062 1,01538 0,623075 1,629627252 0,62122961 1 UP

TCONS_00043365 - 27:3455356-3463118 813 1,09122 0,625346 1,744985976 0,62122961 1 UP

TCONS_00047126 - 3:24608737-24630202 1602 1,13932 0,392396 2,903495448 0,62122961 1 UP

TCONS_00049819 - 3:38369989-38372265 1333 1,15275 0,966174 1,193108074 0,62122961 1 UP

TCONS_00049895 - 3:60054036-60055225 489 1,26935 0,244799 5,18527445 0,62122961 1 UP

TCONS_00049987 - 3:107264663-107266723 1769 1,65769 1,00E-05 165769 0,62122961 1 UP

TCONS_00054900 - 4:34292373-34340802 1616 1,50375 0,927251 1,621729176 0,62122961 1 UP

TCONS_00055225 - 4:26760371-26798553 5419 1,6792 0,815203 2,05985503 0,62122961 1 UP

TCONS_00062059 - 5:37288518-37390479 687 1,63209 0,0353297 46,19597676 0,62122961 1 UP

TCONS_00064434 - 6:8092379-8109378 631 1,32242 0,259156 5,102795228 0,62122961 1 UP

TCONS_00066438 - 7:6950961-6964776 1583 1,27597 0,969806 1,315696129 0,62122961 1 UP

TCONS_00071843 - 9:10392752-10431361 1283 1,45998 0,309641 4,715073262 0,62122961 1 UP

TCONS_00073444 - AADN04000956.1:3211-37107 2231 1,78332 0,918358 1,941857097 0,62122961 1 UP

TCONS_00074305 - AADN04001474.1:8615-15195 526 1,08707 0,40624 2,675930484 0,62122961 1 UP

TCONS_00076408 - AADN04003552.1:1205-1979 476 1,08014 0,000659536 1637,727129 0,62122961 1 UP

TCONS_00079039 - AADN04007373.1:5641-9227 406 1,60615 0,153398 10,4704755 0,62122961 1 UP

TCONS_00080752 - AADN04011528.1:4906-6377 505 1,27006 0,351509 3,613164955 0,62122961 1 UP

TCONS_00083120 - AADN04016703.1:485-3032 1059 1,71124 0,255365 6,701153251 0,62122961 1 UP

TCONS_00084104 - AADN04019763.1:1117-2823 1027 1,10418 0,802164 1,376501563 0,62122961 1 UP

TCONS_00084144 - AADN04019961.1:899-2084 387 1,59103 0,658482 2,416208795 0,62122961 1 UP

TCONS_00086707 - KQ759705.1:1199-2089 690 1,32134 0,509077 2,5955602 0,62122961 1 UP

TCONS_00090845 - Z:8522950-8525024 555 1,1087 0,18912 5,862415398 0,62122961 1 UP

TCONS_00090979 - Z:40044527-40046329 472 1,07843 0,901017 1,196903055 0,62122961 1 UP

ENSGALT00000074701 ENSGALT00000074701 AADN04023583.1:100-973 396 19,2469 16,0251 1,201047107 0,62413007 1 UP

NONGGAT013553.1 NONGGAT013553.1 15:9222895-9230485 289 0,940215 2,11611 0,444312914 0,62506546 1 DOWN

NONGGAT009255.2 NONGGAT009255.2 9:10573783-10593642 471 0,444362 2,82654 0,157210583 0,62506546 1 DOWN

NONGGAT009237.2 NONGGAT009237.2 9:9200203-9248424 470 0,492198 2,25069 0,218687602 0,62506546 1 DOWN

NONGGAT006935.2 NONGGAT006935.2 4:39639653-39646229 268 1,00E-05 2,15038 4,65E-06 0,62506546 1 DOWN

NONGGAT006787.2 NONGGAT006787.2 4:20182950-20184834 280 1,00E-05 2,07679 4,82E-06 0,62506546 1 DOWN

NONGGAT004890.2 NONGGAT004890.2 21:2633543-2766080 581 0,0421853 2,27566 0,018537611 0,62506546 1 DOWN

NONGGAT003665.2 NONGGAT003665.2 2:3906079-3910116 677 0,589679 2,51132 0,234808388 0,62506546 1 DOWN

NONGGAT003311.2 NONGGAT003311.2 18:6946757-6957808 302 0,738239 2,09003 0,353219332 0,62506546 1 DOWN

NONGGAT003273.2 NONGGAT003273.2 18:4688726-4692190 308 3,34E-09 2,17522 1,54E-09 0,62506546 1 DOWN

NONGGAT001146.2 NONGGAT001146.2 1:138793509-139053712 348 0,546181 2,55968 0,213378625 0,62506546 1 DOWN

ENSGALT00000041877 NONGGAT000336.2 1:46693637-46704277 241 1,00E-05 2,69671 3,71E-06 0,62506546 1 DOWN

NONGGAT000243.2 NONGGAT000243.2 1:33641817-33664801 232 0,980861 2,4577 0,399097123 0,62506546 1 DOWN

ENSGALT00000083703 ENSGALT00000083703 Z:27179106-27303327 1924 0,93879 2,61831 0,358548071 0,62506546 1 DOWN

TCONS_00014105 - 11:11284090-11316649 725 0,591408 2,36418 0,250153542 0,62506546 1 DOWN

TCONS_00014896 - 11:16185638-16632430 982 0,888474 2,38093 0,373162588 0,62506546 1 DOWN

TCONS_00022507 - 16:238279-378917 568 0,0438275 2,19579 0,019959787 0,62506546 1 DOWN

TCONS_00051191 - 32:637-2671 651 0,824917 2,53705 0,325148105 0,62506546 1 DOWN

TCONS_00063381 - 6:23106050-23108052 394 0,533322 2,63544 0,202365449 0,62506546 1 DOWN

TCONS_00072297 - 9:9510963-9513453 1751 0,720432 2,10364 0,342469244 0,62506546 1 DOWN

TCONS_00073574 - AADN04001032.1:12860-16655 560 0,459949 2,76698 0,166227801 0,62506546 1 DOWN

TCONS_00081381 - AADN04012558.1:3076-4968 326 0,823246 2,90822 0,283075558 0,62506546 1 DOWN

TCONS_00082639 - AADN04015390.1:1285-5287 567 0,585352 2,28347 0,256343197 0,62506546 1 DOWN

TCONS_00083573 - AADN04017730.1:1727-2440 474 0,9822 2,72331 0,360664045 0,62506546 1 DOWN

NONGGAT016479.1 NONGGAT016479.1 9:22508328-22509744 800 8,45008 6,03987 1,39904998 0,6257479 1 UP

NONGGAT007043.2 NONGGAT007043.2 4:50544868-50937045 1634 8,27089 6,76372 1,222831519 0,6257479 1 UP

NONGGAT006208.2 NONGGAT006208.2 3:52197368-52225378 4244 8,85637 6,6527 1,331244457 0,6257479 1 UP

NONGGAT000999.2 NONGGAT000999.2 1:115732385-115768467 2294 8,01543 6,52119 1,229136093 0,6257479 1 UP

ENSGALT00000088093 ENSGALT00000088093 AADN04006447.1:854-2726 1111 8,51092 6,77559 1,256114966 0,6257479 1 UP

ENSGALT00000077530 ENSGALT00000077530 28:4079800-4080786 830 8,93349 6,50064 1,374247766 0,6257479 1 UP

ENSGALT00000074684 ENSGALT00000074684 5:24614994-24616997 1855 8,00557 6,74603 1,186708331 0,6257479 1 UP

ENSGALT00000068939 ENSGALT00000068939 AADN04024640.1:20-1740 549 8,11335 6,77723 1,197148392 0,6257479 1 UP

ENSGALT00000068416 ENSGALT00000068416 1:101034872-101074782 1799 8,63482 6,6953 1,289683808 0,6257479 1 UP

ENSGALT00000066934 ENSGALT00000066934 AADN04017304.1:20-4518 1938 8,03576 6,7304 1,19394984 0,6257479 1 UP

ENSGALT00000059806 ENSGALT00000059806 AADN04011152.1:1659-8056 430 8,34629 6,89069 1,211241545 0,6257479 1 UP

TCONS_00083848 - AADN04018720.1:178-3615 1260 8,06001 6,52439 1,235366065 0,6257479 1 UP

TCONS_00083278 - AADN04017035.1:128-658 290 16,7276 20,5694 0,813227415 0,62767826 1 DOWN

NONGGAT002547.2 NONGGAT002547.2 14:1726372-1778937 644 6,76614 9,05674 0,747083388 0,62931785 1 DOWN

ENSGALT00000083214 ENSGALT00000083214 AADN04001428.1:21361-24578 1244 6,41129 9,4385 0,679270011 0,62931785 1 DOWN

ENSGALT00000049411 ENSGALT00000049411 17:5551286-5552059 718 6,01387 9,76375 0,615938548 0,62931785 1 DOWN

ENSGALT00000054722 ENSGALT00000054722 AADN04000662.1:67354-95948 1317 31,7917 36,4589 0,871987361 0,63149023 1 DOWN

NONGGAT009046.2 NONGGAT009046.2 8:25819481-25855498 2442 20,8488 17,625 1,182910638 0,63294437 1 UP

ENSGALT00000085865 ENSGALT00000085865 AADN04013844.1:3336-6417 770 17,4636 21,8769 0,798266665 0,63642196 1 DOWN

ENSGALT00000052721 ENSGALT00000052721 5:16911790-17004311 474 54,7808 61,8687 0,885436416 0,64382457 1 DOWN

ENSGALT00000080729 ENSGALT00000080729 18:6821744-6828409 1075 9,71151 7,67418 1,265478527 0,64446914 1 UP

ENSGALT00000070508 ENSGALT00000070508 4:4433336-4448239 1775 9,15982 7,7874 1,176235971 0,64446914 1 UP

ENSGALT00000067572 ENSGALT00000067572 15:9150581-9168946 1187 9,44036 7,94656 1,187980711 0,64446914 1 UP

ENSGALT00000062606 ENSGALT00000062606 AADN04016877.1:20-3371 474 9,55009 7,55565 1,2639667 0,64446914 1 UP

ENSGALT00000054774 ENSGALT00000054774 4:49678978-49808051 330 9,41951 7,07384 1,331597831 0,64446914 1 UP

ENSGALT00000072761 ENSGALT00000072761 2:66654455-66724634 1277 18,5733 22,4307 0,828030333 0,64458067 1 DOWN

ENSGALT00000089459 ENSGALT00000089459 AADN04012657.1:4130-7077 1385 7,4141 10,7583 0,689151632 0,64788271 1 DOWN

ENSGALT00000089952 ENSGALT00000089952 AADN04013546.1:83-6611 4838 23,6423 20,2389 1,168161313 0,65609625 1 UP

ENSGALT00000080463 ENSGALT00000080463 1:170435728-170437149 1386 10,6717 8,94371 1,193207293 0,66064193 1 UP

ENSGALT00000080042 ENSGALT00000080042 AADN04019001.1:286-3656 508 10,2701 8,25897 1,243508573 0,66064193 1 UP

TCONS_00075436 - AADN04002442.1:7379-11007 573 10,9874 8,50625 1,291685525 0,66064193 1 UP

TCONS_00080378 - AADN04010631.1:2136-3487 363 10,9173 8,30894 1,313922113 0,66064193 1 UP

TCONS_00084012 - AADN04019343.1:617-2425 724 10,0465 8,9564 1,121711849 0,66064193 1 UP

NONGGAT002824.2 NONGGAT002824.2 15:5996144-6012916 1167 8,19165 11,2102 0,730731834 0,6639174 1 DOWN

NONGGAT004567.2 NONGGAT004567.2 2:138835593-138962099 298 11,7189 9,5445 1,227817067 0,67479651 1 UP

ENSGALT00000087492 ENSGALT00000087492 AADN04013369.1:838-6332 1136 11,7123 9,84882 1,189208453 0,67479651 1 UP

NONGGAT005950.2 NONGGAT005950.2 3:22114002-22175004 5539 9,11479 12,9247 0,705222558 0,67794897 1 DOWN

ENSGALT00000082013 ENSGALT00000082013 25:2150355-2150832 402 9,16518 12,677 0,722977045 0,67794897 1 DOWN

ENSGALT00000085091 ENSGALT00000085091 AADN04006958.1:20-9692 1371 27,291 24,185 1,128426711 0,68112303 1 UP

TCONS_00033397 - 2:108248343-108249555 407 27,9171 24,8147 1,125022668 0,68112303 1 UP

NONGGAT016090.1 NONGGAT016090.1 7:12007073-12007484 308 2,0606 1,25754 1,638595989 0,68438546 1 UP

NONGGAT011934.2 NONGGAT011934.2 Z:51999265-52002174 349 2,40754 1,02 2,360333333 0,68438546 1 UP

NONGGAT009880.2 NONGGAT009880.2 13:10021723-10065150 521 2,05074 1,86609 1,098950211 0,68438546 1 UP

NONGGAT008925.2 NONGGAT008925.2 8:15219484-15269342 482 2,30943 1,47765 1,562907319 0,68438546 1 UP

NONGGAT008816.2 NONGGAT008816.2 8:5842949-5844242 1185 2,07418 1,97578 1,049803116 0,68438546 1 UP

NONGGAT008643.2 NONGGAT008643.2 7:27296312-27322244 2292 2,21795 1,52173 1,457518745 0,68438546 1 UP

NONGGAT007975.2 NONGGAT007975.2 6:2664098-2703227 826 2,77234 1,47772 1,8760929 0,68438546 1 UP

NONGGAT007869.2 NONGGAT007869.2 5:54341091-54346535 254 2,14504 1,78882 1,199136861 0,68438546 1 UP

NONGGAT007106.2 NONGGAT007106.2 4:58295098-58369120 5277 2,77811 1,41506 1,963245375 0,68438546 1 UP

NONGGAT006748.2 NONGGAT006748.2 4:13742932-13743903 817 2,05274 1,6924 1,212916568 0,68438546 1 UP

NONGGAT006591.2 NONGGAT006591.2 3:110295569-110305141 747 2,92849 1,46153 2,003715285 0,68438546 1 UP

NONGGAT006226.2 NONGGAT006226.2 3:55090658-55092091 685 2,00206 1,13635 1,761833942 0,68438546 1 UP

NONGGAT006076.2 NONGGAT006076.2 3:33946108-33971692 1040 2,36527 1,27765 1,851265996 0,68438546 1 UP

NONGGAT005169.2 NONGGAT005169.2 23:4155703-4172896 1661 2,7818 1,71939 1,617899371 0,68438546 1 UP

NONGGAT005168.2 NONGGAT005168.2 23:4155703-4172896 6746 2,86062 1,55681 1,837488197 0,68438546 1 UP

NONGGAT005056.2 NONGGAT005056.2 22:2698594-2736728 1662 2,21439 1,96734 1,12557565 0,68438546 1 UP

NONGGAT004149.2 NONGGAT004149.2 2:66547290-66585228 345 2,63532 1,45642 1,809450571 0,68438546 1 UP

NONGGAT004146.2 NONGGAT004146.2 2:66192125-66257818 390 2,30123 1,29976 1,770503785 0,68438546 1 UP

NONGGAT004144.2 NONGGAT004144.2 2:66164215-66178463 488 2,83769 1,84488 1,538143402 0,68438546 1 UP

NONGGAT004076.2 NONGGAT004076.2 2:60893023-60968956 1601 2,4857 1,55737 1,596088277 0,68438546 1 UP

NONGGAT003910.2 NONGGAT003910.2 2:40837808-40841976 2962 2,46466 1,08541 2,270717978 0,68438546 1 UP

NONGGAT003853.2 NONGGAT003853.2 2:30965005-30967269 441 2,87952 1,68159 1,712379355 0,68438546 1 UP

NONGGAT003216.2 NONGGAT003216.2 18:702940-823504 2245 2,37425 1,73997 1,364535021 0,68438546 1 UP

NONGGAT003116.2 NONGGAT003116.2 17:7196773-7200035 2112 2,26572 1,82569 1,241021203 0,68438546 1 UP

NONGGAT002959.2 NONGGAT002959.2 15:10005664-10011705 1995 2,22734 1,35811 1,640029158 0,68438546 1 UP

NONGGAT002913.2 NONGGAT002913.2 15:9150581-9168946 1260 2,3397 1,20814 1,936613306 0,68438546 1 UP

NONGGAT002885.2 NONGGAT002885.2 15:8521615-8524964 472 2,07883 1,90974 1,088540848 0,68438546 1 UP

NONGGAT002722.2 NONGGAT002722.2 14:14882641-14893170 254 2,35042 1,66749 1,409555679 0,68438546 1 UP

NONGGAT002613.2 NONGGAT002613.2 14:6910455-6911489 924 2,27338 1,79542 1,266210692 0,68438546 1 UP

NONGGAT002534.2 NONGGAT002534.2 14:838541-861906 1074 2,03812 1,68701 1,208125619 0,68438546 1 UP

NONGGAT002484.2 NONGGAT002484.2 13:18353904-18360869 1712 2,39018 1,59587 1,497728512 0,68438546 1 UP

NONGGAT002205.2 NONGGAT002205.2 12:11881510-11895605 1576 2,81587 1,63845 1,718618206 0,68438546 1 UP

NONGGAT001937.2 NONGGAT001937.2 11:10156094-10276444 429 2,16455 1,60184 1,351289767 0,68438546 1 UP

NONGGAT001870.2 NONGGAT001870.2 11:6272768-6297360 1311 2,58184 1,69276 1,525225076 0,68438546 1 UP

NONGGAT001741.2 NONGGAT001741.2 10:18094353-18111869 688 2,98349 1,5181 1,965278967 0,68438546 1 UP

NONGGAT001611.2 NONGGAT001611.2 10:10134901-10300782 1818 2,18371 1,98543 1,099867535 0,68438546 1 UP

NONGGAT001418.2 NONGGAT001418.2 1:193794960-193809102 1090 2,32268 1,66726 1,393112052 0,68438546 1 UP

NONGGAT001258.2 NONGGAT001258.2 1:168747565-168831538 926 2,10568 1,83108 1,14996614 0,68438546 1 UP

NONGGAT001162.2 NONGGAT001162.2 1:143892181-143947459 1337 2,02969 1,7173 1,181907646 0,68438546 1 UP

NONGGAT001074.2 NONGGAT001074.2 1:126411069-126573930 694 2,31245 1,12018 2,064355729 0,68438546 1 UP

NONGGAT000991.2 NONGGAT000991.2 1:113278589-113281371 942 2,26168 1,53579 1,472649255 0,68438546 1 UP

NONGGAT000640.2 NONGGAT000640.2 1:79210233-79232410 4267 2,38173 1,97119 1,208270131 0,68438546 1 UP

NONGGAT000566.2 NONGGAT000566.2 1:71250102-71391292 208 2,04702 1,35106 1,51512146 0,68438546 1 UP

NONGGAT000306.2 NONGGAT000306.2 1:44870331-44884219 2672 2,04705 1,24756 1,640842925 0,68438546 1 UP

NONGGAT000143.2 NONGGAT000143.2 1:20290346-20304380 852 2,50692 1,23015 2,037897817 0,68438546 1 UP

ENSGALT00000088682 ENSGALT00000088682 AADN04002635.1:20-3176 707 2,0713 1,7821 1,162280456 0,68438546 1 UP

ENSGALT00000087932 ENSGALT00000087932 AADN04002300.1:20-8053 3062 2,07376 1,76212 1,176855152 0,68438546 1 UP

ENSGALT00000087097 ENSGALT00000087097 AADN04017304.1:20-4518 807 2,10532 1,79593 1,172272861 0,68438546 1 UP

ENSGALT00000085827 ENSGALT00000085827 10:2329480-2331934 1381 2,1062 1,60222 1,31455106 0,68438546 1 UP

ENSGALT00000084259 ENSGALT00000084259 10:5709851-5718385 1633 2,09814 1,64567 1,274945767 0,68438546 1 UP

ENSGALT00000083726 ENSGALT00000083726 AADN04010435.1:20-2277 712 2,13224 1,60276 1,330355137 0,68438546 1 UP

ENSGALT00000081466 ENSGALT00000081466 AADN04002017.1:265-21617 1176 2,37761 1,56381 1,5203957 0,68438546 1 UP

ENSGALT00000080621 ENSGALT00000080621 AADN04004822.1:10153-14362 3272 2,15861 1,84783 1,168186467 0,68438546 1 UP

ENSGALT00000079897 ENSGALT00000079897 3:52031879-52033138 347 2,70654 1,73611 1,558968038 0,68438546 1 UP

ENSGALT00000079629 ENSGALT00000079629 AADN04001641.1:17576-20663 1020 2,04185 1,80042 1,134096489 0,68438546 1 UP

ENSGALT00000076944 ENSGALT00000076944 4:60306740-60307598 596 2,38266 1,5089 1,579070846 0,68438546 1 UP

ENSGALT00000076683 ENSGALT00000076683 18:4968054-5062966 405 2,63825 1,19327 2,210941363 0,68438546 1 UP

ENSGALT00000075519 ENSGALT00000075519 AADN04005048.1:20-13490 2249 2,76642 1,93312 1,431064807 0,68438546 1 UP

ENSGALT00000074092 ENSGALT00000074092 18:10414268-10415576 523 2,5828 1,82154 1,4179211 0,68438546 1 UP

ENSGALT00000071870 ENSGALT00000071870 18:6862043-6863217 579 2,00383 1,08625 1,84472267 0,68438546 1 UP

ENSGALT00000070627 ENSGALT00000070627 3:75541186-75548897 419 2,1349 1,72205 1,239743329 0,68438546 1 UP

ENSGALT00000070536 ENSGALT00000070536 AADN04012754.1:240-7038 976 2,00765 1,99572 1,005977792 0,68438546 1 UP

ENSGALT00000069639 ENSGALT00000069639 KQ759689.1:2610-7645 777 2,59932 1,69581 1,53278964 0,68438546 1 UP

ENSGALT00000069167 ENSGALT00000069167 23:4238332-4238852 391 2,14516 1,14464 1,874091417 0,68438546 1 UP

ENSGALT00000066668 ENSGALT00000066668 AADN04012754.1:240-7038 681 2,26965 1,99976 1,134961195 0,68438546 1 UP

ENSGALT00000066603 ENSGALT00000066603 AADN04010924.1:752-1514 544 2,20608 1,15109 1,916513913 0,68438546 1 UP

ENSGALT00000064578 ENSGALT00000064578 23:1853198-1855513 1220 2,4664 1,6718 1,475296088 0,68438546 1 UP

ENSGALT00000063140 ENSGALT00000063140 18:3392580-3400577 964 2,86733 1,77954 1,611275948 0,68438546 1 UP

ENSGALT00000062418 ENSGALT00000062418 3:38346017-38349303 598 2,911 1,82693 1,593383436 0,68438546 1 UP

ENSGALT00000060831 ENSGALT00000060831 AADN04021259.1:20-2396 1482 2,50558 1,03326 2,42492693 0,68438546 1 UP

ENSGALT00000058478 ENSGALT00000058478 28:3364694-3369499 1281 2,42683 1,87137 1,296819977 0,68438546 1 UP

ENSGALT00000057476 ENSGALT00000057476 AADN04013684.1:1360-5021 1046 2,26951 1,99927 1,135169337 0,68438546 1 UP

ENSGALT00000055247 ENSGALT00000055247 AADN04013571.1:5823-6560 409 2,41678 1,14548 2,109840416 0,68438546 1 UP

ENSGALT00000052489 ENSGALT00000052489 AADN04017167.1:20-3334 978 2,85417 1,77443 1,608499631 0,68438546 1 UP

ENSGALT00000050760 ENSGALT00000050760 AADN04012696.1:20-6668 6134 2,32269 1,54357 1,504751971 0,68438546 1 UP

ENSGALT00000041273 ENSGALT00000041273 28:914934-916749 1473 2,55584 1,80165 1,418610718 0,68438546 1 UP

ENSGALT00000033720 ENSGALT00000033720 9:5274212-5280289 1390 2,6473 1,62935 1,624758339 0,68438546 1 UP

TCONS_00018262 - 13:3339613-3369876 510 2,33712 1,15869 2,017036481 0,68438546 1 UP

TCONS_00022252 - 15:9008033-9024609 765 2,36167 1,73384 1,36210377 0,68438546 1 UP

TCONS_00039349 - 23:5322783-5334811 413 2,12564 1,89604 1,121094492 0,68438546 1 UP

TCONS_00053759 - 4:26760371-26798553 4573 2,95767 1,57931 1,872760889 0,68438546 1 UP

TCONS_00073440 - AADN04000956.1:3211-37107 715 2,58637 1,39318 1,85645071 0,68438546 1 UP

TCONS_00073597 - AADN04001032.1:12860-16655 1428 2,02284 1,83869 1,100152826 0,68438546 1 UP

TCONS_00079665 - AADN04008727.1:4541-8949 432 2,22434 1,72966 1,285998404 0,68438546 1 UP

TCONS_00079886 - AADN04009406.1:993-2709 413 2,65341 1,39981 1,89555011 0,68438546 1 UP

TCONS_00081256 - AADN04012370.1:1471-5232 704 2,29089 1,28364 1,784682621 0,68438546 1 UP

TCONS_00082345 - AADN04014565.1:4620-5231 316 2,81632 1,07166 2,627997686 0,68438546 1 UP

ENSGALT00000090382 ENSGALT00000090382 AADN04002821.1:3058-8424 889 12,4538 10,6579 1,168504114 0,68732053 1 UP

NONGGAT011248.2 NONGGAT011248.2 5:43385-48159 473 1,57657 3,68165 0,428223758 0,68758183 1 DOWN

NONGGAT010440.2 NONGGAT010440.2 18:9281786-9308577 348 1,87165 3,65046 0,512716206 0,68758183 1 DOWN

ENSGALT00000057891 NONGGAT009129.2 9:1162777-1181569 272 1,01746 3,16879 0,32108786 0,68758183 1 DOWN

NONGGAT009000.2 NONGGAT009000.2 8:21980017-21986222 416 1,12922 3,42792 0,329418423 0,68758183 1 DOWN

NONGGAT008832.2 NONGGAT008832.2 8:7122596-7334536 925 1,91957 3,22618 0,594997799 0,68758183 1 DOWN

NONGGAT008737.2 NONGGAT008737.2 8:1184838-1189635 706 1,17895 3,06232 0,384985893 0,68758183 1 DOWN

NONGGAT005165.2 NONGGAT005165.2 23:3784458-3791308 2969 1,8594 3,30496 0,562608927 0,68758183 1 DOWN

NONGGAT005163.2 NONGGAT005163.2 23:3241403-3252831 1038 1,82766 3,33748 0,547616765 0,68758183 1 DOWN

NONGGAT004815.2 NONGGAT004815.2 20:13753187-13926394 218 1,71602 3,66127 0,468695289 0,68758183 1 DOWN

NONGGAT004217.2 NONGGAT004217.2 2:84766238-84794004 241 1,2817 3,78269 0,338832947 0,68758183 1 DOWN

NONGGAT004092.2 NONGGAT004092.2 2:61960232-61970941 238 1,75002 3,16768 0,552461107 0,68758183 1 DOWN

NONGGAT002566.2 NONGGAT002566.2 14:3248445-3315833 963 1,43228 3,13337 0,457105289 0,68758183 1 DOWN

ENSGALT00000088004 ENSGALT00000088004 17:1474149-1480217 1372 1,97972 3,21506 0,615764558 0,68758183 1 DOWN

ENSGALT00000084751 ENSGALT00000084751 Z:27179106-27303327 1925 1,83481 3,52588 0,520383564 0,68758183 1 DOWN

ENSGALT00000052404 ENSGALT00000052404 AADN04017002.1:20-4663 1353 1,24803 3,2353 0,385754026 0,68758183 1 DOWN

TCONS_00031549 - 2:4964516-4972760 793 1,53658 3,07655 0,499449058 0,68758183 1 DOWN

TCONS_00043506 - 27:4179406-4245458 592 1,68816 3,91846 0,430822313 0,68758183 1 DOWN

TCONS_00055022 - 4:66710311-66723810 349 1,72736 3,73823 0,462079647 0,68758183 1 DOWN

TCONS_00069078 - 8:3628761-3827259 441 1,23384 3,50184 0,352340484 0,68758183 1 DOWN

TCONS_00082290 - AADN04014416.1:785-3304 639 1,705 3,86786 0,440812232 0,68758183 1 DOWN

TCONS_00084506 - AADN04022051.1:25-1956 353 1,77304 3,32137 0,533827908 0,68758183 1 DOWN

ENSGALT00000082079 ENSGALT00000082079 KQ759569.1:21031-22509 624 10,9685 13,4913 0,813005418 0,6903626 1 DOWN

NONGGAT008960.2 NONGGAT008960.2 8:19963753-20225336 324 13,2185 11,3437 1,165272354 0,69850485 1 UP

ENSGALT00000087613 ENSGALT00000087613 17:6713805-6714685 734 32,6704 29,1617 1,120318774 0,70590327 1 UP

TCONS_00085509 - KQ759484.1:95042-96204 889 32,813 29,8065 1,10086726 0,70590327 1 UP

ENSGALT00000068007 ENSGALT00000068007 6:34321901-34346881 1710 12,616 15,0387 0,838902299 0,71142414 1 DOWN

NONGGAT000229.2 NONGGAT000229.2 1:31131964-31148989 689 15,9077 13,9725 1,138500626 0,71769784 1 UP

ENSGALT00000062889 ENSGALT00000062889 4:16458725-16484907 1018 15,6034 13,7312 1,136346423 0,71769784 1 UP

ENSGALT00000052879 ENSGALT00000052879 2:106691609-106844648 1030 15,4882 13,7119 1,12954441 0,71769784 1 UP

ENSGALT00000086098 ENSGALT00000086098 AADN04013191.1:4850-6805 833 98,8003 94,0288 1,050745091 0,71929134 1 UP

ENSGALT00000028633 NONGGAT006440.2 3:88694330-88712511 329 13,1285 16,9271 0,775590621 0,72046656 1 DOWN

NONGGAT015659.1 NONGGAT015659.1 5:29469462-29523553 222 3,39158 2,50563 1,353583729 0,7238613 1 UP

NONGGAT011855.2 NONGGAT011855.2 Z:37602175-37705024 325 3,09962 2,42167 1,279951438 0,7238613 1 UP

NONGGAT011792.2 NONGGAT011792.2 Z:27518945-27520336 613 3,55107 2,72503 1,303130608 0,7238613 1 UP

NONGGAT008923.2 NONGGAT008923.2 8:15143719-15151080 1191 3,86255 2,89254 1,335348863 0,7238613 1 UP

NONGGAT007786.2 NONGGAT007786.2 5:45346549-45393576 4546 3,46942 2,42317 1,431769129 0,7238613 1 UP

NONGGAT007398.2 NONGGAT007398.2 5:7741481-7742705 742 3,25299 2,29865 1,415174124 0,7238613 1 UP

NONGGAT007383.2 NONGGAT007383.2 5:5600393-5614332 262 3,81521 2,81732 1,354198316 0,7238613 1 UP

NONGGAT007187.2 NONGGAT007187.2 4:69478023-69489767 680 3,78843 2,52388 1,501034122 0,7238613 1 UP

NONGGAT006952.2 NONGGAT006952.2 4:40248362-40267548 367 3,73113 2,91692 1,27913347 0,7238613 1 UP

NONGGAT006761.2 NONGGAT006761.2 4:16458725-16484907 1248 3,07253 2,40668 1,276667442 0,7238613 1 UP

NONGGAT006068.2 NONGGAT006068.2 3:33602170-33618964 1182 3,6698 2,3704 1,548177523 0,7238613 1 UP



NONGGAT005715.2 NONGGAT005715.2 3:2192606-2353128 697 3,4357 2,55724 1,343518794 0,7238613 1 UP

NONGGAT005649.2 NONGGAT005649.2 28:3817843-3824519 5887 3,60711 2,77835 1,298292152 0,7238613 1 UP

NONGGAT004783.2 NONGGAT004783.2 20:11081950-11087913 543 3,29796 2,58161 1,277481881 0,7238613 1 UP

NONGGAT004665.2 NONGGAT004665.2 20:1371915-1414323 464 3,49159 2,25164 1,550687499 0,7238613 1 UP

NONGGAT004034.2 NONGGAT004034.2 2:56151865-56400143 755 3,33731 2,75381 1,211888257 0,7238613 1 UP

NONGGAT003673.2 NONGGAT003673.2 2:4072608-4074704 763 3,36082 2,39106 1,405577443 0,7238613 1 UP

NONGGAT003472.2 NONGGAT003472.2 19:5162057-5167506 2175 3,46915 2,09429 1,656480239 0,7238613 1 UP

NONGGAT003453.2 NONGGAT003453.2 19:4907988-4928185 409 3,36227 2,66555 1,261379453 0,7238613 1 UP

NONGGAT003031.2 NONGGAT003031.2 17:904364-905430 271 3,3032 2,15842 1,530378703 0,7238613 1 UP

NONGGAT002536.2 NONGGAT002536.2 14:838541-861906 809 3,5647 2,40545 1,481926459 0,7238613 1 UP

NONGGAT002532.2 NONGGAT002532.2 14:838541-861906 2917 3,24073 2,16275 1,498430239 0,7238613 1 UP

NONGGAT002531.2 NONGGAT002531.2 14:838541-861906 590 3,30069 2,77313 1,190239909 0,7238613 1 UP

NONGGAT002309.2 NONGGAT002309.2 13:2369408-2389689 3078 3,07322 2,89761 1,060605119 0,7238613 1 UP

NONGGAT002257.2 NONGGAT002257.2 12:19773634-19777905 1489 3,42094 2,91817 1,172289483 0,7238613 1 UP

NONGGAT002110.2 NONGGAT002110.2 12:4706222-4829202 325 3,7224 2,72322 1,36691123 0,7238613 1 UP

NONGGAT001764.2 NONGGAT001764.2 10:19282084-19301731 2747 3,75039 2,53209 1,481144035 0,7238613 1 UP

NONGGAT001243.2 NONGGAT001243.2 1:165967835-165987321 287 3,13237 2,84207 1,10214386 0,7238613 1 UP

NONGGAT000714.2 NONGGAT000714.2 1:82950630-82953583 2953 3,35451 2,41595 1,388484861 0,7238613 1 UP

NONGGAT000607.2 NONGGAT000607.2 1:76146375-76177348 514 3,97907 2,0642 1,927657204 0,7238613 1 UP

NONGGAT000471.2 NONGGAT000471.2 1:57364629-57379716 1211 3,78217 2,08208 1,816534427 0,7238613 1 UP

ENSGALT00000086579 ENSGALT00000086579 AADN04013105.1:20-2537 2436 3,7565 2,8985 1,29601518 0,7238613 1 UP

ENSGALT00000084301 ENSGALT00000084301 AADN04014628.1:3933-5993 648 3,3557 2,35338 1,425906568 0,7238613 1 UP

ENSGALT00000083319 ENSGALT00000083319 25:1442323-1445682 1265 3,11578 2,95134 1,055717064 0,7238613 1 UP

ENSGALT00000079193 ENSGALT00000079193 2:44827136-44828727 773 3,4546 2,62052 1,318287973 0,7238613 1 UP

ENSGALT00000077737 ENSGALT00000077737 AADN04018973.1:47-3692 376 3,54098 2,69111 1,315806489 0,7238613 1 UP

ENSGALT00000077684 ENSGALT00000077684 20:3963764-3967776 587 3,23661 2,0963 1,543963173 0,7238613 1 UP

ENSGALT00000074552 ENSGALT00000074552 10:3020986-3022516 928 3,23741 2,88718 1,121305218 0,7238613 1 UP

ENSGALT00000072927 ENSGALT00000072927 18:6011513-6014434 1426 3,38746 2,67523 1,266231315 0,7238613 1 UP

ENSGALT00000071453 ENSGALT00000071453 3:54341394-54342443 422 3,13723 2,01563 1,556451333 0,7238613 1 UP

ENSGALT00000068458 ENSGALT00000068458 AADN04014437.1:2166-6059 3507 3,21445 2,30822 1,39260989 0,7238613 1 UP

ENSGALT00000067558 ENSGALT00000067558 AADN04014836.1:1223-5863 2170 3,13554 2,47731 1,265703525 0,7238613 1 UP

ENSGALT00000061413 ENSGALT00000061413 AADN04001047.1:1708-5891 1256 3,08205 2,21259 1,392960286 0,7238613 1 UP

ENSGALT00000058754 ENSGALT00000058754 AADN04012754.1:240-7038 1671 3,63669 2,39641 1,517557513 0,7238613 1 UP

ENSGALT00000056514 ENSGALT00000056514 AADN04016028.1:1335-5173 782 3,2547 2,91599 1,116156091 0,7238613 1 UP

ENSGALT00000056140 ENSGALT00000056140 AADN04023458.1:26-1399 387 3,08758 2,50288 1,23361088 0,7238613 1 UP

ENSGALT00000055610 ENSGALT00000055610 9:1717591-1719235 1232 3,02288 2,32439 1,300504649 0,7238613 1 UP

ENSGALT00000054448 ENSGALT00000054448 AADN04007421.1:9412-10316 233 3,99541 2,45348 1,628466505 0,7238613 1 UP

ENSGALT00000050864 ENSGALT00000050864 13:17931575-17935747 609 3,36357 2,80781 1,197933621 0,7238613 1 UP

ENSGALT00000047826 ENSGALT00000047826 1:145284885-145286040 512 3,74687 2,87141 1,304888539 0,7238613 1 UP

TCONS_00009372 - 1:178874144-178876736 470 3,63146 2,22646 1,631046594 0,7238613 1 UP

TCONS_00022104 - 15:9008033-9024609 1688 3,22382 2,40806 1,338762323 0,7238613 1 UP

TCONS_00022543 - 16:150242-153455 437 3,53488 2,22446 1,589095781 0,7238613 1 UP

TCONS_00056893 - 4:54111357-54112717 629 3,18174 2,66625 1,193338959 0,7238613 1 UP

TCONS_00061394 - 5:34431350-34442050 3525 3,13029 2,51639 1,243960594 0,7238613 1 UP

TCONS_00061395 - 5:34443051-34463011 2328 3,00106 2,21949 1,352139455 0,7238613 1 UP

TCONS_00073611 - AADN04001032.1:12860-16655 430 3,01898 2,39102 1,262632684 0,7238613 1 UP

TCONS_00080561 - AADN04011040.1:5919-6420 409 3,87037 2,96284 1,306304087 0,7238613 1 UP

TCONS_00082105 - AADN04013949.1:4235-6345 458 3,68142 2,87827 1,279039145 0,7238613 1 UP

TCONS_00082813 - AADN04015798.1:1-4868 1400 3,89977 2,6859 1,451941621 0,7238613 1 UP

TCONS_00084897 - AADN04024589.1:621-1568 427 3,52625 2,90328 1,21457455 0,7238613 1 UP

ENSGALT00000078135 ENSGALT00000078135 17:6691219-6708396 1081 16,339 14,8929 1,09709996 0,72601927 1 UP

ENSGALT00000064024 ENSGALT00000064024 AADN04024540.1:20-1013 459 16,0382 14,2759 1,123445807 0,72601927 1 UP

NONGGAT014078.1 NONGGAT014078.1 2:28805157-28879178 1699 2,93511 4,20328 0,698290383 0,72665797 1 DOWN

NONGGAT012087.2 NONGGAT012087.2 Z:72984503-72985374 352 2,95679 4,22765 0,69939328 0,72665797 1 DOWN

NONGGAT011813.2 NONGGAT011813.2 Z:32351222-32692277 1254 2,25357 4,27677 0,526932709 0,72665797 1 DOWN

NONGGAT009215.2 NONGGAT009215.2 9:8269420-8285762 401 2,07671 4,14955 0,500466316 0,72665797 1 DOWN

NONGGAT008096.2 NONGGAT008096.2 6:15686878-15764930 454 2,89976 4,18263 0,693286282 0,72665797 1 DOWN

NONGGAT007451.2 NONGGAT007451.2 5:12652286-12684709 19573 2,50024 4,44087 0,563006798 0,72665797 1 DOWN

NONGGAT007417.2 NONGGAT007417.2 5:9275433-9309382 854 2,01588 4,65969 0,432621054 0,72665797 1 DOWN

NONGGAT001347.2 NONGGAT001347.2 1:180240590-180244680 1954 2,75247 4,83638 0,569117811 0,72665797 1 DOWN

ENSGALT00000089997 ENSGALT00000089997 AADN04004476.1:224-14443 1393 2,71994 4,45396 0,610679036 0,72665797 1 DOWN

ENSGALT00000089313 ENSGALT00000089313 AADN04013326.1:3370-6710 941 2,28911 4,14752 0,551922595 0,72665797 1 DOWN

ENSGALT00000089000 ENSGALT00000089000 17:5529635-5531840 981 2,86115 4,22511 0,677177636 0,72665797 1 DOWN

ENSGALT00000085967 ENSGALT00000085967 AADN04011149.1:20-8082 531 2,97712 4,61969 0,64444151 0,72665797 1 DOWN

ENSGALT00000085933 ENSGALT00000085933 AADN04017266.1:20-4417 1096 2,90333 4,20036 0,691209801 0,72665797 1 DOWN

ENSGALT00000083686 ENSGALT00000083686 AADN04013958.1:5047-6328 465 2,59419 4,85774 0,534032287 0,72665797 1 DOWN

ENSGALT00000082816 ENSGALT00000082816 1:75880171-75881531 766 2,21962 4,29185 0,517170917 0,72665797 1 DOWN

ENSGALT00000078921 ENSGALT00000078921 2:106691609-106844648 1250 2,65776 4,37281 0,607792243 0,72665797 1 DOWN

ENSGALT00000054931 ENSGALT00000054931 KQ759605.1:20-15225 6965 2,98097 4,20554 0,708819795 0,72665797 1 DOWN

TCONS_00006471 - 1:169231774-169234451 366 2,44228 4,92029 0,496369116 0,72665797 1 DOWN

TCONS_00007022 - 1:119730474-119834931 3475 2,64471 4,10663 0,644009809 0,72665797 1 DOWN

TCONS_00078384 - AADN04006513.1:5682-9455 376 2,72535 4,21047 0,647279282 0,72665797 1 DOWN

ENSGALT00000070617 ENSGALT00000070617 23:2506189-2507966 1405 17,43 15,8046 1,102843476 0,73364837 1 UP

NONGGAT012271.1 NONGGAT012271.1 1:71400741-71451509 486 19,3235 17,1383 1,127503895 0,74717771 1 UP

TCONS_00080379 - AADN04010631.1:4620-5750 360 17,2101 20,2464 0,850032598 0,74967439 1 DOWN

NONGGAT016260.1 NONGGAT016260.1 8:7368420-7406894 2149 4,11662 3,12165 1,318732081 0,75149679 1 UP

NONGGAT011956.2 NONGGAT011956.2 Z:54985549-54986552 897 4,41094 3,17979 1,387179657 0,75149679 1 UP

NONGGAT011950.2 NONGGAT011950.2 Z:53669277-53685268 613 4,92012 3,60625 1,364331369 0,75149679 1 UP

NONGGAT011698.2 NONGGAT011698.2 Z:16471856-16473190 1334 4,28249 3,86165 1,108979322 0,75149679 1 UP

NONGGAT010414.2 NONGGAT010414.2 15:11246829-11247132 221 4,11031 3,11656 1,31886118 0,75149679 1 UP

NONGGAT008703.2 NONGGAT008703.2 7:34766036-34846805 476 4,36859 3,84736 1,135477314 0,75149679 1 UP

NONGGAT008046.2 NONGGAT008046.2 6:9239811-9255623 323 4,88452 3,92565 1,244257639 0,75149679 1 UP

NONGGAT006660.2 NONGGAT006660.2 4:4433336-4448239 2243 4,59748 3,91084 1,175573534 0,75149679 1 UP

NONGGAT006204.2 NONGGAT006204.2 3:51841893-51853517 263 4,07049 3,50727 1,160586439 0,75149679 1 UP

NONGGAT003473.2 NONGGAT003473.2 19:5162057-5167506 1719 4,82447 3,82103 1,26260982 0,75149679 1 UP

NONGGAT003309.2 NONGGAT003309.2 18:6821744-6828409 2442 4,17768 3,89307 1,073106828 0,75149679 1 UP

NONGGAT003299.2 NONGGAT003299.2 18:6472566-6476065 3342 4,98439 3,71567 1,341451205 0,75149679 1 UP

NONGGAT003169.2 NONGGAT003169.2 17:8976003-9099323 4048 4,3719 3,88155 1,1263284 0,75149679 1 UP

NONGGAT002567.2 NONGGAT002567.2 14:3319400-3321343 663 4,61124 3,37011 1,368275813 0,75149679 1 UP

NONGGAT000759.2 NONGGAT000759.2 1:88658906-88668680 1678 4,41907 3,78229 1,168358323 0,75149679 1 UP

ENSGALT00000083744 ENSGALT00000083744 AADN04005431.1:1181-9172 2485 4,26146 3,60429 1,182329946 0,75149679 1 UP

ENSGALT00000081479 ENSGALT00000081479 18:10055128-10056425 1120 4,78659 3,31095 1,445684773 0,75149679 1 UP

ENSGALT00000079090 ENSGALT00000079090 3:28814230-28817102 1502 4,55679 3,74604 1,216428549 0,75149679 1 UP

ENSGALT00000078268 ENSGALT00000078268 AADN04012245.1:4096-4677 516 4,07682 3,36929 1,209993797 0,75149679 1 UP

ENSGALT00000076332 ENSGALT00000076332 15:543057-551904 1547 4,94214 3,26577 1,51331539 0,75149679 1 UP

ENSGALT00000067567 ENSGALT00000067567 1:145284885-145286040 742 4,73698 3,1686 1,494975699 0,75149679 1 UP

ENSGALT00000067266 ENSGALT00000067266 12:11565510-11570639 1222 4,18599 3,82285 1,094991956 0,75149679 1 UP

ENSGALT00000066371 ENSGALT00000066371 3:2444692-2446001 666 4,51143 3,15098 1,431754565 0,75149679 1 UP

ENSGALT00000058649 ENSGALT00000058649 AADN04014335.1:539-2363 1250 4,46025 3,67101 1,214992604 0,75149679 1 UP

ENSGALT00000047311 ENSGALT00000047311 AADN04011962.1:3978-7523 953 4,88385 3,46466 1,409618837 0,75149679 1 UP

TCONS_00050507 - 3:106366367-106389107 402 4,43238 3,71124 1,194312413 0,75149679 1 UP

TCONS_00063119 - 6:12226992-12587523 238 4,05238 3,98866 1,01597529 0,75149679 1 UP

NONGGAT002467.2 NONGGAT002467.2 13:16955320-16967353 1148 3,61979 5,98523 0,604787118 0,75401365 1 DOWN

NONGGAT001832.2 NONGGAT001832.2 11:1840180-1842635 2364 3,89887 5,60675 0,695388594 0,75401365 1 DOWN

ENSGALT00000075624 ENSGALT00000075624 6:34321901-34346881 732 3,55232 5,46739 0,649728664 0,75401365 1 DOWN

ENSGALT00000057733 ENSGALT00000057733 12:2362522-2363450 468 3,63201 5,81748 0,624327028 0,75401365 1 DOWN

TCONS_00057191 - 4:8732303-8738772 441 3,57832 5,71829 0,625767493 0,75401365 1 DOWN

ENSGALT00000089504 ENSGALT00000089504 AADN04011330.1:1650-8013 432 22,1515 20,7073 1,06974352 0,76410325 1 UP

NONGGAT014583.1 NONGGAT014583.1 28:2817696-2846212 583 5,04384 4,64456 1,085967239 0,77222521 1 UP

NONGGAT013422.1 NONGGAT013422.1 14:1005407-1190713 319 5,73001 4,8927 1,171134547 0,77222521 1 UP

NONGGAT010956.2 NONGGAT010956.2 1:91283927-91330740 363 5,41705 4,84905 1,117136346 0,77222521 1 UP

NONGGAT008465.2 NONGGAT008465.2 7:11973478-11976758 1698 5,36043 4,92509 1,088392293 0,77222521 1 UP

NONGGAT007522.2 NONGGAT007522.2 5:17541448-17559047 898 5,251 4,04611 1,297789729 0,77222521 1 UP

NONGGAT007294.2 NONGGAT007294.2 4:85860493-85921223 2307 5,63761 4,94728 1,139537281 0,77222521 1 UP

NONGGAT004814.2 NONGGAT004814.2 20:13753187-13926394 751 5,1918 4,59174 1,130682486 0,77222521 1 UP

NONGGAT004554.2 NONGGAT004554.2 2:138086471-138092357 3716 5,91644 4,68577 1,262639865 0,77222521 1 UP

NONGGAT002755.2 NONGGAT002755.2 15:1709737-1868979 300 5,52042 4,5282 1,21912018 0,77222521 1 UP

NONGGAT001425.2 NONGGAT001425.2 1:194105608-194108400 2387 5,05378 4,32373 1,168847268 0,77222521 1 UP

NONGGAT000429.2 NONGGAT000429.2 1:53983408-54053561 3263 5,07089 4,82066 1,05190783 0,77222521 1 UP

NONGGAT000191.2 NONGGAT000191.2 1:26917108-26927702 271 5,20479 4,25419 1,223450293 0,77222521 1 UP

ENSGALT00000088540 ENSGALT00000088540 AADN04013854.1:1212-5253 874 5,82266 4,08119 1,426706426 0,77222521 1 UP

ENSGALT00000081383 ENSGALT00000081383 19:8790084-8981433 992 5,13803 4,28438 1,199247032 0,77222521 1 UP

ENSGALT00000081259 ENSGALT00000081259 12:13539366-13633968 1373 5,67563 4,9896 1,137491983 0,77222521 1 UP

ENSGALT00000075339 ENSGALT00000075339 5:35951496-35952110 522 5,59736 4,93106 1,135123077 0,77222521 1 UP

ENSGALT00000053631 ENSGALT00000053631 AADN04005975.1:4371-9030 358 5,16193 4,23565 1,218686624 0,77222521 1 UP

ENSGALT00000046816 ENSGALT00000046816 12:11565510-11570639 1239 5,93092 4,96565 1,194389456 0,77222521 1 UP

TCONS_00073594 - AADN04001032.1:31131-32201 882 5,18342 4,34305 1,193497657 0,77222521 1 UP

NONGGAT006829.2 NONGGAT006829.2 4:29494548-29496305 545 24,3557 22,62 1,07673298 0,77367268 1 UP

NONGGAT001345.2 NONGGAT001345.2 1:179666126-179668951 442 24,428 22,3204 1,094424831 0,77367268 1 UP

NONGGAT002748.2 NONGGAT002748.2 15:1060485-1063404 1525 4,72232 6,19488 0,762294023 0,7745322 1 DOWN

ENSGALT00000087423 ENSGALT00000087423 AADN04020224.1:20-2851 2705 4,25471 6,88484 0,617982408 0,7745322 1 DOWN

ENSGALT00000074880 ENSGALT00000074880 2:113644953-113776295 636 4,34018 6,80831 0,637482723 0,7745322 1 DOWN

ENSGALT00000070274 ENSGALT00000070274 20:10101460-10102816 613 4,34667 6,76821 0,642218548 0,7745322 1 DOWN

TCONS_00079864 - AADN04009375.1:152-8900 707 4,26355 6,23024 0,684331583 0,7745322 1 DOWN

ENSGALT00000047248 ENSGALT00000047248 23:1939688-1940769 1017 26,3265 24,8257 1,060453482 0,78217033 1 UP

ENSGALT00000062301 ENSGALT00000062301 AADN04010697.1:2821-4123 506 27,6749 25,3406 1,092116998 0,7860773 1 UP

NONGGAT015753.1 NONGGAT015753.1 5:8764744-8765667 510 6,16835 5,19528 1,187298856 0,78851324 1 UP

NONGGAT007593.2 NONGGAT007593.2 5:24703646-24791051 1175 6,85095 5,34222 1,282416299 0,78851324 1 UP

NONGGAT002256.2 NONGGAT002256.2 12:19650805-19719800 256 6,60364 5,11434 1,29120082 0,78851324 1 UP

ENSGALT00000088082 ENSGALT00000088082 11:18679945-18681185 761 6,18029 5,53283 1,117021488 0,78851324 1 UP

ENSGALT00000087990 ENSGALT00000087990 KQ759631.1:20-2818 2652 6,38957 5,52927 1,155590159 0,78851324 1 UP

ENSGALT00000084468 ENSGALT00000084468 1:62965716-62988982 2216 6,37355 5,05964 1,259684483 0,78851324 1 UP

ENSGALT00000066519 ENSGALT00000066519 17:9257848-9259483 659 6,08283 5,04566 1,205556855 0,78851324 1 UP

ENSGALT00000063040 ENSGALT00000063040 AADN04001628.1:13563-15797 944 6,51187 5,26341 1,237196038 0,78851324 1 UP

NONGGAT011270.2 NONGGAT011270.2 17:7209218-7218258 242 5,95546 7,06387 0,843087429 0,79065533 1 DOWN

NONGGAT000183.2 NONGGAT000183.2 1:26654853-26659120 2648 5,18669 7,56326 0,685774388 0,79065533 1 DOWN

ENSGALT00000087804 ENSGALT00000087804 KQ759725.1:34-4294 1928 5,00225 7,45806 0,670717318 0,79065533 1 DOWN

ENSGALT00000087341 ENSGALT00000087341 Z:393714-395438 1248 5,73106 7,00635 0,817980832 0,79065533 1 DOWN

ENSGALT00000046597 ENSGALT00000046597 3:54203892-54207785 667 5,33238 7,1908 0,741555877 0,79065533 1 DOWN

TCONS_00001808 - 1:108137383-108140447 504 5,81399 7,33175 0,792988032 0,79065533 1 DOWN

ENSGALT00000088958 ENSGALT00000088958 AADN04004934.1:20-3134 1047 27,6639 30,756 0,899463519 0,79536283 1 DOWN

NONGGAT015754.1 NONGGAT015754.1 5:8764744-8765667 349 7,28766 6,59313 1,105341469 0,80174841 1 UP

NONGGAT000592.2 NONGGAT000592.2 1:75619092-75637944 1089 7,8639 6,16495 1,275582122 0,80174841 1 UP

ENSGALT00000090203 ENSGALT00000090203 AADN04002253.1:3594-8663 1745 7,17786 6,604 1,086895821 0,80174841 1 UP

ENSGALT00000080791 ENSGALT00000080791 AADN04006969.1:6262-7421 427 7,02791 6,82201 1,030181721 0,80174841 1 UP

ENSGALT00000048888 ENSGALT00000048888 AADN04011150.1:1048-5105 638 7,90685 6,94019 1,139284371 0,80174841 1 UP

ENSGALT00000084869 ENSGALT00000084869 Z:31140558-31141546 939 69,7582 74,6813 0,934078544 0,80328503 1 DOWN

NONGGAT008830.2 NONGGAT008830.2 8:7087825-7093153 1866 6,80639 8,27167 0,822855602 0,80375651 1 DOWN

ENSGALT00000064654 ENSGALT00000064654 7:7918156-7919078 848 6,64978 8,68075 0,766037497 0,80375651 1 DOWN

ENSGALT00000058558 ENSGALT00000058558 AADN04015954.1:758-3266 638 6,6706 8,32405 0,80136472 0,80375651 1 DOWN

ENSGALT00000079822 ENSGALT00000079822 1:44838808-44840240 1306 32,3932 35,4984 0,912525635 0,8105129 1 DOWN

NONGGAT002774.2 NONGGAT002774.2 15:4522816-4523667 570 8,5229 7,20043 1,18366542 0,81277868 1 UP

ENSGALT00000084369 ENSGALT00000084369 AADN04024529.1:20-3189 209 8,63832 7,47019 1,156372194 0,81277868 1 UP

ENSGALT00000076632 ENSGALT00000076632 1:46705649-46706498 497 8,75527 7,71443 1,13492118 0,81277868 1 UP

ENSGALT00000062375 ENSGALT00000062375 15:5020866-5023586 839 8,43164 7,72409 1,091603024 0,81277868 1 UP

ENSGALT00000047660 ENSGALT00000047660 8:5212739-5219149 1038 8,12455 7,96741 1,019722846 0,81277868 1 UP

TCONS_00007853 - 1:661561-662701 820 8,32678 7,67972 1,084255676 0,81277868 1 UP

NONGGAT006061.2 NONGGAT006061.2 3:31943329-31985431 2904 7,67992 9,09812 0,844121643 0,81467511 1 DOWN

ENSGALT00000064112 ENSGALT00000064112 1:195725319-195726542 493 7,75249 9,61998 0,805873817 0,81467511 1 DOWN

TCONS_00053255 - 4:1579188-1581522 589 7,42007 9,85508 0,752918292 0,81467511 1 DOWN

NONGGAT001614.2 NONGGAT001614.2 10:10432651-10453886 812 9,92054 8,55485 1,159639269 0,82215522 1 UP

ENSGALT00000089164 ENSGALT00000089164 AADN04013546.1:83-6611 568 9,7065 8,05329 1,205283803 0,82215522 1 UP

ENSGALT00000078867 ENSGALT00000078867 AADN04017507.1:1725-4408 629 9,75302 8,74439 1,115345953 0,82215522 1 UP

ENSGALT00000057666 ENSGALT00000057666 23:2275238-2276267 928 9,50273 8,36682 1,135763647 0,82215522 1 UP

ENSGALT00000052950 ENSGALT00000052950 AADN04006181.1:20-2963 434 9,98172 8,17187 1,221473176 0,82215522 1 UP

ENSGALT00000085312 ENSGALT00000085312 AADN04004233.1:6373-15412 4764 8,26038 10,0993 0,817916093 0,82395673 1 DOWN

ENSGALT00000081011 ENSGALT00000081011 3:81071239-81072101 591 8,52502 10,3201 0,826059825 0,82395673 1 DOWN

ENSGALT00000060460 ENSGALT00000060460 4:34589004-34591248 989 8,30859 10,229 0,812258285 0,82395673 1 DOWN

TCONS_00077250 - AADN04004804.1:935-2639 312 8,96293 10,672 0,83985476 0,82395673 1 DOWN

NONGGAT005142.2 NONGGAT005142.2 23:2399478-2404524 1494 42,9768 40,9864 1,04856245 0,8273215 1 UP

ENSGALT00000075991 ENSGALT00000075991 15:1306175-1307994 1001 10,3172 9,51179 1,084674914 0,83025385 1 UP

NONGGAT014959.1 NONGGAT014959.1 3:30715512-30738130 418 9,13553 11,5688 0,789669629 0,83197338 1 DOWN

ENSGALT00000080693 ENSGALT00000080693 28:3654404-3655613 1126 9,33448 11,3943 0,819223647 0,83197338 1 DOWN

NONGGAT007585.2 NONGGAT007585.2 5:24546806-24561735 9268 11,7507 10,4963 1,119508779 0,83734077 1 UP

NONGGAT003746.2 NONGGAT003746.2 2:14996397-15000086 425 11,9037 10,6585 1,116826946 0,83734077 1 UP

TCONS_00080798 - AADN04011598.1:130-4503 466 11,4213 10,0068 1,141353879 0,83734077 1 UP

NONGGAT007704.2 NONGGAT007704.2 5:34256634-34288036 805 10,4498 12,7971 0,81657563 0,83898855 1 DOWN

ENSGALT00000064603 ENSGALT00000064603 15:1060485-1063404 1053 10,6604 12,9949 0,8203526 0,83898855 1 DOWN

TCONS_00084504 - AADN04022051.1:25-1956 226 10,1631 12,2056 0,83265878 0,83898855 1 DOWN

ENSGALT00000047025 ENSGALT00000047025 22:2212089-2214186 1491 46,6281 49,1671 0,948359777 0,83988701 1 DOWN

ENSGALT00000090133 ENSGALT00000090133 1:47946786-47951465 1731 12,0247 11,3526 1,059202297 0,8436105 1 UP

ENSGALT00000089136 ENSGALT00000089136 AADN04011276.1:226-4447 392 12,4343 11,1223 1,117961213 0,8436105 1 UP

ENSGALT00000083180 ENSGALT00000083180 4:1226592-1231000 1119 12,74 11,3756 1,119940926 0,8436105 1 UP

TCONS_00076523 - AADN04003678.1:68-1133 260 12,5533 11,5844 1,083638341 0,8436105 1 UP

ENSGALT00000069935 ENSGALT00000069935 12:2787990-2790984 1123 11,022 13,6938 0,804889804 0,84519482 1 DOWN

TCONS_00049594 - 3:56735302-56748640 1480 11,2449 13,9973 0,803362077 0,84519482 1 DOWN

ENSGALT00000087418 ENSGALT00000087418 Z:32225858-32226846 939 115,565 121,436 0,951653546 0,84563284 1 DOWN

NONGGAT000227.2 NONGGAT000227.2 1:31131964-31148989 609 12,0152 14,6868 0,81809516 0,85073662 1 DOWN

ENSGALT00000060829 ENSGALT00000060829 15:1429393-1431591 2163 12,955 14,9463 0,866769702 0,85073662 1 DOWN

ENSGALT00000086703 ENSGALT00000086703 AADN04001461.1:533-9578 779 55,9031 59,8613 0,933877146 0,85266816 1 DOWN

NONGGAT008226.2 NONGGAT008226.2 6:25954018-26315655 226 13,5635 15,0549 0,900935908 0,85572467 1 DOWN

NONGGAT002059.2 NONGGAT002059.2 12:1475717-1476535 818 14,758 16,8986 0,873326784 0,86024549 1 DOWN

ENSGALT00000051183 ENSGALT00000051183 9:9200203-9248424 1163 14,6105 16,8929 0,864889983 0,86024549 1 DOWN

ENSGALT00000047624 ENSGALT00000047624 33:157494-161135 1133 14,6827 16,611 0,883914274 0,86024549 1 DOWN

ENSGALT00000078863 ENSGALT00000078863 19:3172973-3232934 519 17,6373 16,3336 1,079817064 0,86679722 1 UP

NONGGAT015446.1 NONGGAT015446.1 4:20470926-20501963 634 16,5916 18,1899 0,912132557 0,86814686 1 DOWN

ENSGALT00000054240 ENSGALT00000054240 AADN04015674.1:2341-2888 437 16,2169 18,0975 0,896085095 0,86814686 1 DOWN

TCONS_00076730 - AADN04003971.1:14282-14913 388 18,8981 17,6888 1,068365293 0,87031385 1 UP

NONGGAT000228.2 NONGGAT000228.2 1:31131964-31148989 439 19,4038 18,7602 1,034306671 0,87356701 1 UP

ENSGALT00000069413 ENSGALT00000069413 28:4882318-4883273 831 19,731 18,2014 1,084037492 0,87356701 1 UP

TCONS_00009117 - 1:71400741-71451509 1886 20,8144 19,2965 1,078661934 0,87658807 1 UP

ENSGALT00000088495 ENSGALT00000088495 AADN04018769.1:1608-3482 1185 20,2496 22,7504 0,890076658 0,88062545 1 DOWN

ENSGALT00000088094 ENSGALT00000088094 AADN04011149.1:20-8082 1763 20,598 22,4224 0,918634936 0,88062545 1 DOWN

ENSGALT00000050757 ENSGALT00000050757 17:821795-822400 575 23,0875 25,7889 0,895249507 0,88796977 1 DOWN

ENSGALT00000070863 ENSGALT00000070863 4:5116595-5171239 973 27,1749 26,6449 1,019891236 0,89302826 1 UP

ENSGALT00000056088 ENSGALT00000056088 18:9346340-9347687 719 28,5818 27,6076 1,035287385 0,89488176 1 UP

ENSGALT00000071738 ENSGALT00000071738 5:16801351-16802718 1295 29,3785 28,4035 1,034326756 0,89664274 1 UP

TCONS_00077252 - AADN04004804.1:935-2639 253 29,5634 31,1492 0,949090185 0,89934932 1 DOWN

ENSGALT00000084549 ENSGALT00000084549 1:141441889-141442877 939 144,526 145,952 0,990229665 0,95315876 1 DOWN

NONGGAT016736.1 NONGGAT016736.1 Z:36812396-36834373 391 0,31416 0,143175 2,194237821 1 1 UP

NONGGAT016707.1 NONGGAT016707.1 Z:21911040-21917215 882 0,0439169 0,0937753 0,468320549 1 1 DOWN

NONGGAT016706.1 NONGGAT016706.1 Z:21911040-21917215 1481 0,0639902 0,0763674 0,837925607 1 1 DOWN

NONGGAT016676.1 NONGGAT016676.1 Z:81638924-81655573 794 0,16929 0,0426977 3,964850566 1 1 UP

NONGGAT016675.1 NONGGAT016675.1 Z:81638924-81655573 1219 0,353684 0,246587 1,4343173 1 1 UP

NONGGAT016633.1 NONGGAT016633.1 Z:54725867-54831475 4487 0,123649 0,0362336 3,412550782 1 1 UP

NONGGAT016620.1 NONGGAT016620.1 Z:46509913-46518374 413 0,347957 3,69E-08 9437478,471 1 1 UP

NONGGAT016612.1 NONGGAT016612.1 Z:39167049-39175599 710 0,928666 0,149713 6,202975026 1 1 UP

NONGGAT016590.1 NONGGAT016590.1 Z:27824524-27886373 736 0,0678586 0,0248173 2,734326458 1 1 UP

NONGGAT016550.1 NONGGAT016550.1 9:21061418-21088025 2932 0,0447678 0,00802886 5,575860085 1 1 UP

NONGGAT016548.1 NONGGAT016548.1 9:19785393-19795689 518 0,378131 0,548317 0,68962115 1 1 DOWN

NONGGAT016532.1 NONGGAT016532.1 9:15147868-15245491 1455 0,0645167 0,126604 0,509594484 1 1 DOWN

NONGGAT016531.1 NONGGAT016531.1 9:15147868-15245491 1305 0,114982 0,107599 1,068615879 1 1 UP

NONGGAT016501.1 NONGGAT016501.1 9:5210448-5217385 1338 0,192488 0,251275 0,76604517 1 1 DOWN

NONGGAT016499.1 NONGGAT016499.1 9:4978266-4992190 461 1,27157 2,52877 0,502841302 1 1 DOWN

NONGGAT016484.1 NONGGAT016484.1 9:23593757-23694770 290 0,396249 0,986607 0,401628004 1 1 DOWN

NONGGAT016469.1 NONGGAT016469.1 9:20403470-20563585 4381 0,0159755 1,00E-05 1597,55 1 1 UP

NONGGAT016418.1 NONGGAT016418.1 9:4978266-4992190 820 0,0522244 0,198035 0,26371298 1 1 DOWN

NONGGAT016400.1 NONGGAT016400.1 8:27960952-28129070 1250 0,0598722 0,0846555 0,707245247 1 1 DOWN

NONGGAT016365.1 NONGGAT016365.1 8:16663938-16706077 359 0,765672 0,135115 5,666817156 1 1 UP

NONGGAT016364.1 NONGGAT016364.1 8:16539917-16602426 607 0,204634 1,00E-05 20463,4 1 1 UP

NONGGAT016335.1 NONGGAT016335.1 8:4026900-4093219 706 0,189345 0,248705 0,761323657 1 1 DOWN

NONGGAT016329.1 NONGGAT016329.1 8:2596627-2648150 1219 0,0778039 0,142613 0,545559661 1 1 DOWN

NONGGAT016310.1 NONGGAT016310.1 8:29152908-29198916 1058 0,107684 0,0521158 2,066244786 1 1 UP

NONGGAT016298.1 NONGGAT016298.1 8:24380917-24421359 981 0,093266 0,0250752 3,719451889 1 1 UP

NONGGAT016281.1 NONGGAT016281.1 8:14212081-14248529 492 0,106816 0,136751 0,781098493 1 1 DOWN

NONGGAT016280.1 NONGGAT016280.1 8:14212081-14248529 793 0,194169 0,0319889 6,069886742 1 1 UP

NONGGAT016250.1 NONGGAT016250.1 7:36448666-36651282 1126 0,0499178 0,0181101 2,756351428 1 1 UP

NONGGAT016224.1 NONGGAT016224.1 7:21882052-22100965 1229 1,00E-05 0,0776921 0,000128713 1 1 DOWN

NONGGAT016211.1 NONGGAT016211.1 7:16944993-16968285 705 0,164584 0,108734 1,513638788 1 1 UP

NONGGAT016206.1 NONGGAT016206.1 7:12077099-12181808 468 0,192373 0,167143 1,150948589 1 1 UP

NONGGAT016203.1 NONGGAT016203.1 7:11816557-11828007 588 0,216536 0,0597304 3,625222667 1 1 UP

NONGGAT016202.1 NONGGAT016202.1 7:11224248-11225196 468 0,634977 0,563132 1,1275811 1 1 UP

NONGGAT016193.1 NONGGAT016193.1 7:10074591-10185212 715 0,251494 0,325102 0,773584906 1 1 DOWN

NONGGAT016171.1 NONGGAT016171.1 7:7184961-7242916 401 0,139299 0,189599 0,734703242 1 1 DOWN

NONGGAT016168.1 NONGGAT016168.1 7:5716986-5717507 322 0,668899 0,568081 1,17747117 1 1 UP

NONGGAT016137.1 NONGGAT016137.1 7:86673-87893 613 0,126251 0,0509978 2,475616595 1 1 UP

NONGGAT016091.1 NONGGAT016091.1 7:12061194-12064213 1205 0,560769 0,479853 1,168626642 1 1 UP

NONGGAT016071.1 NONGGAT016071.1 7:6845928-6872806 1665 0,0481807 0,151221 0,318611172 1 1 DOWN

NONGGAT016066.1 NONGGAT016066.1 7:2614779-3033345 6104 0,0843621 0,107156 0,787283027 1 1 DOWN

NONGGAT016060.1 NONGGAT016060.1 7:254728-305868 1754 0,0924777 0,14544 0,635847772 1 1 DOWN

NONGGAT016059.1 NONGGAT016059.1 7:254728-305868 3525 0,148427 0,0961518 1,543673649 1 1 UP

NONGGAT016055.1 NONGGAT016055.1 6:34811749-34865756 556 0,0904908 0,0568819 1,590854033 1 1 UP

NONGGAT015991.1 NONGGAT015991.1 6:11229213-11260033 638 0,718967 1,00178 0,717689513 1 1 DOWN

NONGGAT015981.1 NONGGAT015981.1 6:7789568-7824279 2655 3,13225 3,40995 0,918561856 1 1 DOWN

NONGGAT015962.1 NONGGAT015962.1 6:34321901-34346881 393 3,15298 4,36112 0,722974832 1 1 DOWN

NONGGAT015959.1 NONGGAT015959.1 6:32185160-32191948 316 0,463155 1,02977 0,449765482 1 1 DOWN

NONGGAT015929.1 NONGGAT015929.1 6:13158193-13188974 499 0,257453 0,0990431 2,599403694 1 1 UP

NONGGAT015922.1 NONGGAT015922.1 6:12226992-12587523 3157 0,280213 0,392869 0,713247927 1 1 DOWN

NONGGAT015856.1 NONGGAT015856.1 5:48644291-48644928 334 3,29364 3,86348 0,852506031 1 1 DOWN

NONGGAT015800.1 NONGGAT015800.1 5:27443193-27531009 553 0,112214 0,0853867 1,314185933 1 1 UP

NONGGAT015799.1 NONGGAT015799.1 5:27443193-27531009 1104 0,247346 0,329234 0,751277207 1 1 DOWN

NONGGAT015783.1 NONGGAT015783.1 5:24236100-24301094 523 0,858957 1,18632 0,724051689 1 1 DOWN

NONGGAT015758.1 NONGGAT015758.1 5:8890832-8977314 1321 0,29192 0,36147 0,807591225 1 1 DOWN

NONGGAT015724.1 NONGGAT015724.1 5:380562-383539 801 0,861764 0,427371 2,016430689 1 1 UP

NONGGAT015721.1 NONGGAT015721.1 5:58927534-58950942 429 0,635993 0,840573 0,756618402 1 1 DOWN

NONGGAT015715.1 NONGGAT015715.1 5:58352477-58372670 830 0,377102 0,125995 2,992991785 1 1 UP

NONGGAT015714.1 NONGGAT015714.1 5:58331726-58351623 1327 0,0482444 0,0679778 0,709708169 1 1 DOWN

NONGGAT015713.1 NONGGAT015713.1 5:57854052-57900599 1249 0,0603458 1,00E-05 6034,58 1 1 UP

NONGGAT015707.1 NONGGAT015707.1 5:51620978-51657743 1172 0,385588 0,14495 2,660144878 1 1 UP

NONGGAT015703.1 NONGGAT015703.1 5:50484677-50636169 424 0,0841964 0,206806 0,407127453 1 1 DOWN

NONGGAT015674.1 NONGGAT015674.1 5:39221345-39370146 558 0,0482129 0,201493 0,239278288 1 1 DOWN

NONGGAT015673.1 NONGGAT015673.1 5:38994305-38998998 366 0,891422 0,436305 2,043116627 1 1 UP

NONGGAT015657.1 NONGGAT015657.1 5:29404630-29434441 1016 0,152068 0,141844 1,072079186 1 1 UP

NONGGAT015650.1 NONGGAT015650.1 5:26425310-26471966 457 0,197417 0,226654 0,871006027 1 1 DOWN

NONGGAT015572.1 NONGGAT015572.1 4:69453051-69475473 1818 1,41315 1,17535 1,202322712 1 1 UP

NONGGAT015569.1 NONGGAT015569.1 4:68751443-68780483 2776 0,965594 0,895899 1,077793367 1 1 UP

NONGGAT015548.1 NONGGAT015548.1 4:60516576-60542214 550 0,630562 0,493413 1,277959843 1 1 UP

NONGGAT015529.1 NONGGAT015529.1 4:54124940-54136706 390 0,487808 0,979355 0,498091091 1 1 DOWN

NONGGAT015526.1 NONGGAT015526.1 4:50544868-50937045 2100 0,105769 0,0579653 1,824695119 1 1 UP

NONGGAT015522.1 NONGGAT015522.1 4:50366738-50408429 1345 0,61183 0,74341 0,823004802 1 1 DOWN

NONGGAT015472.1 NONGGAT015472.1 4:25162582-25180520 367 0,220541 0,150427 1,466099836 1 1 UP

NONGGAT015441.1 NONGGAT015441.1 4:18192093-18518991 2047 0,0180644 0,0209714 0,861382645 1 1 DOWN

NONGGAT015406.1 NONGGAT015406.1 4:90341570-90421847 1588 0,524562 0,550718 0,952505638 1 1 DOWN

NONGGAT015378.1 NONGGAT015378.1 4:80393475-80395117 633 0,131829 0,0506827 2,601065058 1 1 UP

NONGGAT015374.1 NONGGAT015374.1 4:80078067-80109860 1302 0,0734253 0,0417864 1,757157831 1 1 UP

NONGGAT015363.1 NONGGAT015363.1 4:79167084-79246732 1259 1,00E-05 0,0817964 0,000122255 1 1 DOWN

NONGGAT015347.1 NONGGAT015347.1 4:77457426-77474547 3134 0,0269385 0,0938527 0,287029569 1 1 DOWN

NONGGAT015285.1 NONGGAT015285.1 4:49561910-49602965 819 0,263954 0,234474 1,125728226 1 1 UP

NONGGAT015250.1 NONGGAT015250.1 4:31433890-31574290 2775 0,0275232 0,0173533 1,586049916 1 1 UP

NONGGAT015249.1 NONGGAT015249.1 4:31280007-31305704 300 0,40444 0,561382 0,720436352 1 1 DOWN

NONGGAT015205.1 NONGGAT015205.1 4:18116365-18135985 1603 0,0350265 0,0719835 0,486590677 1 1 DOWN

NONGGAT015198.1 NONGGAT015198.1 4:15738532-16217794 3192 0,045605 0,0230552 1,978078698 1 1 UP

NONGGAT015177.1 NONGGAT015177.1 4:4262143-4271933 444 0,87558 0,884984 0,989373819 1 1 DOWN

NONGGAT015175.1 NONGGAT015175.1 4:3060909-3081498 837 0,0642975 0,185462 0,34668827 1 1 DOWN

NONGGAT015167.1 NONGGAT015167.1 4:81989-112833 302 1,00E-05 1,15035 8,69E-06 1 1 DOWN

NONGGAT015129.1 NONGGAT015129.1 3:97732867-97743301 1692 0,914119 0,444811 2,055072829 1 1 UP

NONGGAT015127.1 NONGGAT015127.1 3:96358527-96449224 1089 0,0895433 1,00E-05 8954,33 1 1 UP

NONGGAT015104.1 NONGGAT015104.1 3:88783676-88791382 526 0,226453 0,0610425 3,709759594 1 1 UP

NONGGAT015098.1 NONGGAT015098.1 3:85916976-85953217 467 0,128931 0,256278 0,503090394 1 1 DOWN

NONGGAT015074.1 NONGGAT015074.1 3:80844006-80845035 262 1,37676 1,19918 1,148084524 1 1 UP

NONGGAT015009.1 NONGGAT015009.1 3:50228501-50310104 973 0,143713 0,144078 0,99746665 1 1 DOWN

NONGGAT014992.1 NONGGAT014992.1 3:40884438-40888748 2047 0,288673 0,0432363 6,676635142 1 1 UP

NONGGAT014991.1 NONGGAT014991.1 3:40449379-40516338 2041 0,00809237 0,0168711 0,479658706 1 1 DOWN

NONGGAT014990.1 NONGGAT014990.1 3:40449379-40516338 1292 0,0216178 0,013158 1,642939656 1 1 UP

NONGGAT014989.1 NONGGAT014989.1 3:40338165-40430496 1406 0,037286 0,234089 0,159281299 1 1 DOWN

NONGGAT014982.1 NONGGAT014982.1 3:38196855-38218103 2094 0,318428 0,143675 2,216307639 1 1 UP

NONGGAT014950.1 NONGGAT014950.1 3:26998845-27167686 514 0,290821 0,149224 1,948888919 1 1 UP

NONGGAT014934.1 NONGGAT014934.1 3:18767003-18807403 656 0,108449 0,131679 0,823586145 1 1 DOWN

NONGGAT014915.1 NONGGAT014915.1 3:15307335-15325041 429 0,965783 0,149106 6,47715719 1 1 UP

NONGGAT014912.1 NONGGAT014912.1 3:14662072-14709714 1011 0,727563 0,494757 1,470546147 1 1 UP

NONGGAT014904.1 NONGGAT014904.1 3:9380868-9522279 1216 0,101588 1,00E-05 10158,8 1 1 UP

NONGGAT014903.1 NONGGAT014903.1 3:9380868-9522279 3968 0,0562401 1,00E-05 5624,01 1 1 UP

NONGGAT014902.1 NONGGAT014902.1 3:7870259-7906818 1259 0,0379275 0,0166897 2,272509392 1 1 UP

NONGGAT014848.1 NONGGAT014848.1 3:101781900-101806914 268 1,52021 1,60272 0,948518768 1 1 DOWN

NONGGAT014809.1 NONGGAT014809.1 3:82962403-83039760 1088 0,0510553 0,0381211 1,339292413 1 1 UP

NONGGAT014740.1 NONGGAT014740.1 3:59929543-59930322 689 0,498207 0,629984 0,790824846 1 1 DOWN

NONGGAT014735.1 NONGGAT014735.1 3:55939196-56017201 6091 0,536702 0,522972 1,026253796 1 1 UP

NONGGAT014711.1 NONGGAT014711.1 3:48269617-48350146 1042 0,0233178 0,0465998 0,500384122 1 1 DOWN

NONGGAT014692.1 NONGGAT014692.1 3:38172556-38196146 1391 0,0874598 0,0642772 1,36066599 1 1 UP

NONGGAT014682.1 NONGGAT014682.1 3:33711251-33743238 1505 0,0611663 0,0756244 0,808816996 1 1 DOWN

NONGGAT014672.1 NONGGAT014672.1 3:30965057-30992748 801 0,213346 0,19171 1,112857963 1 1 UP

NONGGAT014671.1 NONGGAT014671.1 3:30715512-30738130 1031 0,413076 0,572165 0,721952584 1 1 DOWN

NONGGAT014670.1 NONGGAT014670.1 3:30615409-30664623 740 0,0258847 0,0551061 0,469724767 1 1 DOWN

NONGGAT014656.1 NONGGAT014656.1 3:26998845-27167686 2605 0,0632406 0,0579802 1,090727524 1 1 UP

NONGGAT014644.1 NONGGAT014644.1 3:19989685-19996612 324 0,847456 1,24043 0,683195344 1 1 DOWN

NONGGAT014638.1 NONGGAT014638.1 3:17031434-17061424 705 0,0722843 0,0409885 1,763526355 1 1 UP

NONGGAT014630.1 NONGGAT014630.1 3:13514075-13530910 1213 0,169693 0,0512971 3,308042755 1 1 UP

NONGGAT014629.1 NONGGAT014629.1 3:13496460-13499686 2008 0,0713962 0,0197881 3,608037154 1 1 UP

NONGGAT014618.1 NONGGAT014618.1 3:8983258-9052594 1037 0,0843806 0,196098 0,430298116 1 1 DOWN

NONGGAT014617.1 NONGGAT014617.1 3:8983258-9052594 3057 0,0319498 0,0822552 0,38842286 1 1 DOWN

NONGGAT014585.1 NONGGAT014585.1 28:4065903-4068766 1420 0,185069 0,201448 0,918693658 1 1 DOWN

NONGGAT014562.1 NONGGAT014562.1 27:5511313-5521586 548 0,223781 0,110826 2,019210294 1 1 UP

NONGGAT014558.1 NONGGAT014558.1 27:2884254-2902512 1210 0,0415093 1,00E-05 4150,93 1 1 UP

NONGGAT014557.1 NONGGAT014557.1 27:2884254-2902512 366 2,8237 2,45615 1,149644769 1 1 UP

NONGGAT014550.1 NONGGAT014550.1 27:3351575-3376621 1290 0,147827 0,0605764 2,440339802 1 1 UP

NONGGAT014535.1 NONGGAT014535.1 26:4027895-4047968 2567 0,0258168 0,00697137 3,703260622 1 1 UP

NONGGAT014531.1 NONGGAT014531.1 26:2613975-2634075 371 0,201129 0,65309 0,307965212 1 1 DOWN

NONGGAT014530.1 NONGGAT014530.1 26:499823-772333 748 0,170896 0,124209 1,375874534 1 1 UP

NONGGAT014528.1 NONGGAT014528.1 25:25562-231632 3178 0,0200112 0,0462008 0,433135357 1 1 DOWN

NONGGAT014509.1 NONGGAT014509.1 24:5206470-5236334 377 1,60734 2,46771 0,651348821 1 1 DOWN

NONGGAT014490.1 NONGGAT014490.1 23:2297999-2341693 2787 0,0793813 0,146311 0,542551825 1 1 DOWN

NONGGAT014476.1 NONGGAT014476.1 23:2610405-2669406 890 0,175977 0,178256 0,987215017 1 1 DOWN

NONGGAT014472.1 NONGGAT014472.1 22:2633240-2637112 590 0,0975737 0,0449596 2,170252849 1 1 UP

NONGGAT014444.1 NONGGAT014444.1 21:4061705-4067667 393 0,419357 0,232339 1,804935891 1 1 UP

NONGGAT014442.1 NONGGAT014442.1 21:3417402-3489188 795 0,0965946 0,0584026 1,653943489 1 1 UP

NONGGAT014436.1 NONGGAT014436.1 21:2349637-2373504 507 0,305663 0,197627 1,546666194 1 1 UP

NONGGAT014432.1 NONGGAT014432.1 21:1663099-1753291 4587 0,0079005 0,00752033 1,050552303 1 1 UP

NONGGAT014419.1 NONGGAT014419.1 20:10717020-10719929 1297 0,36174 0,24713 1,463764011 1 1 UP

NONGGAT014369.1 NONGGAT014369.1 20:10955981-10961936 4548 0,280229 0,319854 0,876115353 1 1 DOWN

NONGGAT014368.1 NONGGAT014368.1 20:10928555-10946634 1014 0,664738 0,663518 1,001838684 1 1 UP

NONGGAT014367.1 NONGGAT014367.1 20:9691362-9752383 490 0,140522 1,00E-05 14052,2 1 1 UP

NONGGAT014363.1 NONGGAT014363.1 20:8976413-9002067 530 0,25591 6,31E-06 40560,56665 1 1 UP

NONGGAT014349.1 NONGGAT014349.1 20:7913272-8013467 3417 0,00536267 0,0662195 0,080983245 1 1 DOWN

NONGGAT014346.1 NONGGAT014346.1 20:6899288-6918959 408 0,746934 0,623515 1,197940707 1 1 UP

NONGGAT014344.1 NONGGAT014344.1 20:5580057-5587385 1562 0,169064 0,0244466 6,915644711 1 1 UP

NONGGAT014343.1 NONGGAT014343.1 20:5580057-5587385 1817 0,216278 0,0607882 3,55789446 1 1 UP

NONGGAT014332.1 NONGGAT014332.1 20:1277320-1329832 842 0,0311105 0,101946 0,305166461 1 1 DOWN

NONGGAT014284.1 NONGGAT014284.1 2:120795459-120819329 500 0,136491 0,0760777 1,794099979 1 1 UP

NONGGAT014269.1 NONGGAT014269.1 2:115543421-115568286 535 0,0981289 0,106059 0,925229353 1 1 DOWN

NONGGAT014243.1 NONGGAT014243.1 2:97561464-97675905 846 0,0892165 0,143935 0,619838816 1 1 DOWN

NONGGAT014219.1 NONGGAT014219.1 2:88163639-88207592 2683 0,0113376 0,0234917 0,482621522 1 1 DOWN

NONGGAT014178.1 NONGGAT014178.1 2:66258068-66263213 1063 0,184287 0,0381465 4,831032991 1 1 UP

NONGGAT014177.1 NONGGAT014177.1 2:66120350-66149874 280 0,829898 1,00E-05 82989,8 1 1 UP

NONGGAT014166.1 NONGGAT014166.1 2:62919853-63029485 415 0,231272 0,274494 0,842539363 1 1 DOWN

NONGGAT014146.1 NONGGAT014146.1 2:52848374-53196795 768 0,0981947 0,0559484 1,755093979 1 1 UP

NONGGAT014145.1 NONGGAT014145.1 2:52848374-53196795 776 0,0653871 0,000451827 144,7171152 1 1 UP

NONGGAT014140.1 NONGGAT014140.1 2:48856592-49109764 1544 0,00834766 0,151275 0,05518202 1 1 DOWN

NONGGAT014132.1 NONGGAT014132.1 2:46514677-46813840 428 0,269136 0,0994917 2,705110075 1 1 UP

NONGGAT014129.1 NONGGAT014129.1 2:44786582-44814622 658 0,140996 0,0896387 1,572936689 1 1 UP

NONGGAT014121.1 NONGGAT014121.1 2:41159959-41184079 1007 0,0552105 1,00E-05 5521,05 1 1 UP

NONGGAT014109.1 NONGGAT014109.1 2:35245697-35334420 1573 0,208118 0,0867635 2,398681473 1 1 UP

NONGGAT014108.1 NONGGAT014108.1 2:34584490-34684412 1051 0,527002 0,880787 0,598330811 1 1 DOWN

NONGGAT014090.1 NONGGAT014090.1 2:30712612-30862920 1002 0,713263 0,416059 1,714331381 1 1 UP

NONGGAT014089.1 NONGGAT014089.1 2:30712612-30862920 2802 0,0691065 0,0455835 1,516041989 1 1 UP

NONGGAT014088.1 NONGGAT014088.1 2:30491274-30515206 810 0,0283718 0,132663 0,2138637 1 1 DOWN

NONGGAT014079.1 NONGGAT014079.1 2:28805157-28879178 730 0,118341 0,292978 0,403924527 1 1 DOWN

NONGGAT014064.1 NONGGAT014064.1 2:20691939-20781828 617 0,373604 1,48325 0,251882016 1 1 DOWN

NONGGAT014043.1 NONGGAT014043.1 2:8739511-8740168 548 0,113447 0,0835916 1,357157896 1 1 UP

NONGGAT014030.1 NONGGAT014030.1 2:4698533-4743813 671 0,191679 0,195356 0,981177952 1 1 DOWN

NONGGAT014026.1 NONGGAT014026.1 2:3223334-3244235 568 0,267153 0,66012 0,40470369 1 1 DOWN

NONGGAT013979.1 NONGGAT013979.1 2:121612211-121631203 1941 0,20595 0,154609 1,332069931 1 1 UP

NONGGAT013976.1 NONGGAT013976.1 2:121421932-121457302 646 0,110358 0,0713976 1,545682208 1 1 UP

NONGGAT013963.1 NONGGAT013963.1 2:117855974-118036791 12126 0,0301164 0,0398924 0,754940791 1 1 DOWN

NONGGAT013961.1 NONGGAT013961.1 2:117855974-118036791 1718 0,0409411 0,0738054 0,554716864 1 1 DOWN

NONGGAT013955.1 NONGGAT013955.1 2:114792743-114922700 692 0,681664 0,572389 1,190910377 1 1 UP

NONGGAT013948.1 NONGGAT013948.1 2:110285814-110358845 402 0,0960129 0,592766 0,161974371 1 1 DOWN

NONGGAT013946.1 NONGGAT013946.1 2:108253970-108338935 617 0,193162 0,0414636 4,658592115 1 1 UP

NONGGAT013922.1 NONGGAT013922.1 2:92301221-92334345 2779 0,0506841 0,00699005 7,25089234 1 1 UP

NONGGAT013914.1 NONGGAT013914.1 2:90472343-90518472 718 0,300636 0,393638 0,763737241 1 1 DOWN

NONGGAT013913.1 NONGGAT013913.1 2:90472343-90518472 424 0,132049 0,243975 0,541239881 1 1 DOWN

NONGGAT013896.1 NONGGAT013896.1 2:84596403-84660738 754 0,484822 0,0254428 19,05537126 1 1 UP

NONGGAT013856.1 NONGGAT013856.1 2:63455352-63464987 895 0,475392 0,317753 1,496105466 1 1 UP

NONGGAT013845.1 NONGGAT013845.1 2:62121909-62160844 2951 0,0477028 3,14E-05 1518,612255 1 1 UP

NONGGAT013837.1 NONGGAT013837.1 2:61772077-61787981 378 0,612421 0,666519 0,918835022 1 1 DOWN

NONGGAT013835.1 NONGGAT013835.1 2:61265831-61471268 1986 0,0792977 0,137917 0,574966828 1 1 DOWN

NONGGAT013829.1 NONGGAT013829.1 2:56151865-56400143 1553 0,0404595 0,0286721 1,411110452 1 1 UP

NONGGAT013796.1 NONGGAT013796.1 2:40275865-40325408 410 0,176266 0,12855 1,371186309 1 1 UP

NONGGAT013795.1 NONGGAT013795.1 2:40275865-40325408 2008 0,0619131 0,0119612 5,176161255 1 1 UP

NONGGAT013786.1 NONGGAT013786.1 2:34723998-35027284 3886 0,0125229 0,0051531 2,430168248 1 1 UP

NONGGAT013767.1 NONGGAT013767.1 2:32241185-32252547 293 0,913272 0,346376 2,63664919 1 1 UP

NONGGAT013747.1 NONGGAT013747.1 2:28540480-28601315 550 0,895126 0,813703 1,100064766 1 1 UP

NONGGAT013712.1 NONGGAT013712.1 2:8680202-8683568 706 0,0347182 0,134168 0,258766621 1 1 DOWN

NONGGAT013711.1 NONGGAT013711.1 2:8680202-8683568 1152 0,987593 1,19835 0,824127342 1 1 DOWN

NONGGAT013688.1 NONGGAT013688.1 19:8220508-8251013 1174 0,0418711 1,00E-05 4187,11 1 1 UP

NONGGAT013683.1 NONGGAT013683.1 19:5130009-5161738 1332 0,169906 0,049567 3,427804789 1 1 UP

NONGGAT013682.1 NONGGAT013682.1 19:5130009-5161738 1047 0,0541989 0,0448329 1,208909082 1 1 UP

NONGGAT013681.1 NONGGAT013681.1 19:5130009-5161738 808 0,187854 0,0539549 3,48168563 1 1 UP

NONGGAT013678.1 NONGGAT013678.1 19:4907988-4928185 371 0,409554 0,112839 3,629542977 1 1 UP

NONGGAT013671.1 NONGGAT013671.1 19:4477144-4492384 559 0,255892 0,227059 1,126984616 1 1 UP

NONGGAT013667.1 NONGGAT013667.1 19:2606526-2610634 1019 0,0871271 0,119594 0,728524006 1 1 DOWN

NONGGAT013660.1 NONGGAT013660.1 19:9831150-9851498 1032 0,551325 0,441002 1,250164398 1 1 UP

NONGGAT013655.1 NONGGAT013655.1 19:7659286-7972906 1377 0,060471 0,01316 4,59506079 1 1 UP

NONGGAT013652.1 NONGGAT013652.1 19:6938832-6998222 2204 0,00907543 0,0487527 0,186152357 1 1 DOWN

NONGGAT013650.1 NONGGAT013650.1 19:6271442-6293692 3056 0,36644 0,256089 1,430908786 1 1 UP

NONGGAT013648.1 NONGGAT013648.1 19:5026321-5037395 999 0,381012 0,370294 1,028944568 1 1 UP

NONGGAT013647.1 NONGGAT013647.1 19:5026321-5037395 1504 0,832605 0,590702 1,409517828 1 1 UP

NONGGAT013646.1 NONGGAT013646.1 19:5018299-5023993 4866 0,0103343 0,00704244 1,467431742 1 1 UP

NONGGAT013614.1 NONGGAT013614.1 18:4348910-4359350 237 1,71784 2,29974 0,746971397 1 1 DOWN

NONGGAT013613.1 NONGGAT013613.1 18:4027324-4099177 785 0,0486994 0,0687835 0,708009915 1 1 DOWN

NONGGAT013607.1 NONGGAT013607.1 18:10164527-10165818 689 0,145778 0,17355 0,839976952 1 1 DOWN

NONGGAT013601.1 NONGGAT013601.1 18:6959485-6966959 603 0,149481 0,287371 0,52016731 1 1 DOWN

NONGGAT013578.1 NONGGAT013578.1 17:1286079-1292383 4669 0,0161433 0,00479611 3,365915294 1 1 UP

NONGGAT013559.1 NONGGAT013559.1 15:11416751-11464902 870 0,0551977 0,265316 0,208045124 1 1 DOWN

NONGGAT013555.1 NONGGAT013555.1 15:9938850-9946439 378 0,257602 0,244751 1,052506425 1 1 UP

NONGGAT013551.1 NONGGAT013551.1 15:5815087-5819630 357 0,201635 0,302377 0,666833126 1 1 DOWN

NONGGAT013525.1 NONGGAT013525.1 15:6661768-6666333 565 2,26292 2,57737 0,877995786 1 1 DOWN

NONGGAT013508.1 NONGGAT013508.1 14:13842141-13857628 376 0,220326 0,354007 0,622377524 1 1 DOWN

NONGGAT013507.1 NONGGAT013507.1 14:13842141-13857628 1505 0,136065 0,0786236 1,730587254 1 1 UP

NONGGAT013497.1 NONGGAT013497.1 14:9968427-9968866 364 0,761319 0,937309 0,81223908 1 1 DOWN

NONGGAT013477.1 NONGGAT013477.1 14:5027331-5038727 868 0,4508 0,466645 0,966044852 1 1 DOWN

NONGGAT013470.1 NONGGAT013470.1 14:1319981-1421750 7280 0,00608096 0,0077913 0,780480793 1 1 DOWN

NONGGAT013467.1 NONGGAT013467.1 14:1005407-1190713 1650 0,100577 0,0122069 8,23935643 1 1 UP

NONGGAT013462.1 NONGGAT013462.1 14:960220-976442 1972 0,0436102 0,0225103 1,937344238 1 1 UP

NONGGAT013461.1 NONGGAT013461.1 14:866191-866696 410 0,899162 0,482602 1,863154318 1 1 UP

NONGGAT013457.1 NONGGAT013457.1 14:13842141-13857628 1518 0,0446697 0,0687549 0,649694785 1 1 DOWN

NONGGAT013456.1 NONGGAT013456.1 14:13763148-13840823 1217 0,196184 0,204404 0,959785523 1 1 DOWN

NONGGAT013452.1 NONGGAT013452.1 14:11946754-11999046 369 0,252283 0,860254 0,29326571 1 1 DOWN

NONGGAT013445.1 NONGGAT013445.1 14:6812372-6843749 217 1,68683 2,23641 0,75425794 1 1 DOWN

NONGGAT013444.1 NONGGAT013444.1 14:6575868-6654458 517 1,16797 1,03733 1,125938708 1 1 UP

NONGGAT013430.1 NONGGAT013430.1 14:2565758-2601741 591 0,0672128 0,0916037 0,733734554 1 1 DOWN

NONGGAT013429.1 NONGGAT013429.1 14:2565758-2601741 589 0,427066 0,67889 0,629065092 1 1 DOWN

NONGGAT013426.1 NONGGAT013426.1 14:2300789-2333631 549 0,168898 0,190255 0,887745394 1 1 DOWN

NONGGAT013425.1 NONGGAT013425.1 14:1802277-1821936 1469 0,0623661 1,00E-05 6236,61 1 1 UP

NONGGAT013373.1 NONGGAT013373.1 13:13348918-13395196 1333 0,0144023 0,0312883 0,460309445 1 1 DOWN

NONGGAT013364.1 NONGGAT013364.1 13:6692710-6735374 1556 0,100755 0,0109018 9,242051771 1 1 UP

NONGGAT013353.1 NONGGAT013353.1 13:4736837-4816029 1107 0,0482743 0,1024 0,471428711 1 1 DOWN

NONGGAT013346.1 NONGGAT013346.1 13:2369408-2389689 2641 0,308138 0,166359 1,852247248 1 1 UP

NONGGAT013339.1 NONGGAT013339.1 12:18410217-18436294 802 0,0978745 0,068425 1,430390939 1 1 UP

NONGGAT013329.1 NONGGAT013329.1 12:14765178-14867145 930 0,154356 0,110196 1,400740499 1 1 UP

NONGGAT013305.1 NONGGAT013305.1 12:3281635-3301252 1371 0,0403538 0,0617258 0,653759044 1 1 DOWN

NONGGAT013275.1 NONGGAT013275.1 12:14025128-14316669 1163 1,00E-05 0,0482551 0,000207232 1 1 DOWN

NONGGAT013271.1 NONGGAT013271.1 12:12750102-13123099 1455 0,732432 1,2751 0,574411419 1 1 DOWN

NONGGAT013264.1 NONGGAT013264.1 12:11021698-11027719 332 1,84776 1,50452 1,228139207 1 1 UP

NONGGAT013259.1 NONGGAT013259.1 12:9136506-9169544 337 0,977487 0,7741 1,262739956 1 1 UP

NONGGAT013250.1 NONGGAT013250.1 12:640216-885652 751 1,18157 1,3252 0,89161636 1 1 DOWN

NONGGAT013243.1 NONGGAT013243.1 12:578801-584599 1708 0,0471415 0,0478686 0,984810502 1 1 DOWN

NONGGAT013240.1 NONGGAT013240.1 11:20162332-20170275 1290 1,00E-05 0,0460184 0,000217304 1 1 DOWN

NONGGAT013227.1 NONGGAT013227.1 11:18186087-18223067 932 0,445287 0,385681 1,154547411 1 1 UP

NONGGAT013221.1 NONGGAT013221.1 11:15487396-15539333 1334 0,057768 0,0404345 1,428680953 1 1 UP

NONGGAT013197.1 NONGGAT013197.1 11:18143822-18176251 750 0,170603 0,0368563 4,62886942 1 1 UP

NONGGAT013143.1 NONGGAT013143.1 11:2658955-2694121 701 0,184197 0,0862411 2,135837785 1 1 UP

NONGGAT013141.1 NONGGAT013141.1 11:2243433-2244735 573 2,02226 3,34682 0,604233272 1 1 DOWN

NONGGAT013140.1 NONGGAT013140.1 11:2223301-2243233 1615 0,27644 0,209402 1,320140209 1 1 UP

NONGGAT013134.1 NONGGAT013134.1 10:18959624-19082528 734 0,0324889 0,0613564 0,529511184 1 1 DOWN

NONGGAT013126.1 NONGGAT013126.1 10:10830062-10911823 1282 0,0170129 0,0413199 0,411736234 1 1 DOWN

NONGGAT013124.1 NONGGAT013124.1 10:10771189-10827003 3623 0,0232067 0,0465973 0,49802671 1 1 DOWN

NONGGAT013109.1 NONGGAT013109.1 10:2406128-2414549 956 1,14651 1,45516 0,78789274 1 1 DOWN

NONGGAT013088.1 NONGGAT013088.1 10:12405114-12412478 3163 0,18652 0,23996 0,777296216 1 1 DOWN

NONGGAT013076.1 NONGGAT013076.1 10:2568307-2570032 850 2,79503 2,10399 1,328442626 1 1 UP

NONGGAT013036.1 NONGGAT013036.1 1:172275787-172318425 386 0,32265 0,338476 0,953243361 1 1 DOWN

NONGGAT013033.1 NONGGAT013033.1 1:171260725-171314194 262 0,613159 1,14481 0,53559892 1 1 DOWN

NONGGAT013021.1 NONGGAT013021.1 1:167368329-167385313 309 0,593479 1,00E-05 59347,9 1 1 UP

NONGGAT013020.1 NONGGAT013020.1 1:167254305-167260117 794 0,0379369 0,0586745 0,646565373 1 1 DOWN

NONGGAT013004.1 NONGGAT013004.1 1:165861599-165910389 622 0,137531 0,204145 0,673692718 1 1 DOWN

NONGGAT013003.1 NONGGAT013003.1 1:165723568-165834895 777 0,746477 0,402954 1,852511701 1 1 UP

NONGGAT012946.1 NONGGAT012946.1 1:144519643-144521640 1332 0,0765527 0,167398 0,457309526 1 1 DOWN

NONGGAT012941.1 NONGGAT012941.1 1:142413393-142425847 1258 0,0253739 0,0160859 1,577400083 1 1 UP

NONGGAT012940.1 NONGGAT012940.1 1:142413393-142425847 3000 0,00619143 0,014783 0,418820943 1 1 DOWN

NONGGAT012922.1 NONGGAT012922.1 1:135295036-135304034 1513 0,954598 0,107568 8,874367842 1 1 UP

NONGGAT012908.1 NONGGAT012908.1 1:132601457-132687827 397 0,259231 1,00E-05 25923,1 1 1 UP

NONGGAT012817.1 NONGGAT012817.1 1:98081908-98089517 512 0,202532 1,00E-05 20253,2 1 1 UP

NONGGAT012816.1 NONGGAT012816.1 1:98037875-98079637 991 0,18108 0,127204 1,42354014 1 1 UP

NONGGAT012789.1 NONGGAT012789.1 1:92260426-92282945 2713 0,0318578 0,0390581 0,815651555 1 1 DOWN

NONGGAT012768.1 NONGGAT012768.1 1:88739491-88775931 1747 1,34469 1,22581 1,096980772 1 1 UP

NONGGAT012756.1 NONGGAT012756.1 1:80767059-80770407 527 0,868648 0,651238 1,333841084 1 1 UP

NONGGAT012754.1 NONGGAT012754.1 1:79864142-79920291 3759 0,304367 0,19731 1,542582738 1 1 UP

NONGGAT012750.1 NONGGAT012750.1 1:78638747-78714130 1842 0,0314686 0,0276561 1,137853855 1 1 UP

NONGGAT012749.1 NONGGAT012749.1 1:78638747-78714130 1228 0,166949 0,229365 0,727874785 1 1 DOWN

NONGGAT012747.1 NONGGAT012747.1 1:77089836-77115522 453 0,671165 0,36883 1,819713689 1 1 UP

NONGGAT012710.1 NONGGAT012710.1 1:65283617-65402630 597 0,474659 0,308815 1,537033499 1 1 UP

NONGGAT012675.1 NONGGAT012675.1 1:54856576-54881223 2078 0,0416801 0,0444444 0,937803188 1 1 DOWN

NONGGAT012674.1 NONGGAT012674.1 1:54227162-54246246 2621 1,98E-11 0,0362234 5,47E-10 1 1 DOWN

NONGGAT012670.1 NONGGAT012670.1 1:50962354-50983232 2138 0,77731 0,561202 1,385080595 1 1 UP

NONGGAT012659.1 NONGGAT012659.1 1:47358278-47391069 273 0,91051 1,01637 0,895845017 1 1 DOWN

NONGGAT012627.1 NONGGAT012627.1 1:30752197-30856043 646 0,12611 0,182603 0,690623922 1 1 DOWN

NONGGAT012626.1 NONGGAT012626.1 1:30752197-30856043 436 0,242917 0,0851202 2,853811434 1 1 UP

NONGGAT012593.1 NONGGAT012593.1 1:11715137-11717868 1974 0,0103395 0,0498544 0,207393931 1 1 DOWN

NONGGAT012571.1 NONGGAT012571.1 1:740870-754138 1294 0,0235513 0,0287687 0,818643178 1 1 DOWN

NONGGAT012528.1 NONGGAT012528.1 1:179631234-179664820 403 1,00E-05 0,300634 3,33E-05 1 1 DOWN



NONGGAT012527.1 NONGGAT012527.1 1:179620229-179629199 1438 0,0661004 0,218215 0,302914098 1 1 DOWN

NONGGAT012517.1 NONGGAT012517.1 1:175945882-176032340 995 0,144043 0,24194 0,59536662 1 1 DOWN

NONGGAT012434.1 NONGGAT012434.1 1:139172505-139199180 828 0,375933 0,228823 1,64289866 1 1 UP

NONGGAT012367.1 NONGGAT012367.1 1:107802242-107816213 730 0,176082 0,119907 1,468488078 1 1 UP

NONGGAT012365.1 NONGGAT012365.1 1:105406559-105430638 441 0,305213 0,108561 2,811442415 1 1 UP

NONGGAT012363.1 NONGGAT012363.1 1:104642959-104660240 1393 0,0495007 0,0466605 1,060869472 1 1 UP

NONGGAT012283.1 NONGGAT012283.1 1:77379602-77388708 2016 1,73338 1,23609 1,402308893 1 1 UP

NONGGAT012241.1 NONGGAT012241.1 1:55129803-55165880 1452 0,161812 0,0977063 1,656106106 1 1 UP

NONGGAT012230.1 NONGGAT012230.1 1:52570684-52571533 849 0,126685 1,00E-05 12668,5 1 1 UP

NONGGAT012204.1 NONGGAT012204.1 1:42864750-42878912 465 0,364041 1,00E-05 36404,1 1 1 UP

NONGGAT012202.1 NONGGAT012202.1 1:42763903-42852341 1148 0,0206243 0,0459767 0,448581564 1 1 DOWN

NONGGAT012120.2 NONGGAT012120.2 Z:81771070-81775289 1172 0,0574487 0,055221 1,040341537 1 1 UP

NONGGAT012118.2 NONGGAT012118.2 Z:81771070-81775289 1502 0,0333867 8,66E-07 38573,97369 1 1 UP

NONGGAT012117.2 NONGGAT012117.2 Z:81771070-81775289 764 0,157289 0,107556 1,462391684 1 1 UP

NONGGAT012116.2 NONGGAT012116.2 Z:81658632-81661087 583 0,359527 0,109917 3,270895312 1 1 UP

NONGGAT012114.2 NONGGAT012114.2 Z:81610941-81612018 785 0,082606 1,00E-05 8260,6 1 1 UP

NONGGAT012113.2 NONGGAT012113.2 Z:81554239-81580647 3235 0,0195291 0,0445815 0,438053901 1 1 DOWN

NONGGAT012112.2 NONGGAT012112.2 Z:81554239-81580647 1450 1,15246 2,22929 0,5169628 1 1 DOWN

NONGGAT012109.2 NONGGAT012109.2 Z:81485966-81488268 804 0,256114 0,120041 2,133554369 1 1 UP

NONGGAT012108.2 NONGGAT012108.2 Z:81484046-81485798 668 0,0922513 0,114218 0,807677424 1 1 DOWN

NONGGAT012102.2 NONGGAT012102.2 Z:81090644-81152116 949 0,0241572 0,236396 0,102189546 1 1 DOWN

NONGGAT012095.2 NONGGAT012095.2 Z:78589194-78621668 1138 0,109866 0,115573 0,950619954 1 1 DOWN

NONGGAT012093.2 NONGGAT012093.2 Z:73101099-73103740 1187 0,0935157 0,0687311 1,360602406 1 1 UP

NONGGAT012091.2 NONGGAT012091.2 Z:73002347-73005527 706 0,280758 0,149593 1,876812418 1 1 UP

NONGGAT012090.2 NONGGAT012090.2 Z:73002347-73005527 1223 0,921896 1,68266 0,547880142 1 1 DOWN

NONGGAT012089.2 NONGGAT012089.2 Z:73002347-73005527 403 0,869261 0,0159629 54,45508022 1 1 UP

NONGGAT012086.2 NONGGAT012086.2 Z:72560782-72673882 2841 0,165692 0,11358 1,458813171 1 1 UP

NONGGAT012085.2 NONGGAT012085.2 Z:72560782-72673882 538 0,151423 1,00E-05 15142,3 1 1 UP

NONGGAT012080.2 NONGGAT012080.2 Z:70866491-70947773 396 0,281522 0,417095 0,674958942 1 1 DOWN

NONGGAT012072.2 NONGGAT012072.2 Z:70551165-70582641 304 0,217246 0,298322 0,728226547 1 1 DOWN

NONGGAT012070.2 NONGGAT012070.2 Z:70551165-70582641 647 0,79598 1,08013 0,736929814 1 1 DOWN

NONGGAT012066.2 NONGGAT012066.2 Z:68200271-68202204 1933 0,13962 0,057405 2,432192318 1 1 UP

NONGGAT012053.2 NONGGAT012053.2 Z:67111062-67112795 1550 0,0324356 0,0140438 2,309602814 1 1 UP

NONGGAT012043.2 NONGGAT012043.2 Z:66404349-66462465 973 0,0720379 0,0547875 1,314860141 1 1 UP

NONGGAT012032.2 NONGGAT012032.2 Z:66002051-66007395 496 0,372067 0,0689027 5,39988999 1 1 UP

NONGGAT012026.2 NONGGAT012026.2 Z:65123672-65133725 616 0,080321 0,0553981 1,449887271 1 1 UP

NONGGAT012013.2 NONGGAT012013.2 Z:64092961-64106298 3605 1,66069 2,12129 0,782867972 1 1 DOWN

NONGGAT012009.2 NONGGAT012009.2 Z:62993593-62994525 750 0,121145 0,081709 1,482639611 1 1 UP

NONGGAT012007.2 NONGGAT012007.2 Z:62788278-62969042 626 0,432654 0,168108 2,573666928 1 1 UP

NONGGAT011986.2 NONGGAT011986.2 Z:59325794-59343581 1827 0,274487 0,486293 0,564447771 1 1 DOWN

NONGGAT011962.2 NONGGAT011962.2 Z:55620471-55624933 537 0,184255 1,00E-05 18425,5 1 1 UP

NONGGAT011960.2 NONGGAT011960.2 Z:55620471-55624933 501 0,249634 1,00E-05 24963,4 1 1 UP

NONGGAT011947.2 NONGGAT011947.2 Z:53222476-53335831 4301 0,0384213 0,0743318 0,516889138 1 1 DOWN

NONGGAT011936.2 NONGGAT011936.2 Z:52058964-52096146 530 4,89383 4,25962 1,148888868 1 1 UP

NONGGAT011923.2 NONGGAT011923.2 Z:50802158-50832346 608 0,179784 0,049484 3,633174359 1 1 UP

NONGGAT011920.2 NONGGAT011920.2 Z:50223339-50282675 1225 0,100389 0,124882 0,803870854 1 1 DOWN

NONGGAT011918.2 NONGGAT011918.2 Z:49955019-49965412 2410 0,317482 0,281733 1,126889644 1 1 UP

NONGGAT011899.2 NONGGAT011899.2 Z:46320512-46325090 1221 0,197216 0,473777 0,416263348 1 1 DOWN

NONGGAT011898.2 NONGGAT011898.2 Z:46090917-46093108 980 0,0731258 1,00E-05 7312,58 1 1 UP

NONGGAT011892.2 NONGGAT011892.2 Z:44469526-44712769 2058 0,770718 0,590497 1,305202228 1 1 UP

NONGGAT011889.2 NONGGAT011889.2 Z:44322130-44325074 887 0,166479 0,306232 0,54363685 1 1 DOWN

NONGGAT011885.2 NONGGAT011885.2 Z:43859460-43866270 905 0,428265 0,0134134 31,92814648 1 1 UP

NONGGAT011879.2 NONGGAT011879.2 Z:41960727-41974126 616 2,83E-06 0,159308 1,78E-05 1 1 DOWN

NONGGAT011878.2 NONGGAT011878.2 Z:41960727-41974126 1086 0,552054 0,216226 2,553134221 1 1 UP

NONGGAT011877.2 NONGGAT011877.2 Z:41960727-41974126 989 0,498638 0,19712 2,529616477 1 1 UP

NONGGAT011872.2 NONGGAT011872.2 Z:41513428-41571859 995 0,0961201 1,00E-05 9612,01 1 1 UP

NONGGAT011871.2 NONGGAT011871.2 Z:41278569-41377445 890 0,101109 1,00E-05 10110,9 1 1 UP

NONGGAT011868.2 NONGGAT011868.2 Z:40812513-40817364 656 0,0741518 0,119489 0,620574279 1 1 DOWN

NONGGAT011852.2 NONGGAT011852.2 Z:37361654-37362367 306 0,357754 1,04987 0,340760285 1 1 DOWN

NONGGAT011851.2 NONGGAT011851.2 Z:37052646-37054435 782 0,104268 0,034606 3,013003525 1 1 UP

NONGGAT011847.2 NONGGAT011847.2 Z:35750827-35754715 494 0,223789 0,0764274 2,928125254 1 1 UP

NONGGAT011827.2 NONGGAT011827.2 Z:33657827-33669580 569 1,00E-05 0,171983 5,81E-05 1 1 DOWN

NONGGAT011824.2 NONGGAT011824.2 Z:32755323-32886954 481 0,164262 1,00E-05 16426,2 1 1 UP

NONGGAT011816.2 NONGGAT011816.2 Z:32351222-32692277 697 0,333351 0,5081 0,656073608 1 1 DOWN

NONGGAT011815.2 NONGGAT011815.2 Z:32351222-32692277 1297 0,485546 1,00332 0,483939321 1 1 DOWN

NONGGAT011814.2 NONGGAT011814.2 Z:32351222-32692277 1058 0,57628 1,45994 0,39472855 1 1 DOWN

NONGGAT011812.2 NONGGAT011812.2 Z:32351222-32692277 383 0,889926 0,472341 1,884075276 1 1 UP

NONGGAT011810.2 NONGGAT011810.2 Z:31929384-31933296 888 0,145983 0,0976686 1,494676897 1 1 UP

NONGGAT011808.2 NONGGAT011808.2 Z:31929384-31933296 2812 0,0273866 0,0625726 0,437677194 1 1 DOWN

NONGGAT011807.2 NONGGAT011807.2 Z:31929384-31933296 1798 0,0395159 0,113191 0,349108145 1 1 DOWN

NONGGAT011799.2 NONGGAT011799.2 Z:28083286-28094023 241 1,00E-05 1,56834 6,38E-06 1 1 DOWN

NONGGAT011797.2 NONGGAT011797.2 Z:27896586-27899010 1831 0,0448401 0,054808 0,818130565 1 1 DOWN

NONGGAT011794.2 NONGGAT011794.2 Z:27691438-27694689 911 0,392002 0,205761 1,905132654 1 1 UP

NONGGAT011788.2 NONGGAT011788.2 Z:27308266-27315141 1030 0,422868 0,405284 1,04338686 1 1 UP

NONGGAT011786.2 NONGGAT011786.2 Z:27308266-27315141 5894 0,312015 0,309358 1,008588755 1 1 UP

NONGGAT011781.2 NONGGAT011781.2 Z:26555199-26557023 791 0,0802443 0,0357825 2,242557116 1 1 UP

NONGGAT011770.2 NONGGAT011770.2 Z:25936139-25948063 1026 0,0541495 1,00E-05 5414,95 1 1 UP

NONGGAT011767.2 NONGGAT011767.2 Z:25721371-25723551 1459 0,0432911 0,060063 0,720761534 1 1 DOWN

NONGGAT011761.2 NONGGAT011761.2 Z:24318282-24320049 945 0,257396 1,00E-05 25739,6 1 1 UP

NONGGAT011754.2 NONGGAT011754.2 Z:23448237-23458462 602 1,00E-05 0,193635 5,16E-05 1 1 DOWN

NONGGAT011751.2 NONGGAT011751.2 Z:23448237-23458462 475 1,00E-05 0,190004 5,26E-05 1 1 DOWN

NONGGAT011743.2 NONGGAT011743.2 Z:22499167-22501137 1077 0,0774835 0,0990107 0,782577035 1 1 DOWN

NONGGAT011741.2 NONGGAT011741.2 Z:22404803-22451930 1960 0,275074 0,0772685 3,559975928 1 1 UP

NONGGAT011736.2 NONGGAT011736.2 Z:21819083-21866155 559 0,163893 0,100386 1,632628056 1 1 UP

NONGGAT011726.2 NONGGAT011726.2 Z:20524892-20533435 1482 4,13E-06 0,114428 3,61E-05 1 1 DOWN

NONGGAT011725.2 NONGGAT011725.2 Z:20524892-20533435 1197 0,0573979 0,0364397 1,575147435 1 1 UP

NONGGAT011718.2 NONGGAT011718.2 Z:18254056-18508452 905 0,240523 0,123004 1,955407954 1 1 UP

NONGGAT011716.2 NONGGAT011716.2 Z:18020073-18026562 1402 0,311221 0,259819 1,197837725 1 1 UP

NONGGAT011712.2 NONGGAT011712.2 Z:17023533-17065626 685 0,0866481 0,330678 0,262031644 1 1 DOWN

NONGGAT011709.2 NONGGAT011709.2 Z:17023533-17065626 505 0,222931 0,293169 0,760418052 1 1 DOWN

NONGGAT011707.2 NONGGAT011707.2 Z:17023533-17065626 1418 6,81992 7,10718 0,959581719 1 1 DOWN

NONGGAT011690.2 NONGGAT011690.2 Z:13665423-13667162 480 0,338459 0,26459 1,279182887 1 1 UP

NONGGAT011682.2 NONGGAT011682.2 Z:11507181-11511143 839 0,0886687 0,0903023 0,981909652 1 1 DOWN

NONGGAT011677.2 NONGGAT011677.2 Z:10838849-10841371 559 0,370705 0,0587373 6,311236642 1 1 UP

NONGGAT011676.2 NONGGAT011676.2 Z:10838849-10841371 504 0,161651 0,0355933 4,541613169 1 1 UP

NONGGAT011675.2 NONGGAT011675.2 Z:10563581-10582270 950 0,0533556 0,0896327 0,59526936 1 1 DOWN

NONGGAT011663.2 NONGGAT011663.2 Z:9016407-9024018 487 0,187555 0,263719 0,711192595 1 1 DOWN

NONGGAT011638.2 NONGGAT011638.2 Z:7575828-7581784 3036 3,64546 3,18247 1,14548134 1 1 UP

NONGGAT011620.2 NONGGAT011620.2 Z:1785398-1821918 1383 0,108224 0,108653 0,996051651 1 1 DOWN

NONGGAT011619.2 NONGGAT011619.2 Z:1785398-1821918 1460 0,0805464 0,0393908 2,04480234 1 1 UP

NONGGAT011618.2 NONGGAT011618.2 Z:1785398-1821918 2592 0,611244 0,439166 1,391829058 1 1 UP

NONGGAT011607.2 NONGGAT011607.2 Z:965843-968827 852 1,05E-05 0,106424 9,90E-05 1 1 DOWN

NONGGAT011606.2 NONGGAT011606.2 Z:965843-968827 2741 0,0892141 0,544079 0,163972695 1 1 DOWN

NONGGAT011605.2 NONGGAT011605.2 Z:965843-968827 2889 0,174098 4,72E-05 3689,830279 1 1 UP

NONGGAT011601.2 NONGGAT011601.2 Z:757836-759160 877 0,678212 0,212313 3,194396952 1 1 UP

NONGGAT011585.2 NONGGAT011585.2 13:10105289-10107050 719 0,522935 0,621651 0,841203505 1 1 DOWN

NONGGAT011550.2 NONGGAT011550.2 4:69836630-69885136 789 3,65238 4,1085 0,88898138 1 1 DOWN

NONGGAT011472.2 NONGGAT011472.2 26:1202706-1211393 1063 0,568083 0,952099 0,596663792 1 1 DOWN

NONGGAT011471.2 NONGGAT011471.2 1:51802990-51870983 455 3,34E-10 0,385951 8,66E-10 1 1 DOWN

NONGGAT011422.2 NONGGAT011422.2 10:7620167-7644153 1688 0,264739 0,542213 0,48825646 1 1 DOWN

NONGGAT011421.2 NONGGAT011421.2 10:7620167-7644153 1710 0,133714 7,14E-05 1872,294069 1 1 UP

NONGGAT011362.2 NONGGAT011362.2 17:7069407-7110095 371 3,69066 3,88528 0,949908372 1 1 DOWN

NONGGAT011325.2 NONGGAT011325.2 5:15991862-15993127 580 0,187615 0,12441 1,508037939 1 1 UP

NONGGAT011323.2 NONGGAT011323.2 28:3581994-3587068 303 0,978767 0,11156 8,773458229 1 1 UP

NONGGAT011295.2 NONGGAT011295.2 1:51245628-51246591 765 0,393824 0,300353 1,311203817 1 1 UP

NONGGAT011281.2 NONGGAT011281.2 3:38196855-38218103 378 0,529207 0,143293 3,693181104 1 1 UP

NONGGAT011278.2 NONGGAT011278.2 1:664414-677898 597 0,263945 0,208617 1,265213286 1 1 UP

NONGGAT011275.2 NONGGAT011275.2 33:1609247-1612232 535 0,860259 0,530021 1,623065879 1 1 UP

NONGGAT011268.2 NONGGAT011268.2 2:148950096-148965498 499 0,31097 0,44738 0,695091421 1 1 DOWN

NONGGAT011257.2 NONGGAT011257.2 1:194707207-194758238 728 0,355732 0,084271 4,221286089 1 1 UP

NONGGAT011256.2 NONGGAT011256.2 1:194707207-194758238 731 0,0270116 0,0556604 0,485292955 1 1 DOWN

NONGGAT011252.2 NONGGAT011252.2 28:2564781-2570525 392 0,346731 1,01961 0,340062377 1 1 DOWN

NONGGAT011251.2 NONGGAT011251.2 11:15893412-15947034 376 0,80208 1,73677 0,461822809 1 1 DOWN

NONGGAT011241.2 NONGGAT011241.2 2:113644953-113776295 214 1,58023 2,04689 0,772015106 1 1 DOWN

NONGGAT011229.2 NONGGAT011229.2 28:3061179-3063455 582 0,580927 0,840767 0,69094886 1 1 DOWN

NONGGAT011183.2 NONGGAT011183.2 5:26957855-27023611 1143 0,125148 0,0754165 1,659424662 1 1 UP

NONGGAT011150.2 NONGGAT011150.2 1:76879712-76888332 632 0,0762014 0,538868 0,141410141 1 1 DOWN

NONGGAT011146.2 NONGGAT011146.2 21:5117602-5169160 1859 0,0662737 0,0723134 0,916478827 1 1 DOWN

NONGGAT011144.2 NONGGAT011144.2 3:105012036-105020075 270 0,320966 1,88133 0,170605901 1 1 DOWN

NONGGAT011143.2 NONGGAT011143.2 11:5094100-5112494 1131 0,655899 0,528936 1,240034711 1 1 UP

NONGGAT011087.2 NONGGAT011087.2 1:4233537-4255204 850 0,203271 0,562824 0,361162637 1 1 DOWN

NONGGAT011085.2 NONGGAT011085.2 2:334257-354260 372 0,0924432 0,343389 0,26920839 1 1 DOWN

NONGGAT011047.2 NONGGAT011047.2 4:69714759-69833817 397 0,718563 0,929168 0,773340236 1 1 DOWN

NONGGAT011045.2 NONGGAT011045.2 2:12827358-12829074 835 0,0589579 0,227396 0,25927413 1 1 DOWN

NONGGAT011044.2 NONGGAT011044.2 2:12827358-12829074 727 0,414352 0,23924 1,731951179 1 1 UP

NONGGAT010983.2 NONGGAT010983.2 13:16739993-16746034 430 0,240421 0,163643 1,469179861 1 1 UP

NONGGAT010982.2 NONGGAT010982.2 13:16739993-16746034 340 0,0720549 0,370871 0,194285614 1 1 DOWN

NONGGAT010912.2 NONGGAT010912.2 28:1088170-1088809 278 11,1902 12,5239 0,893507613 1 1 DOWN

NONGGAT010908.2 NONGGAT010908.2 2:101094311-101095847 987 0,0918874 0,0498188 1,844432222 1 1 UP

NONGGAT010873.2 NONGGAT010873.2 1:6315848-6327450 466 3,22087 4,18415 0,769778808 1 1 DOWN

NONGGAT010857.2 NONGGAT010857.2 1:192954503-192989838 1759 1,22119 1,94466 0,627970956 1 1 DOWN

NONGGAT010840.2 NONGGAT010840.2 10:10370151-10374004 358 0,214072 0,117705 1,818716282 1 1 UP

NONGGAT010832.2 NONGGAT010832.2 8:5469839-5586315 257 1,33329 1,83081 0,72825143 1 1 DOWN

NONGGAT010809.2 NONGGAT010809.2 25:25562-231632 894 1,00E-05 0,0750214 0,000133295 1 1 DOWN

NONGGAT010752.2 NONGGAT010752.2 7:18104013-18147015 451 0,224058 0,504954 0,443719626 1 1 DOWN

NONGGAT010696.2 NONGGAT010696.2 21:6549467-6577788 828 0,12802 0,0553485 2,312980478 1 1 UP

NONGGAT010685.2 NONGGAT010685.2 33:721667-725481 3240 1,49411 1,87677 0,796107142 1 1 DOWN

NONGGAT010671.2 NONGGAT010671.2 3:16622266-16663179 295 2,95014 2,91618 1,011645372 1 1 UP

NONGGAT010605.2 NONGGAT010605.2 14:11999147-12037184 956 0,106527 0,0216898 4,911386919 1 1 UP

NONGGAT010574.2 NONGGAT010574.2 3:61487556-61528576 525 0,111895 0,0603273 1,85479874 1 1 UP

NONGGAT010572.2 NONGGAT010572.2 2:115673236-115681928 580 0,435735 0,442601 0,984487157 1 1 DOWN

NONGGAT010566.2 NONGGAT010566.2 1:3664797-3701334 982 0,323834 0,833454 0,388544539 1 1 DOWN

NONGGAT010551.2 NONGGAT010551.2 14:12094811-12108296 857 0,321189 0,237228 1,353925338 1 1 UP

NONGGAT010522.2 NONGGAT010522.2 5:18851336-18864303 303 0,374227 0,47359 0,790191938 1 1 DOWN

NONGGAT010519.2 NONGGAT010519.2 Z:2868-138270 404 0,45485 0,133053 3,418562528 1 1 UP

NONGGAT010518.2 NONGGAT010518.2 17:2952854-2958096 314 0,323625 1,12507 0,287648769 1 1 DOWN

NONGGAT010503.2 NONGGAT010503.2 10:558527-560938 1665 0,137949 4,23E-06 32589,021 1 1 UP

NONGGAT010502.2 NONGGAT010502.2 10:558527-560938 1967 0,0234721 0,159069 0,147559235 1 1 DOWN

NONGGAT010501.2 NONGGAT010501.2 10:558527-560938 784 0,0113789 0,24624 0,046210608 1 1 DOWN

NONGGAT010500.2 NONGGAT010500.2 10:558527-560938 1860 0,0587003 0,0899534 0,652563438 1 1 DOWN

NONGGAT010481.2 NONGGAT010481.2 8:4492612-4529747 442 0,831408 0,252168 3,297040069 1 1 UP

NONGGAT010474.2 NONGGAT010474.2 Z:24746030-24749657 730 0,111456 0,0295311 3,774190599 1 1 UP

NONGGAT010463.2 NONGGAT010463.2 5:21570985-21574064 377 2,90E-05 0,599851 4,83E-05 1 1 DOWN

NONGGAT010461.2 NONGGAT010461.2 5:21570985-21574064 711 0,11872 0,0990427 1,198674915 1 1 UP

NONGGAT010459.2 NONGGAT010459.2 1:20304408-20329063 691 0,165373 0,132278 1,250192776 1 1 UP

NONGGAT010456.2 NONGGAT010456.2 1:20290346-20304380 2133 0,77967 1,37705 0,566188592 1 1 DOWN

NONGGAT010445.2 NONGGAT010445.2 21:5493631-5496892 280 5,60253 5,29001 1,059077393 1 1 UP

NONGGAT010388.2 NONGGAT010388.2 23:24814-28245 1402 0,0204968 0,0479001 0,427907249 1 1 DOWN

NONGGAT010377.2 NONGGAT010377.2 27:4610696-4775528 990 0,137422 0,180741 0,760325549 1 1 DOWN

NONGGAT010375.2 NONGGAT010375.2 27:4610696-4775528 985 0,0858032 0,0406938 2,10850793 1 1 UP

NONGGAT010373.2 NONGGAT010373.2 27:4610696-4775528 577 0,139989 0,124778 1,121904502 1 1 UP

NONGGAT010372.2 NONGGAT010372.2 27:4610696-4775528 5282 1,10044 1,87922 0,58558338 1 1 DOWN

NONGGAT010352.2 NONGGAT010352.2 2:98878489-98892379 398 0,3126 0,202021 1,547363888 1 1 UP

NONGGAT010327.2 NONGGAT010327.2 1:20365697-20396572 401 1,7436 1,28823 1,353485014 1 1 UP

NONGGAT010326.2 NONGGAT010326.2 25:1758981-1808119 569 0,128685 0,249568 0,51563101 1 1 DOWN

NONGGAT010278.2 NONGGAT010278.2 1:11182191-11218268 357 0,921854 0,461363 1,998109948 1 1 UP

NONGGAT010236.2 NONGGAT010236.2 3:2412552-2421973 546 0,826195 0,0977548 8,451707742 1 1 UP

NONGGAT010233.2 NONGGAT010233.2 2:129840393-129865982 888 0,408379 0,478021 0,85431184 1 1 DOWN

NONGGAT010197.2 NONGGAT010197.2 2:149349273-149417049 583 0,201867 0,199132 1,013734608 1 1 UP

NONGGAT010187.2 NONGGAT010187.2 10:2324790-2329121 361 0,261202 0,363663 0,718252888 1 1 DOWN

NONGGAT010174.2 NONGGAT010174.2 28:1230578-1231759 1009 0,198083 0,162843 1,216404758 1 1 UP

NONGGAT010173.2 NONGGAT010173.2 28:1230578-1231759 693 0,203452 0,210293 0,967469198 1 1 DOWN

NONGGAT010118.2 NONGGAT010118.2 28:1096191-1134022 1071 0,126149 0,152469 0,827374745 1 1 DOWN

NONGGAT010116.2 NONGGAT010116.2 28:1096191-1134022 869 0,082348 1,82E-08 4526853,939 1 1 UP

NONGGAT010080.2 NONGGAT010080.2 33:525832-527393 1033 0,616775 1,17194 0,526285475 1 1 DOWN

NONGGAT010079.2 NONGGAT010079.2 33:525832-527393 494 0,175803 0,497166 0,353610263 1 1 DOWN

NONGGAT010069.2 NONGGAT010069.2 14:15017285-15034742 1096 0,174828 0,168541 1,037302496 1 1 UP

NONGGAT010062.2 NONGGAT010062.2 27:4083524-4087730 351 0,0891994 0,271701 0,328299859 1 1 DOWN

NONGGAT010050.2 NONGGAT010050.2 15:6692084-6700427 805 0,155468 0,060066 2,588286218 1 1 UP

NONGGAT010027.2 NONGGAT010027.2 Z:13611246-13629494 1092 0,0926246 0,583663 0,158695343 1 1 DOWN

NONGGAT010005.2 NONGGAT010005.2 7:22714675-22716777 547 0,890164 0,303651 2,931536534 1 1 UP

NONGGAT009990.2 NONGGAT009990.2 13:10431192-10453289 3527 0,0854865 0,0173125 4,937848375 1 1 UP

NONGGAT009964.2 NONGGAT009964.2 23:2183587-2196148 348 0,740507 0,9628 0,769118197 1 1 DOWN

NONGGAT009961.2 NONGGAT009961.2 12:3192898-3209305 394 3,94409 4,18681 0,942027462 1 1 DOWN

NONGGAT009941.2 NONGGAT009941.2 25:2368226-2727336 742 3,9753 4,2539 0,934507158 1 1 DOWN

NONGGAT009938.2 NONGGAT009938.2 LGE64:792578-793569 773 1,94965 1,36677 1,426465316 1 1 UP

NONGGAT009932.2 NONGGAT009932.2 26:304666-305431 585 0,0461686 0,109914 0,420042943 1 1 DOWN

ENSGALT00000035473 NONGGAT009916.2 23:2150028-2151268 205 7,8316 7,49368 1,045093999 1 1 UP

NONGGAT009877.2 NONGGAT009877.2 27:4521860-4531060 1066 0,324784 0,203718 1,594282292 1 1 UP

NONGGAT009874.2 NONGGAT009874.2 22:2881423-2886481 448 0,0969081 0,263676 0,367527192 1 1 DOWN

NONGGAT009869.2 NONGGAT009869.2 22:2824218-2828937 426 0,0906734 0,175729 0,515984271 1 1 DOWN

NONGGAT009862.2 NONGGAT009862.2 23:4983286-4985730 336 0,350464 0,42189 0,830699945 1 1 DOWN

NONGGAT009846.2 NONGGAT009846.2 W:99099-4715155 511 0,765572 0,414965 1,844907402 1 1 UP

NONGGAT009801.2 NONGGAT009801.2 23:2183587-2196148 373 0,679179 7,97E-05 8518,06005 1 1 UP

NONGGAT009795.2 NONGGAT009795.2 2:129708231-129786771 453 4,23E-05 0,244368 0,000173038 1 1 DOWN

NONGGAT009791.2 NONGGAT009791.2 25:925458-932068 1321 0,184568 0,124605 1,48122467 1 1 UP

NONGGAT009763.2 NONGGAT009763.2 15:6912285-6935598 570 0,997644 0,665298 1,499544565 1 1 UP

NONGGAT009683.2 NONGGAT009683.2 1:20223865-20256165 430 0,806381 0,216617 3,722611799 1 1 UP

NONGGAT009681.2 NONGGAT009681.2 27:3579119-3585028 800 0,159953 0,139617 1,145655615 1 1 UP

NONGGAT009678.2 NONGGAT009678.2 4:91217009-91267485 1388 0,024736 0,0789667 0,313245963 1 1 DOWN

NONGGAT009677.2 NONGGAT009677.2 4:91217009-91267485 1148 0,154322 4,38E-07 352153,2367 1 1 UP

NONGGAT009652.2 NONGGAT009652.2 23:5006340-5018227 330 0,224349 0,700079 0,320462405 1 1 DOWN

NONGGAT009642.2 NONGGAT009642.2 14:6942339-6951189 364 0,298533 0,176264 1,693669723 1 1 UP

NONGGAT009639.2 NONGGAT009639.2 14:11946754-11999046 412 0,223499 1,0665 0,209563057 1 1 DOWN

NONGGAT009607.2 NONGGAT009607.2 17:2958187-2958957 279 1,00E-05 0,919153 1,09E-05 1 1 DOWN

NONGGAT009552.2 NONGGAT009552.2 25:2368226-2727336 499 5,65E-05 0,613061 9,21E-05 1 1 DOWN

NONGGAT009469.2 NONGGAT009469.2 33:241552-248439 4142 0,253684 0,238804 1,062310514 1 1 UP

NONGGAT009468.2 NONGGAT009468.2 33:241552-248439 4836 0,0481254 0,022247 2,163230997 1 1 UP

NONGGAT009467.2 NONGGAT009467.2 33:220027-222602 784 7,79422 8,5808 0,908332556 1 1 DOWN

NONGGAT009450.2 NONGGAT009450.2 9:23575581-23578193 874 0,0521051 0,0954187 0,546068014 1 1 DOWN

NONGGAT009449.2 NONGGAT009449.2 9:23575581-23578193 915 5,23E-05 0,07221 0,000723767 1 1 DOWN

NONGGAT009446.2 NONGGAT009446.2 9:23541874-23542743 705 0,379793 0,913154 0,415913417 1 1 DOWN

NONGGAT009439.2 NONGGAT009439.2 9:22916632-22934684 1660 0,141182 0,0614636 2,297001803 1 1 UP

NONGGAT009438.2 NONGGAT009438.2 9:22883547-22894076 798 0,0957314 0,0845392 1,132390654 1 1 UP

NONGGAT009435.2 NONGGAT009435.2 9:22883547-22894076 1095 0,172113 0,0484241 3,554283921 1 1 UP

NONGGAT009434.2 NONGGAT009434.2 9:22883547-22894076 1507 0,0636839 0,0160963 3,956430981 1 1 UP

NONGGAT009433.2 NONGGAT009433.2 9:22883547-22894076 2208 6,26E-24 0,118873 5,27E-23 1 1 DOWN

NONGGAT009429.2 NONGGAT009429.2 9:22883547-22894076 2247 0,0263245 0,0320065 0,82247356 1 1 DOWN

NONGGAT009428.2 NONGGAT009428.2 9:22883547-22894076 1788 0,120401 0,162656 0,740218621 1 1 DOWN

NONGGAT009427.2 NONGGAT009427.2 9:22883547-22894076 1646 0,303809 0,303864 0,999818998 1 1 DOWN

NONGGAT009424.2 NONGGAT009424.2 9:22589090-22706455 682 0,102666 0,20778 0,494109154 1 1 DOWN

NONGGAT009423.2 NONGGAT009423.2 9:22589090-22706455 384 1,00E-05 0,322341 3,10E-05 1 1 DOWN

NONGGAT009420.2 NONGGAT009420.2 9:22539911-22583670 803 0,609382 0,432747 1,408171518 1 1 UP

NONGGAT009415.2 NONGGAT009415.2 9:22362561-22370454 566 0,555346 0,803023 0,691569233 1 1 DOWN

NONGGAT009409.2 NONGGAT009409.2 9:22249789-22281434 3033 0,0395061 0,0304787 1,296187173 1 1 UP

NONGGAT009406.2 NONGGAT009406.2 9:22193522-22212437 395 0,97948 1,13053 0,8663901 1 1 DOWN

NONGGAT009404.2 NONGGAT009404.2 9:22193522-22212437 2537 0,195619 0,240009 0,815048602 1 1 DOWN

NONGGAT009397.2 NONGGAT009397.2 9:21218185-21221081 2250 0,0601092 0,0935282 0,642685308 1 1 DOWN

NONGGAT009391.2 NONGGAT009391.2 9:21182837-21206910 1901 0,0982375 0,0984811 0,997526429 1 1 DOWN

NONGGAT009389.2 NONGGAT009389.2 9:21173071-21179114 1040 0,0331914 0,0402623 0,824379134 1 1 DOWN

NONGGAT009388.2 NONGGAT009388.2 9:21173071-21179114 1964 0,148447 0,141239 1,051034063 1 1 UP

NONGGAT009374.2 NONGGAT009374.2 9:19973953-19980526 862 0,149864 0,0149504 10,02407962 1 1 UP

NONGGAT009373.2 NONGGAT009373.2 9:19973953-19980526 529 0,324002 0,461894 0,701463972 1 1 DOWN

NONGGAT009371.2 NONGGAT009371.2 9:19957860-19973581 1266 0,0717669 0,0788866 0,909747663 1 1 DOWN

NONGGAT009369.2 NONGGAT009369.2 9:19940652-19945480 885 0,369503 0,187125 1,974631931 1 1 UP

NONGGAT009367.2 NONGGAT009367.2 9:19361470-19366721 337 0,448861 1,00E-05 44886,1 1 1 UP

NONGGAT009364.2 NONGGAT009364.2 9:19337257-19358710 829 0,562447 0,243652 2,308402968 1 1 UP

NONGGAT009352.2 NONGGAT009352.2 9:18139164-18275366 988 0,124843 1,00E-05 12484,3 1 1 UP

NONGGAT009344.2 NONGGAT009344.2 9:17556738-17559372 2515 12,6712 12,9909 0,975390466 1 1 DOWN

NONGGAT009336.2 NONGGAT009336.2 9:17336085-17425418 370 0,749135 1,00E-05 74913,5 1 1 UP

NONGGAT009321.2 NONGGAT009321.2 9:16435506-16437802 750 0,787662 0,77318 1,018730438 1 1 UP

NONGGAT009314.2 NONGGAT009314.2 9:15925564-16241612 1909 0,329958 0,0475787 6,93499402 1 1 UP

NONGGAT009313.2 NONGGAT009313.2 9:15925564-16241612 1367 0,169454 1,00E-05 16945,4 1 1 UP

NONGGAT009312.2 NONGGAT009312.2 9:15925564-16241612 711 0,246609 1,00E-05 24660,9 1 1 UP

NONGGAT009311.2 NONGGAT009311.2 9:15925564-16241612 2565 0,0923543 2,78E-59 3,32E+57 1 1 UP

NONGGAT009310.2 NONGGAT009310.2 9:15925564-16241612 454 0,456678 1,00E-05 45667,8 1 1 UP

NONGGAT009308.2 NONGGAT009308.2 9:15925564-16241612 1606 1,16789 1,07691 1,084482454 1 1 UP

NONGGAT009307.2 NONGGAT009307.2 9:15925564-16241612 2338 0,0552182 0,11449 0,482297144 1 1 DOWN

NONGGAT009304.2 NONGGAT009304.2 9:15925564-16241612 1197 1,03442 1,00378 1,030524617 1 1 UP

NONGGAT009296.2 NONGGAT009296.2 9:15761391-15813613 1661 0,0820931 1,00E-05 8209,31 1 1 UP

NONGGAT009292.2 NONGGAT009292.2 9:15660338-15678778 4640 0,274606 0,0790363 3,474428838 1 1 UP

NONGGAT009291.2 NONGGAT009291.2 9:15660338-15678778 5137 0,256021 0,429639 0,595897952 1 1 DOWN

NONGGAT009289.2 NONGGAT009289.2 9:15434976-15437441 561 0,147327 0,624241 0,23600981 1 1 DOWN

NONGGAT009283.2 NONGGAT009283.2 9:15305539-15310461 4240 0,139882 0,212848 0,657191987 1 1 DOWN

NONGGAT009282.2 NONGGAT009282.2 9:15252364-15303505 362 0,420411 0,544152 0,772598465 1 1 DOWN

NONGGAT009281.2 NONGGAT009281.2 9:15047572-15048377 669 2,08192 3,27197 0,636289453 1 1 DOWN

NONGGAT009280.2 NONGGAT009280.2 9:15033995-15034626 337 1,00E-05 0,757018 1,32E-05 1 1 DOWN

NONGGAT009279.2 NONGGAT009279.2 9:15004027-15017912 1301 0,054647 0,0389027 1,404709699 1 1 UP

NONGGAT009273.2 NONGGAT009273.2 9:13702441-13704964 793 2,31753 2,12541 1,090391971 1 1 UP

NONGGAT009272.2 NONGGAT009272.2 9:13349842-13351668 985 0,267699 0,247068 1,083503327 1 1 UP

NONGGAT009269.2 NONGGAT009269.2 9:12922184-12925342 671 11,7279 11,2398 1,04342604 1 1 UP

NONGGAT009258.2 NONGGAT009258.2 9:11590221-11596875 3205 0,0163558 1,00E-05 1635,58 1 1 UP

NONGGAT009254.2 NONGGAT009254.2 9:10439332-10508150 713 0,0847819 0,0722638 1,173227813 1 1 UP

NONGGAT009241.2 NONGGAT009241.2 9:9846032-9924167 2324 0,0184307 0,00740381 2,489353455 1 1 UP

NONGGAT009238.2 NONGGAT009238.2 9:9461244-9464016 380 1,00E-05 0,433892 2,30E-05 1 1 DOWN

NONGGAT009235.2 NONGGAT009235.2 9:8972163-8977640 1261 0,269225 0,2523 1,067082838 1 1 UP

NONGGAT009234.2 NONGGAT009234.2 9:8972163-8977640 654 0,401945 0,430374 0,9339435 1 1 DOWN

NONGGAT009233.2 NONGGAT009233.2 9:8972163-8977640 597 0,085265 0,13213 0,645311436 1 1 DOWN

NONGGAT009232.2 NONGGAT009232.2 9:8972163-8977640 820 0,109247 0,0548758 1,99080469 1 1 UP

NONGGAT009231.2 NONGGAT009231.2 9:8972163-8977640 492 0,430413 0,525261 0,819426913 1 1 DOWN

NONGGAT009230.2 NONGGAT009230.2 9:8928252-8964243 436 0,283926 0,082573 3,438484735 1 1 UP

NONGGAT009224.2 NONGGAT009224.2 9:8389407-8394431 511 0,211542 2,16E-29 9,78E+27 1 1 UP

NONGGAT009223.2 NONGGAT009223.2 9:8389407-8394431 1226 0,257451 0,181213 1,420709331 1 1 UP

NONGGAT009221.2 NONGGAT009221.2 9:8349716-8385311 590 0,229768 0,0788181 2,915167963 1 1 UP

NONGGAT009220.2 NONGGAT009220.2 9:8349716-8385311 585 0,14073 0,065119 2,16112041 1 1 UP

NONGGAT009219.2 NONGGAT009219.2 9:8349716-8385311 721 2,80E-06 0,18197 1,54E-05 1 1 DOWN

NONGGAT009216.2 NONGGAT009216.2 9:8286134-8288536 553 0,548332 1,95288 0,280781205 1 1 DOWN

NONGGAT009207.2 NONGGAT009207.2 9:7350262-7426365 936 0,0754615 1,00E-05 7546,15 1 1 UP

NONGGAT009197.2 NONGGAT009197.2 9:6382790-6385526 1629 0,284235 0,233861 1,215401456 1 1 UP

NONGGAT009192.2 NONGGAT009192.2 9:5376708-5378347 600 0,0339077 0,0692643 0,489540788 1 1 DOWN

NONGGAT009189.2 NONGGAT009189.2 9:5329302-5330458 691 0,119234 0,0729692 1,634031893 1 1 UP

NONGGAT009188.2 NONGGAT009188.2 9:5325234-5326953 703 1,12444 1,50317 0,748045797 1 1 DOWN

NONGGAT009186.2 NONGGAT009186.2 9:5274212-5280289 1779 1,64153 1,24127 1,322460061 1 1 UP

NONGGAT009185.2 NONGGAT009185.2 9:5217891-5220751 1093 0,382579 0,742538 0,515231544 1 1 DOWN

NONGGAT009182.2 NONGGAT009182.2 9:5210448-5217385 1470 0,0805561 0,0846853 0,951240652 1 1 DOWN

NONGGAT009181.2 NONGGAT009181.2 9:5210448-5217385 1535 0,117757 0,0650994 1,808879959 1 1 UP

NONGGAT009180.2 NONGGAT009180.2 9:5210448-5217385 1564 0,000389452 0,097073 0,00401195 1 1 DOWN

NONGGAT009179.2 NONGGAT009179.2 9:5210448-5217385 1583 0,142722 0,0964576 1,479634575 1 1 UP

NONGGAT009177.2 NONGGAT009177.2 9:5161622-5190382 656 0,107996 0,133202 0,810768607 1 1 DOWN

NONGGAT009173.2 NONGGAT009173.2 9:4749642-4755513 385 0,332245 0,132536 2,506828333 1 1 UP

NONGGAT009172.2 NONGGAT009172.2 9:4741610-4743171 612 0,0434584 0,213809 0,203258048 1 1 DOWN

NONGGAT009171.2 NONGGAT009171.2 9:4333537-4530082 1134 0,364544 0,177526 2,053468224 1 1 UP

NONGGAT009161.2 NONGGAT009161.2 9:3752142-3757490 501 0,233623 0,732555 0,318915303 1 1 DOWN

NONGGAT009158.2 NONGGAT009158.2 9:3366507-3367929 1323 0,700546 1,26944 0,551854361 1 1 DOWN

NONGGAT009157.2 NONGGAT009157.2 9:2989719-3053647 238 0,415634 1,33656 0,310972945 1 1 DOWN

NONGGAT009156.2 NONGGAT009156.2 9:2961458-2963164 863 0,342998 0,518223 0,661873363 1 1 DOWN

NONGGAT009153.2 NONGGAT009153.2 9:2637262-2642743 1475 0,114866 2,01E-19 5,70196E+17 1 1 UP

NONGGAT009152.2 NONGGAT009152.2 9:2637262-2642743 1095 0,335587 8,73E-05 3842,169559 1 1 UP

NONGGAT009151.2 NONGGAT009151.2 9:2637262-2642743 1044 0,295984 0,378569 0,781849544 1 1 DOWN

NONGGAT009150.2 NONGGAT009150.2 9:2637262-2642743 1673 0,202397 0,257937 0,784676103 1 1 DOWN

NONGGAT009149.2 NONGGAT009149.2 9:2637262-2642743 1899 0,426054 0,137641 3,095400353 1 1 UP

NONGGAT009144.2 NONGGAT009144.2 9:2268845-2273990 5023 0,0212762 2,02E-09 10541852,88 1 1 UP

NONGGAT009143.2 NONGGAT009143.2 9:2264331-2266867 1188 8,8977 8,29441 1,072734528 1 1 UP

NONGGAT009132.2 NONGGAT009132.2 9:1530386-1536880 398 6,68527 6,53787 1,022545569 1 1 UP

NONGGAT009126.2 NONGGAT009126.2 9:1052565-1088975 1021 0,399806 0,291295 1,372512402 1 1 UP

NONGGAT009119.2 NONGGAT009119.2 9:924534-926023 706 0,0726694 0,0749854 0,969113988 1 1 DOWN

NONGGAT009118.2 NONGGAT009118.2 9:920906-923438 1926 1,82345 2,82139 0,646294911 1 1 DOWN

NONGGAT009115.2 NONGGAT009115.2 9:642324-683983 481 0,585129 0,886632 0,659945727 1 1 DOWN

NONGGAT009113.2 NONGGAT009113.2 9:629042-631397 1589 0,269317 0,216743 1,242563774 1 1 UP

NONGGAT009099.2 NONGGAT009099.2 8:29080758-29086519 1987 0,115955 0,0759982 1,525759821 1 1 UP

NONGGAT009098.2 NONGGAT009098.2 8:29080758-29086519 688 0,00970588 0,0911054 0,106534629 1 1 DOWN

NONGGAT009094.2 NONGGAT009094.2 8:28792460-28811456 312 0,422591 1,78921 0,236188597 1 1 DOWN

NONGGAT009088.2 NONGGAT009088.2 8:28792460-28811456 745 0,210791 0,111453 1,891299472 1 1 UP

NONGGAT009087.2 NONGGAT009087.2 8:28792460-28811456 2103 0,1607 0,214251 0,750054842 1 1 DOWN

NONGGAT009082.2 NONGGAT009082.2 8:28725577-28726233 469 0,169668 0,129142 1,313809605 1 1 UP

NONGGAT009079.2 NONGGAT009079.2 8:28602385-28623532 1899 0,396542 0,0456686 8,683033857 1 1 UP

NONGGAT009073.2 NONGGAT009073.2 8:28361801-28362665 440 0,400808 0,393548 1,018447559 1 1 UP

NONGGAT009058.2 NONGGAT009058.2 8:26909694-26916263 516 0,174345 4,85E-08 3593016,139 1 1 UP

NONGGAT009055.2 NONGGAT009055.2 8:26763423-26794681 569 0,346946 0,176079 1,97039965 1 1 UP

NONGGAT009054.2 NONGGAT009054.2 8:26763423-26794681 832 0,0393957 0,0838726 0,46970882 1 1 DOWN

NONGGAT009053.2 NONGGAT009053.2 8:26759926-26762141 847 0,878331 0,621631 1,412945944 1 1 UP

NONGGAT009052.2 NONGGAT009052.2 8:26759926-26762141 597 0,290226 0,0411944 7,045277999 1 1 UP

NONGGAT009051.2 NONGGAT009051.2 8:26754336-26756022 656 0,529817 0,52626 1,006759016 1 1 UP

NONGGAT009045.2 NONGGAT009045.2 8:25819481-25855498 2417 0,545087 0,115102 4,735686608 1 1 UP

NONGGAT009043.2 NONGGAT009043.2 8:25819481-25855498 2629 0,00111095 0,198277 0,00560302 1 1 DOWN

NONGGAT009039.2 NONGGAT009039.2 8:25343080-25344661 908 0,565117 2,10E-11 26846923457 1 1 UP

NONGGAT009034.2 NONGGAT009034.2 8:25343080-25344661 963 0,139381 1,40E-07 996311,5721 1 1 UP

NONGGAT009033.2 NONGGAT009033.2 8:25246266-25247167 545 0,132343 0,121041 1,09337332 1 1 UP

NONGGAT009024.2 NONGGAT009024.2 8:24656131-24709987 483 0,167349 1,00E-05 16734,9 1 1 UP

NONGGAT009023.2 NONGGAT009023.2 8:24606976-24613041 388 0,351584 0,877464 0,400681965 1 1 DOWN

NONGGAT009021.2 NONGGAT009021.2 8:24521010-24544849 387 0,766906 0,329047 2,330688321 1 1 UP

NONGGAT009019.2 NONGGAT009019.2 8:24359392-24366151 2827 0,0679084 1,84E-05 3683,267343 1 1 UP

NONGGAT009018.2 NONGGAT009018.2 8:24359392-24366151 3369 0,189373 0,237096 0,798718662 1 1 DOWN

NONGGAT009017.2 NONGGAT009017.2 8:24350368-24351917 871 1,03361 1,23252 0,838615195 1 1 DOWN

NONGGAT009010.2 NONGGAT009010.2 8:24022090-24024271 2002 0,810726 1,06545 0,760923553 1 1 DOWN

NONGGAT009001.2 NONGGAT009001.2 8:21980017-21986222 279 5,08E-20 0,931327 5,46E-20 1 1 DOWN

NONGGAT008999.2 NONGGAT008999.2 8:21972447-21977657 1863 0,169092 0,358386 0,471815305 1 1 DOWN

NONGGAT008998.2 NONGGAT008998.2 8:21972447-21977657 1447 0,296281 0,659464 0,449275472 1 1 DOWN

NONGGAT008989.2 NONGGAT008989.2 8:21200724-21207851 1095 1,00E-05 0,086936 0,000115027 1 1 DOWN

NONGGAT008988.2 NONGGAT008988.2 8:21183393-21184251 344 0,283993 0,574344 0,49446499 1 1 DOWN

NONGGAT008981.2 NONGGAT008981.2 8:20853399-20868855 1290 1,00E-05 0,0589781 0,000169554 1 1 DOWN

NONGGAT008961.2 NONGGAT008961.2 8:20807973-20815213 641 0,700018 0,293458 2,3854112 1 1 UP

NONGGAT008953.2 NONGGAT008953.2 8:18935036-18998959 1495 3,76691 3,19212 1,180065286 1 1 UP

NONGGAT008952.2 NONGGAT008952.2 8:18935036-18998959 1414 1,75948 2,10798 0,834675851 1 1 DOWN

NONGGAT008951.2 NONGGAT008951.2 8:18892800-18893388 281 2,80421 3,08671 0,908478607 1 1 DOWN

NONGGAT008947.2 NONGGAT008947.2 8:16539917-16602426 1463 0,117534 1,00E-05 11753,4 1 1 UP

NONGGAT008946.2 NONGGAT008946.2 8:16539917-16602426 1198 0,451727 1,00E-05 45172,7 1 1 UP

NONGGAT008943.2 NONGGAT008943.2 8:16453749-16482045 543 1,23512 1,12722 1,095722219 1 1 UP

NONGGAT008940.2 NONGGAT008940.2 8:16399299-16401484 1288 0,568449 0,36214 1,569694041 1 1 UP

NONGGAT008933.2 NONGGAT008933.2 8:16075593-16078118 449 0,233107 1,00E-05 23310,7 1 1 UP

NONGGAT008929.2 NONGGAT008929.2 8:15806403-15809006 690 0,128075 0,0392011 3,267127708 1 1 UP

NONGGAT008928.2 NONGGAT008928.2 8:15787090-15801555 1204 0,235438 0,239653 0,982412071 1 1 DOWN

NONGGAT008926.2 NONGGAT008926.2 8:15219484-15269342 329 0,422657 0,338013 1,250416404 1 1 UP

NONGGAT008924.2 NONGGAT008924.2 8:15170170-15196009 1103 0,290802 0,0495883 5,864326867 1 1 UP

NONGGAT008922.2 NONGGAT008922.2 8:15108993-15113250 1293 0,803064 1,02284 0,785131594 1 1 DOWN

NONGGAT008919.2 NONGGAT008919.2 8:15090333-15100737 2144 0,00842616 0,0381112 0,221094062 1 1 DOWN

NONGGAT008912.2 NONGGAT008912.2 8:14212081-14248529 3547 0,624078 0,687513 0,907732654 1 1 DOWN

NONGGAT008897.2 NONGGAT008897.2 8:13597146-13598217 954 0,175072 0,000169907 1030,398983 1 1 UP

NONGGAT008887.2 NONGGAT008887.2 8:11908597-11922396 589 0,356728 0,34104 1,046000469 1 1 UP

NONGGAT008886.2 NONGGAT008886.2 8:11866466-11876621 646 1,5977 2,68871 0,594225484 1 1 DOWN

NONGGAT008883.2 NONGGAT008883.2 8:11447670-11502314 1005 0,0649566 0,0229866 2,825846363 1 1 UP

NONGGAT008880.2 NONGGAT008880.2 8:11346525-11362159 698 0,0574207 0,0761549 0,753998758 1 1 DOWN

NONGGAT008879.2 NONGGAT008879.2 8:11346525-11362159 1103 0,082488 0,0189473 4,353549054 1 1 UP

NONGGAT008873.2 NONGGAT008873.2 8:9901926-9910762 518 2,21E-43 0,35992 6,15E-43 1 1 DOWN

NONGGAT008872.2 NONGGAT008872.2 8:9797492-9862645 728 0,106423 0,116418 0,914145579 1 1 DOWN

NONGGAT008858.2 NONGGAT008858.2 8:7975961-7976865 735 0,125826 0,0749168 1,679543173 1 1 UP

NONGGAT008857.2 NONGGAT008857.2 8:7754197-7942970 616 6,94E-140 0,120398 5,76E-139 1 1 DOWN

NONGGAT008852.2 NONGGAT008852.2 8:7468874-7475890 716 0,398234 0,31876 1,249322374 1 1 UP

NONGGAT008851.2 NONGGAT008851.2 8:7468874-7475890 1195 1,69431 2,30668 0,734523211 1 1 DOWN

NONGGAT008850.2 NONGGAT008850.2 8:7468874-7475890 625 1,46445 1,73377 0,84466221 1 1 DOWN

NONGGAT008838.2 NONGGAT008838.2 8:7420643-7423846 1980 2,779 2,32037 1,197653822 1 1 UP

NONGGAT008837.2 NONGGAT008837.2 8:7420643-7423846 2071 2,42969 2,1219 1,145053961 1 1 UP

NONGGAT008834.2 NONGGAT008834.2 8:7407797-7408364 467 0,210394 1,00E-05 21039,4 1 1 UP

NONGGAT008831.2 NONGGAT008831.2 8:7122596-7334536 1233 0,159244 0,373686 0,426143875 1 1 DOWN

NONGGAT008829.2 NONGGAT008829.2 8:7087825-7093153 1897 0,00152403 1,06317 0,001433477 1 1 DOWN

NONGGAT008824.2 NONGGAT008824.2 8:6643043-6644102 958 0,57401 0,072125 7,958544194 1 1 UP

NONGGAT008823.2 NONGGAT008823.2 8:6426478-6585637 515 2,55055 2,69108 0,94777933 1 1 DOWN

NONGGAT008822.2 NONGGAT008822.2 8:6426478-6585637 4250 1,78774 1,24912 1,431199564 1 1 UP

NONGGAT008820.2 NONGGAT008820.2 8:6313281-6315477 1453 1,43571 2,16488 0,663182255 1 1 DOWN

NONGGAT008817.2 NONGGAT008817.2 8:6303091-6307614 2171 0,0699934 6,67E-08 1049517,926 1 1 UP

NONGGAT008812.2 NONGGAT008812.2 8:5666197-5687285 529 0,0688241 0,235353 0,292429245 1 1 DOWN

NONGGAT008787.2 NONGGAT008787.2 8:4093889-4162312 2901 0,360588 0,351855 1,024819883 1 1 UP

NONGGAT008781.2 NONGGAT008781.2 8:2596627-2648150 653 0,835942 0,0255194 32,75711811 1 1 UP

NONGGAT008778.2 NONGGAT008778.2 8:2596627-2648150 561 0,616594 0,10217 6,034980914 1 1 UP

NONGGAT008776.2 NONGGAT008776.2 8:2596627-2648150 828 0,891245 0,0822201 10,839746 1 1 UP

NONGGAT008772.2 NONGGAT008772.2 8:1942277-1973157 349 0,450727 0,820503 0,549330106 1 1 DOWN

NONGGAT008763.2 NONGGAT008763.2 8:1759297-1770435 1112 0,0179604 0,0356205 0,504215269 1 1 DOWN

NONGGAT008757.2 NONGGAT008757.2 8:1570153-1687096 2497 0,139024 0,167316 0,830906787 1 1 DOWN

NONGGAT008756.2 NONGGAT008756.2 8:1570153-1687096 2177 0,0126788 0,0372402 0,34046004 1 1 DOWN

NONGGAT008754.2 NONGGAT008754.2 8:1570153-1687096 1246 0,0632781 0,0917889 0,689387279 1 1 DOWN

NONGGAT008753.2 NONGGAT008753.2 8:1570153-1687096 1560 0,0609501 0,076399 0,79778662 1 1 DOWN

NONGGAT008751.2 NONGGAT008751.2 8:1570153-1687096 547 0,20883 0,0869686 2,401211472 1 1 UP

NONGGAT008750.2 NONGGAT008750.2 8:1570153-1687096 530 0,440644 0,18554 2,374927239 1 1 UP

NONGGAT008740.2 NONGGAT008740.2 8:1302874-1303610 274 0,494563 0,344984 1,433582427 1 1 UP

NONGGAT008739.2 NONGGAT008739.2 8:1270640-1300985 652 0,251436 0,0735999 3,416254642 1 1 UP

NONGGAT008733.2 NONGGAT008733.2 8:98400-113857 1187 0,259302 0,270683 0,957954508 1 1 DOWN

NONGGAT008724.2 NONGGAT008724.2 7:36877819-36897162 1079 0,23477 0,382812 0,613277536 1 1 DOWN

NONGGAT008719.2 NONGGAT008719.2 7:36232683-36236246 2363 0,00675045 0,0634794 0,106340797 1 1 DOWN

NONGGAT008718.2 NONGGAT008718.2 7:35847350-35925259 6350 0,0287624 0,0741398 0,387948174 1 1 DOWN

NONGGAT008705.2 NONGGAT008705.2 7:34887390-34888135 430 0,438682 0,423109 1,036806119 1 1 UP

NONGGAT008704.2 NONGGAT008704.2 7:34766036-34846805 398 0,743646 0,00145419 511,3815939 1 1 UP

NONGGAT008696.2 NONGGAT008696.2 7:33899470-34024372 570 0,0982985 0,0441771 2,225100788 1 1 UP

NONGGAT008686.2 NONGGAT008686.2 7:33280472-33454820 916 0,0414487 0,0244935 1,692232633 1 1 UP

NONGGAT008685.2 NONGGAT008685.2 7:33276830-33280419 932 0,112132 0,199088 0,563228321 1 1 DOWN

NONGGAT008682.2 NONGGAT008682.2 7:31593373-31632996 2172 0,126017 1,00E-05 12601,7 1 1 UP

NONGGAT008679.2 NONGGAT008679.2 7:31461253-31545012 1358 0,0167753 0,0369671 0,453789992 1 1 DOWN

NONGGAT008671.2 NONGGAT008671.2 7:30783305-30784634 611 0,167161 0,0754601 2,215223674 1 1 UP

NONGGAT008668.2 NONGGAT008668.2 7:30590624-30632948 897 0,107364 0,0299237 3,58792529 1 1 UP

NONGGAT008666.2 NONGGAT008666.2 7:30585924-30590071 989 0,371708 0,711167 0,522673296 1 1 DOWN

NONGGAT008665.2 NONGGAT008665.2 7:30485526-30491586 2918 1,804 2,69338 0,669790375 1 1 DOWN

NONGGAT008660.2 NONGGAT008660.2 7:29328913-29336922 875 0,230016 0,0557199 4,128076325 1 1 UP

NONGGAT008649.2 NONGGAT008649.2 7:28300336-28301202 706 2,752 2,52764 1,08876264 1 1 UP

NONGGAT008648.2 NONGGAT008648.2 7:28102695-28133209 402 0,355781 0,59211 0,600869771 1 1 DOWN

NONGGAT008644.2 NONGGAT008644.2 7:27296312-27322244 948 0,698312 0,198209 3,523109445 1 1 UP

NONGGAT008642.2 NONGGAT008642.2 7:27099957-27295391 783 0,207452 0,125665 1,650833565 1 1 UP

NONGGAT008640.2 NONGGAT008640.2 7:26698523-26882259 1026 2,01437 3,62919 0,555046718 1 1 DOWN

NONGGAT008639.2 NONGGAT008639.2 7:26695981-26698399 1812 1,38457 1,97137 0,702338983 1 1 DOWN

NONGGAT008634.2 NONGGAT008634.2 7:26398351-26409463 2408 0,0436536 0,0843825 0,517330015 1 1 DOWN

NONGGAT008621.2 NONGGAT008621.2 7:25629855-25643783 2039 0,0843481 0,0678287 1,243545874 1 1 UP

NONGGAT008611.2 NONGGAT008611.2 7:23625445-23689719 790 1,00E-05 0,0995462 0,000100456 1 1 DOWN

NONGGAT008610.2 NONGGAT008610.2 7:23625445-23689719 515 0,297506 0,232441 1,279920496 1 1 UP

NONGGAT008601.2 NONGGAT008601.2 7:22607783-22615762 528 0,192477 2,49E-55 7,73E+53 1 1 UP

NONGGAT008597.2 NONGGAT008597.2 7:22386548-22389089 1626 0,112873 0,197743 0,570806552 1 1 DOWN

NONGGAT008590.2 NONGGAT008590.2 7:21562591-21564088 573 0,176344 0,166556 1,058767021 1 1 UP

NONGGAT008576.2 NONGGAT008576.2 7:19809701-19910444 1508 0,136971 0,122526 1,117893345 1 1 UP

NONGGAT008574.2 NONGGAT008574.2 7:19809701-19910444 946 0,0662693 0,257347 0,257509511 1 1 DOWN

NONGGAT008572.2 NONGGAT008572.2 7:19809701-19910444 2140 9,20E-33 0,0509607 1,80E-31 1 1 DOWN

NONGGAT008571.2 NONGGAT008571.2 7:19809701-19910444 1422 0,0333698 0,0138653 2,406713162 1 1 UP

NONGGAT008570.2 NONGGAT008570.2 7:19809701-19910444 2456 2,32E-12 0,081631 2,85E-11 1 1 DOWN

NONGGAT008569.2 NONGGAT008569.2 7:19809701-19910444 3699 0,0305046 0,109547 0,2784613 1 1 DOWN

NONGGAT008566.2 NONGGAT008566.2 7:19809701-19910444 632 1,67E-21 0,135742 1,23E-20 1 1 DOWN

NONGGAT008564.2 NONGGAT008564.2 7:19809701-19910444 2387 0,0790077 0,0450208 1,754915506 1 1 UP

NONGGAT008555.2 NONGGAT008555.2 7:19009614-19011006 1307 0,477737 0,579346 0,824614306 1 1 DOWN

NONGGAT008553.2 NONGGAT008553.2 7:18965844-19009518 5672 1,1902 2,04186 0,582899905 1 1 DOWN

NONGGAT008551.2 NONGGAT008551.2 7:18941342-18957783 981 0,0633433 1,00E-05 6334,33 1 1 UP

NONGGAT008539.2 NONGGAT008539.2 7:17506099-17708852 386 1,22634 1,13123 1,084076625 1 1 UP

NONGGAT008523.2 NONGGAT008523.2 7:16713221-16716391 817 1,84754 1,3865 1,332520736 1 1 UP

NONGGAT008511.2 NONGGAT008511.2 7:16095968-16305713 2588 0,396123 0,264548 1,497357757 1 1 UP

NONGGAT008502.2 NONGGAT008502.2 7:15855540-15859761 443 0,175346 0,150739 1,163242426 1 1 UP

NONGGAT008485.2 NONGGAT008485.2 7:12644849-12646340 661 0,117347 0,182799 0,641945525 1 1 DOWN

NONGGAT008481.2 NONGGAT008481.2 7:12591370-12600717 1937 1,83152 1,12812 1,623515229 1 1 UP

NONGGAT008474.2 NONGGAT008474.2 7:12503088-12568588 655 0,220922 0,174052 1,269287339 1 1 UP

NONGGAT008470.2 NONGGAT008470.2 7:12226766-12231168 2041 0,48276 0,637774 0,75694525 1 1 DOWN

NONGGAT008469.2 NONGGAT008469.2 7:12077099-12181808 805 0,414403 0,416594 0,994740683 1 1 DOWN

NONGGAT008468.2 NONGGAT008468.2 7:12077099-12181808 821 0,322859 0,00147093 219,4931098 1 1 UP

NONGGAT008466.2 NONGGAT008466.2 7:12038584-12060558 577 0,450653 0,511658 0,880769967 1 1 DOWN

NONGGAT008464.2 NONGGAT008464.2 7:11869117-11972306 519 1,12351 1,26296 0,889584785 1 1 DOWN

NONGGAT008459.2 NONGGAT008459.2 7:11542666-11550138 449 0,569188 0,682641 0,833802833 1 1 DOWN

NONGGAT008458.2 NONGGAT008458.2 7:11510204-11514784 448 0,488737 0,894897 0,546137712 1 1 DOWN

NONGGAT008455.2 NONGGAT008455.2 7:11234201-11238785 2330 0,023985 0,0594258 0,403612572 1 1 DOWN

NONGGAT008454.2 NONGGAT008454.2 7:11234201-11238785 342 0,589184 0,0845033 6,972319424 1 1 UP

NONGGAT008432.2 NONGGAT008432.2 7:8143334-8149197 736 1,00E-05 0,103732 9,64E-05 1 1 DOWN

NONGGAT008413.2 NONGGAT008413.2 7:6604478-6617759 561 0,875875 0,355777 2,461865157 1 1 UP

NONGGAT008404.2 NONGGAT008404.2 7:5973639-5983496 509 0,512634 0,583562 0,878456788 1 1 DOWN

NONGGAT008386.2 NONGGAT008386.2 7:4583061-4646567 694 2,13E-93 0,244588 8,70E-93 1 1 DOWN

NONGGAT008362.2 NONGGAT008362.2 7:2614779-3033345 610 0,0374047 0,079477 0,47063553 1 1 DOWN

NONGGAT008359.2 NONGGAT008359.2 7:2614779-3033345 996 0,0286923 0,0348933 0,8222868 1 1 DOWN

NONGGAT008354.2 NONGGAT008354.2 7:2154998-2160444 576 0,174334 0,0566067 3,079741444 1 1 UP

NONGGAT008353.2 NONGGAT008353.2 7:2154998-2160444 995 9,50E-07 0,0910227 1,04E-05 1 1 DOWN

NONGGAT008352.2 NONGGAT008352.2 7:2151695-2152843 594 0,0445851 0,152454 0,292449526 1 1 DOWN

NONGGAT008323.2 NONGGAT008323.2 7:1083474-1163146 621 0,788271 0,683182 1,153822847 1 1 UP

NONGGAT008319.2 NONGGAT008319.2 7:1083474-1163146 1416 0,0447738 0,029055 1,541001549 1 1 UP

NONGGAT008314.2 NONGGAT008314.2 7:373806-379845 1151 0,0524313 4,45E-07 117851,2185 1 1 UP

NONGGAT008312.2 NONGGAT008312.2 7:373806-379845 1070 0,300583 0,482113 0,623470016 1 1 DOWN

NONGGAT008311.2 NONGGAT008311.2 7:325140-347403 565 0,167203 1,00E-05 16720,3 1 1 UP

NONGGAT008309.2 NONGGAT008309.2 7:325140-347403 1611 0,0547107 0,034129 1,603056052 1 1 UP

NONGGAT008307.2 NONGGAT008307.2 7:153720-200003 6007 0,433466 0,562287 0,770898136 1 1 DOWN

NONGGAT008306.2 NONGGAT008306.2 7:140256-152956 2055 0,274213 0,317017 0,86497885 1 1 DOWN

NONGGAT008305.2 NONGGAT008305.2 7:140256-152956 775 0,246633 0,345008 0,714861684 1 1 DOWN

NONGGAT008303.2 NONGGAT008303.2 7:117164-139219 709 0,489225 0,325114 1,504779862 1 1 UP

NONGGAT008294.2 NONGGAT008294.2 6:35054380-35058312 3932 0,0137813 0,069721 0,197663545 1 1 DOWN

NONGGAT008280.2 NONGGAT008280.2 6:32277044-32288663 1009 0,517159 0,597016 0,866239766 1 1 DOWN

NONGGAT008278.2 NONGGAT008278.2 6:32277044-32288663 1564 0,995571 1,27932 0,778203264 1 1 DOWN

NONGGAT008270.2 NONGGAT008270.2 6:32155702-32156169 390 1,37072 2,28036 0,601098072 1 1 DOWN

NONGGAT008265.2 NONGGAT008265.2 6:31510428-31513916 961 0,0908735 0,0223405 4,067657394 1 1 UP

NONGGAT008260.2 NONGGAT008260.2 6:30327113-30340919 418 0,115271 0,161858 0,712173634 1 1 DOWN

NONGGAT008229.2 NONGGAT008229.2 6:26361412-26373551 719 0,96359 0,191829 5,023171679 1 1 UP

NONGGAT008221.2 NONGGAT008221.2 6:25729861-25741763 1127 0,10263 0,1702 0,602996475 1 1 DOWN

NONGGAT008217.2 NONGGAT008217.2 6:24132026-24132628 497 0,269203 0,316645 0,850172907 1 1 DOWN

NONGGAT008213.2 NONGGAT008213.2 6:23596735-23611557 1603 3,01596 3,10147 0,972429203 1 1 DOWN

NONGGAT008207.2 NONGGAT008207.2 6:23046420-23047116 696 1,00E-05 0,160931 6,21E-05 1 1 DOWN

NONGGAT008204.2 NONGGAT008204.2 6:22527728-22528256 335 0,382678 1,62906 0,234907247 1 1 DOWN

NONGGAT008201.2 NONGGAT008201.2 6:22150341-22152599 2124 0,20403 0,28444 0,717304177 1 1 DOWN

NONGGAT008199.2 NONGGAT008199.2 6:22122167-22130824 2251 0,0265235 0,0383421 0,691759189 1 1 DOWN

NONGGAT008192.2 NONGGAT008192.2 6:21066049-21070111 1112 0,0329506 0,0439054 0,750490828 1 1 DOWN

NONGGAT008189.2 NONGGAT008189.2 6:21009039-21017390 1823 0,462986 0,143789 3,219898601 1 1 UP

NONGGAT008188.2 NONGGAT008188.2 6:21009039-21017390 627 0,651987 0,748904 0,87058822 1 1 DOWN

NONGGAT008187.2 NONGGAT008187.2 6:21009039-21017390 2096 0,227212 0,522528 0,4348322 1 1 DOWN

NONGGAT008186.2 NONGGAT008186.2 6:21009039-21017390 1200 0,654273 0,984244 0,66474675 1 1 DOWN

NONGGAT008185.2 NONGGAT008185.2 6:20984649-21007667 1354 0,0635497 0,0360491 1,762865092 1 1 UP

NONGGAT008183.2 NONGGAT008183.2 6:20843232-20934593 1838 0,0979557 0,0915955 1,069437909 1 1 UP

NONGGAT008182.2 NONGGAT008182.2 6:20808597-20809756 1074 0,0996915 0,263178 0,37879876 1 1 DOWN

NONGGAT008179.2 NONGGAT008179.2 6:20803721-20804787 874 0,0684678 0,147335 0,464708318 1 1 DOWN

NONGGAT008178.2 NONGGAT008178.2 6:20740823-20741437 499 0,327926 0,244682 1,340213011 1 1 UP

NONGGAT008177.2 NONGGAT008177.2 6:20715553-20718088 1648 0,248 0,708459 0,350055543 1 1 DOWN

NONGGAT008164.2 NONGGAT008164.2 6:19854175-19888111 465 0,0878782 0,221652 0,39646924 1 1 DOWN

NONGGAT008156.2 NONGGAT008156.2 6:19432589-19441034 481 0,502997 0,449854 1,118133883 1 1 UP

NONGGAT008152.2 NONGGAT008152.2 6:19245520-19320476 3250 2,77619 2,24943 1,23417488 1 1 UP

NONGGAT008141.2 NONGGAT008141.2 6:18281008-18282619 485 1,19354 1,14322 1,044016025 1 1 UP



NONGGAT008138.2 NONGGAT008138.2 6:17603133-17605629 1347 0,364439 0,0286419 12,7239813 1 1 UP

NONGGAT008137.2 NONGGAT008137.2 6:17603133-17605629 1756 0,519332 1,28E-05 40552,85289 1 1 UP

NONGGAT008136.2 NONGGAT008136.2 6:17603133-17605629 678 0,821779 0,109965 7,473095985 1 1 UP

NONGGAT008135.2 NONGGAT008135.2 6:17601231-17601978 511 0,956474 0,0582588 16,41767424 1 1 UP

NONGGAT008133.2 NONGGAT008133.2 6:17575971-17595441 513 0,184661 1,00E-05 18466,1 1 1 UP

NONGGAT008132.2 NONGGAT008132.2 6:17562670-17567599 1449 0,142053 0,28007 0,507205342 1 1 DOWN

NONGGAT008127.2 NONGGAT008127.2 6:17469243-17487360 3457 0,890445 0,154454 5,765114532 1 1 UP

NONGGAT008126.2 NONGGAT008126.2 6:17469243-17487360 929 0,0806451 4,23E-22 1,91E+20 1 1 UP

NONGGAT008125.2 NONGGAT008125.2 6:17469243-17487360 535 0,845811 1,00E-05 84581,1 1 1 UP

NONGGAT008123.2 NONGGAT008123.2 6:17469243-17487360 3566 0,000203172 0,157248 0,001292048 1 1 DOWN

NONGGAT008109.2 NONGGAT008109.2 6:16517570-16556264 1229 0,112646 0,0815186 1,381844144 1 1 UP

NONGGAT008107.2 NONGGAT008107.2 6:16509953-16514747 1518 1,93404 1,99851 0,967740967 1 1 DOWN

NONGGAT008106.2 NONGGAT008106.2 6:16509953-16514747 799 0,482805 0,673169 0,717212171 1 1 DOWN

NONGGAT008104.2 NONGGAT008104.2 6:16201310-16228037 862 1,33982 1,3225 1,013096408 1 1 UP

NONGGAT008102.2 NONGGAT008102.2 6:16201310-16228037 425 1,506 1,99649 0,754323838 1 1 DOWN

NONGGAT008101.2 NONGGAT008101.2 6:16028545-16032413 373 0,645828 0,127308 5,072956923 1 1 UP

NONGGAT008100.2 NONGGAT008100.2 6:15791502-15922634 1291 0,385726 0,368507 1,046726385 1 1 UP

NONGGAT008099.2 NONGGAT008099.2 6:15791502-15922634 555 1,09561 1,66706 0,657210898 1 1 DOWN

NONGGAT008098.2 NONGGAT008098.2 6:15791502-15922634 337 15,7494 16,4339 0,958348292 1 1 DOWN

NONGGAT008092.2 NONGGAT008092.2 6:15078196-15094910 608 0,0571266 0,0816788 0,699405476 1 1 DOWN

NONGGAT008085.2 NONGGAT008085.2 6:12226992-12587523 939 0,194736 0,150778 1,291541206 1 1 UP

NONGGAT008078.2 NONGGAT008078.2 6:11229213-11260033 399 1,00E-05 0,272263 3,67E-05 1 1 DOWN

NONGGAT008077.2 NONGGAT008077.2 6:11229213-11260033 697 1,52041 2,3385 0,650164635 1 1 DOWN

NONGGAT008071.2 NONGGAT008071.2 6:10721970-10724313 605 0,919234 0,641911 1,432027181 1 1 UP

NONGGAT008070.2 NONGGAT008070.2 6:10643047-10720330 1006 0,0890812 0,0677044 1,315737234 1 1 UP

NONGGAT008058.2 NONGGAT008058.2 6:10376263-10388248 1209 0,126201 0,148202 0,851547213 1 1 DOWN

NONGGAT008057.2 NONGGAT008057.2 6:10376263-10388248 1315 0,0644498 1,47E-05 4376,539773 1 1 UP

NONGGAT008055.2 NONGGAT008055.2 6:10376263-10388248 1020 0,0897636 2,47E-13 3,64024E+11 1 1 UP

NONGGAT008054.2 NONGGAT008054.2 6:10376263-10388248 1129 0,170145 0,15617 1,089485817 1 1 UP

NONGGAT008044.2 NONGGAT008044.2 6:9239811-9255623 562 0,321975 0,183995 1,749911682 1 1 UP

NONGGAT008043.2 NONGGAT008043.2 6:9239811-9255623 850 0,845985 0,745844 1,134265342 1 1 UP

NONGGAT008042.2 NONGGAT008042.2 6:9239811-9255623 805 1,24831 1,19076 1,048330478 1 1 UP

NONGGAT008041.2 NONGGAT008041.2 6:9239811-9255623 471 1,45477 1,58782 0,916205867 1 1 DOWN

NONGGAT008033.2 NONGGAT008033.2 6:8712850-8714351 575 0,237615 0,095251 2,494619479 1 1 UP

NONGGAT008032.2 NONGGAT008032.2 6:8661472-8710772 235 2,53788 2,95638 0,858441743 1 1 DOWN

NONGGAT008029.2 NONGGAT008029.2 6:8404902-8435883 1126 0,632976 0,502158 1,260511632 1 1 UP

NONGGAT008022.2 NONGGAT008022.2 6:8122432-8275706 4646 0,054265 0,0715973 0,757919642 1 1 DOWN

NONGGAT008019.2 NONGGAT008019.2 6:8122432-8275706 943 0,0874358 0,0194806 4,488352515 1 1 UP

NONGGAT008018.2 NONGGAT008018.2 6:8122432-8275706 2150 0,184481 0,132926 1,387847374 1 1 UP

NONGGAT008017.2 NONGGAT008017.2 6:8122432-8275706 1065 0,0257299 0,0808201 0,31836016 1 1 DOWN

NONGGAT008015.2 NONGGAT008015.2 6:8122432-8275706 356 0,295079 0,0395297 7,464741701 1 1 UP

NONGGAT008014.2 NONGGAT008014.2 6:8122432-8275706 660 0,787459 0,444506 1,771537392 1 1 UP

NONGGAT008013.2 NONGGAT008013.2 6:7993897-8009844 1333 0,0962201 0,0143586 6,701217389 1 1 UP

NONGGAT008012.2 NONGGAT008012.2 6:7989982-7993513 841 0,100215 0,17354 0,577474934 1 1 DOWN

NONGGAT008010.2 NONGGAT008010.2 6:7838356-7839697 837 0,0551039 0,0906317 0,607998085 1 1 DOWN

NONGGAT008006.2 NONGGAT008006.2 6:6663320-6689881 1340 2,52115 2,48615 1,014077992 1 1 UP

NONGGAT007989.2 NONGGAT007989.2 6:5116740-5163888 856 1,00E-05 0,158218 6,32E-05 1 1 DOWN

NONGGAT007969.2 NONGGAT007969.2 6:2620728-2623059 322 0,550894 0,101132 5,447276826 1 1 UP

NONGGAT007963.2 NONGGAT007963.2 6:2236565-2366978 914 0,359311 1,69E-05 21266,29103 1 1 UP

NONGGAT007962.2 NONGGAT007962.2 6:2236565-2366978 786 0,000641047 0,29744 0,002155214 1 1 DOWN

NONGGAT007956.2 NONGGAT007956.2 6:1019513-1027832 755 0,236214 0,0905215 2,609479516 1 1 UP

NONGGAT007953.2 NONGGAT007953.2 6:525916-528123 1435 0,0615077 0,117401 0,52391121 1 1 DOWN

NONGGAT007931.2 NONGGAT007931.2 5:58297860-58316459 685 0,818684 0,0521748 15,69117658 1 1 UP

NONGGAT007930.2 NONGGAT007930.2 5:58266309-58267512 1069 3,19E-05 0,138319 0,000230472 1 1 DOWN

NONGGAT007929.2 NONGGAT007929.2 5:58266309-58267512 924 0,122964 2,39E-10 514618610,4 1 1 UP

NONGGAT007927.2 NONGGAT007927.2 5:58266309-58267512 1083 0,0351922 0,145589 0,241722932 1 1 DOWN

NONGGAT007918.2 NONGGAT007918.2 5:57806664-57827635 340 1,00E-05 0,396314 2,52E-05 1 1 DOWN

NONGGAT007896.2 NONGGAT007896.2 5:56491954-56493535 661 0,38683 0,639346 0,60504015 1 1 DOWN

NONGGAT007894.2 NONGGAT007894.2 5:56331547-56367647 479 0,181167 0,0769871 2,353212421 1 1 UP

NONGGAT007893.2 NONGGAT007893.2 5:56331547-56367647 641 0,113446 0,036849 3,07867242 1 1 UP

NONGGAT007889.2 NONGGAT007889.2 5:56302099-56309555 337 0,44769 1,00E-05 44769 1 1 UP

NONGGAT007884.2 NONGGAT007884.2 5:55669192-55670628 1069 0,0634923 0,204926 0,309830378 1 1 DOWN

NONGGAT007874.2 NONGGAT007874.2 5:54648191-54667483 1738 2,57173 2,0125 1,277878261 1 1 UP

NONGGAT007873.2 NONGGAT007873.2 5:54633835-54645350 3717 0,26621 0,282793 0,941359935 1 1 DOWN

NONGGAT007867.2 NONGGAT007867.2 5:54302121-54306104 1053 1,07178 1,64159 0,652891404 1 1 DOWN

NONGGAT007862.2 NONGGAT007862.2 5:53365991-53387738 644 0,743222 2,38E-05 31213,1266 1 1 UP

NONGGAT007858.2 NONGGAT007858.2 5:53365991-53387738 1901 0,0860627 0,140887 0,610863316 1 1 DOWN

NONGGAT007857.2 NONGGAT007857.2 5:53365991-53387738 3860 0,239891 0,327042 0,733517408 1 1 DOWN

NONGGAT007855.2 NONGGAT007855.2 5:52955750-52964406 1030 0,945968 0,581398 1,627057541 1 1 UP

NONGGAT007854.2 NONGGAT007854.2 5:52955750-52964406 1177 0,823259 0,623735 1,319885849 1 1 UP

NONGGAT007853.2 NONGGAT007853.2 5:52955750-52964406 559 0,0527041 0,250106 0,210727052 1 1 DOWN

NONGGAT007852.2 NONGGAT007852.2 5:52955750-52964406 1402 1,99E-05 0,313629 6,36E-05 1 1 DOWN

NONGGAT007851.2 NONGGAT007851.2 5:52749256-52908313 498 0,0877747 0,107659 0,815302947 1 1 DOWN

NONGGAT007835.2 NONGGAT007835.2 5:51578234-51601420 1353 0,922228 0,93148 0,99006742 1 1 DOWN

NONGGAT007826.2 NONGGAT007826.2 5:50646302-50651245 376 0,135605 0,261574 0,518419262 1 1 DOWN

NONGGAT007825.2 NONGGAT007825.2 5:50646302-50651245 631 0,0924164 0,44641 0,207021348 1 1 DOWN

NONGGAT007814.2 NONGGAT007814.2 5:50123819-50131838 3644 1,2373 1,75501 0,705010228 1 1 DOWN

NONGGAT007813.2 NONGGAT007813.2 5:50123819-50131838 3113 0,0342106 0,12551 0,272572703 1 1 DOWN

NONGGAT007807.2 NONGGAT007807.2 5:49630244-49634753 2904 0,544055 0,657831 0,827043724 1 1 DOWN

NONGGAT007806.2 NONGGAT007806.2 5:49590789-49622911 809 1,00E-05 0,104227 9,59E-05 1 1 DOWN

NONGGAT007805.2 NONGGAT007805.2 5:49572604-49579720 592 0,046396 0,102503 0,452630655 1 1 DOWN

NONGGAT007804.2 NONGGAT007804.2 5:49572604-49579720 1583 0,0229063 0,0111802 2,048827391 1 1 UP

NONGGAT007802.2 NONGGAT007802.2 5:48647758-48668414 868 0,193684 0,245987 0,787374943 1 1 DOWN

NONGGAT007797.2 NONGGAT007797.2 5:46532396-46536864 625 0,120082 0,187846 0,63925769 1 1 DOWN

NONGGAT007796.2 NONGGAT007796.2 5:46347954-46378594 673 0,620853 0,651446 0,953038318 1 1 DOWN

ENSGALT00000042608 NONGGAT007792.2 5:46142994-46143267 273 4,97771 4,24173 1,173509394 1 1 UP

NONGGAT007791.2 NONGGAT007791.2 5:46082657-46114497 457 0,730148 1,84473 0,395802096 1 1 DOWN

NONGGAT007790.2 NONGGAT007790.2 5:45966906-45975690 620 0,221516 0,24123 0,918277163 1 1 DOWN

NONGGAT007783.2 NONGGAT007783.2 5:45121343-45134068 655 0,820795 0,766963 1,070188523 1 1 UP

NONGGAT007778.2 NONGGAT007778.2 5:44397552-44433988 1294 0,197096 0,0785949 2,507745414 1 1 UP

NONGGAT007768.2 NONGGAT007768.2 5:43620240-43943151 1174 0,0274983 0,0167928 1,637505359 1 1 UP

NONGGAT007767.2 NONGGAT007767.2 5:43617367-43619224 1061 0,0310928 0,0359374 0,865193364 1 1 DOWN

NONGGAT007766.2 NONGGAT007766.2 5:43435162-43613641 516 0,0492903 0,158031 0,311902728 1 1 DOWN

NONGGAT007741.2 NONGGAT007741.2 5:38681504-38799468 461 1,00E-05 0,448077 2,23E-05 1 1 DOWN

NONGGAT007739.2 NONGGAT007739.2 5:38364352-38370589 1575 0,744948 0,404214 1,842954475 1 1 UP

NONGGAT007738.2 NONGGAT007738.2 5:38364352-38370589 811 0,612397 0,243549 2,514471421 1 1 UP

NONGGAT007736.2 NONGGAT007736.2 5:38320132-38331207 1886 0,0415142 0,0265297 1,564819806 1 1 UP

NONGGAT007731.2 NONGGAT007731.2 5:38156657-38162063 979 0,464057 0,168261 2,757959361 1 1 UP

NONGGAT007728.2 NONGGAT007728.2 5:37891329-37897930 984 5,36398 5,82657 0,920606806 1 1 DOWN

NONGGAT007726.2 NONGGAT007726.2 5:37733039-37740495 962 0,190142 0,205152 0,926834737 1 1 DOWN

NONGGAT007725.2 NONGGAT007725.2 5:37606809-37632575 561 0,0697783 0,0466557 1,495600752 1 1 UP

NONGGAT007724.2 NONGGAT007724.2 5:37224375-37226048 970 0,0665646 0,0216391 3,076126087 1 1 UP

NONGGAT007722.2 NONGGAT007722.2 5:36275771-36390043 434 0,709377 0,738013 0,961198515 1 1 DOWN

NONGGAT007721.2 NONGGAT007721.2 5:36144217-36201407 450 1,66271 1,21714 1,366079498 1 1 UP

NONGGAT007720.2 NONGGAT007720.2 5:36128750-36144147 1997 1,00E-05 0,0484291 0,000206487 1 1 DOWN

NONGGAT007711.2 NONGGAT007711.2 5:35050761-35055860 1609 0,0965217 0,516213 0,186980374 1 1 DOWN

NONGGAT007707.2 NONGGAT007707.2 5:34424944-34431204 818 0,249137 0,326717 0,762546791 1 1 DOWN

NONGGAT007706.2 NONGGAT007706.2 5:34424944-34431204 1551 0,188569 0,474536 0,397375542 1 1 DOWN

NONGGAT007705.2 NONGGAT007705.2 5:34291932-34412246 700 0,06501 0,0594985 1,092632587 1 1 UP

NONGGAT007698.2 NONGGAT007698.2 5:33458235-33552011 1416 0,104736 0,0796154 1,315524383 1 1 UP

NONGGAT007697.2 NONGGAT007697.2 5:33458235-33552011 2204 0,0842723 0,019595 4,300704261 1 1 UP

NONGGAT007694.2 NONGGAT007694.2 5:33003605-33020104 1814 0,0662789 0,0833013 0,795652649 1 1 DOWN

NONGGAT007685.2 NONGGAT007685.2 5:32202797-32217803 958 0,0491439 0,139563 0,352126996 1 1 DOWN

NONGGAT007681.2 NONGGAT007681.2 5:31234932-31238063 1331 0,187734 0,29129 0,644491744 1 1 DOWN

NONGGAT007680.2 NONGGAT007680.2 5:31234932-31238063 2099 0,306549 0,263147 1,164934428 1 1 UP

NONGGAT007679.2 NONGGAT007679.2 5:31231182-31233038 714 0,385964 0,218605 1,765577183 1 1 UP

NONGGAT007671.2 NONGGAT007671.2 5:30071330-30073048 486 0,316514 0,130844 2,419018067 1 1 UP

NONGGAT007654.2 NONGGAT007654.2 5:29469462-29523553 1694 0,130534 0,0602302 2,167251645 1 1 UP

NONGGAT007653.2 NONGGAT007653.2 5:29469462-29523553 525 0,355492 4,33E-08 8205864,497 1 1 UP

NONGGAT007652.2 NONGGAT007652.2 5:29469462-29523553 905 1,81027 2,69344 0,672103333 1 1 DOWN

NONGGAT007651.2 NONGGAT007651.2 5:29469462-29523553 1623 0,153744 3,79E-05 4056,173936 1 1 UP

NONGGAT007650.2 NONGGAT007650.2 5:29469462-29523553 1229 5,00E-09 0,0802614 6,22E-08 1 1 DOWN

NONGGAT007649.2 NONGGAT007649.2 5:29469462-29523553 1317 0,227042 0,106577 2,130309541 1 1 UP

NONGGAT007648.2 NONGGAT007648.2 5:29469462-29523553 630 0,110642 1,77E-05 6259,377015 1 1 UP

NONGGAT007647.2 NONGGAT007647.2 5:29469462-29523553 2644 0,37253 0,421264 0,884314824 1 1 DOWN

NONGGAT007645.2 NONGGAT007645.2 5:29469462-29523553 784 0,200343 0,0900421 2,224992531 1 1 UP

NONGGAT007644.2 NONGGAT007644.2 5:29469462-29523553 1072 3,30593 3,34132 0,989408378 1 1 DOWN

NONGGAT007642.2 NONGGAT007642.2 5:29469462-29523553 3024 0,824059 0,969656 0,84984675 1 1 DOWN

NONGGAT007640.2 NONGGAT007640.2 5:29469462-29523553 1011 2,87247 2,41724 1,188326356 1 1 UP

NONGGAT007639.2 NONGGAT007639.2 5:29469462-29523553 3730 2,5203 2,04363 1,233246723 1 1 UP

NONGGAT007638.2 NONGGAT007638.2 5:29469462-29523553 3268 0,225961 0,393313 0,574506818 1 1 DOWN

NONGGAT007635.2 NONGGAT007635.2 5:29040567-29333320 2322 0,543889 0,392347 1,386244829 1 1 UP

NONGGAT007628.2 NONGGAT007628.2 5:28346457-28347911 1195 0,0677581 0,0363279 1,865180756 1 1 UP

NONGGAT007619.2 NONGGAT007619.2 5:27969433-27973926 1925 0,0806738 0,0634119 1,272218621 1 1 UP

NONGGAT007612.2 NONGGAT007612.2 5:26488836-26646463 1071 0,662931 0,529535 1,251911583 1 1 UP

NONGGAT007609.2 NONGGAT007609.2 5:26146868-26148782 461 0,292478 0,0695559 4,204934448 1 1 UP

NONGGAT007604.2 NONGGAT007604.2 5:25824680-25837954 1366 0,423397 0,718475 0,589299558 1 1 DOWN

NONGGAT007603.2 NONGGAT007603.2 5:25824680-25837954 2312 0,618307 0,528368 1,170220377 1 1 UP

NONGGAT007602.2 NONGGAT007602.2 5:25824680-25837954 1227 2,01969 2,33022 0,866737905 1 1 DOWN

NONGGAT007599.2 NONGGAT007599.2 5:25148444-25166573 330 0,317891 0,146382 2,171653619 1 1 UP

NONGGAT007594.2 NONGGAT007594.2 5:24703646-24791051 603 0,23082 0,162371 1,421559269 1 1 UP

NONGGAT007588.2 NONGGAT007588.2 5:24546806-24561735 3509 3,42E-06 0,172223 1,98E-05 1 1 DOWN

NONGGAT007587.2 NONGGAT007587.2 5:24546806-24561735 1213 0,469487 5,98E-11 7851005692 1 1 UP

NONGGAT007584.2 NONGGAT007584.2 5:24449296-24545033 2696 0,000302283 0,0204644 0,014771164 1 1 DOWN

NONGGAT007583.2 NONGGAT007583.2 5:24449296-24545033 3141 0,0399298 0,00971441 4,110368 1 1 UP

NONGGAT007580.2 NONGGAT007580.2 5:24435493-24440766 1371 0,118233 0,0787523 1,50132758 1 1 UP

NONGGAT007568.2 NONGGAT007568.2 5:23454030-23475701 536 0,890881 0,84739 1,051323476 1 1 UP

NONGGAT007565.2 NONGGAT007565.2 5:23195929-23201764 715 0,400032 0,368764 1,084791357 1 1 UP

NONGGAT007559.2 NONGGAT007559.2 5:22853570-22872275 1083 0,352598 0,355734 0,991184424 1 1 DOWN

NONGGAT007547.2 NONGGAT007547.2 5:22282852-22595436 1644 2,77561 2,89107 0,960063229 1 1 DOWN

NONGGAT007533.2 NONGGAT007533.2 5:18489162-18490403 796 0,369351 0,234035 1,578187023 1 1 UP

NONGGAT007528.2 NONGGAT007528.2 5:18276869-18294571 1238 0,0261416 0,0158841 1,645771558 1 1 UP

NONGGAT007525.2 NONGGAT007525.2 5:17541448-17559047 714 0,65644 0,294901 2,225967359 1 1 UP

NONGGAT007523.2 NONGGAT007523.2 5:17541448-17559047 571 2,55794 2,27499 1,124374173 1 1 UP

NONGGAT007521.2 NONGGAT007521.2 5:17525969-17539612 2237 0,389376 0,315039 1,235961262 1 1 UP

NONGGAT007513.2 NONGGAT007513.2 5:16911790-17004311 4218 0,122042 0,0266822 4,573910697 1 1 UP

NONGGAT007506.2 NONGGAT007506.2 5:16520185-16585440 601 0,0678529 0,139787 0,485402076 1 1 DOWN

NONGGAT007502.2 NONGGAT007502.2 5:16520185-16585440 931 1,00E-05 0,0621085 0,000161009 1 1 DOWN

NONGGAT007491.2 NONGGAT007491.2 5:15857827-15880399 2066 2,66075 2,42407 1,097637444 1 1 UP

NONGGAT007489.2 NONGGAT007489.2 5:15845876-15849344 996 0,0916239 0,139092 0,658728755 1 1 DOWN

NONGGAT007482.2 NONGGAT007482.2 5:15749794-15753185 427 0,432369 0,31193 1,386109063 1 1 UP

NONGGAT007479.2 NONGGAT007479.2 5:15151803-15340849 4347 0,454961 1,11418 0,408337073 1 1 DOWN

NONGGAT007478.2 NONGGAT007478.2 5:15151803-15340849 777 0,13875 0,311467 0,445472554 1 1 DOWN

NONGGAT007477.2 NONGGAT007477.2 5:15151803-15340849 1179 0,34753 0,322613 1,077234953 1 1 UP

NONGGAT007475.2 NONGGAT007475.2 5:15151803-15340849 697 1,22E-22 0,126092 9,70E-22 1 1 DOWN

NONGGAT007469.2 NONGGAT007469.2 5:13882734-13909074 334 6,76986 6,08829 1,11194769 1 1 UP

NONGGAT007468.2 NONGGAT007468.2 5:13761794-13764328 470 0,106287 0,129037 0,823693979 1 1 DOWN

NONGGAT007467.2 NONGGAT007467.2 5:13761794-13764328 602 0,204271 0,0369385 5,530029644 1 1 UP

NONGGAT007465.2 NONGGAT007465.2 5:13208794-13209408 510 0,753153 1,3944 0,540126936 1 1 DOWN

NONGGAT007452.2 NONGGAT007452.2 5:12652286-12684709 20751 0,162881 0,0497524 3,273832016 1 1 UP

NONGGAT007448.2 NONGGAT007448.2 5:12621435-12634243 1216 0,649624 0,89017 0,729775211 1 1 DOWN

NONGGAT007444.2 NONGGAT007444.2 5:12490189-12492771 1774 0,26662 0,255327 1,044229557 1 1 UP

NONGGAT007443.2 NONGGAT007443.2 5:12310495-12454486 848 0,969461 0,84046 1,153488566 1 1 UP

NONGGAT007439.2 NONGGAT007439.2 5:11846083-11923796 2617 0,0104388 0,0142113 0,73454223 1 1 DOWN

NONGGAT007438.2 NONGGAT007438.2 5:10727866-11068252 733 0,0801278 0,60306 0,132868703 1 1 DOWN

NONGGAT007435.2 NONGGAT007435.2 5:10727866-11068252 798 2,49E-05 0,161382 0,000154596 1 1 DOWN

NONGGAT007427.2 NONGGAT007427.2 5:9565800-9566495 496 0,112151 0,453241 0,24744231 1 1 DOWN

NONGGAT007425.2 NONGGAT007425.2 5:9410535-9422395 858 0,20812 0,10747 1,93654043 1 1 UP

NONGGAT007424.2 NONGGAT007424.2 5:9410535-9422395 502 0,399875 0,0552354 7,239469616 1 1 UP

NONGGAT007419.2 NONGGAT007419.2 5:9327904-9329685 780 0,697413 0,922568 0,755947529 1 1 DOWN

NONGGAT007418.2 NONGGAT007418.2 5:9275433-9309382 673 0,402934 1,72931 0,233002758 1 1 DOWN

NONGGAT007416.2 NONGGAT007416.2 5:9275433-9309382 667 0,473961 1,4598 0,324675298 1 1 DOWN

NONGGAT007415.2 NONGGAT007415.2 5:8823863-8850292 214 1,49776 2,3471 0,638132163 1 1 DOWN

NONGGAT007406.2 NONGGAT007406.2 5:8163485-8224419 1229 0,0284635 0,0438174 0,64959354 1 1 DOWN

NONGGAT007403.2 NONGGAT007403.2 5:7887359-7892202 1206 0,0910394 0,0377667 2,410573336 1 1 UP

NONGGAT007402.2 NONGGAT007402.2 5:7887359-7892202 1604 0,0228611 0,0562283 0,406576404 1 1 DOWN

NONGGAT007389.2 NONGGAT007389.2 5:6997539-7057680 1772 0,0576367 3,73E-06 15471,11214 1 1 UP

NONGGAT007387.2 NONGGAT007387.2 5:7058581-7072857 853 0,138702 0,0880053 1,576064169 1 1 UP

NONGGAT007386.2 NONGGAT007386.2 5:7058581-7072857 1499 0,0207709 0,0246566 0,842407307 1 1 DOWN

NONGGAT007377.2 NONGGAT007377.2 5:3484746-3523045 515 0,197855 0,127736 1,54893687 1 1 UP

NONGGAT007369.2 NONGGAT007369.2 5:1498468-1511240 727 0,528803 0,753808 0,701508872 1 1 DOWN

NONGGAT007367.2 NONGGAT007367.2 5:1498468-1511240 1500 0,808774 0,333623 2,424215357 1 1 UP

NONGGAT007366.2 NONGGAT007366.2 5:1498468-1511240 671 0,388794 0,453182 0,857920217 1 1 DOWN

NONGGAT007363.2 NONGGAT007363.2 5:748117-749084 470 0,0593326 0,126329 0,469667297 1 1 DOWN

NONGGAT007358.2 NONGGAT007358.2 5:494354-495402 958 0,232018 0,197966 1,172009335 1 1 UP

NONGGAT007348.2 NONGGAT007348.2 5:278454-296902 627 0,974332 1,65297 0,589443245 1 1 DOWN

NONGGAT007346.2 NONGGAT007346.2 5:332224-335499 313 0,532142 7,96E-05 6688,024091 1 1 UP

NONGGAT007309.2 NONGGAT007309.2 4:89071435-89092486 339 3,65E-07 0,526976 6,93E-07 1 1 DOWN

NONGGAT007308.2 NONGGAT007308.2 4:89071435-89092486 385 0,132952 0,30385 0,437558006 1 1 DOWN

NONGGAT007301.2 NONGGAT007301.2 4:86488896-86506006 2233 0,00830456 0,0187647 0,442562897 1 1 DOWN

NONGGAT007299.2 NONGGAT007299.2 4:86216751-86237962 1554 4,06877 4,52032 0,90010663 1 1 DOWN

NONGGAT007298.2 NONGGAT007298.2 4:86216751-86237962 2139 3,12443 3,65491 0,854858259 1 1 DOWN

NONGGAT007295.2 NONGGAT007295.2 4:85990218-85996593 1064 0,0495288 0,0192766 2,569374267 1 1 UP

NONGGAT007289.2 NONGGAT007289.2 4:84508613-84512376 2249 3,907 3,60749 1,083024485 1 1 UP

NONGGAT007277.2 NONGGAT007277.2 4:83783693-83796639 500 0,392761 1,36046 0,288697205 1 1 DOWN

NONGGAT007267.2 NONGGAT007267.2 4:83472977-83562645 578 0,139369 0,03375 4,129451852 1 1 UP

NONGGAT007266.2 NONGGAT007266.2 4:83472977-83562645 2413 0,0313529 0,0313653 0,999604659 1 1 DOWN

NONGGAT007265.2 NONGGAT007265.2 4:83472977-83562645 494 0,565092 0,400874 1,409649915 1 1 UP

NONGGAT007263.2 NONGGAT007263.2 4:83463475-83472832 3162 1,81841 1,34387 1,353114513 1 1 UP

NONGGAT007258.2 NONGGAT007258.2 4:83111279-83116897 484 1,92539 2,16542 0,889153144 1 1 DOWN

NONGGAT007251.2 NONGGAT007251.2 4:82352295-82373214 3374 0,0179358 0,0159084 1,127442106 1 1 UP

NONGGAT007249.2 NONGGAT007249.2 4:80380495-80382166 659 0,147025 0,366845 0,400782347 1 1 DOWN

NONGGAT007247.2 NONGGAT007247.2 4:80298364-80327466 283 0,370762 0,98629 0,375915806 1 1 DOWN

NONGGAT007246.2 NONGGAT007246.2 4:79912901-79922799 433 1,00E-05 0,24335 4,11E-05 1 1 DOWN

NONGGAT007242.2 NONGGAT007242.2 4:78012444-78074717 603 0,116436 0,216279 0,538360174 1 1 DOWN

NONGGAT007239.2 NONGGAT007239.2 4:77457426-77474547 2423 0,0418514 0,0383733 1,090638543 1 1 UP

NONGGAT007238.2 NONGGAT007238.2 4:77457426-77474547 2017 0,0141701 0,0876337 0,161696927 1 1 DOWN

NONGGAT007237.2 NONGGAT007237.2 4:77457426-77474547 1901 0,0842067 0,000105045 801,6250178 1 1 UP

NONGGAT007226.2 NONGGAT007226.2 4:77077462-77136277 1405 0,019705 0,0680752 0,289459304 1 1 DOWN

NONGGAT007222.2 NONGGAT007222.2 4:76743190-76744334 609 0,0759616 0,0472422 1,607918344 1 1 UP

NONGGAT007211.2 NONGGAT007211.2 4:73988632-74017087 3268 0,378341 0,268217 1,410578002 1 1 UP

NONGGAT007200.2 NONGGAT007200.2 4:69951719-69957151 496 0,82814 1,00529 0,823782192 1 1 DOWN

NONGGAT007197.2 NONGGAT007197.2 4:69580598-69590067 1604 0,251884 4,70E-07 535489,3161 1 1 UP

NONGGAT007195.2 NONGGAT007195.2 4:69580598-69590067 1720 1,225 1,43608 0,853016545 1 1 DOWN

NONGGAT007194.2 NONGGAT007194.2 4:69499593-69506131 557 0,152526 0,0413703 3,686847811 1 1 UP

NONGGAT007191.2 NONGGAT007191.2 4:69497480-69499514 1654 0,372606 0,343283 1,085419319 1 1 UP

NONGGAT007190.2 NONGGAT007190.2 4:69493310-69497323 3562 0,313073 0,157799 1,983998631 1 1 UP

NONGGAT007181.2 NONGGAT007181.2 4:68780953-68787466 1413 2,5052 2,11436 1,184850262 1 1 UP

NONGGAT007180.2 NONGGAT007180.2 4:68018297-68026636 251 0,469229 1,11143 0,422184933 1 1 DOWN

NONGGAT007179.2 NONGGAT007179.2 4:67184561-67186788 1456 0,0251574 0,100731 0,24974834 1 1 DOWN

NONGGAT007176.2 NONGGAT007176.2 4:66413077-66549160 467 0,334914 0,762593 0,43917791 1 1 DOWN

NONGGAT007169.2 NONGGAT007169.2 4:65154140-65196570 707 0,883261 0,323605 2,729441758 1 1 UP

NONGGAT007168.2 NONGGAT007168.2 4:64904549-65001970 378 1,34292 1,36291 0,985332854 1 1 DOWN

NONGGAT007164.2 NONGGAT007164.2 4:63535035-63561380 572 1,93593 1,30341 1,485280917 1 1 UP

NONGGAT007162.2 NONGGAT007162.2 4:63299050-63320250 587 0,670433 0,770037 0,870650371 1 1 DOWN

NONGGAT007161.2 NONGGAT007161.2 4:63299050-63320250 704 0,0468621 0,106204 0,441246092 1 1 DOWN

NONGGAT007159.2 NONGGAT007159.2 4:63266295-63284864 385 0,690338 0,426351 1,619177626 1 1 UP

NONGGAT007152.2 NONGGAT007152.2 4:61802372-61829168 876 0,268955 0,218978 1,228228407 1 1 UP

NONGGAT007151.2 NONGGAT007151.2 4:61789099-61801977 245 1,00E-05 1,938 5,16E-06 1 1 DOWN

NONGGAT007150.2 NONGGAT007150.2 4:61744875-61746006 413 0,737113 1,33507 0,552115619 1 1 DOWN

NONGGAT007148.2 NONGGAT007148.2 4:61659123-61681572 366 0,765808 0,858834 0,891683375 1 1 DOWN

NONGGAT007147.2 NONGGAT007147.2 4:61483701-61532397 488 0,0984487 0,467444 0,210610683 1 1 DOWN

NONGGAT007144.2 NONGGAT007144.2 4:61324137-61343548 1203 0,478318 0,60218 0,794310671 1 1 DOWN

NONGGAT007142.2 NONGGAT007142.2 4:61324137-61343548 689 0,46847 0,452151 1,036091925 1 1 UP

NONGGAT007140.2 NONGGAT007140.2 4:61324137-61343548 1760 0,195281 0,0856408 2,280233253 1 1 UP

NONGGAT007138.2 NONGGAT007138.2 4:61175390-61237160 505 2,90E-24 0,230894 1,26E-23 1 1 DOWN

NONGGAT007137.2 NONGGAT007137.2 4:61175390-61237160 419 0,799547 0,432802 1,847373626 1 1 UP

NONGGAT007132.2 NONGGAT007132.2 4:60570933-60614242 1898 1,17634 1,15324 1,020030523 1 1 UP

NONGGAT007128.2 NONGGAT007128.2 4:60396866-60398611 574 0,419803 0,845694 0,496400589 1 1 DOWN

NONGGAT007125.2 NONGGAT007125.2 4:60350735-60368745 708 0,534948 0,698043 0,766353935 1 1 DOWN

NONGGAT007119.2 NONGGAT007119.2 4:60264162-60274359 3344 0,15899 2,64E-06 60117,36858 1 1 UP

NONGGAT007118.2 NONGGAT007118.2 4:60264162-60274359 2763 0,0452629 0,0374139 1,209788341 1 1 UP

NONGGAT007112.2 NONGGAT007112.2 4:58493682-58508083 448 5,23E-30 0,235593 2,22E-29 1 1 DOWN

NONGGAT007110.2 NONGGAT007110.2 4:58493682-58508083 698 0,217184 0,104439 2,079529678 1 1 UP

NONGGAT007108.2 NONGGAT007108.2 4:58493682-58508083 2237 0,743415 0,413845 1,796360956 1 1 UP

NONGGAT007104.2 NONGGAT007104.2 4:58189005-58231230 1209 0,0575455 0,0190834 3,015474182 1 1 UP

NONGGAT007088.2 NONGGAT007088.2 4:56560556-56565508 706 0,0347002 0,14966 0,231860216 1 1 DOWN

NONGGAT007082.2 NONGGAT007082.2 4:55367713-55413955 491 1,77763 1,29998 1,36742873 1 1 UP

NONGGAT007081.2 NONGGAT007081.2 4:55367713-55413955 305 0,685095 1,00E-05 68509,5 1 1 UP

NONGGAT007078.2 NONGGAT007078.2 4:55077979-55085641 2335 1,16679 1,31816 0,885165686 1 1 DOWN

NONGGAT007077.2 NONGGAT007077.2 4:54048071-54077420 771 0,157386 0,143907 1,093664658 1 1 UP

NONGGAT007075.2 NONGGAT007075.2 4:54025780-54027637 622 0,076587 0,321071 0,238536025 1 1 DOWN

NONGGAT007074.2 NONGGAT007074.2 4:53867501-53979020 967 0,0446064 0,0278364 1,602448592 1 1 UP

NONGGAT007058.2 NONGGAT007058.2 4:51143265-51160356 1029 0,852254 0,358074 2,380105788 1 1 UP

NONGGAT007057.2 NONGGAT007057.2 4:51143265-51160356 635 0,624025 0,128674 4,849658828 1 1 UP

NONGGAT007055.2 NONGGAT007055.2 4:51143265-51160356 2267 0,3421 0,127152 2,690480685 1 1 UP

NONGGAT007053.2 NONGGAT007053.2 4:51143265-51160356 1094 2,66E-06 0,121225 2,19E-05 1 1 DOWN

NONGGAT007051.2 NONGGAT007051.2 4:51143265-51160356 444 0,600368 0,229275 2,618549776 1 1 UP

NONGGAT007048.2 NONGGAT007048.2 4:50544868-50937045 1133 0,0791794 0,146503 0,540462653 1 1 DOWN

NONGGAT007046.2 NONGGAT007046.2 4:50544868-50937045 682 0,195071 1,00E-05 19507,1 1 1 UP

NONGGAT007045.2 NONGGAT007045.2 4:50544868-50937045 773 0,0849392 0,0182294 4,659462187 1 1 UP

NONGGAT007044.2 NONGGAT007044.2 4:50544868-50937045 643 0,70128 0,647024 1,083854695 1 1 UP

NONGGAT007041.2 NONGGAT007041.2 4:50544868-50937045 447 0,525865 0,0710092 7,405589698 1 1 UP

NONGGAT007037.2 NONGGAT007037.2 4:50242466-50243486 554 0,123227 0,0534301 2,306321718 1 1 UP

NONGGAT007033.2 NONGGAT007033.2 4:49982770-49986735 1308 0,60929 1,46354 0,416312503 1 1 DOWN

NONGGAT007026.2 NONGGAT007026.2 4:49810307-49833877 3822 1,688 1,39991 1,205791801 1 1 UP

NONGGAT007025.2 NONGGAT007025.2 4:49810307-49833877 2992 1,25105 1,12349 1,113539061 1 1 UP

NONGGAT007024.2 NONGGAT007024.2 4:49521713-49527240 662 0,0594504 0,093914 0,633030219 1 1 DOWN

NONGGAT007014.2 NONGGAT007014.2 4:48215482-48698183 557 0,14794 0,00976544 15,14934299 1 1 UP

NONGGAT007002.2 NONGGAT007002.2 4:46792269-46797172 297 0,84857 0,388415 2,184699355 1 1 UP

NONGGAT007000.2 NONGGAT007000.2 4:46742442-46743770 293 1,00E-05 1,61037 6,21E-06 1 1 DOWN

NONGGAT006992.2 NONGGAT006992.2 4:46044998-46058812 283 0,941678 0,00321806 292,6228846 1 1 UP

NONGGAT006991.2 NONGGAT006991.2 4:46041602-46042505 422 0,288052 0,15623 1,843768802 1 1 UP

NONGGAT006989.2 NONGGAT006989.2 4:46023966-46033685 1602 0,162084 0,438494 0,369637897 1 1 DOWN

NONGGAT006988.2 NONGGAT006988.2 4:46023966-46033685 1823 0,00507444 0,0927122 0,05473325 1 1 DOWN

NONGGAT006987.2 NONGGAT006987.2 4:46023966-46033685 1819 0,269404 0,131675 2,045976837 1 1 UP

NONGGAT006979.2 NONGGAT006979.2 4:44659401-44700975 541 3,0159 3,84321 0,784734636 1 1 DOWN

NONGGAT006974.2 NONGGAT006974.2 4:43958561-43960337 1094 0,438252 1,03525 0,423329631 1 1 DOWN

NONGGAT006966.2 NONGGAT006966.2 4:43656823-43675103 847 1,21E-10 0,0858211 1,41E-09 1 1 DOWN

NONGGAT006964.2 NONGGAT006964.2 4:43586248-43595934 4220 0,126732 0,164114 0,772219311 1 1 DOWN

NONGGAT006963.2 NONGGAT006963.2 4:43586248-43595934 4436 0,000136224 0,0683196 0,001993923 1 1 DOWN

NONGGAT006962.2 NONGGAT006962.2 4:43576293-43578928 1397 0,24587 0,373358 0,658536847 1 1 DOWN

NONGGAT006961.2 NONGGAT006961.2 4:43576293-43578928 1122 1,42617 1,39932 1,019187891 1 1 UP

NONGGAT006953.2 NONGGAT006953.2 4:40328467-40645412 483 0,130189 0,0771375 1,68775239 1 1 UP

ENSGALT00000042470 NONGGAT006950.2 4:40106903-40107190 287 1,9228 1,29689 1,482623815 1 1 UP

NONGGAT006949.2 NONGGAT006949.2 4:40103940-40105574 1225 0,000288846 0,0657324 0,004394271 1 1 DOWN

NONGGAT006948.2 NONGGAT006948.2 4:40103940-40105574 1202 0,215295 0,0192439 11,18770104 1 1 UP

NONGGAT006947.2 NONGGAT006947.2 4:39859215-39885724 2429 0,990454 0,274107 3,613384554 1 1 UP

NONGGAT006946.2 NONGGAT006946.2 4:39851926-39854534 1102 0,566078 0,0343146 16,49670986 1 1 UP

NONGGAT006931.2 NONGGAT006931.2 4:39261046-39261922 798 0,682865 0,136235 5,012405035 1 1 UP

NONGGAT006924.2 NONGGAT006924.2 4:39129177-39135871 1321 0,162366 0,0337511 4,810687652 1 1 UP

NONGGAT006917.2 NONGGAT006917.2 4:38823674-38858198 673 0,268867 0,0925212 2,906004246 1 1 UP

NONGGAT006914.2 NONGGAT006914.2 4:38823674-38858198 595 0,247377 0,238876 1,035587501 1 1 UP

NONGGAT006913.2 NONGGAT006913.2 4:38823674-38858198 505 0,881644 1,25492 0,702549963 1 1 DOWN

NONGGAT006911.2 NONGGAT006911.2 4:38823674-38858198 1201 1,6558 1,39318 1,188503998 1 1 UP

NONGGAT006903.2 NONGGAT006903.2 4:35010625-35181390 2194 0,457675 0,14755 3,101829888 1 1 UP

NONGGAT006902.2 NONGGAT006902.2 4:35010625-35181390 2320 0,0823383 0,408138 0,201741323 1 1 DOWN

NONGGAT006901.2 NONGGAT006901.2 4:35010625-35181390 2284 0,0766723 0,254807 0,300903429 1 1 DOWN

NONGGAT006899.2 NONGGAT006899.2 4:34904053-34910271 734 0,739433 0,77985 0,948173367 1 1 DOWN

NONGGAT006898.2 NONGGAT006898.2 4:34904053-34910271 741 0,490488 0,972496 0,504359915 1 1 DOWN

NONGGAT006897.2 NONGGAT006897.2 4:34879239-34884609 234 2,74336 2,29111 1,197393403 1 1 UP

NONGGAT006895.2 NONGGAT006895.2 4:34814064-34858037 2183 2,83801 3,05067 0,930290723 1 1 DOWN

NONGGAT006892.2 NONGGAT006892.2 4:34429251-34559035 340 1,00E-05 0,523721 1,91E-05 1 1 DOWN

NONGGAT006889.2 NONGGAT006889.2 4:34429251-34559035 1167 3,55436 3,70392 0,959621158 1 1 DOWN

NONGGAT006887.2 NONGGAT006887.2 4:34390207-34408877 1964 0,458228 0,387108 1,183721339 1 1 UP

NONGGAT006883.2 NONGGAT006883.2 4:34292373-34340802 1867 0,264231 0,0480477 5,499347523 1 1 UP

NONGGAT006872.2 NONGGAT006872.2 4:33581517-33597726 396 0,490926 1,00E-05 49092,6 1 1 UP

NONGGAT006869.2 NONGGAT006869.2 4:32575322-32604083 635 0,0723513 0,0610472 1,185169836 1 1 UP

NONGGAT006864.2 NONGGAT006864.2 4:31433890-31574290 1339 0,0443631 0,0470444 0,943004906 1 1 DOWN

NONGGAT006861.2 NONGGAT006861.2 4:31433890-31574290 397 0,859912 0,635946 1,352177701 1 1 UP

NONGGAT006860.2 NONGGAT006860.2 4:31433890-31574290 3073 2,04832 2,38432 0,859079318 1 1 DOWN

NONGGAT006859.2 NONGGAT006859.2 4:31433890-31574290 568 0,216216 1,47E-11 14743876493 1 1 UP

NONGGAT006858.2 NONGGAT006858.2 4:31433890-31574290 462 1,60E-26 0,334902 4,78E-26 1 1 DOWN

NONGGAT006857.2 NONGGAT006857.2 4:31433890-31574290 938 0,291047 0,197383 1,474529215 1 1 UP

NONGGAT006840.2 NONGGAT006840.2 4:30154406-30165611 430 0,0535237 0,288043 0,185818437 1 1 DOWN

NONGGAT006839.2 NONGGAT006839.2 4:30154406-30165611 1413 0,166895 0,575631 0,289934003 1 1 DOWN

NONGGAT006836.2 NONGGAT006836.2 4:29865113-29867069 730 0,135225 0,0870492 1,553431852 1 1 UP

NONGGAT006830.2 NONGGAT006830.2 4:29494548-29496305 314 0,503871 0,336951 1,495383602 1 1 UP

NONGGAT006828.2 NONGGAT006828.2 4:29494548-29496305 568 0,274895 0,00137971 199,2411449 1 1 UP

NONGGAT006827.2 NONGGAT006827.2 4:29472035-29493604 760 1,76937 1,27765 1,384862834 1 1 UP

NONGGAT006804.2 NONGGAT006804.2 4:23963006-24030835 707 0,218006 0,189092 1,152909695 1 1 UP

NONGGAT006803.2 NONGGAT006803.2 4:23908966-23931408 501 0,505302 1,00E-05 50530,2 1 1 UP

NONGGAT006798.2 NONGGAT006798.2 4:23471662-23474408 1074 0,11475 0,132202 0,867989894 1 1 DOWN

NONGGAT006782.2 NONGGAT006782.2 4:18725785-18744690 1451 3,32625 4,55553 0,730156535 1 1 DOWN

NONGGAT006774.2 NONGGAT006774.2 4:17474658-17478514 2811 0,440842 0,513561 0,85840241 1 1 DOWN

NONGGAT006773.2 NONGGAT006773.2 4:17438834-17470341 1001 0,233689 0,198557 1,176936598 1 1 UP

NONGGAT006770.2 NONGGAT006770.2 4:16660441-16668953 798 0,788819 0,623887 1,264361976 1 1 UP

NONGGAT006768.2 NONGGAT006768.2 4:16660441-16668953 353 0,121391 0,320381 0,378895752 1 1 DOWN

NONGGAT006767.2 NONGGAT006767.2 4:16660441-16668953 685 0,142099 0,105675 1,344679442 1 1 UP

NONGGAT006762.2 NONGGAT006762.2 4:16458725-16484907 703 5,26044 5,07041 1,037478232 1 1 UP

NONGGAT006760.2 NONGGAT006760.2 4:16438469-16442823 712 0,0536591 0,0329788 1,627078608 1 1 UP

NONGGAT006758.2 NONGGAT006758.2 4:15738532-16217794 766 0,0405965 0,129859 0,312619842 1 1 DOWN

NONGGAT006757.2 NONGGAT006757.2 4:15719927-15737277 878 1,17727 1,02956 1,143469055 1 1 UP

NONGGAT006750.2 NONGGAT006750.2 4:14247261-14255409 758 5,24565 6,32249 0,829681028 1 1 DOWN

NONGGAT006749.2 NONGGAT006749.2 4:14247261-14255409 1983 6,80014 7,81861 0,869737716 1 1 DOWN

NONGGAT006747.2 NONGGAT006747.2 4:13742932-13743903 804 0,803127 0,0977162 8,21897495 1 1 UP

NONGGAT006743.2 NONGGAT006743.2 4:13433916-13504827 5462 0,60941 0,745365 0,817599431 1 1 DOWN

NONGGAT006742.2 NONGGAT006742.2 4:13433916-13504827 5798 1,6798 1,86561 0,900402549 1 1 DOWN

NONGGAT006737.2 NONGGAT006737.2 4:13029174-13068123 538 0,50659 1,1571 0,437810042 1 1 DOWN

NONGGAT006735.2 NONGGAT006735.2 4:12987161-13001599 749 0,121723 0,0288429 4,220206706 1 1 UP

NONGGAT006730.2 NONGGAT006730.2 4:12606934-12608543 521 0,086869 0,0473321 1,835308385 1 1 UP

NONGGAT006723.2 NONGGAT006723.2 4:11941067-12443790 3588 0,842097 0,753897 1,116992109 1 1 UP

NONGGAT006722.2 NONGGAT006722.2 4:11941067-12443790 1071 1,00E-05 0,0650812 0,000153654 1 1 DOWN

NONGGAT006721.2 NONGGAT006721.2 4:11941067-12443790 1706 0,308855 0,239125 1,291604809 1 1 UP

NONGGAT006720.2 NONGGAT006720.2 4:11941067-12443790 1187 0,542722 0,252322 2,150910345 1 1 UP

NONGGAT006719.2 NONGGAT006719.2 4:11941067-12443790 487 0,216625 1,00E-05 21662,5 1 1 UP

NONGGAT006716.2 NONGGAT006716.2 4:11941067-12443790 305 4,31206 5,43453 0,79345592 1 1 DOWN

NONGGAT006712.2 NONGGAT006712.2 4:11595749-11628792 2445 0,0175018 0,0160003 1,09384199 1 1 UP

NONGGAT006707.2 NONGGAT006707.2 4:11267560-11283066 1792 0,270469 0,0657072 4,116276451 1 1 UP

NONGGAT006692.2 NONGGAT006692.2 4:9419692-9422210 1910 0,0917723 0,0596728 1,537925152 1 1 UP

NONGGAT006691.2 NONGGAT006691.2 4:9381980-9413049 2454 0,0463717 0,0528572 0,877301484 1 1 DOWN

NONGGAT006677.2 NONGGAT006677.2 4:8732303-8738772 950 2,40866 2,60872 0,923311049 1 1 DOWN

NONGGAT006656.2 NONGGAT006656.2 4:4272518-4274527 1611 1,5055 1,83808 0,819061194 1 1 DOWN

NONGGAT006653.2 NONGGAT006653.2 4:4139039-4153451 1944 0,313534 0,487318 0,643386864 1 1 DOWN

NONGGAT006652.2 NONGGAT006652.2 4:4139039-4153451 855 0,17271 0,00234765 73,56718421 1 1 UP

NONGGAT006651.2 NONGGAT006651.2 4:4139039-4153451 1276 0,311657 0,247872 1,257330396 1 1 UP

NONGGAT006647.2 NONGGAT006647.2 4:4049550-4051949 2092 0,0619728 0,00983121 6,303679812 1 1 UP

NONGGAT006633.2 NONGGAT006633.2 4:2532436-2545180 736 0,553846 0,372482 1,48690675 1 1 UP

NONGGAT006629.2 NONGGAT006629.2 4:2260264-2262200 1343 5,72009 5,727 0,998793435 1 1 DOWN

ENSGALT00000042254 NONGGAT006624.2 4:2130909-2140083 247 0,768796 1,49276 0,51501648 1 1 DOWN

ENSGALT00000042288 NONGGAT006621.2 4:2130909-2140083 247 1,00E-05 1,96536 5,09E-06 1 1 DOWN

NONGGAT006618.2 NONGGAT006618.2 4:1825948-1830475 712 0,372406 0,107279 3,471378369 1 1 UP

NONGGAT006616.2 NONGGAT006616.2 4:1660323-1660982 584 0,382915 0,307357 1,245831395 1 1 UP

NONGGAT006607.2 NONGGAT006607.2 4:408604-411302 345 0,995377 0,17323 5,745985107 1 1 UP

NONGGAT006596.2 NONGGAT006596.2 3:110463096-110535055 2692 0,0356558 0,0177311 2,010918668 1 1 UP

NONGGAT006588.2 NONGGAT006588.2 3:109257269-109358885 1869 1,30838 1,46812 0,89119418 1 1 DOWN

NONGGAT006567.2 NONGGAT006567.2 3:106479749-106481720 1322 0,977698 1,14914 0,850808431 1 1 DOWN

NONGGAT006544.2 NONGGAT006544.2 3:104813250-104821524 741 0,200294 0,563934 0,355172768 1 1 DOWN

NONGGAT006543.2 NONGGAT006543.2 3:104813250-104821524 1513 0,741827 0,781391 0,949367218 1 1 DOWN

NONGGAT006542.2 NONGGAT006542.2 3:104761161-104782501 963 0,9373 0,933727 1,0038266 1 1 UP

NONGGAT006506.2 NONGGAT006506.2 3:97609903-97619407 2145 3,14966 3,61302 0,871752717 1 1 DOWN

NONGGAT006492.2 NONGGAT006492.2 3:96920433-96929754 1110 0,0574076 1,00E-05 5740,76 1 1 UP

NONGGAT006484.2 NONGGAT006484.2 3:96599622-96606686 1080 0,000234425 0,17901 0,001309564 1 1 DOWN

NONGGAT006478.2 NONGGAT006478.2 3:96227539-96266526 309 0,334578 0,211027 1,585474844 1 1 UP

NONGGAT006476.2 NONGGAT006476.2 3:96227539-96266526 2228 0,064183 0,0770584 0,832913738 1 1 DOWN

NONGGAT006475.2 NONGGAT006475.2 3:96227539-96266526 2099 0,111404 0,111329 1,000673679 1 1 UP

NONGGAT006474.2 NONGGAT006474.2 3:96227539-96266526 1387 0,0892538 0,101503 0,879321793 1 1 DOWN

NONGGAT006458.2 NONGGAT006458.2 3:92147539-92149631 1191 0,751795 1,79057 0,419863507 1 1 DOWN

NONGGAT006457.2 NONGGAT006457.2 3:92144847-92147170 1810 1,38967 1,97144 0,704900986 1 1 DOWN

NONGGAT006454.2 NONGGAT006454.2 3:91918037-91939584 1217 0,770979 0,523291 1,47332746 1 1 UP

NONGGAT006453.2 NONGGAT006453.2 3:91918037-91939584 793 0,154147 0,164105 0,939319338 1 1 DOWN

NONGGAT006441.2 NONGGAT006441.2 3:88741973-88748682 525 0,201559 0,42906 0,469768797 1 1 DOWN

NONGGAT006433.2 NONGGAT006433.2 3:88370484-88379518 651 0,0412586 0,0914511 0,45115477 1 1 DOWN

NONGGAT006431.2 NONGGAT006431.2 3:87165598-87167844 658 0,462424 0,297701 1,553316919 1 1 UP

NONGGAT006430.2 NONGGAT006430.2 3:87146046-87158055 507 0,5001 0,180175 2,7756348 1 1 UP

NONGGAT006429.2 NONGGAT006429.2 3:87146046-87158055 3156 1,51227 1,71601 0,881271088 1 1 DOWN

NONGGAT006428.2 NONGGAT006428.2 3:87069793-87079598 525 0,194181 0,332371 0,584229671 1 1 DOWN

NONGGAT006424.2 NONGGAT006424.2 3:82815249-82837344 516 0,162328 0,13937 1,164726986 1 1 UP

NONGGAT006400.2 NONGGAT006400.2 3:78699892-78735705 1039 0,051695 0,122605 0,421638595 1 1 DOWN

NONGGAT006399.2 NONGGAT006399.2 3:78699892-78735705 928 0,123472 0,0482554 2,558718817 1 1 UP

NONGGAT006397.2 NONGGAT006397.2 3:78699892-78735705 2482 0,000132914 0,209389 0,000634771 1 1 DOWN

NONGGAT006396.2 NONGGAT006396.2 3:78699892-78735705 2429 0,0889909 0,000606546 146,717479 1 1 UP

NONGGAT006395.2 NONGGAT006395.2 3:78699892-78735705 2577 0,29404 0,441306 0,666295042 1 1 DOWN

NONGGAT006394.2 NONGGAT006394.2 3:78699892-78735705 2573 0,0394819 0,115996 0,340372944 1 1 DOWN

NONGGAT006393.2 NONGGAT006393.2 3:78041070-78201615 593 0,0784607 0,0521858 1,503487539 1 1 UP

NONGGAT006383.2 NONGGAT006383.2 3:77739221-77786312 786 0,15471 0,62345 0,248151416 1 1 DOWN

NONGGAT006382.2 NONGGAT006382.2 3:77739221-77786312 514 0,276815 0,688068 0,402307621 1 1 DOWN

NONGGAT006378.2 NONGGAT006378.2 3:77179559-77186639 812 0,0687949 0,0776794 0,885626048 1 1 DOWN

NONGGAT006377.2 NONGGAT006377.2 3:77179559-77186639 347 0,222127 0,219466 1,012124885 1 1 UP

NONGGAT006376.2 NONGGAT006376.2 3:77179559-77186639 839 3,77E-08 0,115496 3,26E-07 1 1 DOWN

NONGGAT006372.2 NONGGAT006372.2 3:77133733-77136797 356 8,99552 8,81538 1,02043474 1 1 UP

NONGGAT006371.2 NONGGAT006371.2 3:77133733-77136797 559 1,68993 2,44546 0,691047901 1 1 DOWN

NONGGAT006341.2 NONGGAT006341.2 3:70898792-71165070 568 0,0697906 0,59235 0,11781987 1 1 DOWN

NONGGAT006337.2 NONGGAT006337.2 3:68736094-68743431 861 0,0394987 0,0740173 0,533641459 1 1 DOWN

NONGGAT006320.2 NONGGAT006320.2 3:67623340-67625359 936 0,746114 0,932981 0,799709748 1 1 DOWN

NONGGAT006316.2 NONGGAT006316.2 3:67233669-67408686 3611 0,0413387 0,0241084 1,7147011 1 1 UP

NONGGAT006312.2 NONGGAT006312.2 3:67233669-67408686 3984 0,0206635 1,00E-05 2066,35 1 1 UP

NONGGAT006307.2 NONGGAT006307.2 3:66783635-66786004 786 0,205467 0,0636961 3,225739095 1 1 UP

NONGGAT006306.2 NONGGAT006306.2 3:66781818-66783421 1498 0,123064 0,0459846 2,676200293 1 1 UP

NONGGAT006303.2 NONGGAT006303.2 3:66719470-66731738 776 1,98003 1,68329 1,176285726 1 1 UP

NONGGAT006302.2 NONGGAT006302.2 3:66681776-66712472 621 0,379467 0,473674 0,801114268 1 1 DOWN

NONGGAT006296.2 NONGGAT006296.2 3:66179492-66205123 494 1,06507 2,21094 0,481727229 1 1 DOWN

NONGGAT006294.2 NONGGAT006294.2 3:66171795-66172985 940 0,646228 0,811735 0,796107104 1 1 DOWN

NONGGAT006283.2 NONGGAT006283.2 3:63962961-63971184 365 1,55071 1,00275 1,546457243 1 1 UP

NONGGAT006271.2 NONGGAT006271.2 3:61397667-61452011 1010 0,214306 0,00656474 32,64500955 1 1 UP

NONGGAT006270.2 NONGGAT006270.2 3:61397667-61452011 1075 0,472249 0,169447 2,787001245 1 1 UP

NONGGAT006246.2 NONGGAT006246.2 3:56985964-56991407 1617 0,0220488 0,0567694 0,388392338 1 1 DOWN

NONGGAT006239.2 NONGGAT006239.2 3:56383528-56541338 423 0,227918 0,089028 2,560070989 1 1 UP

NONGGAT006228.2 NONGGAT006228.2 3:55132630-55350427 253 3,4266 3,63231 0,943366618 1 1 DOWN

NONGGAT006227.2 NONGGAT006227.2 3:55132630-55350427 351 0,622342 0,182358 3,41274855 1 1 UP

NONGGAT006223.2 NONGGAT006223.2 3:55035014-55069062 296 0,850751 0,179725 4,733626374 1 1 UP

NONGGAT006219.2 NONGGAT006219.2 3:54351197-54535594 1211 0,075045 0,104409 0,718759877 1 1 DOWN

NONGGAT006216.2 NONGGAT006216.2 3:54351197-54535594 1363 1,00E-05 0,0771536 0,000129612 1 1 DOWN

NONGGAT006211.2 NONGGAT006211.2 3:52801541-52902135 583 0,12977 4,42E-11 2938512470 1 1 UP

NONGGAT006210.2 NONGGAT006210.2 3:52801541-52902135 421 0,672699 7,78E-06 86443,2785 1 1 UP

NONGGAT006209.2 NONGGAT006209.2 3:52801541-52902135 261 0,412828 0,818908 0,504120121 1 1 DOWN

NONGGAT006207.2 NONGGAT006207.2 3:52059319-52060561 256 2,26986 3,3953 0,668530027 1 1 DOWN

NONGGAT006205.2 NONGGAT006205.2 3:51863433-51865447 1716 1,63451 1,77652 0,920062819 1 1 DOWN

NONGGAT006181.2 NONGGAT006181.2 3:46049980-46052335 1044 0,687042 0,865388 0,793912095 1 1 DOWN

NONGGAT006176.2 NONGGAT006176.2 3:45598071-45610356 5361 0,00770593 0,0280049 0,275163632 1 1 DOWN

NONGGAT006174.2 NONGGAT006174.2 3:44381042-44386209 1126 0,609272 0,543232 1,121568685 1 1 UP

NONGGAT006173.2 NONGGAT006173.2 3:44375549-44380979 471 0,563454 0,576502 0,977366948 1 1 DOWN

NONGGAT006157.2 NONGGAT006157.2 3:42197886-42223817 4193 0,0131768 0,0665717 0,197933957 1 1 DOWN

NONGGAT006151.2 NONGGAT006151.2 3:40973165-40979620 1476 0,809864 0,546455 1,482032372 1 1 UP

NONGGAT006150.2 NONGGAT006150.2 3:40973165-40979620 1688 1,03815 1,75753 0,59068693 1 1 DOWN

NONGGAT006148.2 NONGGAT006148.2 3:40731558-40744280 748 0,221861 0,090269 2,457776202 1 1 UP

NONGGAT006144.2 NONGGAT006144.2 3:40112669-40115842 370 0,423385 0,237997 1,778950995 1 1 UP

NONGGAT006142.2 NONGGAT006142.2 3:39594144-39768545 530 0,870219 0,846278 1,028289758 1 1 UP

NONGGAT006131.2 NONGGAT006131.2 3:38976368-38978596 1148 0,0221468 0,143754 0,154060409 1 1 DOWN

NONGGAT006126.2 NONGGAT006126.2 3:38481217-38490445 1650 0,861594 0,159413 5,404791328 1 1 UP

NONGGAT006107.2 NONGGAT006107.2 3:35938852-35941590 711 0,198392 0,218893 0,906342368 1 1 DOWN

NONGGAT006106.2 NONGGAT006106.2 3:35835013-35857212 3433 0,997784 0,868964 1,148245497 1 1 UP

NONGGAT006105.2 NONGGAT006105.2 3:35835013-35857212 746 0,188882 0,421301 0,448330291 1 1 DOWN

NONGGAT006104.2 NONGGAT006104.2 3:35779342-35790263 1839 0,0492996 0,0268536 1,835865582 1 1 UP

NONGGAT006103.2 NONGGAT006103.2 3:35779342-35790263 2190 0,0162138 0,151486 0,107031673 1 1 DOWN

NONGGAT006102.2 NONGGAT006102.2 3:35755423-35756267 738 0,149297 0,0342152 4,363470037 1 1 UP

NONGGAT006094.2 NONGGAT006094.2 3:35230200-35422784 2879 0,0676677 0,0787142 0,859663187 1 1 DOWN

NONGGAT006092.2 NONGGAT006092.2 3:34824017-34845559 1912 0,16432 0,13274 1,237908694 1 1 UP

NONGGAT006090.2 NONGGAT006090.2 3:34824017-34845559 1493 0,0728605 0,107073 0,680475003 1 1 DOWN

NONGGAT006088.2 NONGGAT006088.2 3:34824017-34845559 2921 0,17848 0,0943779 1,891120697 1 1 UP

NONGGAT006087.2 NONGGAT006087.2 3:34805546-34810349 632 0,0373967 0,0554612 0,674285807 1 1 DOWN

NONGGAT006077.2 NONGGAT006077.2 3:33946108-33971692 830 0,287154 0,0846171 3,393569385 1 1 UP

NONGGAT006074.2 NONGGAT006074.2 3:33946108-33971692 481 0,0892435 0,116559 0,765650872 1 1 DOWN

NONGGAT006065.2 NONGGAT006065.2 3:32072406-32097371 1046 0,0406409 0,0530544 0,766023176 1 1 DOWN

NONGGAT006059.2 NONGGAT006059.2 3:31937109-31942809 787 0,134936 0,0975364 1,383442489 1 1 UP

NONGGAT006058.2 NONGGAT006058.2 3:31937109-31942809 420 0,295159 1,00E-05 29515,9 1 1 UP

NONGGAT006050.2 NONGGAT006050.2 3:31547519-31748573 1208 0,0629092 0,0426795 1,473991026 1 1 UP

NONGGAT006045.2 NONGGAT006045.2 3:30965057-30992748 3573 1,08903 1,12585 0,967295821 1 1 DOWN

NONGGAT006039.2 NONGGAT006039.2 3:30739146-30759022 337 0,289924 0,170552 1,699915568 1 1 UP

NONGGAT006038.2 NONGGAT006038.2 3:30665181-30683559 491 4,26918 4,16787 1,02430738 1 1 UP

NONGGAT006037.2 NONGGAT006037.2 3:30665181-30683559 673 4,48701 4,22833 1,061177817 1 1 UP

NONGGAT006036.2 NONGGAT006036.2 3:30665181-30683559 1033 6,8716 7,93807 0,865651223 1 1 DOWN

NONGGAT006033.2 NONGGAT006033.2 3:30615409-30664623 863 0,0279657 0,0902478 0,309876806 1 1 DOWN

NONGGAT006030.2 NONGGAT006030.2 3:30615409-30664623 1051 0,265192 0,350954 0,755631792 1 1 DOWN

NONGGAT006025.2 NONGGAT006025.2 3:30514354-30528655 1727 0,0410148 0,0502262 0,816601694 1 1 DOWN

NONGGAT006023.2 NONGGAT006023.2 3:30388736-30402788 353 0,0868964 0,278805 0,311674468 1 1 DOWN

NONGGAT006000.2 NONGGAT006000.2 3:27758289-27775068 1946 0,0750845 0,0891454 0,842270044 1 1 DOWN

NONGGAT005998.2 NONGGAT005998.2 3:27749866-27751470 995 0,0416912 0,0273529 1,524196703 1 1 UP

NONGGAT005984.2 NONGGAT005984.2 3:25539881-25542600 866 0,106928 0,0989829 1,0802674 1 1 UP

NONGGAT005981.2 NONGGAT005981.2 3:25477568-25536126 486 1,02704 1,71257 0,599706873 1 1 DOWN

NONGGAT005978.2 NONGGAT005978.2 3:25050999-25202262 678 0,172462 0,157873 1,092409722 1 1 UP

NONGGAT005977.2 NONGGAT005977.2 3:25050999-25202262 1963 0,151526 0,0888245 1,705903214 1 1 UP

NONGGAT005974.2 NONGGAT005974.2 3:24009246-24125149 4424 0,0456913 0,0620795 0,736012693 1 1 DOWN

NONGGAT005960.2 NONGGAT005960.2 3:22244500-22292855 3293 0,14111 0,20046 0,703930959 1 1 DOWN

NONGGAT005959.2 NONGGAT005959.2 3:22244500-22292855 531 4,95598 4,07527 1,216110834 1 1 UP

NONGGAT005953.2 NONGGAT005953.2 3:22202107-22218775 484 0,177496 1,00E-05 17749,6 1 1 UP

NONGGAT005935.2 NONGGAT005935.2 3:19997178-20358337 1931 0,0638667 0,0486743 1,312123646 1 1 UP

NONGGAT005934.2 NONGGAT005934.2 3:19989685-19996612 695 0,402393 0,105694 3,807150832 1 1 UP

NONGGAT005933.2 NONGGAT005933.2 3:19989685-19996612 1085 0,409987 0,0205269 19,97315717 1 1 UP

NONGGAT005932.2 NONGGAT005932.2 3:19989685-19996612 774 0,554624 0,571575 0,97034335 1 1 DOWN

NONGGAT005931.2 NONGGAT005931.2 3:19989685-19996612 1189 0,426739 0,454129 0,939686741 1 1 DOWN

NONGGAT005921.2 NONGGAT005921.2 3:17869804-17876935 657 0,457797 0,376121 1,217153522 1 1 UP

NONGGAT005920.2 NONGGAT005920.2 3:17869804-17876935 573 0,332462 8,64E-07 384603,4603 1 1 UP

NONGGAT005918.2 NONGGAT005918.2 3:17869804-17876935 1164 0,19323 0,0362968 5,323609795 1 1 UP

NONGGAT005917.2 NONGGAT005917.2 3:17869804-17876935 1938 0,0883201 0,218628 0,403974331 1 1 DOWN

NONGGAT005897.2 NONGGAT005897.2 3:17106406-17124095 2110 0,00873579 0,0208925 0,41813043 1 1 DOWN

NONGGAT005895.2 NONGGAT005895.2 3:17106406-17124095 725 0,0355471 0,0723692 0,491191004 1 1 DOWN

NONGGAT005894.2 NONGGAT005894.2 3:17106406-17124095 1253 0,0165615 0,0391522 0,42300305 1 1 DOWN

NONGGAT005893.2 NONGGAT005893.2 3:17029596-17031153 759 0,0329735 0,0797887 0,413260274 1 1 DOWN

NONGGAT005876.2 NONGGAT005876.2 3:16420759-16425137 402 0,283353 0,305309 0,928085972 1 1 DOWN

NONGGAT005867.2 NONGGAT005867.2 3:15850155-15851190 874 0,285807 0,318833 0,896415992 1 1 DOWN

NONGGAT005863.2 NONGGAT005863.2 3:15407151-15427279 1250 0,0922139 0,0199106 4,631397346 1 1 UP

NONGGAT005862.2 NONGGAT005862.2 3:15397060-15399344 628 0,768669 0,952871 0,806687369 1 1 DOWN

NONGGAT005861.2 NONGGAT005861.2 3:15378460-15379734 608 0,845218 0,000191577 4411,897044 1 1 UP

NONGGAT005855.2 NONGGAT005855.2 3:15055717-15059077 886 1,00E-05 0,119311 8,38E-05 1 1 DOWN

NONGGAT005840.2 NONGGAT005840.2 3:13514075-13530910 1250 0,214911 0,0833983 2,576923031 1 1 UP

NONGGAT005835.2 NONGGAT005835.2 3:13079453-13081227 317 1,00E-05 0,604207 1,66E-05 1 1 DOWN

NONGGAT005828.2 NONGGAT005828.2 3:11303459-11337775 321 1,00E-05 0,885922 1,13E-05 1 1 DOWN

NONGGAT005825.2 NONGGAT005825.2 3:11303459-11337775 1723 0,0950142 0,0473881 2,005022358 1 1 UP



NONGGAT005824.2 NONGGAT005824.2 3:11229702-11230793 451 0,066104 0,143067 0,46204925 1 1 DOWN

NONGGAT005820.2 NONGGAT005820.2 3:9995048-9998469 1273 0,0843068 0,0647721 1,301591272 1 1 UP

NONGGAT005819.2 NONGGAT005819.2 3:9992061-9994149 1246 0,0584356 1,00E-05 5843,56 1 1 UP

NONGGAT005815.2 NONGGAT005815.2 3:9738593-9767199 952 0,0422899 0,0235699 1,794233323 1 1 UP

NONGGAT005814.2 NONGGAT005814.2 3:9738593-9767199 1126 0,245758 0,154185 1,593916399 1 1 UP

NONGGAT005813.2 NONGGAT005813.2 3:9738593-9767199 847 0,0713504 0,0605661 1,178058353 1 1 UP

NONGGAT005800.2 NONGGAT005800.2 3:9118691-9123843 1338 0,250548 0,869475 0,288160097 1 1 DOWN

NONGGAT005797.2 NONGGAT005797.2 3:9059905-9063977 1684 0,0476407 0,0397963 1,197113802 1 1 UP

NONGGAT005796.2 NONGGAT005796.2 3:8950304-8983004 1345 0,0155259 0,0871397 0,178172521 1 1 DOWN

NONGGAT005795.2 NONGGAT005795.2 3:8849132-8850207 721 1,63201 1,83779 0,888028556 1 1 DOWN

NONGGAT005785.2 NONGGAT005785.2 3:7660646-7673710 740 0,273367 0,273811 0,998378444 1 1 DOWN

NONGGAT005774.2 NONGGAT005774.2 3:4549010-4572132 925 0,103497 0,210004 0,49283347 1 1 DOWN

NONGGAT005773.2 NONGGAT005773.2 3:4549010-4572132 633 3,61E-80 0,222765 1,62E-79 1 1 DOWN

NONGGAT005771.2 NONGGAT005771.2 3:4549010-4572132 1275 0,50897 0,462914 1,099491482 1 1 UP

NONGGAT005766.2 NONGGAT005766.2 3:4399059-4424446 899 0,256548 0,383205 0,669479782 1 1 DOWN

NONGGAT005759.2 NONGGAT005759.2 3:4123193-4127363 1021 0,150058 0,0434086 3,456872601 1 1 UP

NONGGAT005746.2 NONGGAT005746.2 3:3598691-3639925 564 0,336885 0,874848 0,385078322 1 1 DOWN

NONGGAT005743.2 NONGGAT005743.2 3:3313576-3318713 3939 0,02557 0,0281321 0,908926102 1 1 DOWN

NONGGAT005739.2 NONGGAT005739.2 3:3200853-3311673 1230 0,0580634 0,0433914 1,338131519 1 1 UP

NONGGAT005738.2 NONGGAT005738.2 3:3200853-3311673 1399 0,159739 0,158324 1,008937369 1 1 UP

NONGGAT005737.2 NONGGAT005737.2 3:3200853-3311673 632 0,27753 0,113871 2,437231604 1 1 UP

NONGGAT005729.2 NONGGAT005729.2 3:3135364-3153502 1155 0,13935 0,157532 0,88458218 1 1 DOWN

NONGGAT005728.2 NONGGAT005728.2 3:3135364-3153502 3372 0,430901 0,385118 1,118880447 1 1 UP

NONGGAT005727.2 NONGGAT005727.2 3:3018258-3021173 1111 2,41327 3,10026 0,778408908 1 1 DOWN

NONGGAT005726.2 NONGGAT005726.2 3:2681464-2691361 424 0,540402 0,399398 1,353041327 1 1 UP

NONGGAT005725.2 NONGGAT005725.2 3:2681464-2691361 681 3,84363 3,79914 1,011710545 1 1 UP

NONGGAT005724.2 NONGGAT005724.2 3:2681464-2691361 923 1,32942 1,4005 0,949246698 1 1 DOWN

NONGGAT005723.2 NONGGAT005723.2 3:2483731-2576540 488 0,103874 0,29851 0,347974942 1 1 DOWN

NONGGAT005721.2 NONGGAT005721.2 3:2483731-2576540 478 0,801345 0,711643 1,126049157 1 1 UP

NONGGAT005720.2 NONGGAT005720.2 3:2483731-2576540 411 0,091011 0,28975 0,314101812 1 1 DOWN

NONGGAT005712.2 NONGGAT005712.2 3:2106239-2137464 987 0,358679 0,435603 0,823408011 1 1 DOWN

NONGGAT005705.2 NONGGAT005705.2 3:161240-182508 1604 2,80806 3,29085 0,853293222 1 1 DOWN

NONGGAT005702.2 NONGGAT005702.2 2:79949385-80005089 2256 0,0241354 0,303641 0,079486631 1 1 DOWN

NONGGAT005701.2 NONGGAT005701.2 2:79949385-80005089 2253 1,32633 1,10703 1,198097613 1 1 UP

NONGGAT005694.2 NONGGAT005694.2 28:1295617-1324534 553 0,132734 0,203187 0,653260297 1 1 DOWN

NONGGAT005693.2 NONGGAT005693.2 28:1295617-1324534 567 0,176332 0,176568 0,998663404 1 1 DOWN

NONGGAT005690.2 NONGGAT005690.2 28:1295617-1324534 874 0,029386 0,087632 0,335334125 1 1 DOWN

NONGGAT005689.2 NONGGAT005689.2 28:1327075-1332053 702 0,685605 0,409211 1,675431501 1 1 UP

NONGGAT005673.2 NONGGAT005673.2 28:4438749-4541714 1140 0,0535241 1,04E-11 5131941781 1 1 UP

NONGGAT005669.2 NONGGAT005669.2 28:4321306-4331603 380 1,7163 2,12247 0,808633338 1 1 DOWN

NONGGAT005668.2 NONGGAT005668.2 28:4321306-4331603 1101 0,211437 0,0231676 9,126409296 1 1 UP

NONGGAT005667.2 NONGGAT005667.2 28:4321306-4331603 1509 1,94737 1,55247 1,254368844 1 1 UP

NONGGAT005666.2 NONGGAT005666.2 28:4321306-4331603 1834 0,994354 1,06785 0,931173854 1 1 DOWN

NONGGAT005665.2 NONGGAT005665.2 28:4321306-4331603 2613 0,112943 0,0366107 3,084972426 1 1 UP

NONGGAT005664.2 NONGGAT005664.2 28:4305371-4307323 869 0,409273 0,584082 0,700711544 1 1 DOWN

NONGGAT005663.2 NONGGAT005663.2 28:4305371-4307323 947 0,000147621 0,274073 0,000538619 1 1 DOWN

NONGGAT005662.2 NONGGAT005662.2 28:4305371-4307323 1199 0,480223 0,61521 0,780583866 1 1 DOWN

NONGGAT005661.2 NONGGAT005661.2 28:4295232-4296997 1677 0,933639 1,18159 0,790154791 1 1 DOWN

NONGGAT005660.2 NONGGAT005660.2 28:4293166-4294985 799 0,535579 0,447155 1,197747984 1 1 UP

NONGGAT005659.2 NONGGAT005659.2 28:4260159-4267658 488 0,437884 0,627171 0,69818917 1 1 DOWN

NONGGAT005657.2 NONGGAT005657.2 28:4085165-4125847 461 4,40E-05 0,573334 7,67E-05 1 1 DOWN

NONGGAT005655.2 NONGGAT005655.2 28:3858882-3863169 1176 0,187699 0,334541 0,561064264 1 1 DOWN

NONGGAT005654.2 NONGGAT005654.2 28:3858882-3863169 1643 0,23857 0,217392 1,097418488 1 1 UP

NONGGAT005647.2 NONGGAT005647.2 28:3781703-3786262 769 0,188305 0,059504 3,164577171 1 1 UP

NONGGAT005646.2 NONGGAT005646.2 28:3781703-3786262 630 0,133309 0,0437885 3,044383799 1 1 UP

NONGGAT005642.2 NONGGAT005642.2 28:3518015-3533172 1238 1,25175 1,03971 1,203941484 1 1 UP

NONGGAT005632.2 NONGGAT005632.2 28:2775251-2789996 2681 1,00E-05 0,0186844 0,000535206 1 1 DOWN

NONGGAT005626.2 NONGGAT005626.2 28:2447967-2453268 4282 0,155849 0,127743 1,220019884 1 1 UP

NONGGAT005621.2 NONGGAT005621.2 28:2157332-2164887 502 1,41943 1,94065 0,731419885 1 1 DOWN

NONGGAT005620.2 NONGGAT005620.2 28:2131518-2143190 2552 0,349298 0,410047 0,851848691 1 1 DOWN

NONGGAT005619.2 NONGGAT005619.2 28:2131518-2143190 4322 0,0594806 0,0394986 1,505891348 1 1 UP

NONGGAT005617.2 NONGGAT005617.2 28:2041019-2096657 2238 1,21806 1,31222 0,92824374 1 1 DOWN

NONGGAT005616.2 NONGGAT005616.2 28:1998293-2009882 991 0,0589154 0,0917143 0,642379651 1 1 DOWN

NONGGAT005615.2 NONGGAT005615.2 28:1998293-2009882 778 0,0718133 0,114776 0,625682198 1 1 DOWN

NONGGAT005614.2 NONGGAT005614.2 28:1998293-2009882 1288 0,321207 0,182377 1,761225374 1 1 UP

NONGGAT005613.2 NONGGAT005613.2 28:1998293-2009882 869 0,0886182 0,182069 0,486728658 1 1 DOWN

NONGGAT005607.2 NONGGAT005607.2 28:1754845-1757356 1631 0,340388 0,368467 0,923795075 1 1 DOWN

NONGGAT005603.2 NONGGAT005603.2 28:1535232-1559876 933 0,072586 0,0500446 1,45042622 1 1 UP

NONGGAT005602.2 NONGGAT005602.2 28:1535232-1559876 1014 0,0815513 0,0669867 1,21742525 1 1 UP

NONGGAT005601.2 NONGGAT005601.2 28:1535232-1559876 1105 0,196903 2,82E-07 698757,9403 1 1 UP

NONGGAT005596.2 NONGGAT005596.2 28:1047525-1054264 1526 0,136731 0,0556538 2,456813371 1 1 UP

NONGGAT005594.2 NONGGAT005594.2 28:1047525-1054264 2262 0,332071 0,43808 0,758014518 1 1 DOWN

NONGGAT005591.2 NONGGAT005591.2 28:992123-1022893 1921 0,167777 0,144405 1,161850351 1 1 UP

NONGGAT005590.2 NONGGAT005590.2 28:980789-991438 647 0,152971 0,200884 0,761489218 1 1 DOWN

NONGGAT005587.2 NONGGAT005587.2 28:911578-914027 1683 0,918161 0,669971 1,37044887 1 1 UP

NONGGAT005582.2 NONGGAT005582.2 28:784619-785380 487 0,0700489 0,120713 0,580292926 1 1 DOWN

NONGGAT005569.2 NONGGAT005569.2 28:44089-58057 2303 0,04332 0,00913728 4,74101702 1 1 UP

NONGGAT005568.2 NONGGAT005568.2 28:26110-29964 1708 1,21E-05 0,0571376 0,000211656 1 1 DOWN

NONGGAT005567.2 NONGGAT005567.2 28:26110-29964 1722 0,165008 0,0299623 5,507187365 1 1 UP

NONGGAT005566.2 NONGGAT005566.2 27:5397423-5404671 762 1,03163 1,03625 0,995541616 1 1 DOWN

NONGGAT005560.2 NONGGAT005560.2 27:5149291-5156649 799 0,0365621 0,162509 0,224985078 1 1 DOWN

NONGGAT005559.2 NONGGAT005559.2 27:5117679-5123740 1823 2,43195 3,45394 0,704108931 1 1 DOWN

NONGGAT005557.2 NONGGAT005557.2 27:5117679-5123740 936 4,05489 4,54327 0,892504738 1 1 DOWN

NONGGAT005555.2 NONGGAT005555.2 27:4504865-4506640 686 0,948701 0,579448 1,637249589 1 1 UP

NONGGAT005533.2 NONGGAT005533.2 27:3586781-3592575 2280 0,398122 0,279697 1,423404613 1 1 UP

NONGGAT005529.2 NONGGAT005529.2 27:3468035-3483152 1094 0,521011 0,49704 1,048227507 1 1 UP

NONGGAT005526.2 NONGGAT005526.2 27:3343555-3347399 945 0,299927 0,287498 1,043231605 1 1 UP

NONGGAT005524.2 NONGGAT005524.2 27:3309569-3336241 468 0,180455 0,259317 0,695885731 1 1 DOWN

NONGGAT005521.2 NONGGAT005521.2 27:3126089-3162020 2948 0,330404 0,42937 0,769508815 1 1 DOWN

NONGGAT005520.2 NONGGAT005520.2 27:3055085-3122696 568 0,230079 8,67E-218 2,65E+216 1 1 UP

NONGGAT005519.2 NONGGAT005519.2 27:3055085-3122696 947 0,0678775 0,0649719 1,044720872 1 1 UP

NONGGAT005518.2 NONGGAT005518.2 27:3055085-3122696 1088 0,0530594 0,0213833 2,481347594 1 1 UP

NONGGAT005514.2 NONGGAT005514.2 27:2598470-2599544 967 0,539919 0,811678 0,665188659 1 1 DOWN

NONGGAT005506.2 NONGGAT005506.2 27:1801385-1824248 694 0,0611601 0,232102 0,263505269 1 1 DOWN

NONGGAT005505.2 NONGGAT005505.2 27:1801385-1824248 570 0,192472 0,148729 1,29411211 1 1 UP

NONGGAT005504.2 NONGGAT005504.2 27:1787644-1792672 797 0,0646149 0,0545625 1,184236426 1 1 UP

NONGGAT005503.2 NONGGAT005503.2 27:1787644-1792672 740 0,173511 0,183653 0,94477629 1 1 DOWN

NONGGAT005502.2 NONGGAT005502.2 27:1787644-1792672 1158 0,594799 0,389902 1,525508974 1 1 UP

NONGGAT005500.2 NONGGAT005500.2 27:1787644-1792672 443 0,734973 0,242328 3,032967713 1 1 UP

NONGGAT005494.2 NONGGAT005494.2 27:1525478-1531308 604 0,197913 0,734518 0,269446086 1 1 DOWN

NONGGAT005493.2 NONGGAT005493.2 27:1525478-1531308 2563 0,0591324 0,0884809 0,668306945 1 1 DOWN

NONGGAT005491.2 NONGGAT005491.2 27:1525478-1531308 2752 0,0177127 0,0100199 1,767752173 1 1 UP

NONGGAT005488.2 NONGGAT005488.2 27:1506726-1513516 1513 0,604695 0,516422 1,170931912 1 1 UP

NONGGAT005480.2 NONGGAT005480.2 27:254321-488075 766 0,420085 0,781241 0,537714994 1 1 DOWN

NONGGAT005479.2 NONGGAT005479.2 27:160916-166649 1221 0,140057 0,0848006 1,65160388 1 1 UP

NONGGAT005478.2 NONGGAT005478.2 27:160916-166649 802 0,0370647 0,208259 0,177974061 1 1 DOWN

NONGGAT005468.2 NONGGAT005468.2 26:5130523-5147377 1165 0,0272945 0,697219 0,039147671 1 1 DOWN

NONGGAT005463.2 NONGGAT005463.2 26:4986523-4994553 1164 2,10237 2,19966 0,955770437 1 1 DOWN

NONGGAT005456.2 NONGGAT005456.2 26:4677807-4737458 1027 3,41E-65 0,195968 1,74E-64 1 1 DOWN

NONGGAT005450.2 NONGGAT005450.2 26:4071134-4077044 2478 0,0435108 0,0281709 1,544529994 1 1 UP

NONGGAT005449.2 NONGGAT005449.2 26:4071134-4077044 2552 0,10928 0,141277 0,773515859 1 1 DOWN

NONGGAT005448.2 NONGGAT005448.2 26:4065468-4070357 529 0,22722 0,0805636 2,82038042 1 1 UP

NONGGAT005447.2 NONGGAT005447.2 26:4065468-4070357 2359 0,189107 0,349797 0,540619273 1 1 DOWN

NONGGAT005446.2 NONGGAT005446.2 26:4065468-4070357 908 0,101803 0,0946792 1,075241447 1 1 UP

NONGGAT005440.2 NONGGAT005440.2 26:3655482-3661142 315 0,498841 0,162979 3,060768565 1 1 UP

NONGGAT005436.2 NONGGAT005436.2 26:3478936-3511815 1489 5,89E-06 0,146263 4,03E-05 1 1 DOWN

NONGGAT005433.2 NONGGAT005433.2 26:3455239-3456867 1135 0,0352324 0,0366116 0,962328879 1 1 DOWN

NONGGAT005429.2 NONGGAT005429.2 26:3280336-3284374 1750 1,00E-05 0,0430385 0,00023235 1 1 DOWN

NONGGAT005428.2 NONGGAT005428.2 26:3154259-3155163 772 0,522179 1,46561 0,356287826 1 1 DOWN

NONGGAT005426.2 NONGGAT005426.2 26:2718584-2720975 434 1,00E-05 0,248689 4,02E-05 1 1 DOWN

NONGGAT005425.2 NONGGAT005425.2 26:2718584-2720975 1447 0,10132 0,0807675 1,254464977 1 1 UP

NONGGAT005417.2 NONGGAT005417.2 26:2534864-2553865 588 16,5363 16,9446 0,975903828 1 1 DOWN

NONGGAT005408.2 NONGGAT005408.2 26:2246754-2258078 1251 0,00145611 0,0921068 0,015808931 1 1 DOWN

NONGGAT005407.2 NONGGAT005407.2 26:2246754-2258078 4457 0,0438317 0,0196332 2,232529593 1 1 UP

NONGGAT005406.2 NONGGAT005406.2 26:2246754-2258078 4116 0,0344523 0,0776836 0,443495152 1 1 DOWN

NONGGAT005405.2 NONGGAT005405.2 26:2211495-2216281 619 0,166088 0,0732677 2,266865208 1 1 UP

NONGGAT005402.2 NONGGAT005402.2 26:2111744-2114902 707 0,171676 0,205976 0,833475745 1 1 DOWN

NONGGAT005392.2 NONGGAT005392.2 26:1820215-1824742 2394 7,66175 8,66711 0,884002857 1 1 DOWN

NONGGAT005384.2 NONGGAT005384.2 26:1569746-1570629 804 1,00E-05 0,185692 5,39E-05 1 1 DOWN

NONGGAT005383.2 NONGGAT005383.2 26:1565555-1569701 815 0,0346088 0,0403335 0,858065876 1 1 DOWN

NONGGAT005382.2 NONGGAT005382.2 26:1565555-1569701 1795 0,20979 0,196353 1,068432873 1 1 UP

NONGGAT005378.2 NONGGAT005378.2 26:1397474-1411888 499 0,21735 0,0692574 3,138292803 1 1 UP

NONGGAT005376.2 NONGGAT005376.2 26:1397474-1411888 1056 0,0208872 0,0885082 0,235991693 1 1 DOWN

NONGGAT005364.2 NONGGAT005364.2 26:489896-490910 321 3,96533 4,12885 0,960395752 1 1 DOWN

NONGGAT005361.2 NONGGAT005361.2 26:249734-251173 509 0,07023 0,394023 0,178238326 1 1 DOWN

NONGGAT005360.2 NONGGAT005360.2 26:180810-184469 584 0,60016 0,0631889 9,49787067 1 1 UP

NONGGAT005359.2 NONGGAT005359.2 26:180810-184469 1360 0,470149 0,299056 1,57211024 1 1 UP

NONGGAT005358.2 NONGGAT005358.2 26:180810-184469 2340 0,282515 0,418893 0,674432373 1 1 DOWN

NONGGAT005357.2 NONGGAT005357.2 26:164120-175093 1605 0,0200147 0,0481187 0,415944321 1 1 DOWN

NONGGAT005356.2 NONGGAT005356.2 26:97608-98312 432 8,6911 8,17151 1,063585555 1 1 UP

NONGGAT005353.2 NONGGAT005353.2 25:2816336-2829737 1105 0,137728 0,167226 0,823603985 1 1 DOWN

NONGGAT005351.2 NONGGAT005351.2 25:2368226-2727336 585 0,0485134 0,145345 0,333781004 1 1 DOWN

NONGGAT005346.2 NONGGAT005346.2 25:2368226-2727336 510 0,599485 0,847689 0,70719922 1 1 DOWN

NONGGAT005345.2 NONGGAT005345.2 25:2343394-2367573 352 3,46222 3,8469 0,900002599 1 1 DOWN

NONGGAT005344.2 NONGGAT005344.2 25:2343394-2367573 250 1,64E-72 1,61428 1,02E-72 1 1 DOWN

NONGGAT005335.2 NONGGAT005335.2 25:1266833-1272776 723 0,73429 0,627635 1,169931569 1 1 UP

NONGGAT005334.2 NONGGAT005334.2 25:1266833-1272776 543 2,03386 2,59801 0,78285303 1 1 DOWN

NONGGAT005320.2 NONGGAT005320.2 25:1442323-1445682 1814 0,174184 0,245799 0,708644055 1 1 DOWN

NONGGAT005319.2 NONGGAT005319.2 25:1417905-1420305 489 0,641007 0,936518 0,684457747 1 1 DOWN

NONGGAT005318.2 NONGGAT005318.2 25:940003-940885 799 0,694328 1,04513 0,664346062 1 1 DOWN

NONGGAT005307.2 NONGGAT005307.2 24:6135092-6136392 1047 0,0250465 0,0859583 0,291379657 1 1 DOWN

NONGGAT005301.2 NONGGAT005301.2 24:5578771-5589603 1537 0,0203754 0,119454 0,170571098 1 1 DOWN

NONGGAT005299.2 NONGGAT005299.2 24:5544097-5550634 557 9,36839 10,1657 0,921568608 1 1 DOWN

NONGGAT005295.2 NONGGAT005295.2 24:5509240-5512976 626 0,0399798 0,131258 0,304589435 1 1 DOWN

NONGGAT005294.2 NONGGAT005294.2 24:5406557-5408894 882 0,0493367 0,0304759 1,618875899 1 1 UP

NONGGAT005283.2 NONGGAT005283.2 24:4331414-4336207 1678 0,2967 0,861112 0,344554483 1 1 DOWN

NONGGAT005281.2 NONGGAT005281.2 24:4264394-4269289 341 0,662079 0,160155 4,133988948 1 1 UP

NONGGAT005276.2 NONGGAT005276.2 24:3868815-4005441 405 0,41201 1,00E-05 41201 1 1 UP

NONGGAT005275.2 NONGGAT005275.2 24:3353927-3356194 829 0,209254 0,173195 1,208198851 1 1 UP

NONGGAT005274.2 NONGGAT005274.2 24:3353927-3356194 561 0,134447 0,250521 0,536669581 1 1 DOWN

NONGGAT005269.2 NONGGAT005269.2 24:3121014-3134300 481 1,00E-05 0,297893 3,36E-05 1 1 DOWN

NONGGAT005264.2 NONGGAT005264.2 24:3030957-3069790 1065 0,318508 0,711475 0,447672792 1 1 DOWN

NONGGAT005263.2 NONGGAT005263.2 24:3030957-3069790 353 0,487171 1,00E-05 48717,1 1 1 UP

NONGGAT005259.2 NONGGAT005259.2 24:2887642-3006641 1099 0,102272 0,145665 0,702104143 1 1 DOWN

NONGGAT005255.2 NONGGAT005255.2 24:2887642-3006641 2053 0,611594 0,677835 0,902275628 1 1 DOWN

NONGGAT005252.2 NONGGAT005252.2 24:2887642-3006641 1519 0,0411047 0,0132325 3,106344228 1 1 UP

NONGGAT005250.2 NONGGAT005250.2 24:2887642-3006641 5145 0,967502 0,875215 1,105444948 1 1 UP

NONGGAT005249.2 NONGGAT005249.2 24:2887642-3006641 1600 0,0852303 1,00E-09 84991473,96 1 1 UP

NONGGAT005248.2 NONGGAT005248.2 24:2887642-3006641 2070 0,429175 0,0214764 19,98356335 1 1 UP

NONGGAT005247.2 NONGGAT005247.2 24:2887642-3006641 8492 0,865871 0,715744 1,209749575 1 1 UP

NONGGAT005245.2 NONGGAT005245.2 24:2868042-2879839 418 0,823646 0,0934859 8,810376752 1 1 UP

NONGGAT005234.2 NONGGAT005234.2 24:2108774-2113911 3323 0,0477427 0,0729011 0,65489684 1 1 DOWN

NONGGAT005231.2 NONGGAT005231.2 24:1588810-1635701 324 1,65479 1,96528 0,842012334 1 1 DOWN

NONGGAT005230.2 NONGGAT005230.2 24:1588810-1635701 772 0,524781 0,426788 1,2296058 1 1 UP

NONGGAT005228.2 NONGGAT005228.2 24:1584583-1586029 406 0,251433 1,65E-06 152119,9618 1 1 UP

NONGGAT005227.2 NONGGAT005227.2 24:1556853-1583995 1110 4,79835 5,34953 0,896966649 1 1 DOWN

NONGGAT005222.2 NONGGAT005222.2 24:1556853-1583995 1741 0,018972 0,0117471 1,615036903 1 1 UP

NONGGAT005211.2 NONGGAT005211.2 24:440846-452458 746 0,0546769 0,115982 0,471425738 1 1 DOWN

NONGGAT005210.2 NONGGAT005210.2 24:407250-420117 1033 1,8559 2,13921 0,867563259 1 1 DOWN

NONGGAT005198.2 NONGGAT005198.2 23:5744785-5765977 585 0,257047 0,188683 1,36232199 1 1 UP

NONGGAT005195.2 NONGGAT005195.2 23:5585952-5600060 704 0,225089 0,0623081 3,612515869 1 1 UP

NONGGAT005194.2 NONGGAT005194.2 23:5495958-5502716 938 0,0629554 0,446321 0,141054084 1 1 DOWN

NONGGAT005185.2 NONGGAT005185.2 23:5217042-5218041 448 0,867635 0,208958 4,152198049 1 1 UP

NONGGAT005183.2 NONGGAT005183.2 23:5137851-5158527 672 0,502264 0,816746 0,614957404 1 1 DOWN

NONGGAT005175.2 NONGGAT005175.2 23:4396337-4405694 1620 0,0381672 0,000103182 369,901727 1 1 UP

NONGGAT005161.2 NONGGAT005161.2 23:2947761-3059977 416 0,899214 1,00E-05 89921,4 1 1 UP

NONGGAT005158.2 NONGGAT005158.2 23:2825827-2941890 666 0,656239 1,00E-05 65623,9 1 1 UP

NONGGAT005155.2 NONGGAT005155.2 23:2825827-2941890 7435 0,214664 0,0165335 12,98357879 1 1 UP

NONGGAT005153.2 NONGGAT005153.2 23:2747389-2751848 782 0,347673 0,247832 1,402857581 1 1 UP

NONGGAT005145.2 NONGGAT005145.2 23:2551274-2558427 944 0,102251 0,229975 0,444617893 1 1 DOWN

NONGGAT005144.2 NONGGAT005144.2 23:2508970-2526376 674 0,211855 0,266502 0,79494713 1 1 DOWN

NONGGAT005141.2 NONGGAT005141.2 23:2345261-2348623 500 5,55957 6,6607 0,834682541 1 1 DOWN

NONGGAT005130.2 NONGGAT005130.2 23:1966156-1966635 375 0,183389 0,542744 0,337892266 1 1 DOWN

NONGGAT005128.2 NONGGAT005128.2 23:1914880-1917339 836 0,109083 3,79E-05 2878,642737 1 1 UP

NONGGAT005127.2 NONGGAT005127.2 23:1914880-1917339 1396 7,48E-64 0,0816722 9,16E-63 1 1 DOWN

NONGGAT005126.2 NONGGAT005126.2 23:1914880-1917339 1650 0,0044377 0,129738 0,03420509 1 1 DOWN

NONGGAT005125.2 NONGGAT005125.2 23:1914880-1917339 1629 0,425419 0,0939544 4,527930571 1 1 UP

NONGGAT005123.2 NONGGAT005123.2 23:1796429-1803360 624 12,8344 12,7672 1,005263488 1 1 UP

NONGGAT005121.2 NONGGAT005121.2 23:1671070-1678314 417 1,00E-05 0,422558 2,37E-05 1 1 DOWN

NONGGAT005120.2 NONGGAT005120.2 23:1671070-1678314 1212 3,64365 3,94141 0,924453432 1 1 DOWN

NONGGAT005119.2 NONGGAT005119.2 23:1671070-1678314 1386 2,23E-05 0,321826 6,93E-05 1 1 DOWN

NONGGAT005117.2 NONGGAT005117.2 23:1578984-1658220 567 0,143746 0,568277 0,252950586 1 1 DOWN

NONGGAT005116.2 NONGGAT005116.2 23:1578984-1658220 1357 1,17038 1,37646 0,850282609 1 1 DOWN

NONGGAT005115.2 NONGGAT005115.2 23:1578984-1658220 511 0,0864244 0,117348 0,736479531 1 1 DOWN

NONGGAT005114.2 NONGGAT005114.2 23:1578984-1658220 2768 0,048712 0,0213224 2,28454583 1 1 UP

NONGGAT005113.2 NONGGAT005113.2 23:1577207-1578647 699 0,404524 0,137902 2,933416484 1 1 UP

NONGGAT005112.2 NONGGAT005112.2 23:1544052-1550837 6603 0,853547 1,32834 0,642566662 1 1 DOWN

NONGGAT005106.2 NONGGAT005106.2 23:1363951-1394356 1204 0,0634215 0,0160503 3,951421469 1 1 UP

NONGGAT005105.2 NONGGAT005105.2 23:1306472-1310252 808 0,0417975 0,0555077 0,753003637 1 1 DOWN

NONGGAT005104.2 NONGGAT005104.2 23:1256963-1258206 331 0,751515 0,390224 1,925855406 1 1 UP

NONGGAT005103.2 NONGGAT005103.2 23:1256963-1258206 893 0,122988 1,00E-05 12298,8 1 1 UP

NONGGAT005090.2 NONGGAT005090.2 23:195602-206778 1039 0,0332989 0,0346086 0,962156805 1 1 DOWN

NONGGAT005089.2 NONGGAT005089.2 23:164332-173059 407 2,48104 3,21254 0,772298555 1 1 DOWN

NONGGAT005086.2 NONGGAT005086.2 23:109905-147202 1159 0,0155602 0,0325846 0,477532331 1 1 DOWN

NONGGAT005083.2 NONGGAT005083.2 23:109905-147202 2200 0,00788933 0,0337088 0,234043633 1 1 DOWN

NONGGAT005076.2 NONGGAT005076.2 22:4613897-4615606 579 1,54156 1,08138 1,425548836 1 1 UP

NONGGAT005072.2 NONGGAT005072.2 22:4584745-4593637 350 3,44718 4,20862 0,819076087 1 1 DOWN

NONGGAT005069.2 NONGGAT005069.2 22:4054293-4055035 515 0,0439383 0,184794 0,237769083 1 1 DOWN

NONGGAT005061.2 NONGGAT005061.2 22:3524230-3543372 994 0,0252428 0,103402 0,244122938 1 1 DOWN

NONGGAT005052.2 NONGGAT005052.2 22:2533086-2541913 6698 2,07E-06 0,0200103 0,000103511 1 1 DOWN

NONGGAT005051.2 NONGGAT005051.2 22:2533086-2541913 4427 0,0156046 0,00191906 8,13137682 1 1 UP

NONGGAT005050.2 NONGGAT005050.2 22:2533086-2541913 4419 0,00836783 0,00206574 4,050766311 1 1 UP

NONGGAT005047.2 NONGGAT005047.2 22:2293425-2294969 597 0,200415 0,214967 0,932305889 1 1 DOWN

NONGGAT005027.2 NONGGAT005027.2 22:1615878-1622530 1939 0,540526 0,705392 0,766277474 1 1 DOWN

NONGGAT005026.2 NONGGAT005026.2 22:1615878-1622530 2046 0,472212 0,569433 0,829267008 1 1 DOWN

NONGGAT005025.2 NONGGAT005025.2 22:1405359-1413283 1052 0,92398 0,71396 1,294162138 1 1 UP

NONGGAT005024.2 NONGGAT005024.2 22:1405359-1413283 2777 0,333817 0,610561 0,546738164 1 1 DOWN

NONGGAT005023.2 NONGGAT005023.2 22:1405359-1413283 2224 0,120672 0,144336 0,836049218 1 1 DOWN

NONGGAT005022.2 NONGGAT005022.2 22:1405359-1413283 1381 0,436033 1,08E-06 403110,9303 1 1 UP

NONGGAT005021.2 NONGGAT005021.2 22:1405359-1413283 1376 0,807181 0,909368 0,887628551 1 1 DOWN

NONGGAT005020.2 NONGGAT005020.2 22:1405359-1413283 3266 0,592402 0,491983 1,204110711 1 1 UP

NONGGAT005019.2 NONGGAT005019.2 22:1405359-1413283 2030 0,244436 0,342505 0,713671333 1 1 DOWN

NONGGAT005013.2 NONGGAT005013.2 22:839314-844638 1013 0,831591 0,44654 1,86229901 1 1 UP

NONGGAT005012.2 NONGGAT005012.2 22:839314-844638 1075 0,766616 0,520953 1,471564613 1 1 UP

NONGGAT005010.2 NONGGAT005010.2 22:809103-814026 2166 0,0131424 0,0173305 0,758339344 1 1 DOWN

NONGGAT005000.2 NONGGAT005000.2 22:434418-436176 656 1,00E-05 0,199205 5,02E-05 1 1 DOWN

NONGGAT004999.2 NONGGAT004999.2 22:10825-15895 2366 0,493703 0,631061 0,782337999 1 1 DOWN

NONGGAT004997.2 NONGGAT004997.2 22:10825-15895 3707 1,15926 1,93982 0,59761215 1 1 DOWN

NONGGAT004994.2 NONGGAT004994.2 21:6624801-6634043 284 7,10E-07 0,808539 8,78E-07 1 1 DOWN

NONGGAT004992.2 NONGGAT004992.2 21:6415296-6428011 4114 0,721671 0,891829 0,809203334 1 1 DOWN

NONGGAT004991.2 NONGGAT004991.2 21:6216792-6220027 1316 0,0385152 0,0300588 1,281328596 1 1 UP

NONGGAT004990.2 NONGGAT004990.2 21:6213160-6216785 970 0,0316225 0,0196408 1,610041343 1 1 UP

NONGGAT004989.2 NONGGAT004989.2 21:6213160-6216785 1028 0,0322069 0,0806528 0,399327736 1 1 DOWN

NONGGAT004987.2 NONGGAT004987.2 21:6181765-6184554 1801 0,0956845 6,86E-05 1394,893019 1 1 UP

NONGGAT004986.2 NONGGAT004986.2 21:6181765-6184554 1940 0,00637208 0,408148 0,01561218 1 1 DOWN

NONGGAT004975.2 NONGGAT004975.2 21:5657940-5666431 782 0,825827 0,496725 1,662543661 1 1 UP

NONGGAT004974.2 NONGGAT004974.2 21:5645574-5657662 604 0,366624 0,0322972 11,35157227 1 1 UP

NONGGAT004973.2 NONGGAT004973.2 21:5622576-5623219 476 0,300003 0,248836 1,205625392 1 1 UP

NONGGAT004972.2 NONGGAT004972.2 21:5621075-5622018 387 1,00E-05 0,354381 2,82E-05 1 1 DOWN

NONGGAT004971.2 NONGGAT004971.2 21:5542454-5568801 435 0,203669 0,170709 1,193077108 1 1 UP

NONGGAT004970.2 NONGGAT004970.2 21:5542454-5568801 992 0,113256 1,91E-32 5,94E+30 1 1 UP

NONGGAT004967.2 NONGGAT004967.2 21:5542454-5568801 594 0,132551 0,0521669 2,540902373 1 1 UP

NONGGAT004957.2 NONGGAT004957.2 21:5349191-5448674 1363 0,847669 1,00047 0,847270783 1 1 DOWN

NONGGAT004956.2 NONGGAT004956.2 21:5349191-5448674 1386 0,461536 0,158564 2,910723746 1 1 UP

NONGGAT004942.2 NONGGAT004942.2 21:4926616-4946186 745 1,00E-05 0,163995 6,10E-05 1 1 DOWN

NONGGAT004941.2 NONGGAT004941.2 21:4926616-4946186 443 0,138668 0,0755298 1,835937603 1 1 UP

NONGGAT004940.2 NONGGAT004940.2 21:4926616-4946186 1451 0,0231725 0,178493 0,129823018 1 1 DOWN

NONGGAT004937.2 NONGGAT004937.2 21:4838411-4840380 408 1,81E-05 0,251324 7,20E-05 1 1 DOWN

NONGGAT004931.2 NONGGAT004931.2 21:4733201-4756189 2243 0,0159256 0,0100419 1,585915016 1 1 UP

NONGGAT004921.2 NONGGAT004921.2 21:4315015-4323502 523 2,12E-06 0,279177 7,59E-06 1 1 DOWN

NONGGAT004917.2 NONGGAT004917.2 21:4219039-4220527 510 2,42E-08 0,232444 1,04E-07 1 1 DOWN

NONGGAT004916.2 NONGGAT004916.2 21:4219039-4220527 607 0,199461 0,410354 0,486070563 1 1 DOWN

NONGGAT004915.2 NONGGAT004915.2 21:3732185-3735823 3440 0,137827 0,195665 0,704402934 1 1 DOWN

NONGGAT004914.2 NONGGAT004914.2 21:3592012-3629057 2242 0,490528 0,551512 0,889423984 1 1 DOWN

NONGGAT004913.2 NONGGAT004913.2 21:3592012-3629057 716 0,210359 0,50017 0,420575004 1 1 DOWN

NONGGAT004907.2 NONGGAT004907.2 21:3290105-3290935 723 0,0343295 0,447851 0,076653842 1 1 DOWN

NONGGAT004906.2 NONGGAT004906.2 21:3266541-3275627 507 0,372915 0,868109 0,429571632 1 1 DOWN

NONGGAT004896.2 NONGGAT004896.2 21:2972732-3005702 1389 0,228324 0,452485 0,504600152 1 1 DOWN

NONGGAT004893.2 NONGGAT004893.2 21:2633543-2766080 576 0,319895 0,312959 1,022162648 1 1 UP

NONGGAT004892.2 NONGGAT004892.2 21:2633543-2766080 946 0,0197806 0,120611 0,164003283 1 1 DOWN

NONGGAT004891.2 NONGGAT004891.2 21:2633543-2766080 535 0,0831347 0,580964 0,143097851 1 1 DOWN

NONGGAT004889.2 NONGGAT004889.2 21:2621716-2622572 445 0,226067 0,380514 0,594109547 1 1 DOWN

NONGGAT004884.2 NONGGAT004884.2 21:2503795-2523233 920 0,291866 0,296226 0,985281508 1 1 DOWN

NONGGAT004882.2 NONGGAT004882.2 21:2349637-2373504 1209 1,00E-05 0,0604619 0,000165393 1 1 DOWN

NONGGAT004875.2 NONGGAT004875.2 21:2106884-2110530 1113 3,57143 3,0639 1,165648357 1 1 UP

NONGGAT004874.2 NONGGAT004874.2 21:1999531-2022446 765 4,01541 4,5773 0,877244227 1 1 DOWN

NONGGAT004873.2 NONGGAT004873.2 21:1992098-1999321 599 1,92283 2,03209 0,946232696 1 1 DOWN

NONGGAT004872.2 NONGGAT004872.2 21:1856462-1956964 976 0,073623 0,149804 0,491462177 1 1 DOWN

NONGGAT004871.2 NONGGAT004871.2 21:1856462-1956964 439 1,00E-05 0,316594 3,16E-05 1 1 DOWN

NONGGAT004863.2 NONGGAT004863.2 21:1778998-1790728 10712 0,222211 0,257839 0,861820749 1 1 DOWN

NONGGAT004856.2 NONGGAT004856.2 21:1463926-1533720 426 0,893377 1,06629 0,837836799 1 1 DOWN

NONGGAT004850.2 NONGGAT004850.2 21:786339-808867 4558 0,0813775 0,0977338 0,832644387 1 1 DOWN

NONGGAT004847.2 NONGGAT004847.2 21:786339-808867 6496 3,87E-07 0,0377056 1,03E-05 1 1 DOWN

NONGGAT004842.2 NONGGAT004842.2 21:674537-695542 382 0,0839009 0,328863 0,25512417 1 1 DOWN

NONGGAT004840.2 NONGGAT004840.2 21:489941-552287 1956 0,499401 0,658209 0,758727091 1 1 DOWN

NONGGAT004839.2 NONGGAT004839.2 21:489941-552287 807 0,839735 1,54947 0,541949828 1 1 DOWN

NONGGAT004833.2 NONGGAT004833.2 21:301350-304982 1837 0,0182542 0,00823613 2,216356468 1 1 UP

NONGGAT004832.2 NONGGAT004832.2 21:297293-298340 723 0,454609 0,198719 2,287697704 1 1 UP

NONGGAT004831.2 NONGGAT004831.2 21:237399-240650 479 2,95912 2,55688 1,15731673 1 1 UP

NONGGAT004830.2 NONGGAT004830.2 21:233578-235337 432 0,486277 0,226046 2,151230281 1 1 UP

NONGGAT004829.2 NONGGAT004829.2 21:149318-150104 428 6,43987 7,53432 0,854738052 1 1 DOWN

NONGGAT004823.2 NONGGAT004823.2 20:13926522-13931914 1047 0,829212 1,05821 0,783598719 1 1 DOWN

NONGGAT004822.2 NONGGAT004822.2 20:13926522-13931914 1049 0,32478 0,179099 1,81341046 1 1 UP

NONGGAT004818.2 NONGGAT004818.2 20:13753187-13926394 1021 0,710245 0,915835 0,775516332 1 1 DOWN

NONGGAT004817.2 NONGGAT004817.2 20:13753187-13926394 1319 0,183501 0,253813 0,722977152 1 1 DOWN

NONGGAT004816.2 NONGGAT004816.2 20:13753187-13926394 596 0,458232 0,374176 1,224642949 1 1 UP

NONGGAT004810.2 NONGGAT004810.2 20:13650168-13672419 402 0,349311 0,373075 0,936302352 1 1 DOWN

NONGGAT004809.2 NONGGAT004809.2 20:13624954-13645178 502 1,7181 1,1608 1,480099931 1 1 UP

NONGGAT004803.2 NONGGAT004803.2 20:12745842-12757675 458 0,758377 1,23297 0,61508147 1 1 DOWN

NONGGAT004792.2 NONGGAT004792.2 20:11798541-11817938 1949 0,248571 0,10806 2,300305386 1 1 UP

NONGGAT004790.2 NONGGAT004790.2 20:11792300-11797458 660 0,140157 0,0655275 2,138903514 1 1 UP

NONGGAT004786.2 NONGGAT004786.2 20:11465662-11480318 501 0,322847 0,231193 1,396439339 1 1 UP

NONGGAT004782.2 NONGGAT004782.2 20:11081950-11087913 349 0,928598 0,29753 3,12102309 1 1 UP

NONGGAT004781.2 NONGGAT004781.2 20:10914899-10915579 513 0,806241 1,03448 0,779368378 1 1 DOWN

NONGGAT004757.2 NONGGAT004757.2 20:9519961-9529764 4473 0,0107173 0,0179855 0,595885574 1 1 DOWN

NONGGAT004747.2 NONGGAT004747.2 20:8397013-8398067 762 1,32777 1,59555 0,832170725 1 1 DOWN

NONGGAT004738.2 NONGGAT004738.2 20:6899288-6918959 2457 0,0440035 0,100382 0,438360463 1 1 DOWN

NONGGAT004725.2 NONGGAT004725.2 20:5620302-5634690 1362 0,130844 0,116398 1,124108662 1 1 UP

NONGGAT004721.2 NONGGAT004721.2 20:5515863-5528654 5307 0,0784653 0,0785477 0,998950956 1 1 DOWN

NONGGAT004719.2 NONGGAT004719.2 20:5271365-5273081 916 1,00E-05 0,0950983 0,000105154 1 1 DOWN

NONGGAT004717.2 NONGGAT004717.2 20:5211687-5229835 397 0,324651 0,151025 2,14965072 1 1 UP

NONGGAT004713.2 NONGGAT004713.2 20:4865268-5043775 3250 1,06123 2,43753 0,435371052 1 1 DOWN

NONGGAT004712.2 NONGGAT004712.2 20:4865268-5043775 680 0,620043 0,0775704 7,993293834 1 1 UP

NONGGAT004706.2 NONGGAT004706.2 20:4100002-4102598 639 0,0761205 0,0504043 1,510198535 1 1 UP

NONGGAT004705.2 NONGGAT004705.2 20:4005985-4007315 339 1,64523 2,65123 0,620553479 1 1 DOWN

NONGGAT004704.2 NONGGAT004704.2 20:3902815-3904772 1571 0,0108102 0,0869645 0,124305895 1 1 DOWN

NONGGAT004702.2 NONGGAT004702.2 20:3803316-3804389 651 0,439803 1,18715 0,370469612 1 1 DOWN

NONGGAT004699.2 NONGGAT004699.2 20:3740779-3748248 339 0,342669 0,154278 2,221113833 1 1 UP

NONGGAT004695.2 NONGGAT004695.2 20:3467577-3496545 2142 0,0775555 1,43E-08 5438407,652 1 1 UP

NONGGAT004690.2 NONGGAT004690.2 20:3467577-3496545 538 0,339953 0,0315525 10,77420173 1 1 UP

NONGGAT004678.2 NONGGAT004678.2 20:2671070-2675416 1437 1,00E-05 0,120515 8,30E-05 1 1 DOWN

NONGGAT004663.2 NONGGAT004663.2 20:1165639-1180240 915 1,00E-05 0,109956 9,09E-05 1 1 DOWN

NONGGAT004662.2 NONGGAT004662.2 20:1081474-1160045 1042 0,238665 0,115243 2,070971773 1 1 UP

NONGGAT004659.2 NONGGAT004659.2 20:907735-970941 281 2,24774 2,32493 0,966799 1 1 DOWN

NONGGAT004655.2 NONGGAT004655.2 20:769627-840409 581 0,342343 0,00149313 229,2787634 1 1 UP

NONGGAT004654.2 NONGGAT004654.2 20:769627-840409 608 1,04064 1,04754 0,993413139 1 1 DOWN

NONGGAT004653.2 NONGGAT004653.2 20:769627-840409 663 0,642101 0,407203 1,576857243 1 1 UP

NONGGAT004652.2 NONGGAT004652.2 20:627778-630545 586 0,917097 1,00E-05 91709,7 1 1 UP

NONGGAT004651.2 NONGGAT004651.2 20:477044-486410 2867 0,417141 0,528005 0,790032291 1 1 DOWN

NONGGAT004642.2 NONGGAT004642.2 2:148517393-148526007 7012 0,0585827 0,0867985 0,674927562 1 1 DOWN

NONGGAT004640.2 NONGGAT004640.2 2:148481979-148490468 615 1,00E-05 0,0998449 0,000100155 1 1 DOWN

NONGGAT004635.2 NONGGAT004635.2 2:147041763-147418330 378 0,817133 0,31553 2,589715716 1 1 UP

NONGGAT004626.2 NONGGAT004626.2 2:146178566-146229002 413 2,67373 2,55596 1,046076621 1 1 UP

NONGGAT004625.2 NONGGAT004625.2 2:146178566-146229002 1063 0,189804 0,610704 0,31079541 1 1 DOWN

NONGGAT004624.2 NONGGAT004624.2 2:146141274-146147258 3114 1,99764 2,82206 0,707865885 1 1 DOWN

NONGGAT004616.2 NONGGAT004616.2 2:145807375-145812196 984 0,127918 0,0756155 1,691690196 1 1 UP

NONGGAT004615.2 NONGGAT004615.2 2:145807375-145812196 958 0,157783 0,0582073 2,710708107 1 1 UP

NONGGAT004550.2 NONGGAT004550.2 2:137925005-137928839 403 0,173653 0,225859 0,768855791 1 1 DOWN

NONGGAT004539.2 NONGGAT004539.2 2:136521186-136526100 489 0,434176 0,347643 1,248913397 1 1 UP

NONGGAT004538.2 NONGGAT004538.2 2:136521186-136526100 344 0,273563 0,389275 0,702749984 1 1 DOWN

NONGGAT004537.2 NONGGAT004537.2 2:136502204-136520068 405 0,260894 1,00E-05 26089,4 1 1 UP

NONGGAT004531.2 NONGGAT004531.2 2:135959508-136122463 1008 1,00E-05 0,0557754 0,000179291 1 1 DOWN

NONGGAT004520.2 NONGGAT004520.2 2:129918819-129925610 398 1,00E-05 0,248944 4,02E-05 1 1 DOWN

NONGGAT004519.2 NONGGAT004519.2 2:129866561-129874704 716 0,080857 0,0522633 1,547108583 1 1 UP

NONGGAT004518.2 NONGGAT004518.2 2:129866561-129874704 1488 0,0397916 0,0586317 0,678670412 1 1 DOWN

NONGGAT004514.2 NONGGAT004514.2 2:129866561-129874704 492 0,0561965 0,105466 0,532839967 1 1 DOWN

NONGGAT004499.2 NONGGAT004499.2 2:129280999-129282445 1013 0,0813673 0,07611 1,069075023 1 1 UP

NONGGAT004497.2 NONGGAT004497.2 2:129040781-129079376 1315 0,0716569 0,039163 1,829709164 1 1 UP

NONGGAT004494.2 NONGGAT004494.2 2:129040781-129079376 1108 0,0594726 0,0341702 1,740481472 1 1 UP

NONGGAT004475.2 NONGGAT004475.2 2:127542708-127708621 472 0,399818 0,154545 2,587065256 1 1 UP

NONGGAT004472.2 NONGGAT004472.2 2:127475253-127534478 590 0,0751527 0,17401 0,431887248 1 1 DOWN

NONGGAT004471.2 NONGGAT004471.2 2:127475253-127534478 1852 0,0471395 0,0233527 2,018588857 1 1 UP

NONGGAT004467.2 NONGGAT004467.2 2:126909066-127051879 932 1,66939 1,56973 1,063488625 1 1 UP

NONGGAT004465.2 NONGGAT004465.2 2:126688685-126734338 279 0,702329 1,87162 0,375251921 1 1 DOWN

NONGGAT004461.2 NONGGAT004461.2 2:126413794-126565346 1274 0,124783 0,0566815 2,201476672 1 1 UP

NONGGAT004460.2 NONGGAT004460.2 2:126413794-126565346 1509 6,29E-06 0,179268 3,51E-05 1 1 DOWN

NONGGAT004449.2 NONGGAT004449.2 2:125171873-125197386 1957 0,0163686 0,0224427 0,729350747 1 1 DOWN

NONGGAT004435.2 NONGGAT004435.2 2:121731547-121734157 1985 1,21383 1,35101 0,898461151 1 1 DOWN

NONGGAT004434.2 NONGGAT004434.2 2:121612211-121631203 1199 0,184101 0,201211 0,914964888 1 1 DOWN

NONGGAT004433.2 NONGGAT004433.2 2:121612211-121631203 966 0,289884 0,0793386 3,65375744 1 1 UP

NONGGAT004409.2 NONGGAT004409.2 2:115611906-115669550 1615 1,00E-05 0,0523722 0,000190941 1 1 DOWN

NONGGAT004383.2 NONGGAT004383.2 2:113179880-113180878 398 0,150534 0,0938581 1,603846658 1 1 UP

NONGGAT004377.2 NONGGAT004377.2 2:112394040-112397815 606 0,873617 0,0381385 22,90643313 1 1 UP

NONGGAT004374.2 NONGGAT004374.2 2:112159838-112248396 218 6,21645 7,2439 0,85816342 1 1 DOWN

NONGGAT004373.2 NONGGAT004373.2 2:112159838-112248396 577 0,807474 0,884424 0,91299422 1 1 DOWN

NONGGAT004367.2 NONGGAT004367.2 2:111640094-111661597 941 1,86138 1,99499 0,933027233 1 1 DOWN

NONGGAT004364.2 NONGGAT004364.2 2:111586275-111590929 456 0,316088 0,649079 0,486979243 1 1 DOWN

NONGGAT004349.2 NONGGAT004349.2 2:107872154-107876868 1781 0,133208 0,24267 0,548926526 1 1 DOWN

NONGGAT004348.2 NONGGAT004348.2 2:106661251-106675533 368 0,219958 0,154465 1,423998964 1 1 UP

NONGGAT004339.2 NONGGAT004339.2 2:104548662-104644852 700 0,111228 0,419443 0,265180251 1 1 DOWN

NONGGAT004338.2 NONGGAT004338.2 2:104548662-104644852 1067 0,328887 0,774053 0,42488951 1 1 DOWN

NONGGAT004333.2 NONGGAT004333.2 2:103906762-104138860 609 0,0359116 0,233512 0,153789099 1 1 DOWN

NONGGAT004323.2 NONGGAT004323.2 2:102467969-102544390 1105 0,852293 0,67169 1,2688785 1 1 UP

NONGGAT004316.2 NONGGAT004316.2 2:101194873-101272482 1342 9,56E-13 0,0426158 2,24E-11 1 1 DOWN

NONGGAT004314.2 NONGGAT004314.2 2:101072254-101077053 521 0,111619 0,156097 0,715061789 1 1 DOWN

NONGGAT004313.2 NONGGAT004313.2 2:101072254-101077053 660 1,13707 1,1384 0,998831694 1 1 DOWN

NONGGAT004300.2 NONGGAT004300.2 2:98308593-98335041 1742 0,107373 0,136622 0,785912957 1 1 DOWN

NONGGAT004299.2 NONGGAT004299.2 2:98308593-98335041 1698 0,167775 0,140075 1,197751205 1 1 UP

NONGGAT004298.2 NONGGAT004298.2 2:98308593-98335041 1741 0,000193838 0,163334 0,001186758 1 1 DOWN

NONGGAT004285.2 NONGGAT004285.2 2:97199851-97203322 706 0,181107 0,0445528 4,064997037 1 1 UP

NONGGAT004284.2 NONGGAT004284.2 2:97020658-97118738 814 0,830965 1,27343 0,652540776 1 1 DOWN

NONGGAT004273.2 NONGGAT004273.2 2:94036441-94040331 510 0,195459 0,440088 0,444136173 1 1 DOWN

NONGGAT004271.2 NONGGAT004271.2 2:93915971-93996632 328 0,509878 1,36E-05 37615,21494 1 1 UP

NONGGAT004267.2 NONGGAT004267.2 2:92211527-92211999 385 0,406401 1,00E-05 40640,1 1 1 UP

NONGGAT004266.2 NONGGAT004266.2 2:92208371-92209094 624 0,23542 1,00E-05 23542 1 1 UP

NONGGAT004264.2 NONGGAT004264.2 2:92186710-92202633 526 0,501466 1,00E-05 50146,6 1 1 UP

NONGGAT004252.2 NONGGAT004252.2 2:89428291-89562986 345 1,29671 1,26943 1,02148996 1 1 UP

NONGGAT004246.2 NONGGAT004246.2 2:89244597-89247134 745 0,393789 0,575276 0,684521864 1 1 DOWN

NONGGAT004235.2 NONGGAT004235.2 2:86095718-86157882 568 0,795236 0,790392 1,006128605 1 1 UP

NONGGAT004234.2 NONGGAT004234.2 2:86053365-86058180 425 0,225439 1,00E-05 22543,9 1 1 UP

NONGGAT004233.2 NONGGAT004233.2 2:86053365-86058180 1343 0,0203299 0,0629869 0,32276394 1 1 DOWN

NONGGAT004226.2 NONGGAT004226.2 2:85424156-85550920 430 0,279034 0,289247 0,964691077 1 1 DOWN

NONGGAT004222.2 NONGGAT004222.2 2:85059447-85064636 949 0,0538375 0,0466397 1,154327751 1 1 UP

NONGGAT004219.2 NONGGAT004219.2 2:84766238-84794004 2102 0,0350339 0,263076 0,133170263 1 1 DOWN

NONGGAT004218.2 NONGGAT004218.2 2:84766238-84794004 536 0,498778 0,516749 0,965222961 1 1 DOWN

NONGGAT004215.2 NONGGAT004215.2 2:84566771-84574269 338 1,46726 1,48786 0,986154611 1 1 DOWN

NONGGAT004206.2 NONGGAT004206.2 2:81107331-81111797 3921 0,117492 0,0779476 1,507320302 1 1 UP

NONGGAT004205.2 NONGGAT004205.2 2:81107331-81111797 3921 0,132165 0,0819983 1,611801708 1 1 UP

NONGGAT004195.2 NONGGAT004195.2 2:80105101-80110311 917 0,11042 0,0616168 1,792043728 1 1 UP

NONGGAT004162.2 NONGGAT004162.2 2:68752316-68756197 1123 0,264656 1,00E-05 26465,6 1 1 UP

NONGGAT004145.2 NONGGAT004145.2 2:66164215-66178463 2506 3,16941 3,08611 1,026991909 1 1 UP

NONGGAT004143.2 NONGGAT004143.2 2:66164215-66178463 1184 2,72854 3,10086 0,879930084 1 1 DOWN

NONGGAT004142.2 NONGGAT004142.2 2:66164215-66178463 609 0,633846 0,238111 2,661976977 1 1 UP

NONGGAT004132.2 NONGGAT004132.2 2:65070555-65076107 733 0,0858916 0,0719712 1,193416255 1 1 UP

NONGGAT004129.2 NONGGAT004129.2 2:65009143-65018295 550 0,219678 0,168575 1,303146967 1 1 UP

NONGGAT004128.2 NONGGAT004128.2 2:65009143-65018295 1926 0,0275123 0,0756584 0,363638406 1 1 DOWN

NONGGAT004124.2 NONGGAT004124.2 2:64856785-64985116 1479 0,246416 2,65E-06 93065,4853 1 1 UP

NONGGAT004123.2 NONGGAT004123.2 2:64805915-64822203 1083 0,051786 0,18376 0,281813235 1 1 DOWN

NONGGAT004117.2 NONGGAT004117.2 2:64338433-64365932 1575 0,56461 0,543659 1,038537024 1 1 UP

NONGGAT004112.2 NONGGAT004112.2 2:62762255-62767956 302 0,8169 0,941162 0,867969595 1 1 DOWN

NONGGAT004109.2 NONGGAT004109.2 2:62435119-62509972 579 0,300921 0,285875 1,052631395 1 1 UP

NONGGAT004108.2 NONGGAT004108.2 2:62433812-62434682 387 0,420721 0,0911801 4,614175681 1 1 UP

NONGGAT004103.2 NONGGAT004103.2 2:62121909-62160844 1294 0,0450183 1,00E-05 4501,83 1 1 UP

NONGGAT004102.2 NONGGAT004102.2 2:62053841-62093546 1646 0,0174911 0,024604 0,710904731 1 1 DOWN

NONGGAT004098.2 NONGGAT004098.2 2:62053841-62093546 550 0,141078 0,0907682 1,554266803 1 1 UP

NONGGAT004097.2 NONGGAT004097.2 2:61973175-62051541 598 0,0821381 0,0488119 1,682747445 1 1 UP

NONGGAT004080.2 NONGGAT004080.2 2:61069443-61094129 433 0,556257 0,0871205 6,384915146 1 1 UP

NONGGAT004074.2 NONGGAT004074.2 2:60893023-60968956 278 4,6591 5,5217 0,843779995 1 1 DOWN

NONGGAT004070.2 NONGGAT004070.2 2:60597601-60709367 254 9,93509 9,94248 0,999256725 1 1 DOWN

NONGGAT004067.2 NONGGAT004067.2 2:60547019-60573435 350 8,26E-06 0,349949 2,36E-05 1 1 DOWN

NONGGAT004066.2 NONGGAT004066.2 2:60547019-60573435 423 0,224302 0,185997 1,205944182 1 1 UP

NONGGAT004062.2 NONGGAT004062.2 2:60544251-60546639 374 1,65259 2,28275 0,723946994 1 1 DOWN

NONGGAT004051.2 NONGGAT004051.2 2:59124222-59156670 1490 0,0220734 0,049507 0,445864221 1 1 DOWN

NONGGAT004039.2 NONGGAT004039.2 2:56151865-56400143 683 1,35438 1,28298 1,055651686 1 1 UP

NONGGAT004037.2 NONGGAT004037.2 2:56151865-56400143 2605 0,844298 0,747392 1,129658867 1 1 UP

NONGGAT004033.2 NONGGAT004033.2 2:56151865-56400143 1244 1,43E-08 0,383655 3,73E-08 1 1 DOWN

NONGGAT004028.2 NONGGAT004028.2 2:54571126-54585809 391 0,70774 1,44563 0,489572021 1 1 DOWN

NONGGAT004007.2 NONGGAT004007.2 2:51210692-51216671 2644 0,0205871 0,0631224 0,326145711 1 1 DOWN

NONGGAT004002.2 NONGGAT004002.2 2:50062030-50141035 1987 0,673079 0,560099 1,20171434 1 1 UP

NONGGAT003998.2 NONGGAT003998.2 2:50062030-50141035 405 0,282539 0,0843594 3,349229606 1 1 UP

NONGGAT003996.2 NONGGAT003996.2 2:50002496-50010250 725 0,141163 0,0425866 3,314728107 1 1 UP

NONGGAT003984.2 NONGGAT003984.2 2:48196360-48204933 1000 0,0726526 1,00E-05 7265,26 1 1 UP

NONGGAT003981.2 NONGGAT003981.2 2:47835106-47839781 1066 0,129168 0,56367 0,229155357 1 1 DOWN

NONGGAT003978.2 NONGGAT003978.2 2:47438678-47446128 1790 0,0364346 0,0430692 0,845954882 1 1 DOWN

NONGGAT003932.2 NONGGAT003932.2 2:42313096-42397426 373 0,236527 0,133324 1,774076685 1 1 UP

NONGGAT003929.2 NONGGAT003929.2 2:42313096-42397426 1783 0,0878406 1,00E-05 8784,06 1 1 UP

NONGGAT003915.2 NONGGAT003915.2 2:41185157-41197265 402 0,387697 0,998078 0,388443589 1 1 DOWN

NONGGAT003914.2 NONGGAT003914.2 2:41185157-41197265 331 0,133343 0,382511 0,348599125 1 1 DOWN

NONGGAT003899.2 NONGGAT003899.2 2:38193501-38314770 3025 0,011977 0,0903993 0,132489964 1 1 DOWN

NONGGAT003898.2 NONGGAT003898.2 2:38193501-38314770 552 0,103959 0,345651 0,300762908 1 1 DOWN

NONGGAT003893.2 NONGGAT003893.2 2:38043001-38050691 1025 0,24927 0,291483 0,855178518 1 1 DOWN

NONGGAT003892.2 NONGGAT003892.2 2:38043001-38050691 678 0,0811222 0,0803135 1,010069291 1 1 UP

NONGGAT003880.2 NONGGAT003880.2 2:34015150-34018855 1505 1,41542 1,23643 1,144763553 1 1 UP

NONGGAT003879.2 NONGGAT003879.2 2:33916993-33936029 611 1,11812 1,9126 0,584607341 1 1 DOWN

NONGGAT003870.2 NONGGAT003870.2 2:32646056-32690449 1834 0,145283 0,0732474 1,983456068 1 1 UP

NONGGAT003864.2 NONGGAT003864.2 2:32162494-32174347 876 0,165066 1,0318 0,159978678 1 1 DOWN

NONGGAT003863.2 NONGGAT003863.2 2:32162494-32174347 1173 0,818627 1,01004 0,810489684 1 1 DOWN

NONGGAT003857.2 NONGGAT003857.2 2:31337781-31361560 299 9,50241 10,3347 0,919466458 1 1 DOWN

NONGGAT003855.2 NONGGAT003855.2 2:30971134-30972056 443 0,366541 0,738569 0,496285384 1 1 DOWN

NONGGAT003810.2 NONGGAT003810.2 2:23387590-23434724 527 0,0870102 0,0999571 0,870475434 1 1 DOWN

NONGGAT003800.2 NONGGAT003800.2 2:22413156-22521442 576 0,0606162 0,13915 0,435617679 1 1 DOWN

NONGGAT003793.2 NONGGAT003793.2 2:20691939-20781828 372 0,180121 0,247613 0,727429497 1 1 DOWN

NONGGAT003792.2 NONGGAT003792.2 2:20609653-20643378 1097 1,0721 1,26184 0,849632283 1 1 DOWN

NONGGAT003790.2 NONGGAT003790.2 2:20155344-20175175 1294 0,258958 0,738292 0,350752819 1 1 DOWN

NONGGAT003777.2 NONGGAT003777.2 2:17744738-17746157 907 1,00E-05 0,118369 8,45E-05 1 1 DOWN

NONGGAT003776.2 NONGGAT003776.2 2:17709283-17710626 1240 0,140673 0,989147 0,142216475 1 1 DOWN

NONGGAT003772.2 NONGGAT003772.2 2:16730439-16734377 403 0,486023 0,325012 1,49540017 1 1 UP

NONGGAT003771.2 NONGGAT003771.2 2:16730439-16734377 1678 2,89148 2,39922 1,205175015 1 1 UP

NONGGAT003770.2 NONGGAT003770.2 2:16730439-16734377 494 0,903578 0,839051 1,076904741 1 1 UP

NONGGAT003759.2 NONGGAT003759.2 2:15579215-15583184 837 0,49674 0,492616 1,008371632 1 1 UP

NONGGAT003755.2 NONGGAT003755.2 2:15436392-15439975 1231 0,117585 0,159781 0,735913532 1 1 DOWN

NONGGAT003745.2 NONGGAT003745.2 2:14596391-14636403 300 0,723976 1,48454 0,487676991 1 1 DOWN

NONGGAT003729.2 NONGGAT003729.2 2:12819057-12820345 1053 0,0531328 0,0396204 1,341046532 1 1 UP

NONGGAT003715.2 NONGGAT003715.2 2:9816240-9820011 756 0,251318 1,00E-05 25131,8 1 1 UP

NONGGAT003711.2 NONGGAT003711.2 2:8820483-9397176 1267 0,263193 0,423637 0,621270097 1 1 DOWN

NONGGAT003704.2 NONGGAT003704.2 2:6763818-6802351 636 0,0617841 0,331266 0,186509029 1 1 DOWN

NONGGAT003703.2 NONGGAT003703.2 2:6763818-6802351 841 0,140266 0,238172 0,58892733 1 1 DOWN

NONGGAT003702.2 NONGGAT003702.2 2:6763818-6802351 895 0,109103 0,187059 0,583254481 1 1 DOWN

NONGGAT003701.2 NONGGAT003701.2 2:6763818-6802351 832 0,514339 0,20665 2,488937818 1 1 UP

NONGGAT003699.2 NONGGAT003699.2 2:6605699-6609254 1467 0,80328 1,2005 0,6691212 1 1 DOWN

NONGGAT003698.2 NONGGAT003698.2 2:6282028-6286517 1584 1,08472 2,61691 0,414504129 1 1 DOWN

NONGGAT003697.2 NONGGAT003697.2 2:6080670-6118332 969 0,272203 0,298307 0,912492835 1 1 DOWN

NONGGAT003692.2 NONGGAT003692.2 2:5041955-5086894 846 0,0452748 0,0272852 1,659317139 1 1 UP

NONGGAT003685.2 NONGGAT003685.2 2:4583482-4587465 2910 14,8569 15,994 0,928904589 1 1 DOWN

NONGGAT003675.2 NONGGAT003675.2 2:4072608-4074704 767 0,11344 0,217951 0,520483962 1 1 DOWN

NONGGAT003674.2 NONGGAT003674.2 2:4072608-4074704 685 0,367 0,156064 2,351599344 1 1 UP

NONGGAT003667.2 NONGGAT003667.2 2:3962291-3963891 1600 0,256801 0,390823 0,657077501 1 1 DOWN

NONGGAT003666.2 NONGGAT003666.2 2:3910680-3914755 289 0,357879 1,54403 0,231782414 1 1 DOWN

NONGGAT003658.2 NONGGAT003658.2 2:3589730-3598249 1738 0,48157 0,314786 1,529832966 1 1 UP

NONGGAT003657.2 NONGGAT003657.2 2:3589730-3598249 2269 0,113779 0,265664 0,428281589 1 1 DOWN

NONGGAT003656.2 NONGGAT003656.2 2:3589730-3598249 854 0,247651 0,603261 0,410520488 1 1 DOWN

NONGGAT003654.2 NONGGAT003654.2 2:3247369-3248504 437 0,544631 0,658343 0,827275448 1 1 DOWN

NONGGAT003653.2 NONGGAT003653.2 2:3223334-3244235 645 0,158925 0,145828 1,089811285 1 1 UP

NONGGAT003652.2 NONGGAT003652.2 2:3223334-3244235 535 1,37013 1,18566 1,155584232 1 1 UP

NONGGAT003651.2 NONGGAT003651.2 2:3223334-3244235 469 0,569819 0,000368575 1546,005562 1 1 UP

NONGGAT003633.2 NONGGAT003633.2 2:2369012-2371901 475 0,0626935 0,190227 0,329572038 1 1 DOWN

NONGGAT003629.2 NONGGAT003629.2 2:2109969-2290343 607 0,117791 0,243311 0,484117035 1 1 DOWN

NONGGAT003628.2 NONGGAT003628.2 2:2060659-2089516 1076 0,0291132 0,140962 0,206532257 1 1 DOWN

NONGGAT003623.2 NONGGAT003623.2 2:1114696-1133998 694 1,00E-05 0,115782 8,64E-05 1 1 DOWN

NONGGAT003621.2 NONGGAT003621.2 2:988819-1065818 832 0,0544095 0,0672102 0,809542302 1 1 DOWN

NONGGAT003612.2 NONGGAT003612.2 2:745053-764521 2053 0,0345748 0,00970876 3,56119628 1 1 UP

NONGGAT003604.2 NONGGAT003604.2 2:550015-559967 622 0,104554 0,0397981 2,627110339 1 1 UP

NONGGAT003602.2 NONGGAT003602.2 2:521714-524181 645 0,256651 0,457242 0,56130233 1 1 DOWN

NONGGAT003599.2 NONGGAT003599.2 2:480692-483160 663 0,143184 0,0437541 3,272470466 1 1 UP

NONGGAT003591.2 NONGGAT003591.2 2:33406-91790 1196 0,845521 0,57483 1,470906181 1 1 UP

NONGGAT003589.2 NONGGAT003589.2 19:9933641-9966357 672 0,0639851 0,22874 0,279728513 1 1 DOWN

NONGGAT003580.2 NONGGAT003580.2 19:9192198-9387056 771 0,540492 0,264284 2,04511813 1 1 UP

NONGGAT003577.2 NONGGAT003577.2 19:8765425-8771927 1821 0,0761662 0,010882 6,99928322 1 1 UP

NONGGAT003575.2 NONGGAT003575.2 19:8753782-8756036 2119 0,0741491 0,145717 0,508856894 1 1 DOWN

NONGGAT003568.2 NONGGAT003568.2 19:8251755-8261833 4256 0,0360133 0,0503262 0,715597442 1 1 DOWN

NONGGAT003567.2 NONGGAT003567.2 19:8220508-8251013 672 0,567701 0,187427 3,028917925 1 1 UP

NONGGAT003565.2 NONGGAT003565.2 19:8220508-8251013 439 0,432468 1,53592 0,281569353 1 1 DOWN

NONGGAT003564.2 NONGGAT003564.2 19:8220508-8251013 1739 0,503731 0,246051 2,047262559 1 1 UP

NONGGAT003563.2 NONGGAT003563.2 19:8220508-8251013 1059 0,0389157 0,184592 0,210820079 1 1 DOWN

NONGGAT003562.2 NONGGAT003562.2 19:8220508-8251013 1128 0,377126 0,557378 0,676607258 1 1 DOWN

NONGGAT003561.2 NONGGAT003561.2 19:8220508-8251013 330 8,89E-10 0,50668 1,75E-09 1 1 DOWN

NONGGAT003560.2 NONGGAT003560.2 19:8220508-8251013 469 0,289623 0,062699 4,619260275 1 1 UP

NONGGAT003559.2 NONGGAT003559.2 19:8220508-8251013 761 0,853579 0,772937 1,104331918 1 1 UP

NONGGAT003556.2 NONGGAT003556.2 19:8105056-8136085 1020 0,268699 0,129954 2,067647014 1 1 UP



NONGGAT003545.2 NONGGAT003545.2 19:7319452-7391492 1416 0,655912 1,49819 0,437802949 1 1 DOWN

NONGGAT003542.2 NONGGAT003542.2 19:7319452-7391492 751 0,696912 0,735971 0,946928615 1 1 DOWN

NONGGAT003540.2 NONGGAT003540.2 19:7232430-7267446 1081 0,0325179 0,0384383 0,845976539 1 1 DOWN

ENSGALT00000043193 NONGGAT003534.2 19:7068140-7090477 214 2,60393 2,18575 1,191321057 1 1 UP

NONGGAT003533.2 NONGGAT003533.2 19:6934091-6938641 953 0,833991 0,659664 1,264266354 1 1 UP

NONGGAT003530.2 NONGGAT003530.2 19:6860108-6868039 4889 0,307205 0,109971 2,793509198 1 1 UP

NONGGAT003529.2 NONGGAT003529.2 19:6802901-6806320 800 0,0669184 0,0281016 2,381302132 1 1 UP

NONGGAT003526.2 NONGGAT003526.2 19:6772286-6777157 1919 0,0565025 0,132826 0,425387349 1 1 DOWN

NONGGAT003525.2 NONGGAT003525.2 19:6763828-6766702 883 0,129485 0,0270663 4,783993379 1 1 UP

NONGGAT003521.2 NONGGAT003521.2 19:6709837-6742209 2075 0,0141364 0,00859553 1,644622263 1 1 UP

NONGGAT003520.2 NONGGAT003520.2 19:6614578-6617127 443 0,115787 0,13959 0,829479189 1 1 DOWN

NONGGAT003519.2 NONGGAT003519.2 19:6602362-6603359 637 0,53651 0,412904 1,29935772 1 1 UP

NONGGAT003517.2 NONGGAT003517.2 19:6576257-6583429 638 0,98287 1,71302 0,573764463 1 1 DOWN

NONGGAT003516.2 NONGGAT003516.2 19:6576257-6583429 721 0,175128 0,0806561 2,171292686 1 1 UP

NONGGAT003513.2 NONGGAT003513.2 19:6224235-6270054 1513 0,902245 0,568888 1,585980017 1 1 UP

NONGGAT003512.2 NONGGAT003512.2 19:6157215-6158135 815 0,0749161 0,0652817 1,147581941 1 1 UP

NONGGAT003507.2 NONGGAT003507.2 19:6056418-6059453 2184 1,83603 2,5176 0,729277884 1 1 DOWN

NONGGAT003505.2 NONGGAT003505.2 19:5973922-5998599 874 0,238328 0,699516 0,340704144 1 1 DOWN

NONGGAT003504.2 NONGGAT003504.2 19:5973922-5998599 1282 0,0966407 0,228236 0,423424438 1 1 DOWN

NONGGAT003503.2 NONGGAT003503.2 19:5973922-5998599 1593 0,350391 0,102869 3,406186509 1 1 UP

NONGGAT003502.2 NONGGAT003502.2 19:5973922-5998599 1971 5,70E-14 0,0312321 1,83E-12 1 1 DOWN

NONGGAT003500.2 NONGGAT003500.2 19:5973922-5998599 2584 0,131187 0,590503 0,222161445 1 1 DOWN

NONGGAT003499.2 NONGGAT003499.2 19:5973922-5998599 1234 0,0216808 0,0673532 0,321897104 1 1 DOWN

NONGGAT003493.2 NONGGAT003493.2 19:5827729-5857071 1481 0,0495814 4,05E-17 1,22462E+15 1 1 UP

NONGGAT003476.2 NONGGAT003476.2 19:5383405-5395277 405 0,210275 0,752762 0,279337958 1 1 DOWN

NONGGAT003470.2 NONGGAT003470.2 19:5130009-5161738 2144 0,324454 0,179137 1,811205949 1 1 UP

NONGGAT003469.2 NONGGAT003469.2 19:5130009-5161738 1174 0,118736 1,65E-05 7182,235557 1 1 UP

NONGGAT003468.2 NONGGAT003468.2 19:5130009-5161738 1085 0,0949985 0,0332427 2,857725155 1 1 UP

NONGGAT003466.2 NONGGAT003466.2 19:5127699-5128592 521 1,06746 1,7043 0,626333392 1 1 DOWN

NONGGAT003463.2 NONGGAT003463.2 19:5071177-5117000 821 0,110894 0,0310599 3,570327013 1 1 UP

NONGGAT003460.2 NONGGAT003460.2 19:4980961-5005598 510 2,53409 3,49471 0,725121684 1 1 DOWN

NONGGAT003459.2 NONGGAT003459.2 19:4975389-4980002 1587 2,25652 2,35484 0,958247694 1 1 DOWN

NONGGAT003457.2 NONGGAT003457.2 19:4932051-4942095 518 0,724702 0,584348 1,240189065 1 1 UP

NONGGAT003456.2 NONGGAT003456.2 19:4932051-4942095 1839 0,750082 0,445657 1,683092603 1 1 UP

NONGGAT003454.2 NONGGAT003454.2 19:4907988-4928185 503 1,74093 1,78902 0,973119361 1 1 DOWN

NONGGAT003450.2 NONGGAT003450.2 19:4827154-4867887 2519 1,56264 1,5814 0,988137094 1 1 DOWN

NONGGAT003448.2 NONGGAT003448.2 19:4430042-4433935 869 1,00E-05 0,0723408 0,000138235 1 1 DOWN

NONGGAT003441.2 NONGGAT003441.2 19:4125405-4127460 1117 1,00E-05 0,0950813 0,000105173 1 1 DOWN

NONGGAT003440.2 NONGGAT003440.2 19:4098963-4101026 1585 0,107389 0,0239789 4,478478996 1 1 UP

NONGGAT003439.2 NONGGAT003439.2 19:3848119-3849451 722 0,0486893 0,0631525 0,770979771 1 1 DOWN

NONGGAT003423.2 NONGGAT003423.2 19:2913656-2917581 518 3,1703 3,17983 0,997002984 1 1 DOWN

NONGGAT003422.2 NONGGAT003422.2 19:2844632-2846065 1037 0,192767 0,126522 1,523584831 1 1 UP

NONGGAT003421.2 NONGGAT003421.2 19:2819492-2829770 491 0,813943 0,50934 1,598034712 1 1 UP

NONGGAT003420.2 NONGGAT003420.2 19:2819492-2829770 1679 0,413333 0,452967 0,912501352 1 1 DOWN

NONGGAT003411.2 NONGGAT003411.2 19:2606526-2610634 586 0,0605124 0,196313 0,308244487 1 1 DOWN

NONGGAT003410.2 NONGGAT003410.2 19:2606526-2610634 1337 0,20069 1,63E-05 12320,20627 1 1 UP

NONGGAT003409.2 NONGGAT003409.2 19:2606526-2610634 1800 6,73E-09 0,310024 2,17E-08 1 1 DOWN

NONGGAT003407.2 NONGGAT003407.2 19:2515844-2605834 868 1,00E-05 0,0776568 0,000128772 1 1 DOWN

NONGGAT003374.2 NONGGAT003374.2 19:609424-611357 598 0,0583359 0,312764 0,18651731 1 1 DOWN

NONGGAT003373.2 NONGGAT003373.2 19:609424-611357 1590 0,219986 0,100822 2,18192458 1 1 UP

NONGGAT003372.2 NONGGAT003372.2 19:525635-580075 2084 3,86817 4,44265 0,870689791 1 1 DOWN

NONGGAT003369.2 NONGGAT003369.2 19:446715-494020 485 0,157718 0,0615047 2,564324352 1 1 UP

NONGGAT003367.2 NONGGAT003367.2 19:164463-169254 456 0,490609 0,47369 1,035717452 1 1 UP

NONGGAT003359.2 NONGGAT003359.2 18:10989211-11020045 494 1,17539 1,54962 0,758502084 1 1 DOWN

NONGGAT003357.2 NONGGAT003357.2 18:10880836-10881779 654 0,496121 0,198118 2,504169232 1 1 UP

NONGGAT003356.2 NONGGAT003356.2 18:10765475-10777024 580 0,163377 1,00E-05 16337,7 1 1 UP

NONGGAT003350.2 NONGGAT003350.2 18:10489650-10503554 12170 0,139718 0,184797 0,756062057 1 1 DOWN

NONGGAT003347.2 NONGGAT003347.2 18:10431881-10468658 1480 0,514831 1,46907 0,350446881 1 1 DOWN

NONGGAT003346.2 NONGGAT003346.2 18:10431881-10468658 1608 0,48407 0,946044 0,511678104 1 1 DOWN

NONGGAT003342.2 NONGGAT003342.2 18:10210388-10223581 269 0,293996 0,638216 0,46065282 1 1 DOWN

NONGGAT003337.2 NONGGAT003337.2 18:9786957-9836888 531 0,198259 1,00E-05 19825,9 1 1 UP

NONGGAT003331.2 NONGGAT003331.2 18:9195995-9202759 1172 2,12086 2,45686 0,863240071 1 1 DOWN

NONGGAT003328.2 NONGGAT003328.2 18:8934254-8973275 579 0,694628 0,805915 0,861912236 1 1 DOWN

NONGGAT003327.2 NONGGAT003327.2 18:8934254-8973275 877 0,388004 0,000396721 978,0273794 1 1 UP

NONGGAT003326.2 NONGGAT003326.2 18:8934254-8973275 2867 0,166977 0,364013 0,458711639 1 1 DOWN

NONGGAT003322.2 NONGGAT003322.2 18:7945549-7954990 438 2,2626 2,0781 1,088783023 1 1 UP

NONGGAT003321.2 NONGGAT003321.2 18:7860313-7918509 452 0,985764 1,25936 0,782749968 1 1 DOWN

NONGGAT003320.2 NONGGAT003320.2 18:7860313-7918509 534 3,57E-13 0,215733 1,65E-12 1 1 DOWN

NONGGAT003319.2 NONGGAT003319.2 18:7860313-7918509 626 0,390405 0,253515 1,539968049 1 1 UP

NONGGAT003318.2 NONGGAT003318.2 18:7849875-7853788 1826 4,43976 5,11832 0,867425249 1 1 DOWN

NONGGAT003317.2 NONGGAT003317.2 18:7822521-7826351 678 0,115723 0,123591 0,936338407 1 1 DOWN

NONGGAT003315.2 NONGGAT003315.2 18:7524841-7664182 646 0,771688 1,00697 0,766346564 1 1 DOWN

NONGGAT003313.2 NONGGAT003313.2 18:7140964-7204270 834 0,0489084 0,12565 0,389243136 1 1 DOWN

NONGGAT003310.2 NONGGAT003310.2 18:6862043-6863217 548 6,42E-05 0,257361 0,000249373 1 1 DOWN

NONGGAT003307.2 NONGGAT003307.2 18:6652956-6657819 884 0,190117 0,0254946 7,457147788 1 1 UP

NONGGAT003305.2 NONGGAT003305.2 18:6652956-6657819 850 0,172917 0,105379 1,640905683 1 1 UP

NONGGAT003304.2 NONGGAT003304.2 18:6505431-6514558 534 1,76672 1,0489 1,684355039 1 1 UP

NONGGAT003298.2 NONGGAT003298.2 18:6346747-6367874 4580 3,49177 3,29486 1,059762782 1 1 UP

NONGGAT003282.2 NONGGAT003282.2 18:5100455-5110492 3512 0,0655744 0,10994 0,596456249 1 1 DOWN

NONGGAT003274.2 NONGGAT003274.2 18:4760330-4762800 1839 0,0683807 0,0542425 1,260648016 1 1 UP

NONGGAT003272.2 NONGGAT003272.2 18:4508453-4509963 1275 1,00E-05 0,0753024 0,000132798 1 1 DOWN

NONGGAT003270.2 NONGGAT003270.2 18:4470025-4502007 2531 0,201739 0,447922 0,450388684 1 1 DOWN

NONGGAT003265.2 NONGGAT003265.2 18:4348910-4359350 1024 0,431357 0,194091 2,222447203 1 1 UP

NONGGAT003264.2 NONGGAT003264.2 18:4321392-4328664 2303 0,129344 0,0901546 1,434691075 1 1 UP

NONGGAT003263.2 NONGGAT003263.2 18:4321392-4328664 4603 0,0981789 0,146511 0,670112824 1 1 DOWN

NONGGAT003261.2 NONGGAT003261.2 18:4301032-4321127 1984 1,06993 1,72205 0,621311809 1 1 DOWN

NONGGAT003258.2 NONGGAT003258.2 18:4255530-4260836 1198 0,355558 0,341676 1,040629134 1 1 UP

NONGGAT003249.2 NONGGAT003249.2 18:3428800-3444976 550 0,39943 0,296939 1,345158433 1 1 UP

NONGGAT003247.2 NONGGAT003247.2 18:3404609-3428181 1079 0,0330226 0,0540391 0,611087157 1 1 DOWN

NONGGAT003246.2 NONGGAT003246.2 18:3404609-3428181 1163 0,0760477 1,56E-05 4865,3402 1 1 UP

NONGGAT003245.2 NONGGAT003245.2 18:3392580-3400577 329 0,227366 1,38946 0,163636233 1 1 DOWN

NONGGAT003244.2 NONGGAT003244.2 18:3392580-3400577 1278 0,0514396 0,129193 0,398160891 1 1 DOWN

NONGGAT003243.2 NONGGAT003243.2 18:2868568-2877925 951 0,306179 0,211526 1,447476906 1 1 UP

NONGGAT003236.2 NONGGAT003236.2 18:2633966-2730807 2114 0,0275217 0,00997437 2,759241937 1 1 UP

NONGGAT003228.2 NONGGAT003228.2 18:2242192-2243600 473 0,0729774 0,149399 0,488473149 1 1 DOWN

NONGGAT003225.2 NONGGAT003225.2 18:1725864-1855756 1073 0,111008 0,0242651 4,574800846 1 1 UP

NONGGAT003224.2 NONGGAT003224.2 18:1703060-1713582 1257 0,0270493 0,0154388 1,752033837 1 1 UP

NONGGAT003210.2 NONGGAT003210.2 18:59632-73566 1718 0,29888 0,208535 1,433236627 1 1 UP

NONGGAT003209.2 NONGGAT003209.2 18:59632-73566 1471 0,0840321 0,0779191 1,078453165 1 1 UP

NONGGAT003208.2 NONGGAT003208.2 18:57109-59569 370 0,360053 0,148996 2,41652796 1 1 UP

NONGGAT003207.2 NONGGAT003207.2 18:57109-59569 716 0,0359422 0,230785 0,155738891 1 1 DOWN

NONGGAT003205.2 NONGGAT003205.2 18:55659-56164 380 0,0879069 0,170539 0,515465084 1 1 DOWN

NONGGAT003199.2 NONGGAT003199.2 17:10943491-10945128 1026 0,0667865 0,126459 0,528127694 1 1 DOWN

NONGGAT003198.2 NONGGAT003198.2 17:10760368-10861341 998 0,0469738 0,0200407 2,343920123 1 1 UP

NONGGAT003193.2 NONGGAT003193.2 17:10760368-10861341 332 0,898672 0,987786 0,909784103 1 1 DOWN

NONGGAT003192.2 NONGGAT003192.2 17:10760368-10861341 811 0,552679 0,40774 1,355469172 1 1 UP

NONGGAT003178.2 NONGGAT003178.2 17:9367411-9419130 1339 0,0739164 0,045459 1,626001452 1 1 UP

NONGGAT003173.2 NONGGAT003173.2 17:9266767-9268668 593 4,24025 4,12875 1,027005752 1 1 UP

NONGGAT003165.2 NONGGAT003165.2 17:8881565-8908331 1765 0,0117189 0,0258646 0,453086458 1 1 DOWN

NONGGAT003163.2 NONGGAT003163.2 17:8774162-8779074 412 0,24101 0,316675 0,761064183 1 1 DOWN

NONGGAT003162.2 NONGGAT003162.2 17:8764466-8771954 974 0,115301 0,242271 0,475917464 1 1 DOWN

NONGGAT003153.2 NONGGAT003153.2 17:8406842-8458669 1044 1,68172 1,67575 1,003562584 1 1 UP

NONGGAT003152.2 NONGGAT003152.2 17:8406842-8458669 1879 0,383183 0,460871 0,831432223 1 1 DOWN

NONGGAT003142.2 NONGGAT003142.2 17:7753255-7827661 612 0,297459 0,231712 1,283744476 1 1 UP

NONGGAT003141.2 NONGGAT003141.2 17:7753255-7827661 822 0,204642 0,112974 1,811407935 1 1 UP

NONGGAT003140.2 NONGGAT003140.2 17:7753255-7827661 1560 0,0935752 0,0988434 0,94670155 1 1 DOWN

NONGGAT003138.2 NONGGAT003138.2 17:7753255-7827661 1460 0,121423 0,250284 0,48514088 1 1 DOWN

NONGGAT003137.2 NONGGAT003137.2 17:7731037-7732519 455 0,29076 0,299775 0,969927446 1 1 DOWN

NONGGAT003136.2 NONGGAT003136.2 17:7698714-7700777 431 0,284759 1,00E-05 28475,9 1 1 UP

NONGGAT003134.2 NONGGAT003134.2 17:7683712-7686879 2082 0,103381 0,160802 0,64290867 1 1 DOWN

NONGGAT003131.2 NONGGAT003131.2 17:7499622-7500956 1065 0,642334 1,04878 0,612458285 1 1 DOWN

NONGGAT003129.2 NONGGAT003129.2 17:7377418-7400151 475 0,884329 0,725408 1,219078091 1 1 UP

NONGGAT003128.2 NONGGAT003128.2 17:7377418-7400151 681 0,174997 0,26372 0,663571212 1 1 DOWN

NONGGAT003119.2 NONGGAT003119.2 17:7225401-7227718 1245 0,118505 0,0825398 1,435731611 1 1 UP

NONGGAT003115.2 NONGGAT003115.2 17:7069407-7110095 800 0,239068 0,161381 1,481388763 1 1 UP

NONGGAT003113.2 NONGGAT003113.2 17:6912782-6915709 1772 0,165476 0,0236078 7,009378256 1 1 UP

NONGGAT003107.2 NONGGAT003107.2 17:6285607-6319401 359 0,177884 0,302052 0,588918464 1 1 DOWN

NONGGAT003105.2 NONGGAT003105.2 17:6285607-6319401 471 0,147582 0,663598 0,222396692 1 1 DOWN

NONGGAT003101.2 NONGGAT003101.2 17:6086304-6102809 1074 0,0754666 0,135025 0,55890835 1 1 DOWN

NONGGAT003093.2 NONGGAT003093.2 17:5731515-5896216 3262 0,676317 0,853516 0,792389364 1 1 DOWN

NONGGAT003092.2 NONGGAT003092.2 17:5731515-5896216 779 0,269311 0,0959914 2,805574249 1 1 UP

NONGGAT003090.2 NONGGAT003090.2 17:5648046-5666048 1541 4,67E-05 0,330129 0,00014153 1 1 DOWN

NONGGAT003089.2 NONGGAT003089.2 17:5648046-5666048 1831 0,132194 0,0689112 1,918323872 1 1 UP

NONGGAT003077.2 NONGGAT003077.2 17:5358184-5367090 1261 0,0616708 0,0511382 1,205963448 1 1 UP

NONGGAT003075.2 NONGGAT003075.2 17:5358184-5367090 4944 0,00627879 0,0147124 0,426768576 1 1 DOWN

NONGGAT003073.2 NONGGAT003073.2 17:5118165-5126628 306 0,835812 1,15612 0,722945715 1 1 DOWN

NONGGAT003065.2 NONGGAT003065.2 17:4062729-4077367 527 0,173815 0,053581 3,243967078 1 1 UP

NONGGAT003059.2 NONGGAT003059.2 17:3101678-3106310 699 0,375856 0,271467 1,38453661 1 1 UP

NONGGAT003057.2 NONGGAT003057.2 17:3014713-3024647 1584 0,0834381 0,179957 0,463655762 1 1 DOWN

NONGGAT003047.2 NONGGAT003047.2 17:2322631-2360669 3453 0,00856029 0,0108106 0,791842266 1 1 DOWN

NONGGAT003045.2 NONGGAT003045.2 17:2203808-2213773 2751 0,01529 0,0101527 1,506003329 1 1 UP

NONGGAT003043.2 NONGGAT003043.2 17:2066698-2077013 1246 0,0277874 0,0749705 0,370644453 1 1 DOWN

NONGGAT003037.2 NONGGAT003037.2 17:1474149-1480217 328 1,32643 1,49795 0,885496846 1 1 DOWN

NONGGAT003036.2 NONGGAT003036.2 17:1392827-1406640 2953 0,485877 0,626273 0,775823004 1 1 DOWN

NONGGAT003035.2 NONGGAT003035.2 17:1125508-1130778 1229 0,919989 1,63879 0,561383094 1 1 DOWN

NONGGAT003034.2 NONGGAT003034.2 17:1061783-1065252 1788 0,0356124 0,0145898 2,440910773 1 1 UP

NONGGAT003017.2 NONGGAT003017.2 16:238279-378917 298 0,647679 1,51211 0,428327966 1 1 DOWN

NONGGAT002995.2 NONGGAT002995.2 16:128569-133747 1103 9,37057 9,70016 0,96602221 1 1 DOWN

NONGGAT002994.2 NONGGAT002994.2 16:58542-72898 283 21,7496 22,098 0,984233867 1 1 DOWN

NONGGAT002993.2 NONGGAT002993.2 15:12715100-12717475 1135 0,27626 0,320862 0,8609932 1 1 DOWN

NONGGAT002987.2 NONGGAT002987.2 15:12517422-12571092 2217 0,0225184 1,00E-05 2251,84 1 1 UP

NONGGAT002980.2 NONGGAT002980.2 15:11623686-11624903 440 0,521813 0,902212 0,578370716 1 1 DOWN

NONGGAT002976.2 NONGGAT002976.2 15:11474498-11476701 1909 0,250756 0,233397 1,07437542 1 1 UP

NONGGAT002975.2 NONGGAT002975.2 15:11471879-11473670 1457 0,344652 0,26507 1,300230128 1 1 UP

NONGGAT002972.2 NONGGAT002972.2 15:11217211-11239199 3421 5,58758 5,05797 1,104708015 1 1 UP

NONGGAT002970.2 NONGGAT002970.2 15:11188729-11194040 2741 0,0424389 1,00E-05 4243,89 1 1 UP

NONGGAT002958.2 NONGGAT002958.2 15:10005664-10011705 2765 0,823798 1,1482 0,717469082 1 1 DOWN

NONGGAT002951.2 NONGGAT002951.2 15:9946952-9949387 369 0,420366 0,407158 1,032439495 1 1 UP

NONGGAT002949.2 NONGGAT002949.2 15:9805781-9827822 352 0,849924 0,580946 1,463000003 1 1 UP

NONGGAT002947.2 NONGGAT002947.2 15:9805781-9827822 961 0,315385 0,295985 1,065543862 1 1 UP

NONGGAT002945.2 NONGGAT002945.2 15:9805781-9827822 1435 0,226383 1,1305 0,200250332 1 1 DOWN

NONGGAT002944.2 NONGGAT002944.2 15:9805781-9827822 1402 0,234104 0,0666266 3,513671717 1 1 UP

NONGGAT002943.2 NONGGAT002943.2 15:9805781-9827822 951 0,513041 0,488863 1,049457619 1 1 UP

NONGGAT002939.2 NONGGAT002939.2 15:9439876-9481375 2795 0,305906 0,230736 1,32578358 1 1 UP

NONGGAT002938.2 NONGGAT002938.2 15:9439876-9481375 7940 0,0501409 0,0470459 1,065786817 1 1 UP

NONGGAT002925.2 NONGGAT002925.2 15:9348970-9354072 495 0,19738 1,00E-05 19738 1 1 UP

NONGGAT002924.2 NONGGAT002924.2 15:9342979-9348604 1323 0,0686029 0,138899 0,493904924 1 1 DOWN

NONGGAT002922.2 NONGGAT002922.2 15:9342979-9348604 1298 0,160513 0,141413 1,135065376 1 1 UP

NONGGAT002920.2 NONGGAT002920.2 15:9237552-9248313 4877 0,0148768 0,0093948 1,583514284 1 1 UP

NONGGAT002917.2 NONGGAT002917.2 15:9237552-9248313 7208 1,30037 1,70534 0,762528293 1 1 DOWN

NONGGAT002916.2 NONGGAT002916.2 15:9220915-9221733 453 1,10034 2,01995 0,544736256 1 1 DOWN

NONGGAT002915.2 NONGGAT002915.2 15:9150581-9168946 898 0,0220185 0,511546 0,04304305 1 1 DOWN

NONGGAT002909.2 NONGGAT002909.2 15:9129211-9142784 1227 0,2053 0,253923 0,808512817 1 1 DOWN

NONGGAT002905.2 NONGGAT002905.2 15:9093094-9097964 1015 6,69993 7,43165 0,901540035 1 1 DOWN

NONGGAT002902.2 NONGGAT002902.2 15:8999728-9000657 271 1,60856 2,10118 0,765550786 1 1 DOWN

NONGGAT002899.2 NONGGAT002899.2 15:8974163-8995779 460 0,270726 0,0860029 3,147870595 1 1 UP

NONGGAT002897.2 NONGGAT002897.2 15:8958505-8974070 456 0,270638 0,14204 1,905364686 1 1 UP

NONGGAT002890.2 NONGGAT002890.2 15:8625524-8722372 1361 0,183167 0,141718 1,292475197 1 1 UP

NONGGAT002887.2 NONGGAT002887.2 15:8563540-8623143 1357 0,639044 0,417738 1,52977225 1 1 UP

NONGGAT002886.2 NONGGAT002886.2 15:8536426-8550067 480 1,04996 1,32152 0,794509353 1 1 DOWN

NONGGAT002884.2 NONGGAT002884.2 15:8521615-8524964 1460 2,04469 2,13089 0,959547419 1 1 DOWN

NONGGAT002882.2 NONGGAT002882.2 15:8479512-8487840 2128 5,65106 5,25417 1,075538096 1 1 UP

NONGGAT002879.2 NONGGAT002879.2 15:8423022-8433268 1460 0,0359385 0,0281034 1,278795448 1 1 UP

NONGGAT002878.2 NONGGAT002878.2 15:8402896-8419080 1163 0,0932297 0,0931969 1,000351943 1 1 UP

NONGGAT002877.2 NONGGAT002877.2 15:8335793-8342021 1386 0,189517 0,215573 0,879131431 1 1 DOWN

NONGGAT002876.2 NONGGAT002876.2 15:8327962-8334874 1590 0,123722 0,0128352 9,639273249 1 1 UP

NONGGAT002874.2 NONGGAT002874.2 15:8102343-8104165 811 0,440094 0,34511 1,275228188 1 1 UP

NONGGAT002873.2 NONGGAT002873.2 15:8075591-8098461 485 0,750634 1,05462 0,71175779 1 1 DOWN

NONGGAT002871.2 NONGGAT002871.2 15:8008390-8009806 1166 0,14691 0,182633 0,804400081 1 1 DOWN

NONGGAT002863.2 NONGGAT002863.2 15:7892543-7905427 629 0,344428 0,249579 1,380035981 1 1 UP

NONGGAT002860.2 NONGGAT002860.2 15:7892543-7905427 504 0,00638651 0,17344 0,03682259 1 1 DOWN

NONGGAT002858.2 NONGGAT002858.2 15:7725640-7738830 775 0,0775556 0,0300135 2,584023856 1 1 UP

NONGGAT002855.2 NONGGAT002855.2 15:7601850-7718375 1384 0,252215 0,204801 1,231512541 1 1 UP

NONGGAT002844.2 NONGGAT002844.2 15:6800638-6817908 540 0,153643 0,139757 1,099358172 1 1 UP

NONGGAT002838.2 NONGGAT002838.2 15:6557391-6561423 1757 0,232694 0,586747 0,396583195 1 1 DOWN

NONGGAT002837.2 NONGGAT002837.2 15:6557391-6561423 1722 0,230372 0,0458234 5,027387754 1 1 UP

NONGGAT002831.2 NONGGAT002831.2 15:6362672-6425954 524 0,362759 1,05E-05 34530,06016 1 1 UP

NONGGAT002829.2 NONGGAT002829.2 15:6293822-6299070 2009 2,48034 2,33847 1,060667873 1 1 UP

NONGGAT002828.2 NONGGAT002828.2 15:6228191-6233047 1508 0,0445028 0,049653 0,896276157 1 1 DOWN

NONGGAT002826.2 NONGGAT002826.2 15:6111855-6115046 1342 0,639198 0,999673 0,639407086 1 1 DOWN

NONGGAT002823.2 NONGGAT002823.2 15:5996144-6012916 762 0,182475 0,237357 0,768778675 1 1 DOWN

NONGGAT002820.2 NONGGAT002820.2 15:5855906-5907889 1317 0,11645 0,130075 0,895252739 1 1 DOWN

NONGGAT002818.2 NONGGAT002818.2 15:5838498-5855216 1565 0,0844794 0,161219 0,524003995 1 1 DOWN

NONGGAT002816.2 NONGGAT002816.2 15:5838498-5855216 2963 0,0877959 0,038735 2,26657803 1 1 UP

NONGGAT002815.2 NONGGAT002815.2 15:5838498-5855216 1621 0,0448128 0,0396544 1,130083925 1 1 UP

NONGGAT002813.2 NONGGAT002813.2 15:5825611-5826782 1068 0,0532362 0,0838167 0,635150274 1 1 DOWN

NONGGAT002811.2 NONGGAT002811.2 15:5815087-5819630 1413 3,56424 4,01352 0,888058363 1 1 DOWN

NONGGAT002808.2 NONGGAT002808.2 15:5667186-5675877 949 0,0844006 0,00880642 9,58398532 1 1 UP

NONGGAT002807.2 NONGGAT002807.2 15:5667186-5675877 2985 0,568146 0,405157 1,402286027 1 1 UP

NONGGAT002804.2 NONGGAT002804.2 15:5411466-5413256 485 0,162745 1,00E-05 16274,5 1 1 UP

NONGGAT002791.2 NONGGAT002791.2 15:5010025-5020830 271 0,567669 0,748862 0,758042203 1 1 DOWN

NONGGAT002779.2 NONGGAT002779.2 15:4767721-4768259 384 5,01571 6,25713 0,801599136 1 1 DOWN

NONGGAT002763.2 NONGGAT002763.2 15:2833647-2872937 565 0,0689001 0,0416698 1,653478058 1 1 UP

NONGGAT002762.2 NONGGAT002762.2 15:2779973-2785927 2151 0,450188 0,399005 1,128276588 1 1 UP

NONGGAT002754.2 NONGGAT002754.2 15:1410302-1418645 880 1,73702 1,20517 1,441307036 1 1 UP

NONGGAT002752.2 NONGGAT002752.2 15:1410302-1418645 1122 0,588179 1,02943 0,571363764 1 1 DOWN

NONGGAT002747.2 NONGGAT002747.2 15:984942-992620 1127 0,236163 0,358888 0,658040949 1 1 DOWN

NONGGAT002733.2 NONGGAT002733.2 15:543057-551904 546 0,35014 0,229265 1,527228317 1 1 UP

NONGGAT002732.2 NONGGAT002732.2 15:538951-540014 551 0,73935 1,31005 0,564367772 1 1 DOWN

NONGGAT002723.2 NONGGAT002723.2 14:14965295-14971558 1068 0,358952 0,00214376 167,4403851 1 1 UP

NONGGAT002717.2 NONGGAT002717.2 14:14717930-14809857 1172 0,0383685 0,118649 0,3233782 1 1 DOWN

NONGGAT002716.2 NONGGAT002716.2 14:14648508-14704065 651 0,302231 0,32513 0,929569711 1 1 DOWN

NONGGAT002711.2 NONGGAT002711.2 14:14251289-14257855 1298 2,40233 2,21487 1,084637022 1 1 UP

NONGGAT002700.2 NONGGAT002700.2 14:13277093-13283352 1366 0,686892 0,633813 1,083745521 1 1 UP

NONGGAT002691.2 NONGGAT002691.2 14:12701313-12707391 1320 0,0158684 0,194721 0,081493008 1 1 DOWN

NONGGAT002689.2 NONGGAT002689.2 14:12490399-12517312 882 1,52E-06 0,198204 7,68E-06 1 1 DOWN

NONGGAT002688.2 NONGGAT002688.2 14:12485611-12489362 801 0,101976 0,0558691 1,825266561 1 1 UP

NONGGAT002685.2 NONGGAT002685.2 14:12485611-12489362 1291 0,0654793 0,0779634 0,839872299 1 1 DOWN

NONGGAT002684.2 NONGGAT002684.2 14:12484081-12485506 752 0,316611 1,1407 0,277558517 1 1 DOWN

NONGGAT002679.2 NONGGAT002679.2 14:12295363-12314108 1215 0,053046 0,0165369 3,207735428 1 1 UP

NONGGAT002675.2 NONGGAT002675.2 14:12083481-12093820 1085 0,146452 0,113223 1,293482773 1 1 UP

NONGGAT002667.2 NONGGAT002667.2 14:10116341-10141526 1307 0,807187 0,916781 0,880457819 1 1 DOWN

NONGGAT002652.2 NONGGAT002652.2 14:9108632-9115863 2109 0,490609 0,40398 1,214438834 1 1 UP

NONGGAT002649.2 NONGGAT002649.2 14:8898887-8953269 497 2,7929 2,43643 1,146308328 1 1 UP

NONGGAT002646.2 NONGGAT002646.2 14:8791254-8793399 299 0,363867 0,413933 0,879048059 1 1 DOWN

NONGGAT002645.2 NONGGAT002645.2 14:8791254-8793399 600 0,0888867 0,215471 0,412522799 1 1 DOWN

NONGGAT002642.2 NONGGAT002642.2 14:8719139-8739531 602 0,199131 0,589565 0,337759195 1 1 DOWN

NONGGAT002639.2 NONGGAT002639.2 14:8671876-8674058 1993 1,00E-05 0,0600272 0,000166591 1 1 DOWN

NONGGAT002638.2 NONGGAT002638.2 14:8617143-8619834 2030 1,58194 1,88235 0,840406938 1 1 DOWN

NONGGAT002633.2 NONGGAT002633.2 14:8511167-8513970 756 0,328148 0,55427 0,592036372 1 1 DOWN

NONGGAT002632.2 NONGGAT002632.2 14:8511167-8513970 2182 0,170445 0,214295 0,795375534 1 1 DOWN

NONGGAT002631.2 NONGGAT002631.2 14:8203962-8210955 521 0,202856 0,206768 0,981080245 1 1 DOWN

NONGGAT002628.2 NONGGAT002628.2 14:7732654-7756484 1098 0,0639151 0,123243 0,518610388 1 1 DOWN

NONGGAT002616.2 NONGGAT002616.2 14:6919382-6928807 305 0,354542 0,754428 0,469948093 1 1 DOWN

NONGGAT002615.2 NONGGAT002615.2 14:6912249-6918800 293 0,71144 0,143126 4,970725095 1 1 UP

NONGGAT002612.2 NONGGAT002612.2 14:6910455-6911489 927 0,998397 0,996831 1,001570978 1 1 UP

NONGGAT002611.2 NONGGAT002611.2 14:6812372-6843749 625 0,191717 0,657816 0,29144472 1 1 DOWN

NONGGAT002597.2 NONGGAT002597.2 14:5953226-5981617 629 0,198198 0,34155 0,580289855 1 1 DOWN

NONGGAT002595.2 NONGGAT002595.2 14:5953226-5981617 1882 0,332032 0,943275 0,351999152 1 1 DOWN

NONGGAT002586.2 NONGGAT002586.2 14:5249995-5263065 2012 0,0525337 2,89E-05 1818,278416 1 1 UP

NONGGAT002583.2 NONGGAT002583.2 14:5127359-5130271 1031 0,432257 0,660425 0,654513382 1 1 DOWN

NONGGAT002582.2 NONGGAT002582.2 14:5127359-5130271 1942 2,18708 2,29619 0,952482155 1 1 DOWN

NONGGAT002575.2 NONGGAT002575.2 14:4213302-4270728 814 0,529381 0,240467 2,201470472 1 1 UP

NONGGAT002574.2 NONGGAT002574.2 14:4083034-4085371 354 0,54082 0,268982 2,010617811 1 1 UP

NONGGAT002554.2 NONGGAT002554.2 14:2603870-2615981 2269 4,75943 5,15394 0,923454677 1 1 DOWN

NONGGAT002551.2 NONGGAT002551.2 14:2253324-2260409 761 1,48098 1,66063 0,891818165 1 1 DOWN

NONGGAT002550.2 NONGGAT002550.2 14:2034749-2121330 933 0,866848 0,94419 0,918086402 1 1 DOWN

NONGGAT002546.2 NONGGAT002546.2 14:1308088-1318031 1156 0,100417 0,114778 0,874880204 1 1 DOWN

NONGGAT002542.2 NONGGAT002542.2 14:1005407-1190713 796 9,40E-14 0,112562 8,35E-13 1 1 DOWN

NONGGAT002541.2 NONGGAT002541.2 14:1005407-1190713 633 0,279738 1,00E-05 27973,8 1 1 UP

NONGGAT002538.2 NONGGAT002538.2 14:1005407-1190713 1696 0,540074 0,305528 1,767674321 1 1 UP

NONGGAT002537.2 NONGGAT002537.2 14:915226-917061 386 0,153855 0,215291 0,714637398 1 1 DOWN

NONGGAT002535.2 NONGGAT002535.2 14:838541-861906 628 0,142381 0,146342 0,972933266 1 1 DOWN

NONGGAT002533.2 NONGGAT002533.2 14:838541-861906 922 1,41E-05 0,163317 8,63E-05 1 1 DOWN

NONGGAT002527.2 NONGGAT002527.2 14:668360-761848 1591 0,877612 1,36536 0,642769672 1 1 DOWN

NONGGAT002523.2 NONGGAT002523.2 14:668360-761848 727 0,410979 0,838092 0,490374565 1 1 DOWN

NONGGAT002520.2 NONGGAT002520.2 14:668360-761848 448 0,153707 0,0837064 1,836263416 1 1 UP

NONGGAT002504.2 NONGGAT002504.2 14:222894-224099 862 1,1118 1,05995 1,048917402 1 1 UP

NONGGAT002501.2 NONGGAT002501.2 14:100462-102464 736 5,44379 5,33144 1,021073106 1 1 UP

NONGGAT002488.2 NONGGAT002488.2 13:18363769-18376398 1124 0,502154 0,521894 0,962176227 1 1 DOWN

NONGGAT002487.2 NONGGAT002487.2 13:18363769-18376398 1126 0,644572 0,549246 1,173557932 1 1 UP

NONGGAT002485.2 NONGGAT002485.2 13:18353904-18360869 1210 1,47305 1,28493 1,146404863 1 1 UP

NONGGAT002482.2 NONGGAT002482.2 13:18246001-18318275 1139 0,246045 0,174308 1,411553113 1 1 UP

NONGGAT002481.2 NONGGAT002481.2 13:18136848-18162464 3070 0,14304 0,123733 1,156037597 1 1 UP

NONGGAT002480.2 NONGGAT002480.2 13:18136848-18162464 2310 0,0118619 0,0252649 0,469501166 1 1 DOWN

NONGGAT002474.2 NONGGAT002474.2 13:17838106-17840174 1249 0,0449498 1,00E-05 4494,98 1 1 UP

NONGGAT002468.2 NONGGAT002468.2 13:17080747-17109711 834 0,148183 0,0936092 1,582996116 1 1 UP

NONGGAT002460.2 NONGGAT002460.2 13:16117629-16134982 1092 0,031489 0,0489002 0,643944197 1 1 DOWN

NONGGAT002459.2 NONGGAT002459.2 13:16117629-16134982 1483 0,0585602 0,0623021 0,939939424 1 1 DOWN

NONGGAT002458.2 NONGGAT002458.2 13:15990623-15996392 311 0,835436 0,706204 1,182995282 1 1 UP

NONGGAT002457.2 NONGGAT002457.2 13:15990623-15996392 556 0,613281 0,60903 1,006979952 1 1 UP

NONGGAT002456.2 NONGGAT002456.2 13:15990623-15996392 662 0,116461 0,305313 0,381447891 1 1 DOWN

NONGGAT002454.2 NONGGAT002454.2 13:15801672-15826139 1586 0,154412 0,166536 0,927198924 1 1 DOWN

NONGGAT002453.2 NONGGAT002453.2 13:15801672-15826139 2575 0,15656 0,178917 0,875042618 1 1 DOWN

NONGGAT002440.2 NONGGAT002440.2 13:15126903-15129494 2316 0,0552661 1,34948 0,040953627 1 1 DOWN

NONGGAT002439.2 NONGGAT002439.2 13:15125933-15126851 317 1,00E-05 1,98493 5,04E-06 1 1 DOWN

NONGGAT002438.2 NONGGAT002438.2 13:15060538-15118773 770 0,0913773 0,927675 0,098501415 1 1 DOWN

NONGGAT002435.2 NONGGAT002435.2 13:14486409-14491464 3804 0,012572 0,0161797 0,77702306 1 1 DOWN

NONGGAT002427.2 NONGGAT002427.2 13:14339876-14346008 3008 0,01285 0,00628689 2,043935873 1 1 UP

NONGGAT002417.2 NONGGAT002417.2 13:13470282-13470989 635 0,132661 0,0345097 3,844165553 1 1 UP

NONGGAT002412.2 NONGGAT002412.2 13:12848117-12869537 1620 0,0172098 0,0118382 1,453751415 1 1 UP

NONGGAT002408.2 NONGGAT002408.2 13:11524676-11645193 1015 0,110495 0,0236896 4,664283061 1 1 UP

NONGGAT002407.2 NONGGAT002407.2 13:11367958-11484197 796 0,0793555 0,0334202 2,374477113 1 1 UP

NONGGAT002405.2 NONGGAT002405.2 13:11292947-11296293 1194 0,906629 0,788841 1,149317797 1 1 UP

NONGGAT002399.2 NONGGAT002399.2 13:10285735-10332399 305 0,382712 0,243087 1,574382834 1 1 UP

NONGGAT002398.2 NONGGAT002398.2 13:10285735-10332399 927 0,579779 0,700253 0,827956467 1 1 DOWN

NONGGAT002396.2 NONGGAT002396.2 13:10285735-10332399 1307 0,0738909 0,0292529 2,525934181 1 1 UP

NONGGAT002394.2 NONGGAT002394.2 13:10155463-10172647 768 0,0641268 0,0306087 2,095051407 1 1 UP

NONGGAT002391.2 NONGGAT002391.2 13:10155463-10172647 1601 0,120979 0,164409 0,735841712 1 1 DOWN

NONGGAT002389.2 NONGGAT002389.2 13:10108226-10113801 777 4,53E-26 0,12306 3,68E-25 1 1 DOWN

NONGGAT002379.2 NONGGAT002379.2 13:9279771-9283454 683 0,793422 0,193529 4,099757659 1 1 UP

NONGGAT002378.2 NONGGAT002378.2 13:9279771-9283454 1610 0,27749 0,0517827 5,358739502 1 1 UP

NONGGAT002377.2 NONGGAT002377.2 13:9070671-9075045 786 0,164417 0,145629 1,129012765 1 1 UP

NONGGAT002367.2 NONGGAT002367.2 13:8523605-8541984 1150 1,12107 1,72424 0,650182109 1 1 DOWN

NONGGAT002359.2 NONGGAT002359.2 13:8148377-8160491 784 0,168585 0,106277 1,586279251 1 1 UP

NONGGAT002358.2 NONGGAT002358.2 13:8056132-8065270 2847 0,182665 0,687254 0,26578965 1 1 DOWN

NONGGAT002357.2 NONGGAT002357.2 13:8056132-8065270 1859 0,231944 0,755932 0,306831831 1 1 DOWN

NONGGAT002339.2 NONGGAT002339.2 13:4148235-4675881 363 2,02E-08 0,428683 4,72E-08 1 1 DOWN

NONGGAT002332.2 NONGGAT002332.2 13:3461553-3502167 2282 0,0147281 0,00893875 1,647668858 1 1 UP

NONGGAT002331.2 NONGGAT002331.2 13:3380371-3461393 373 0,28911 0,365533 0,790927221 1 1 DOWN

NONGGAT002330.2 NONGGAT002330.2 13:3380371-3461393 435 0,611815 0,654552 0,934708014 1 1 DOWN

NONGGAT002326.2 NONGGAT002326.2 13:3104007-3123836 1363 1,00E-05 0,0362812 0,000275625 1 1 DOWN

NONGGAT002319.2 NONGGAT002319.2 13:2785998-2787171 445 0,146121 0,0675463 2,163271711 1 1 UP

NONGGAT002317.2 NONGGAT002317.2 13:2764274-2785877 418 0,155827 0,0735312 2,119195661 1 1 UP

NONGGAT002313.2 NONGGAT002313.2 13:2481811-2483200 594 0,419665 0,520106 0,806883597 1 1 DOWN

NONGGAT002311.2 NONGGAT002311.2 13:2397299-2416124 1824 0,186943 0,321908 0,580734247 1 1 DOWN

NONGGAT002303.2 NONGGAT002303.2 13:2319034-2350643 1123 0,0379064 0,0261911 1,447300801 1 1 UP

NONGGAT002300.2 NONGGAT002300.2 13:2319034-2350643 1055 0,0338861 0,0255678 1,325342814 1 1 UP

NONGGAT002299.2 NONGGAT002299.2 13:2319034-2350643 1041 0,016213 0,0759712 0,213409818 1 1 DOWN

NONGGAT002286.2 NONGGAT002286.2 13:1458572-1511771 626 0,139118 0,157459 0,883518884 1 1 DOWN

NONGGAT002285.2 NONGGAT002285.2 13:1458572-1511771 711 0,240684 0,694813 0,346401118 1 1 DOWN

NONGGAT002282.2 NONGGAT002282.2 13:1419289-1433430 458 2,81887 3,04463 0,925849775 1 1 DOWN

NONGGAT002281.2 NONGGAT002281.2 13:1419289-1433430 1866 0,0778697 0,121872 0,6389466 1 1 DOWN

NONGGAT002279.2 NONGGAT002279.2 13:1419289-1433430 3616 2,33633 2,22054 1,052144974 1 1 UP

NONGGAT002278.2 NONGGAT002278.2 13:1419289-1433430 564 0,307865 0,148916 2,067373553 1 1 UP

NONGGAT002277.2 NONGGAT002277.2 13:1419289-1433430 1732 1,90202 2,70963 0,701948236 1 1 DOWN

NONGGAT002276.2 NONGGAT002276.2 13:1419289-1433430 676 0,425016 0,779398 0,545313178 1 1 DOWN

NONGGAT002265.2 NONGGAT002265.2 12:19784605-19912726 2106 0,162426 0,151879 1,069443439 1 1 UP

NONGGAT002263.2 NONGGAT002263.2 12:19784605-19912726 2129 0,223505 0,262762 0,850598641 1 1 DOWN

NONGGAT002262.2 NONGGAT002262.2 12:19784605-19912726 978 0,821863 0,978057 0,840301741 1 1 DOWN

NONGGAT002259.2 NONGGAT002259.2 12:19784605-19912726 437 0,235826 0,891747 0,264453931 1 1 DOWN

NONGGAT002258.2 NONGGAT002258.2 12:19784605-19912726 412 0,555959 1,81E-104 3,07E+103 1 1 UP

NONGGAT002250.2 NONGGAT002250.2 12:19376464-19441407 314 0,514086 1,00E-05 51408,6 1 1 UP

NONGGAT002249.2 NONGGAT002249.2 12:18631830-18632822 363 0,373101 0,286402 1,302717858 1 1 UP

NONGGAT002240.2 NONGGAT002240.2 12:17898684-18121966 483 0,160325 0,191735 0,836180144 1 1 DOWN

NONGGAT002212.2 NONGGAT002212.2 12:12133963-12324684 1864 0,339915 0,0994166 3,419097012 1 1 UP

NONGGAT002209.2 NONGGAT002209.2 12:12133963-12324684 2153 0,268244 0,0852822 3,145369139 1 1 UP

NONGGAT002208.2 NONGGAT002208.2 12:12133963-12324684 1542 0,0928789 1,06E-08 8802101,991 1 1 UP

NONGGAT002206.2 NONGGAT002206.2 12:12076096-12133122 677 0,418875 0,0294176 14,238925 1 1 UP

NONGGAT002195.2 NONGGAT002195.2 12:11367571-11380207 1945 0,285208 0,174592 1,633568548 1 1 UP

NONGGAT002190.2 NONGGAT002190.2 12:10968164-10969454 653 0,96976 0,49179 1,971898575 1 1 UP

NONGGAT002189.2 NONGGAT002189.2 12:10728707-10777428 932 1,00E-05 0,0655737 0,0001525 1 1 DOWN

NONGGAT002182.2 NONGGAT002182.2 12:10650881-10655490 1332 0,182787 9,32E-06 19609,47759 1 1 UP

NONGGAT002174.2 NONGGAT002174.2 12:9326643-9342401 628 1,00E-05 0,230953 4,33E-05 1 1 DOWN

NONGGAT002162.2 NONGGAT002162.2 12:9136506-9169544 1422 0,0927395 0,100948 0,918685858 1 1 DOWN

NONGGAT002158.2 NONGGAT002158.2 12:8853127-8931866 936 1,34985 1,05905 1,274585714 1 1 UP

NONGGAT002154.2 NONGGAT002154.2 12:8732633-8755145 2865 0,458434 0,466655 0,982383131 1 1 DOWN

NONGGAT002148.2 NONGGAT002148.2 12:6660266-6684828 999 0,0466234 0,0793086 0,587873194 1 1 DOWN

NONGGAT002145.2 NONGGAT002145.2 12:6449541-6456925 680 0,061877 0,136727 0,452558748 1 1 DOWN

NONGGAT002136.2 NONGGAT002136.2 12:6101808-6107419 3654 0,0131856 0,0196959 0,669459126 1 1 DOWN

NONGGAT002129.2 NONGGAT002129.2 12:6090364-6094772 421 2,82839 2,87688 0,983144935 1 1 DOWN

NONGGAT002123.2 NONGGAT002123.2 12:5623598-5683364 359 0,356592 1,00E-05 35659,2 1 1 UP

NONGGAT002115.2 NONGGAT002115.2 12:5086636-5138528 703 0,0943595 0,0286423 3,294410714 1 1 UP

NONGGAT002113.2 NONGGAT002113.2 12:4983708-4988218 706 0,146253 0,0713402 2,050078357 1 1 UP

NONGGAT002112.2 NONGGAT002112.2 12:4927861-4931836 391 0,494111 0,296401 1,667035536 1 1 UP

NONGGAT002111.2 NONGGAT002111.2 12:4706222-4829202 296 0,957826 0,591538 1,619212967 1 1 UP

NONGGAT002109.2 NONGGAT002109.2 12:4706222-4829202 368 0,928749 0,665717 1,395110835 1 1 UP

NONGGAT002108.2 NONGGAT002108.2 12:4706222-4829202 601 0,308395 0,416895 0,739742621 1 1 DOWN

NONGGAT002104.2 NONGGAT002104.2 12:4379081-4468625 504 0,783639 0,978662 0,800724867 1 1 DOWN

NONGGAT002094.2 NONGGAT002094.2 12:3301383-3309719 609 1,00E-05 0,381414 2,62E-05 1 1 DOWN

NONGGAT002080.2 NONGGAT002080.2 12:2456732-2465055 434 0,934036 1,06146 0,879954026 1 1 DOWN

NONGGAT002079.2 NONGGAT002079.2 12:2454396-2454877 378 0,0970993 0,179162 0,541963698 1 1 DOWN

NONGGAT002074.2 NONGGAT002074.2 12:1967649-2185837 1086 0,0119989 0,0563681 0,212866852 1 1 DOWN

NONGGAT002073.2 NONGGAT002073.2 12:1967649-2185837 4197 0,0512801 0,0828461 0,618980254 1 1 DOWN

NONGGAT002068.2 NONGGAT002068.2 12:1846761-1847326 465 0,214938 1,00E-05 21493,8 1 1 UP

NONGGAT002066.2 NONGGAT002066.2 12:1780052-1827502 731 1,70E-27 0,117861 1,44E-26 1 1 DOWN

NONGGAT002065.2 NONGGAT002065.2 12:1763820-1766488 679 0,314411 0,57805 0,543916616 1 1 DOWN

NONGGAT002061.2 NONGGAT002061.2 12:1391780-1393956 1880 1,90859 1,72301 1,107706862 1 1 UP

NONGGAT002040.2 NONGGAT002040.2 11:19931805-19938654 662 0,158307 0,0435581 3,634387175 1 1 UP

NONGGAT002039.2 NONGGAT002039.2 11:19931805-19938654 599 0,093004 0,0520006 1,788517825 1 1 UP

NONGGAT002036.2 NONGGAT002036.2 11:19845092-19903359 661 0,137074 1,00E-05 13707,4 1 1 UP

NONGGAT002033.2 NONGGAT002033.2 11:19845092-19903359 1046 0,352419 0,145655 2,419546188 1 1 UP

NONGGAT002024.2 NONGGAT002024.2 11:19157096-19169735 990 0,168455 0,248156 0,678827028 1 1 DOWN

NONGGAT002014.2 NONGGAT002014.2 11:18186087-18223067 1100 0,00457279 0,392005 0,011665132 1 1 DOWN

NONGGAT002013.2 NONGGAT002013.2 11:18186087-18223067 898 0,213943 0,300413 0,712162922 1 1 DOWN

NONGGAT002012.2 NONGGAT002012.2 11:18186087-18223067 1084 0,372729 1,46E-06 255563,4025 1 1 UP

NONGGAT002008.2 NONGGAT002008.2 11:17821800-17827693 2938 1,0173 1,57623 0,645400735 1 1 DOWN

NONGGAT002007.2 NONGGAT002007.2 11:17619605-17621277 662 0,207155 1,23E-06 168871,7698 1 1 UP

NONGGAT002005.2 NONGGAT002005.2 11:17619605-17621277 1116 0,0161288 0,108019 0,149314472 1 1 DOWN

NONGGAT002001.2 NONGGAT002001.2 11:16757603-16765210 511 0,472939 0,563135 0,839832367 1 1 DOWN

NONGGAT001997.2 NONGGAT001997.2 11:15743813-15747580 742 0,228464 0,0763251 2,993301024 1 1 UP

NONGGAT001996.2 NONGGAT001996.2 11:15721836-15730092 459 0,775742 0,656038 1,18246504 1 1 UP

NONGGAT001969.2 NONGGAT001969.2 11:11335654-11442998 914 0,374478 0,591206 0,633413734 1 1 DOWN

NONGGAT001968.2 NONGGAT001968.2 11:11282053-11283163 606 1,67505 2,72565 0,614550658 1 1 DOWN

NONGGAT001966.2 NONGGAT001966.2 11:11030198-11172531 1619 0,0864695 0,0851183 1,015874377 1 1 UP

NONGGAT001963.2 NONGGAT001963.2 11:10873003-10874355 932 0,611546 0,413845 1,477717503 1 1 UP

NONGGAT001957.2 NONGGAT001957.2 11:10629241-10822152 278 0,291156 0,541298 0,537884862 1 1 DOWN

NONGGAT001953.2 NONGGAT001953.2 11:10408777-10421410 364 0,477582 0,331577 1,440335126 1 1 UP

NONGGAT001951.2 NONGGAT001951.2 11:10408777-10421410 794 0,200379 0,261492 0,766291129 1 1 DOWN

NONGGAT001950.2 NONGGAT001950.2 11:10408777-10421410 1730 0,312552 0,563382 0,554778108 1 1 DOWN

NONGGAT001949.2 NONGGAT001949.2 11:10408777-10421410 540 0,776457 0,715544 1,085128238 1 1 UP

NONGGAT001944.2 NONGGAT001944.2 11:10408777-10421410 780 0,442253 0,557933 0,792663277 1 1 DOWN

NONGGAT001942.2 NONGGAT001942.2 11:10408777-10421410 1017 0,572636 0,598481 0,956815672 1 1 DOWN

NONGGAT001941.2 NONGGAT001941.2 11:10381168-10406838 1551 0,524647 0,719761 0,728918349 1 1 DOWN

NONGGAT001940.2 NONGGAT001940.2 11:10381168-10406838 2781 0,951378 0,383933 2,477979231 1 1 UP

NONGGAT001933.2 NONGGAT001933.2 11:10152944-10156023 1979 0,0858676 0,00942154 9,113966507 1 1 UP

NONGGAT001931.2 NONGGAT001931.2 11:10079868-10123532 591 0,0919012 0,246947 0,37214949 1 1 DOWN

NONGGAT001929.2 NONGGAT001929.2 11:10079868-10123532 1732 0,100654 0,0572237 1,758956516 1 1 UP

NONGGAT001926.2 NONGGAT001926.2 11:10079868-10123532 627 0,141759 0,14306 0,990905914 1 1 DOWN

NONGGAT001925.2 NONGGAT001925.2 11:10079868-10123532 1362 0,0761861 0,08844 0,861443917 1 1 DOWN

NONGGAT001924.2 NONGGAT001924.2 11:10079868-10123532 748 0,112036 0,0402604 2,782784076 1 1 UP

NONGGAT001923.2 NONGGAT001923.2 11:10079868-10123532 1352 0,0267963 0,12589 0,212854873 1 1 DOWN

NONGGAT001917.2 NONGGAT001917.2 11:9887314-9904371 789 1,00E-05 0,14829 6,74E-05 1 1 DOWN

NONGGAT001915.2 NONGGAT001915.2 11:9421267-9422479 551 1,00E-05 0,301239 3,32E-05 1 1 DOWN

NONGGAT001896.2 NONGGAT001896.2 11:7410706-7476776 421 0,363164 0,189446 1,916978981 1 1 UP

NONGGAT001895.2 NONGGAT001895.2 11:7410706-7476776 1702 0,68015 0,38973 1,745182562 1 1 UP

NONGGAT001866.2 NONGGAT001866.2 11:6037059-6064469 1202 0,159921 0,0472469 3,3847935 1 1 UP

NONGGAT001863.2 NONGGAT001863.2 11:6037059-6064469 773 0,0878381 0,0996466 0,881496208 1 1 DOWN

NONGGAT001859.2 NONGGAT001859.2 11:5090081-5092505 1095 1,51768 1,21511 1,249006263 1 1 UP

NONGGAT001858.2 NONGGAT001858.2 11:5090081-5092505 792 0,484258 0,625254 0,774498044 1 1 DOWN

NONGGAT001852.2 NONGGAT001852.2 11:4302746-4305626 442 0,274203 1,00E-05 27420,3 1 1 UP

NONGGAT001846.2 NONGGAT001846.2 11:3784726-3944807 1362 0,0259805 0,0481663 0,539391649 1 1 DOWN

NONGGAT001845.2 NONGGAT001845.2 11:3784726-3944807 1830 0,0332612 0,0791375 0,42029632 1 1 DOWN

NONGGAT001841.2 NONGGAT001841.2 11:2658955-2694121 417 0,558573 0,323096 1,728814346 1 1 UP

NONGGAT001840.2 NONGGAT001840.2 11:2658955-2694121 292 0,956483 0,213519 4,479615397 1 1 UP

NONGGAT001837.2 NONGGAT001837.2 11:2104858-2106744 1032 0,0627694 0,023892 2,62721413 1 1 UP

NONGGAT001829.2 NONGGAT001829.2 11:1776706-1780905 284 0,997188 6,60E-08 15111725,37 1 1 UP

NONGGAT001815.2 NONGGAT001815.2 11:1143253-1222463 1460 1,01899 1,01693 1,002025705 1 1 UP

NONGGAT001814.2 NONGGAT001814.2 11:1143253-1222463 2912 0,800861 0,553296 1,447436815 1 1 UP

NONGGAT001809.2 NONGGAT001809.2 11:676353-711376 752 0,234087 0,283149 0,826727271 1 1 DOWN

NONGGAT001804.2 NONGGAT001804.2 11:341167-412942 1388 0,0892174 0,061663 1,446854678 1 1 UP

NONGGAT001803.2 NONGGAT001803.2 11:312817-316364 1444 0,258319 0,278533 0,927426912 1 1 DOWN

NONGGAT001796.2 NONGGAT001796.2 10:20282215-20283523 1004 0,0736724 0,0942841 0,781387318 1 1 DOWN

NONGGAT001792.2 NONGGAT001792.2 10:20073801-20074905 602 0,107089 0,190191 0,563060292 1 1 DOWN

NONGGAT001782.2 NONGGAT001782.2 10:19796401-19835591 1255 0,61237 0,787772 0,777344206 1 1 DOWN

NONGGAT001780.2 NONGGAT001780.2 10:19796401-19835591 1872 1,2159 1,28786 0,944124361 1 1 DOWN

NONGGAT001771.2 NONGGAT001771.2 10:19282084-19301731 2706 0,930012 1,63767 0,567887303 1 1 DOWN

NONGGAT001770.2 NONGGAT001770.2 10:19282084-19301731 1065 0,899677 0,335104 2,684769504 1 1 UP

NONGGAT001769.2 NONGGAT001769.2 10:19282084-19301731 1211 0,708787 0,395771 1,790901809 1 1 UP

NONGGAT001768.2 NONGGAT001768.2 10:19282084-19301731 2751 0,301208 0,245087 1,228983993 1 1 UP

NONGGAT001766.2 NONGGAT001766.2 10:19282084-19301731 673 1,97466 2,094 0,943008596 1 1 DOWN

NONGGAT001765.2 NONGGAT001765.2 10:19282084-19301731 2241 0,151466 0,443 0,341909707 1 1 DOWN

NONGGAT001750.2 NONGGAT001750.2 10:18482755-18492480 1069 0,309395 0,240239 1,287863336 1 1 UP

NONGGAT001732.2 NONGGAT001732.2 10:17645101-17650113 1036 1,96948 2,41556 0,815330607 1 1 DOWN

NONGGAT001731.2 NONGGAT001731.2 10:17570917-17637904 3007 0,0115816 0,0326614 0,354595945 1 1 DOWN

NONGGAT001720.2 NONGGAT001720.2 10:17093259-17099572 1527 8,75383 8,34924 1,048458303 1 1 UP

NONGGAT001709.2 NONGGAT001709.2 10:16470335-16478235 661 0,615816 0,272762 2,257704519 1 1 UP

NONGGAT001708.2 NONGGAT001708.2 10:16470335-16478235 493 0,204949 0,757102 0,270701966 1 1 DOWN

NONGGAT001707.2 NONGGAT001707.2 10:16470335-16478235 925 0,036202 0,0356069 1,016713053 1 1 UP

NONGGAT001702.2 NONGGAT001702.2 10:15804836-15837529 451 6,68E-20 0,338173 1,98E-19 1 1 DOWN

NONGGAT001698.2 NONGGAT001698.2 10:14607735-14681032 915 0,133951 1,00E-05 13395,1 1 1 UP

NONGGAT001696.2 NONGGAT001696.2 10:14607735-14681032 427 0,723658 1,02029 0,709266973 1 1 DOWN

NONGGAT001692.2 NONGGAT001692.2 10:14607735-14681032 682 7,42286 7,51003 0,988392856 1 1 DOWN

NONGGAT001691.2 NONGGAT001691.2 10:14607735-14681032 1028 3,08545 3,00285 1,027507201 1 1 UP

NONGGAT001676.2 NONGGAT001676.2 10:13620119-14169106 352 1,51E-14 0,638123 2,37E-14 1 1 DOWN

NONGGAT001666.2 NONGGAT001666.2 10:13183099-13200429 2828 0,443003 0,414735 1,068159186 1 1 UP

NONGGAT001665.2 NONGGAT001665.2 10:13183099-13200429 800 0,217488 0,0641154 3,392133559 1 1 UP

NONGGAT001664.2 NONGGAT001664.2 10:13183099-13200429 1175 0,193919 0,0803256 2,414161861 1 1 UP

NONGGAT001663.2 NONGGAT001663.2 10:13183099-13200429 397 0,422675 0,357037 1,18384089 1 1 UP

NONGGAT001662.2 NONGGAT001662.2 10:13164087-13166999 1450 0,160014 0,0631176 2,53517244 1 1 UP

NONGGAT001655.2 NONGGAT001655.2 10:12822223-12826841 781 0,332878 0,16353 2,03557757 1 1 UP

NONGGAT001654.2 NONGGAT001654.2 10:12665994-12670539 2672 0,911283 1,10109 0,827618996 1 1 DOWN

NONGGAT001651.2 NONGGAT001651.2 10:12226687-12235028 2824 0,797949 0,456723 1,747118056 1 1 UP

NONGGAT001649.2 NONGGAT001649.2 10:12226687-12235028 1636 0,430407 0,294803 1,459981751 1 1 UP

NONGGAT001648.2 NONGGAT001648.2 10:12226687-12235028 1782 1,52E-08 0,101375 1,50E-07 1 1 DOWN

NONGGAT001643.2 NONGGAT001643.2 10:11453109-11454359 727 0,360155 0,10648 3,382372276 1 1 UP

NONGGAT001641.2 NONGGAT001641.2 10:11060383-11063285 709 1,02917 1,16856 0,880716437 1 1 DOWN

NONGGAT001640.2 NONGGAT001640.2 10:11060383-11063285 1105 0,135369 1,39E-05 9721,292639 1 1 UP

NONGGAT001639.2 NONGGAT001639.2 10:11060383-11063285 1298 3,37801 3,22349 1,047935623 1 1 UP

NONGGAT001634.2 NONGGAT001634.2 10:10771189-10827003 399 0,6497 0,300378 2,162941361 1 1 UP

NONGGAT001632.2 NONGGAT001632.2 10:10719298-10725636 723 0,434507 0,612984 0,708839056 1 1 DOWN

NONGGAT001625.2 NONGGAT001625.2 10:10719298-10725636 1285 0,159504 0,0454501 3,509431222 1 1 UP

NONGGAT001623.2 NONGGAT001623.2 10:10719298-10725636 1046 2,13E-06 0,103397 2,06E-05 1 1 DOWN

NONGGAT001621.2 NONGGAT001621.2 10:10719298-10725636 1909 1,16051 1,17575 0,987038061 1 1 DOWN

NONGGAT001620.2 NONGGAT001620.2 10:10719298-10725636 682 0,200226 3,65E-11 5489509052 1 1 UP

NONGGAT001618.2 NONGGAT001618.2 10:10678889-10693473 848 0,367891 0,60375 0,609343271 1 1 DOWN

NONGGAT001600.2 NONGGAT001600.2 10:10070114-10076068 1526 0,0283519 0,0673366 0,421047395 1 1 DOWN

NONGGAT001599.2 NONGGAT001599.2 10:9898755-9913711 1931 0,25429 0,222381 1,143487978 1 1 UP

NONGGAT001593.2 NONGGAT001593.2 10:8304411-8398478 398 0,389001 0,37741 1,030711958 1 1 UP

NONGGAT001585.2 NONGGAT001585.2 10:7612375-7618766 877 0,0459452 0,0556837 0,8251104 1 1 DOWN

NONGGAT001581.2 NONGGAT001581.2 10:6973120-7516317 321 0,661583 0,0634401 10,42846717 1 1 UP

NONGGAT001580.2 NONGGAT001580.2 10:6973120-7516317 743 0,144581 0,322088 0,44888664 1 1 DOWN

NONGGAT001578.2 NONGGAT001578.2 10:6973120-7516317 990 0,174172 0,0430945 4,041629442 1 1 UP

NONGGAT001577.2 NONGGAT001577.2 10:6973120-7516317 1090 0,382412 0,387263 0,987473629 1 1 DOWN

NONGGAT001569.2 NONGGAT001569.2 10:6654749-6668829 668 0,0712798 0,156018 0,456869079 1 1 DOWN

NONGGAT001568.2 NONGGAT001568.2 10:6530851-6647005 397 0,0561025 0,211398 0,265388036 1 1 DOWN

NONGGAT001567.2 NONGGAT001567.2 10:6530851-6647005 394 0,39847 0,00243462 163,6682521 1 1 UP

NONGGAT001565.2 NONGGAT001565.2 10:5963380-6117896 1094 0,0368543 0,0231766 1,590151273 1 1 UP

NONGGAT001562.2 NONGGAT001562.2 10:5755401-5833007 350 0,377162 1,00E-05 37716,2 1 1 UP

NONGGAT001555.2 NONGGAT001555.2 10:5329180-5330715 436 0,753892 0,847283 0,889775907 1 1 DOWN

NONGGAT001543.2 NONGGAT001543.2 10:4387232-4471783 270 2,12741 2,25139 0,944931798 1 1 DOWN

NONGGAT001538.2 NONGGAT001538.2 10:4105083-4124081 447 0,132358 0,389891 0,339474366 1 1 DOWN

NONGGAT001530.2 NONGGAT001530.2 10:3590683-3595588 2046 0,0487056 0,0708285 0,687655393 1 1 DOWN

NONGGAT001523.2 NONGGAT001523.2 10:2570400-2574581 842 0,0746846 3,18E-17 2,3504E+15 1 1 UP

NONGGAT001522.2 NONGGAT001522.2 10:2570400-2574581 891 0,105226 0,0955424 1,101353954 1 1 UP

NONGGAT001517.2 NONGGAT001517.2 10:2322469-2324497 1398 1,00E-05 0,0540645 0,000184964 1 1 DOWN

NONGGAT001510.2 NONGGAT001510.2 10:1742726-1938673 673 0,0470069 0,0671988 0,699519932 1 1 DOWN

NONGGAT001509.2 NONGGAT001509.2 10:1742726-1938673 1971 0,0231197 0,0220773 1,047215919 1 1 UP

NONGGAT001507.2 NONGGAT001507.2 10:1742726-1938673 1366 1,00E-05 0,0392697 0,000254649 1 1 DOWN

NONGGAT001494.2 NONGGAT001494.2 10:891179-892423 743 0,300472 0,0902252 3,330244765 1 1 UP

NONGGAT001493.2 NONGGAT001493.2 10:852174-860334 813 0,387518 0,277518 1,396370686 1 1 UP

NONGGAT001492.2 NONGGAT001492.2 10:852174-860334 321 2,02752 2,40585 0,842745807 1 1 DOWN

NONGGAT001487.2 NONGGAT001487.2 10:769087-777282 1373 0,75927 1,19561 0,635048218 1 1 DOWN

NONGGAT001484.2 NONGGAT001484.2 10:580031-583711 676 0,297358 0,124457 2,389242871 1 1 UP

NONGGAT001482.2 NONGGAT001482.2 1:196115401-196118254 2076 0,0243529 0,0220168 1,106105338 1 1 UP

NONGGAT001479.2 NONGGAT001479.2 1:196001861-196009348 1209 0,938806 1,21573 0,77221587 1 1 DOWN

NONGGAT001469.2 NONGGAT001469.2 1:195712708-195713854 754 0,380949 0,319186 1,193501595 1 1 UP

NONGGAT001468.2 NONGGAT001468.2 1:195646632-195708533 1478 0,153294 0,0618651 2,477875248 1 1 UP

NONGGAT001449.2 NONGGAT001449.2 1:194766324-194780781 906 1,59533 1,86402 0,855854551 1 1 DOWN

NONGGAT001448.2 NONGGAT001448.2 1:194766324-194780781 1238 0,160849 0,334468 0,480909982 1 1 DOWN

NONGGAT001445.2 NONGGAT001445.2 1:194766324-194780781 734 0,873215 0,248432 3,514905487 1 1 UP

NONGGAT001443.2 NONGGAT001443.2 1:194766324-194780781 1931 0,4439 0,803646 0,55235763 1 1 DOWN

NONGGAT001439.2 NONGGAT001439.2 1:194497982-194499140 849 0,264994 0,106092 2,497775516 1 1 UP

NONGGAT001426.2 NONGGAT001426.2 1:194105608-194108400 1476 2,22995 3,40925 0,654088143 1 1 DOWN

NONGGAT001424.2 NONGGAT001424.2 1:193856021-193863038 874 0,0647527 0,0202573 3,196511875 1 1 UP

NONGGAT001421.2 NONGGAT001421.2 1:193814485-193820513 1315 0,0615377 0,155852 0,394847034 1 1 DOWN

NONGGAT001420.2 NONGGAT001420.2 1:193794960-193809102 1955 0,131397 0,123778 1,061553749 1 1 UP

NONGGAT001419.2 NONGGAT001419.2 1:193794960-193809102 534 0,685305 3,14E-06 218487,2744 1 1 UP

NONGGAT001406.2 NONGGAT001406.2 1:190319019-190324640 294 2,97043 2,8289 1,050030047 1 1 UP



NONGGAT001405.2 NONGGAT001405.2 1:190319019-190324640 1714 2,73461 3,09174 0,884488993 1 1 DOWN

NONGGAT001404.2 NONGGAT001404.2 1:190268035-190310816 1321 0,780096 0,747043 1,04424511 1 1 UP

NONGGAT001369.2 NONGGAT001369.2 1:184996597-185204663 752 1,00E-05 0,142455 7,02E-05 1 1 DOWN

NONGGAT001358.2 NONGGAT001358.2 1:182250156-182569194 1225 0,0695894 0,0867431 0,802247095 1 1 DOWN

NONGGAT001342.2 NONGGAT001342.2 1:179181001-179243149 1536 1,42817 1,34881 1,058837049 1 1 UP

NONGGAT001341.2 NONGGAT001341.2 1:179181001-179243149 755 6,79E-05 0,173899 0,000390219 1 1 DOWN

NONGGAT001340.2 NONGGAT001340.2 1:179181001-179243149 707 0,126103 0,153204 0,823105141 1 1 DOWN

NONGGAT001337.2 NONGGAT001337.2 1:178716796-178718520 933 1,62291 1,72042 0,94332198 1 1 DOWN

NONGGAT001332.2 NONGGAT001332.2 1:177129876-177140680 743 0,133298 0,313687 0,42493951 1 1 DOWN

NONGGAT001331.2 NONGGAT001331.2 1:177129876-177140680 1032 1,23529 1,0274 1,202345727 1 1 UP

NONGGAT001330.2 NONGGAT001330.2 1:177129876-177140680 654 0,532876 0,520407 1,023960093 1 1 UP

NONGGAT001322.2 NONGGAT001322.2 1:176273689-176283791 456 1,64278 2,31171 0,710634119 1 1 DOWN

NONGGAT001316.2 NONGGAT001316.2 1:175188337-175193428 1389 0,101872 0,056853 1,791849155 1 1 UP

NONGGAT001315.2 NONGGAT001315.2 1:175188337-175193428 3874 0,0935398 0,0960781 0,973580868 1 1 DOWN

NONGGAT001312.2 NONGGAT001312.2 1:175132771-175137072 784 1,00E-05 0,188817 5,30E-05 1 1 DOWN

NONGGAT001311.2 NONGGAT001311.2 1:175101505-175126579 595 0,0681798 0,0990365 0,688431033 1 1 DOWN

NONGGAT001309.2 NONGGAT001309.2 1:175101505-175126579 4535 2,48528 2,80048 0,887447866 1 1 DOWN

NONGGAT001306.2 NONGGAT001306.2 1:174780237-174846892 393 0,151039 0,0946716 1,595399254 1 1 UP

NONGGAT001304.2 NONGGAT001304.2 1:174780237-174846892 1044 0,069716 9,30E-07 74998,44013 1 1 UP

NONGGAT001299.2 NONGGAT001299.2 1:174206371-174208254 1019 0,19145 0,210908 0,907741764 1 1 DOWN

NONGGAT001288.2 NONGGAT001288.2 1:172476511-172477557 542 0,28942 0,521253 0,555239011 1 1 DOWN

NONGGAT001283.2 NONGGAT001283.2 1:171260725-171314194 567 0,296542 0,352441 0,84139473 1 1 DOWN

NONGGAT001282.2 NONGGAT001282.2 1:171237603-171257844 2178 0,131096 0,120547 1,087509436 1 1 UP

NONGGAT001280.2 NONGGAT001280.2 1:170314957-170319301 650 0,30563 0,472873 0,646325758 1 1 DOWN

NONGGAT001279.2 NONGGAT001279.2 1:170314957-170319301 646 0,161087 0,477896 0,337075431 1 1 DOWN

NONGGAT001272.2 NONGGAT001272.2 1:170148034-170150944 792 0,761762 0,453712 1,678954932 1 1 UP

NONGGAT001271.2 NONGGAT001271.2 1:170148034-170150944 1192 0,393332 0,165686 2,373960383 1 1 UP

NONGGAT001270.2 NONGGAT001270.2 1:170144503-170147963 1948 0,0169779 0,160553 0,105746389 1 1 DOWN

NONGGAT001269.2 NONGGAT001269.2 1:170140921-170142468 596 0,197355 0,210447 0,937789562 1 1 DOWN

NONGGAT001266.2 NONGGAT001266.2 1:169889146-169893964 1289 0,132239 0,0431803 3,062484513 1 1 UP

NONGGAT001248.2 NONGGAT001248.2 1:167654674-167746248 739 0,576611 0,483525 1,192515382 1 1 UP

NONGGAT001241.2 NONGGAT001241.2 1:165861599-165910389 754 0,32515 0,139229 2,335361168 1 1 UP

NONGGAT001239.2 NONGGAT001239.2 1:165723568-165834895 1570 0,163331 0,0901518 1,811733099 1 1 UP

NONGGAT001198.2 NONGGAT001198.2 1:149449593-149452715 2726 0,00985455 0,0135551 0,726999432 1 1 DOWN

NONGGAT001178.2 NONGGAT001178.2 1:145335207-145426984 600 1,51E-44 0,269768 5,60E-44 1 1 DOWN

NONGGAT001177.2 NONGGAT001177.2 1:145335207-145426984 952 0,419994 1,02552 0,409542476 1 1 DOWN

NONGGAT001175.2 NONGGAT001175.2 1:145318981-145324655 844 0,0591458 0,0359133 1,646905186 1 1 UP

NONGGAT001174.2 NONGGAT001174.2 1:145318981-145324655 1545 0,0596942 0,0721848 0,826963571 1 1 DOWN

NONGGAT001173.2 NONGGAT001173.2 1:145121916-145133847 567 0,550629 1,22975 0,447756861 1 1 DOWN

NONGGAT001168.2 NONGGAT001168.2 1:144317633-144391504 2614 0,0173483 0,00601159 2,885808912 1 1 UP

NONGGAT001159.2 NONGGAT001159.2 1:142458755-142487969 411 1,54281 2,70312 0,570751576 1 1 DOWN

NONGGAT001157.2 NONGGAT001157.2 1:142458755-142487969 490 0,0927182 0,533846 0,173679675 1 1 DOWN

NONGGAT001156.2 NONGGAT001156.2 1:142458755-142487969 448 0,68062 0,961503 0,707870906 1 1 DOWN

NONGGAT001145.2 NONGGAT001145.2 1:138793509-139053712 598 1,36577 1,06246 1,285478983 1 1 UP

NONGGAT001144.2 NONGGAT001144.2 1:138654282-138666842 725 0,103782 0,04633 2,240060436 1 1 UP

NONGGAT001143.2 NONGGAT001143.2 1:138654282-138666842 1480 0,0338437 0,016009 2,114042101 1 1 UP

NONGGAT001132.2 NONGGAT001132.2 1:135570851-135577119 1890 0,0221941 0,0106963 2,074932453 1 1 UP

NONGGAT001115.2 NONGGAT001115.2 1:134107541-134117344 1128 2,76071 2,19325 1,258730195 1 1 UP

NONGGAT001070.2 NONGGAT001070.2 1:126411069-126573930 579 0,279531 0,750799 0,372311364 1 1 DOWN

NONGGAT001065.2 NONGGAT001065.2 1:124630506-124632108 621 0,102828 0,480132 0,214166104 1 1 DOWN

NONGGAT001062.2 NONGGAT001062.2 1:123964847-123988233 706 0,149232 0,0701315 2,127888324 1 1 UP

NONGGAT001049.2 NONGGAT001049.2 1:121412441-121422972 2355 2,12672 3,08084 0,690305241 1 1 DOWN

NONGGAT001046.2 NONGGAT001046.2 1:120639108-120640596 743 1,00E-05 0,0933132 0,000107166 1 1 DOWN

NONGGAT001039.2 NONGGAT001039.2 1:120458891-120490988 1154 0,407546 0,387896 1,050657908 1 1 UP

NONGGAT001035.2 NONGGAT001035.2 1:119981517-120204743 675 0,0350102 0,112368 0,31156735 1 1 DOWN

NONGGAT001034.2 NONGGAT001034.2 1:119981517-120204743 356 2,91954 2,6552 1,099555589 1 1 UP

NONGGAT001032.2 NONGGAT001032.2 1:119856807-119858681 508 0,141718 1,00E-05 14171,8 1 1 UP

NONGGAT001020.2 NONGGAT001020.2 1:118424837-118432188 3591 0,140834 0,0936206 1,504305676 1 1 UP

NONGGAT001016.2 NONGGAT001016.2 1:118209668-118223443 1410 0,195046 0,130157 1,498544066 1 1 UP

NONGGAT001015.2 NONGGAT001015.2 1:118209668-118223443 1428 0,165736 0,181808 0,91159905 1 1 DOWN

NONGGAT001014.2 NONGGAT001014.2 1:118209668-118223443 898 0,389177 0,32277 1,20574093 1 1 UP

NONGGAT000997.2 NONGGAT000997.2 1:114486907-115483002 1376 0,113561 0,194402 0,584155513 1 1 DOWN

NONGGAT000987.2 NONGGAT000987.2 1:112898626-112983863 1404 0,168321 0,0339391 4,959500989 1 1 UP

NONGGAT000985.2 NONGGAT000985.2 1:112898626-112983863 967 0,518232 0,637142 0,813369704 1 1 DOWN

NONGGAT000981.2 NONGGAT000981.2 1:112635811-112643219 2067 0,197029 0,00827824 23,80083206 1 1 UP

NONGGAT000958.2 NONGGAT000958.2 1:111018603-111035154 2913 0,33169 0,330008 1,005096846 1 1 UP

NONGGAT000955.2 NONGGAT000955.2 1:110981294-111010135 1594 0,0558044 0,0132662 4,206509777 1 1 UP

NONGGAT000953.2 NONGGAT000953.2 1:110981294-111010135 1196 1,00E-05 0,152064 6,58E-05 1 1 DOWN

NONGGAT000949.2 NONGGAT000949.2 1:110573495-110574932 763 2,17099 2,40384 0,903134152 1 1 DOWN

NONGGAT000936.2 NONGGAT000936.2 1:109541134-109564484 1711 0,0161453 0,0219212 0,736515337 1 1 DOWN

NONGGAT000930.2 NONGGAT000930.2 1:109163294-109169139 814 0,185647 1,00E-05 18564,7 1 1 UP

NONGGAT000928.2 NONGGAT000928.2 1:109051169-109065165 683 1,00E-05 0,193455 5,17E-05 1 1 DOWN

NONGGAT000925.2 NONGGAT000925.2 1:109051169-109065165 723 0,0478605 0,122742 0,389927653 1 1 DOWN

NONGGAT000922.2 NONGGAT000922.2 1:108079421-108090118 785 1,85278 2,34488 0,790138515 1 1 DOWN

NONGGAT000921.2 NONGGAT000921.2 1:108079421-108090118 571 0,088683 0,0419325 2,114898945 1 1 UP

NONGGAT000918.2 NONGGAT000918.2 1:106997552-107060482 390 1,45236 1,36473 1,064210503 1 1 UP

NONGGAT000917.2 NONGGAT000917.2 1:106997552-107060482 767 0,169759 0,0330056 5,143339312 1 1 UP

NONGGAT000914.2 NONGGAT000914.2 1:106553626-106580236 1566 0,112027 0,338722 0,330734349 1 1 DOWN

NONGGAT000906.2 NONGGAT000906.2 1:105770577-105792755 1703 0,107953 0,000755078 142,9693356 1 1 UP

NONGGAT000905.2 NONGGAT000905.2 1:105770577-105792755 1253 0,0624085 0,0164832 3,786188361 1 1 UP

NONGGAT000881.2 NONGGAT000881.2 1:104642959-104660240 1491 0,0399351 0,0176673 2,260396325 1 1 UP

NONGGAT000869.2 NONGGAT000869.2 1:102478085-102487136 2385 0,0136929 0,00933835 1,466308288 1 1 UP

NONGGAT000854.2 NONGGAT000854.2 1:99049312-99050877 988 0,0480746 0,0360586 1,333235345 1 1 UP

NONGGAT000840.2 NONGGAT000840.2 1:98465361-98512490 741 0,0789869 1,00E-05 7898,69 1 1 UP

NONGGAT000831.2 NONGGAT000831.2 1:98174771-98182901 287 0,847765 1,00E-05 84776,5 1 1 UP

NONGGAT000828.2 NONGGAT000828.2 1:98035275-98037780 748 1,70158 2,82359 0,602629985 1 1 DOWN

NONGGAT000814.2 NONGGAT000814.2 1:94991020-95105960 1031 3,48199 4,13259 0,842568462 1 1 DOWN

NONGGAT000812.2 NONGGAT000812.2 1:94991020-95105960 643 0,166442 0,230834 0,721046293 1 1 DOWN

NONGGAT000811.2 NONGGAT000811.2 1:94991020-95105960 458 0,186687 0,14713 1,268857473 1 1 UP

NONGGAT000810.2 NONGGAT000810.2 1:94316123-94323176 992 1,03442 1,36311 0,75886759 1 1 DOWN

NONGGAT000804.2 NONGGAT000804.2 1:92346769-92360108 11969 0,027057 0,015634 1,730651145 1 1 UP

NONGGAT000800.2 NONGGAT000800.2 1:92260426-92282945 1160 0,124508 0,0167397 7,437887178 1 1 UP

NONGGAT000798.2 NONGGAT000798.2 1:92260426-92282945 2711 0,1109 0,153542 0,722277943 1 1 DOWN

NONGGAT000774.2 NONGGAT000774.2 1:90465393-90483446 3008 0,0288461 1,00E-05 2884,61 1 1 UP

NONGGAT000773.2 NONGGAT000773.2 1:90465393-90483446 2192 0,0330976 0,0314352 1,052883392 1 1 UP

NONGGAT000768.2 NONGGAT000768.2 1:88739491-88775931 736 3,05094 4,41364 0,691252572 1 1 DOWN

NONGGAT000767.2 NONGGAT000767.2 1:88739491-88775931 622 0,268758 0,775441 0,346587297 1 1 DOWN

NONGGAT000766.2 NONGGAT000766.2 1:88739491-88775931 372 1,00E-05 0,960505 1,04E-05 1 1 DOWN

NONGGAT000765.2 NONGGAT000765.2 1:88739491-88775931 476 1,84801 2,87474 0,642844222 1 1 DOWN

NONGGAT000764.2 NONGGAT000764.2 1:88739491-88775931 269 2,86838 3,85846 0,743400217 1 1 DOWN

NONGGAT000763.2 NONGGAT000763.2 1:88670550-88680913 1637 0,542584 0,717351 0,756371706 1 1 DOWN

NONGGAT000762.2 NONGGAT000762.2 1:88670550-88680913 1230 0,232291 0,416301 0,55798809 1 1 DOWN

NONGGAT000760.2 NONGGAT000760.2 1:88658906-88668680 989 1,64428 1,26117 1,30377348 1 1 UP

NONGGAT000758.2 NONGGAT000758.2 1:88658906-88668680 692 0,443064 0,0307667 14,40076446 1 1 UP

NONGGAT000757.2 NONGGAT000757.2 1:88658906-88668680 387 0,34586 0,420433 0,8226281 1 1 DOWN

NONGGAT000756.2 NONGGAT000756.2 1:88658906-88668680 749 0,457428 0,131865 3,468911387 1 1 UP

NONGGAT000745.2 NONGGAT000745.2 1:85395265-85411616 604 0,0716961 0,0854792 0,838754925 1 1 DOWN

NONGGAT000744.2 NONGGAT000744.2 1:85360149-85361491 495 0,412884 0,552845 0,746835008 1 1 DOWN

NONGGAT000737.2 NONGGAT000737.2 1:84257312-84444198 335 2,43326 3,1664 0,768462607 1 1 DOWN

NONGGAT000733.2 NONGGAT000733.2 1:84201423-84207768 807 0,0756656 0,000563926 134,17647 1 1 UP

NONGGAT000723.2 NONGGAT000723.2 1:84106231-84122596 4153 0,305598 0,253983 1,203222263 1 1 UP

NONGGAT000713.2 NONGGAT000713.2 1:82932804-82950267 1839 2,76089 2,27523 1,213455343 1 1 UP

NONGGAT000712.2 NONGGAT000712.2 1:82479894-82860822 318 3,32886 3,98677 0,834976685 1 1 DOWN

NONGGAT000710.2 NONGGAT000710.2 1:82452089-82464741 725 0,106019 0,0370965 2,857924602 1 1 UP

NONGGAT000709.2 NONGGAT000709.2 1:82452089-82464741 1086 0,160974 0,216179 0,74463292 1 1 DOWN

NONGGAT000708.2 NONGGAT000708.2 1:82452089-82464741 706 1,00E-05 0,0988237 0,00010119 1 1 DOWN

NONGGAT000697.2 NONGGAT000697.2 1:82236139-82241117 4978 0,0463999 0,0848395 0,546913879 1 1 DOWN

NONGGAT000674.2 NONGGAT000674.2 1:80343673-80374483 526 0,0520648 0,0952459 0,546635603 1 1 DOWN

NONGGAT000667.2 NONGGAT000667.2 1:80199025-80241099 1079 0,0997732 1,00E-05 9977,32 1 1 UP

NONGGAT000662.2 NONGGAT000662.2 1:80199025-80241099 279 0,925144 1,00E-05 92514,4 1 1 UP

NONGGAT000659.2 NONGGAT000659.2 1:79864142-79920291 753 0,684646 0,202147 3,38687193 1 1 UP

NONGGAT000657.2 NONGGAT000657.2 1:79822494-79844841 319 0,198266 0,518267 0,38255571 1 1 DOWN

NONGGAT000647.2 NONGGAT000647.2 1:79411127-79422324 405 0,337128 1,00E-05 33712,8 1 1 UP

NONGGAT000646.2 NONGGAT000646.2 1:79368581-79376535 650 0,561955 0,48856 1,150227198 1 1 UP

NONGGAT000639.2 NONGGAT000639.2 1:78585265-78637352 509 0,298013 0,0673944 4,421925264 1 1 UP

NONGGAT000634.2 NONGGAT000634.2 1:78391092-78402457 411 0,26459 1,00E-05 26459 1 1 UP

NONGGAT000632.2 NONGGAT000632.2 1:78348230-78351971 1354 0,0398157 0,105056 0,378995012 1 1 DOWN

NONGGAT000631.2 NONGGAT000631.2 1:78268585-78290816 525 2,19855 2,14107 1,02684639 1 1 UP

NONGGAT000624.2 NONGGAT000624.2 1:77278115-77286852 852 0,0322034 0,0663421 0,485414239 1 1 DOWN

NONGGAT000623.2 NONGGAT000623.2 1:77148227-77151306 561 0,0631015 0,268925 0,234643488 1 1 DOWN

ENSGALT00000042566 NONGGAT000612.2 1:76920907-76944751 321 0,530768 1,00E-05 53076,8 1 1 UP

NONGGAT000610.2 NONGGAT000610.2 1:76893426-76914124 1562 0,652535 0,919903 0,709351964 1 1 DOWN

NONGGAT000605.2 NONGGAT000605.2 1:76082956-76137402 373 0,404483 0,11568 3,496568119 1 1 UP

NONGGAT000604.2 NONGGAT000604.2 1:75997466-75999034 702 0,037851 0,163026 0,232177689 1 1 DOWN

NONGGAT000598.2 NONGGAT000598.2 1:75835557-75840636 691 0,117782 0,0229517 5,131733161 1 1 UP

NONGGAT000596.2 NONGGAT000596.2 1:75736195-75741468 533 0,145408 0,25748 0,564735125 1 1 DOWN

NONGGAT000591.2 NONGGAT000591.2 1:75221335-75245694 876 0,421585 0,182114 2,314951075 1 1 UP

NONGGAT000590.2 NONGGAT000590.2 1:74561678-74577933 683 0,0858122 0,0268752 3,192988331 1 1 UP

NONGGAT000589.2 NONGGAT000589.2 1:74316619-74458552 1021 0,847176 0,510376 1,659905638 1 1 UP

NONGGAT000584.2 NONGGAT000584.2 1:73089715-73091924 1977 1,45085 2,13685 0,678966703 1 1 DOWN

NONGGAT000582.2 NONGGAT000582.2 1:72632917-72634883 877 0,208633 0,253859 0,821845985 1 1 DOWN

NONGGAT000572.2 NONGGAT000572.2 1:71512505-71524611 921 1,00E-05 0,119964 8,34E-05 1 1 DOWN

NONGGAT000565.2 NONGGAT000565.2 1:71171604-71179788 758 0,242259 0,0492555 4,918415202 1 1 UP

NONGGAT000564.2 NONGGAT000564.2 1:71171604-71179788 1081 0,136947 0,024085 5,685987129 1 1 UP

NONGGAT000546.2 NONGGAT000546.2 1:69107023-69131913 870 0,454764 0,102117 4,45336232 1 1 UP

NONGGAT000539.2 NONGGAT000539.2 1:67636625-67639980 3204 0,0095673 0,0250076 0,382575697 1 1 DOWN

NONGGAT000530.2 NONGGAT000530.2 1:67196774-67215800 587 0,183619 0,0640985 2,864638018 1 1 UP

NONGGAT000529.2 NONGGAT000529.2 1:67196774-67215800 1373 0,455144 0,738882 0,615990104 1 1 DOWN

NONGGAT000508.2 NONGGAT000508.2 1:63139546-63141041 617 0,468513 0,403715 1,160504316 1 1 UP

NONGGAT000489.2 NONGGAT000489.2 1:60052439-60055461 581 0,586627 0,229063 2,560985406 1 1 UP

NONGGAT000477.2 NONGGAT000477.2 1:57847553-57858554 297 1,00E-05 0,625324 1,60E-05 1 1 DOWN

NONGGAT000473.2 NONGGAT000473.2 1:57364629-57379716 1506 0,112032 0,0863235 1,297815774 1 1 UP

NONGGAT000472.2 NONGGAT000472.2 1:57364629-57379716 958 0,344343 0,174248 1,976166154 1 1 UP

NONGGAT000466.2 NONGGAT000466.2 1:56983386-57058584 775 1,78882 1,65602 1,080192268 1 1 UP

NONGGAT000465.2 NONGGAT000465.2 1:56975938-56982469 2814 0,508708 0,454347 1,119646438 1 1 UP

NONGGAT000464.2 NONGGAT000464.2 1:56975938-56982469 5084 2,15235 2,01904 1,066026428 1 1 UP

NONGGAT000461.2 NONGGAT000461.2 1:56969615-56974289 1351 0,0710065 0,0339351 2,092420532 1 1 UP

NONGGAT000458.2 NONGGAT000458.2 1:56714116-56716042 462 0,243581 1,00E-05 24358,1 1 1 UP

NONGGAT000456.2 NONGGAT000456.2 1:56708074-56711955 842 0,469069 0,162235 2,891293494 1 1 UP

NONGGAT000454.2 NONGGAT000454.2 1:56680590-56689353 826 0,0601903 0,143363 0,419845427 1 1 DOWN

NONGGAT000453.2 NONGGAT000453.2 1:56667228-56669254 518 0,0928354 0,135606 0,684596552 1 1 DOWN

NONGGAT000451.2 NONGGAT000451.2 1:56602261-56640860 1039 0,386493 0,348406 1,109317865 1 1 UP

NONGGAT000450.2 NONGGAT000450.2 1:56199695-56203037 2220 5,44507 6,47812 0,840532438 1 1 DOWN

NONGGAT000441.2 NONGGAT000441.2 1:54727512-54753986 1313 0,339153 0,287985 1,177675921 1 1 UP

NONGGAT000440.2 NONGGAT000440.2 1:54698468-54700518 908 1,31748 1,17749 1,118888483 1 1 UP

NONGGAT000436.2 NONGGAT000436.2 1:54625997-54631598 669 0,135587 0,221307 0,61266476 1 1 DOWN

NONGGAT000435.2 NONGGAT000435.2 1:54227162-54246246 373 0,574292 8,27E-16 6,94736E+14 1 1 UP

NONGGAT000433.2 NONGGAT000433.2 1:54227162-54246246 532 0,487658 0,0913885 5,336098087 1 1 UP

NONGGAT000431.2 NONGGAT000431.2 1:54227162-54246246 745 3,99E-11 0,0901986 4,43E-10 1 1 DOWN

NONGGAT000428.2 NONGGAT000428.2 1:53983408-54053561 628 0,825259 0,972318 0,848754214 1 1 DOWN

NONGGAT000426.2 NONGGAT000426.2 1:53931856-53948202 618 0,0670078 0,0823936 0,813264622 1 1 DOWN

NONGGAT000418.2 NONGGAT000418.2 1:52187953-52188954 326 0,774564 1,55896 0,496846616 1 1 DOWN

NONGGAT000416.2 NONGGAT000416.2 1:51964350-52040063 1031 0,0753534 0,0367032 2,053047146 1 1 UP

NONGGAT000406.2 NONGGAT000406.2 1:51034056-51051000 2000 0,0144359 0,0438663 0,329088617 1 1 DOWN

NONGGAT000405.2 NONGGAT000405.2 1:50942313-50945472 2464 0,0766073 0,0533161 1,436851158 1 1 UP

NONGGAT000404.2 NONGGAT000404.2 1:50896430-50911060 748 0,703681 0,800978 0,87852725 1 1 DOWN

NONGGAT000402.2 NONGGAT000402.2 1:50878309-50879156 774 6,27058 6,57722 0,953378479 1 1 DOWN

NONGGAT000401.2 NONGGAT000401.2 1:50843548-50848761 308 0,286242 0,308488 0,927886984 1 1 DOWN

NONGGAT000400.2 NONGGAT000400.2 1:50843548-50848761 327 0,259209 0,176491 1,468681123 1 1 UP

NONGGAT000399.2 NONGGAT000399.2 1:50843548-50848761 647 0,775807 0,0850899 9,117498081 1 1 UP

NONGGAT000381.2 NONGGAT000381.2 1:50154485-50324146 1361 0,0400475 0,0482539 0,829932917 1 1 DOWN

NONGGAT000379.2 NONGGAT000379.2 1:50154485-50324146 2526 0,0665124 0,158491 0,419660422 1 1 DOWN

NONGGAT000377.2 NONGGAT000377.2 1:49911058-49912370 694 0,155568 0,122542 1,269507597 1 1 UP

NONGGAT000370.2 NONGGAT000370.2 1:49685122-49686700 599 0,108444 0,0900752 1,203927385 1 1 UP

NONGGAT000369.2 NONGGAT000369.2 1:49671920-49673139 838 0,411665 0,0859617 4,788935072 1 1 UP

NONGGAT000366.2 NONGGAT000366.2 1:49442474-49452195 2157 0,912405 0,235833 3,868860592 1 1 UP

NONGGAT000365.2 NONGGAT000365.2 1:49442474-49452195 2551 0,262337 0,213207 1,230433335 1 1 UP

NONGGAT000361.2 NONGGAT000361.2 1:49295632-49297995 1655 0,0359639 0,0598273 0,601128582 1 1 DOWN

NONGGAT000360.2 NONGGAT000360.2 1:49223277-49224334 898 0,02786 0,0362289 0,768999335 1 1 DOWN

NONGGAT000357.2 NONGGAT000357.2 1:49134042-49138756 4077 1,5591 1,51862 1,02665578 1 1 UP

NONGGAT000340.2 NONGGAT000340.2 1:47732182-47784522 324 0,198612 0,283708 0,700057806 1 1 DOWN

NONGGAT000339.2 NONGGAT000339.2 1:47672511-47732097 419 0,154918 0,344946 0,449107976 1 1 DOWN

NONGGAT000314.2 NONGGAT000314.2 1:45161060-45165326 514 0,184672 0,0584549 3,159221896 1 1 UP

NONGGAT000313.2 NONGGAT000313.2 1:45161060-45165326 1204 0,561367 0,516185 1,087530633 1 1 UP

NONGGAT000310.2 NONGGAT000310.2 1:44894350-44895265 819 0,0534121 0,0944862 0,565289958 1 1 DOWN

NONGGAT000309.2 NONGGAT000309.2 1:44889262-44890192 396 0,976035 0,208468 4,681941593 1 1 UP

NONGGAT000304.2 NONGGAT000304.2 1:44341964-44349871 848 0,0484698 0,090657 0,534650386 1 1 DOWN

NONGGAT000303.2 NONGGAT000303.2 1:44341964-44349871 1597 0,111477 0,0775407 1,437657901 1 1 UP

NONGGAT000295.2 NONGGAT000295.2 1:43293701-43312010 1085 0,0234971 0,125639 0,18702075 1 1 DOWN

NONGGAT000294.2 NONGGAT000294.2 1:43293701-43312010 660 3,87E-05 0,114453 0,000338187 1 1 DOWN

NONGGAT000293.2 NONGGAT000293.2 1:43293701-43312010 1347 0,308051 0,0709449 4,342116206 1 1 UP

NONGGAT000291.2 NONGGAT000291.2 1:42763903-42852341 1162 1,39777 1,48422 0,941753918 1 1 DOWN

NONGGAT000275.2 NONGGAT000275.2 1:39747507-39753558 732 0,0453351 0,116622 0,388735402 1 1 DOWN

NONGGAT000259.2 NONGGAT000259.2 1:36422923-36423572 649 2,22534 3,59656 0,618741242 1 1 DOWN

NONGGAT000258.2 NONGGAT000258.2 1:36243590-36248306 3426 0,129219 0,10482 1,232770464 1 1 UP

NONGGAT000257.2 NONGGAT000257.2 1:36238816-36243071 747 0,0530429 0,173199 0,306254078 1 1 DOWN

NONGGAT000256.2 NONGGAT000256.2 1:36234907-36236614 1556 0,0534739 0,0117439 4,553334071 1 1 UP

NONGGAT000253.2 NONGGAT000253.2 1:35276895-35290371 6083 0,035623 0,0791605 0,45000979 1 1 DOWN

NONGGAT000245.2 NONGGAT000245.2 1:34203986-34308897 516 0,690374 0,511548 1,349578143 1 1 UP

NONGGAT000226.2 NONGGAT000226.2 1:31131964-31148989 834 31,1777 31,4153 0,992436806 1 1 DOWN

NONGGAT000222.2 NONGGAT000222.2 1:30864012-30907531 407 1,74463 1,3876 1,257300375 1 1 UP

NONGGAT000221.2 NONGGAT000221.2 1:30864012-30907531 506 0,335936 1,01762 0,330119298 1 1 DOWN

NONGGAT000218.2 NONGGAT000218.2 1:30718849-30752174 1133 0,0823598 0,107775 0,764182788 1 1 DOWN

NONGGAT000217.2 NONGGAT000217.2 1:30718849-30752174 517 0,907239 0,647053 1,402109255 1 1 UP

NONGGAT000213.2 NONGGAT000213.2 1:30718849-30752174 1133 0,478939 0,147554 3,245855755 1 1 UP

NONGGAT000212.2 NONGGAT000212.2 1:30718849-30752174 2221 0,0989307 0,111118 0,8903211 1 1 DOWN

NONGGAT000210.2 NONGGAT000210.2 1:30718849-30752174 875 0,38972 0,390195 0,99878266 1 1 DOWN

NONGGAT000209.2 NONGGAT000209.2 1:30718849-30752174 3140 0,109568 0,125706 0,871621084 1 1 DOWN

NONGGAT000206.2 NONGGAT000206.2 1:30718849-30752174 2559 0,745113 0,456472 1,632330132 1 1 UP

NONGGAT000199.2 NONGGAT000199.2 1:30103574-30113466 1512 0,0945148 0,0175105 5,39760715 1 1 UP

NONGGAT000198.2 NONGGAT000198.2 1:30103574-30113466 1915 0,130966 0,0454559 2,881166141 1 1 UP

NONGGAT000195.2 NONGGAT000195.2 1:28205661-28213962 748 0,0591432 0,0364896 1,620823468 1 1 UP

NONGGAT000192.2 NONGGAT000192.2 1:26968440-27022544 540 0,394193 0,513262 0,768015166 1 1 DOWN

NONGGAT000187.2 NONGGAT000187.2 1:26768476-26827520 1053 0,0398169 0,0572125 0,695947564 1 1 DOWN

NONGGAT000182.2 NONGGAT000182.2 1:26654853-26659120 1295 0,630233 1,15852 0,543998377 1 1 DOWN

NONGGAT000175.2 NONGGAT000175.2 1:24716502-24856054 1474 0,279116 0,329047 0,84825572 1 1 DOWN

NONGGAT000162.2 NONGGAT000162.2 1:22859449-22867176 1637 0,0224772 0,0311771 0,720952237 1 1 DOWN

NONGGAT000161.2 NONGGAT000161.2 1:22859449-22867176 1734 0,073106 0,0621741 1,175827234 1 1 UP

NONGGAT000147.2 NONGGAT000147.2 1:20329725-20358726 518 0,184811 1,00E-05 18481,1 1 1 UP

NONGGAT000104.2 NONGGAT000104.2 1:14192966-14202746 371 0,182759 0,274743 0,665199841 1 1 DOWN

NONGGAT000100.2 NONGGAT000100.2 1:14129184-14182335 941 0,0973613 0,0795458 1,223965313 1 1 UP

NONGGAT000098.2 NONGGAT000098.2 1:13978332-13979506 640 1,12119 1,31463 0,852855937 1 1 DOWN

NONGGAT000097.2 NONGGAT000097.2 1:13967310-13977628 617 0,748927 0,595256 1,258159515 1 1 UP

NONGGAT000096.2 NONGGAT000096.2 1:13967310-13977628 755 0,187391 0,00010611 1766,006974 1 1 UP

NONGGAT000095.2 NONGGAT000095.2 1:13967310-13977628 4134 0,640652 0,717963 0,892318964 1 1 DOWN

NONGGAT000087.2 NONGGAT000087.2 1:13723778-13762739 1117 0,0998305 0,0908915 1,09834803 1 1 UP

NONGGAT000083.2 NONGGAT000083.2 1:12673858-12723229 1244 0,302667 0,0166604 18,16685074 1 1 UP

NONGGAT000082.2 NONGGAT000082.2 1:12673858-12723229 1269 0,414264 0,145628 2,844672728 1 1 UP

NONGGAT000078.2 NONGGAT000078.2 1:11727447-11729545 1805 0,802491 0,83444 0,961712046 1 1 DOWN

NONGGAT000064.2 NONGGAT000064.2 1:6626451-6665964 938 0,103987 0,217002 0,479198348 1 1 DOWN

NONGGAT000063.2 NONGGAT000063.2 1:6171131-6177834 998 0,552378 0,252352 2,188918653 1 1 UP

NONGGAT000057.2 NONGGAT000057.2 1:3929631-4025450 276 1,56947 1,60817 0,97593538 1 1 DOWN

NONGGAT000049.2 NONGGAT000049.2 1:3240552-3244018 1601 0,487988 0,164561 2,965392772 1 1 UP

NONGGAT000048.2 NONGGAT000048.2 1:3240552-3244018 591 0,486129 1,99E-05 24424,91082 1 1 UP

NONGGAT000047.2 NONGGAT000047.2 1:3240552-3244018 870 7,31E-05 0,0831092 0,000879095 1 1 DOWN

NONGGAT000046.2 NONGGAT000046.2 1:3240552-3244018 1449 0,0600335 8,96E-08 669962,9048 1 1 UP

NONGGAT000038.2 NONGGAT000038.2 1:1112966-1116166 669 0,716867 0,141288 5,073799615 1 1 UP

NONGGAT000037.2 NONGGAT000037.2 1:1112966-1116166 892 1,29169 1,29895 0,99441087 1 1 DOWN

NONGGAT000036.2 NONGGAT000036.2 1:1112966-1116166 531 0,455942 0,365936 1,245961042 1 1 UP

NONGGAT000034.2 NONGGAT000034.2 1:1061919-1076763 1688 0,212701 0,207931 1,022940302 1 1 UP

NONGGAT000033.2 NONGGAT000033.2 1:1016111-1019380 1546 0,346185 0,402107 0,860927564 1 1 DOWN

NONGGAT000029.2 NONGGAT000029.2 1:801907-804244 599 0,399506 0,373924 1,068414972 1 1 UP

NONGGAT000028.2 NONGGAT000028.2 1:779329-788590 1820 0,0163934 0,0685414 0,239175155 1 1 DOWN

NONGGAT000027.2 NONGGAT000027.2 1:779329-788590 3640 0,0415358 0,0461056 0,900884057 1 1 DOWN

NONGGAT000025.2 NONGGAT000025.2 1:779329-788590 1497 0,0248519 0,0812154 0,305999847 1 1 DOWN

NONGGAT000014.2 NONGGAT000014.2 1:567882-571389 612 0,111778 0,0860797 1,298540771 1 1 UP

NONGGAT000012.2 NONGGAT000012.2 1:567882-571389 870 0,0306143 0,0650959 0,470295364 1 1 DOWN

NONGGAT000011.2 NONGGAT000011.2 1:503267-566856 4182 0,372194 0,299806 1,241449471 1 1 UP

NONGGAT000007.2 NONGGAT000007.2 1:155623-426456 1761 0,235844 0,548084 0,430306303 1 1 DOWN

NONGGAT000006.2 NONGGAT000006.2 1:155623-426456 2378 4,95E-05 0,275099 0,00018007 1 1 DOWN

NONGGAT000005.2 NONGGAT000005.2 1:155623-426456 2218 0,365061 0,217108 1,681471894 1 1 UP

ENSGALT00000090386 ENSGALT00000090386 1:189307058-189309449 1204 0,160875 0,227711 0,706487609 1 1 DOWN

ENSGALT00000090378 ENSGALT00000090378 W:99099-4715155 2045 0,127271 0,211668 0,601276527 1 1 DOWN

ENSGALT00000090371 ENSGALT00000090371 AADN04001839.1:138-3875 2357 1,32246 1,8818 0,702763312 1 1 DOWN

ENSGALT00000090368 ENSGALT00000090368 AADN04002874.1:8728-13868 4001 0,0239998 0,0188939 1,27024066 1 1 UP

ENSGALT00000090365 ENSGALT00000090365 W:4746815-5044816 1198 0,0202355 0,100633 0,20108215 1 1 DOWN

ENSGALT00000090358 ENSGALT00000090358 Z:478533-514760 1179 2,34297 2,28956 1,023327626 1 1 UP

ENSGALT00000090333 ENSGALT00000090333 AADN04012418.1:20-7213 2955 0,0712592 0,354775 0,200857445 1 1 DOWN

ENSGALT00000090331 ENSGALT00000090331 AADN04011414.1:692-7894 1722 10,1747 10,2934 0,988468339 1 1 DOWN

ENSGALT00000090328 ENSGALT00000090328 AADN04006821.1:20-11702 2988 0,000574851 0,484325 0,001186912 1 1 DOWN

ENSGALT00000090289 ENSGALT00000090289 14:6561893-6574965 1789 0,0215797 0,0266001 0,811263867 1 1 DOWN

ENSGALT00000090257 ENSGALT00000090257 AADN04004981.1:519-12162 1197 0,0579605 0,137236 0,422341805 1 1 DOWN

ENSGALT00000090245 ENSGALT00000090245 Z:75472352-76810006 1078 0,0323118 0,0472633 0,683655183 1 1 DOWN

ENSGALT00000090233 ENSGALT00000090233 AADN04001721.1:1912-22391 1040 0,591694 0,630928 0,937815408 1 1 DOWN

ENSGALT00000090223 ENSGALT00000090223 AADN04013294.1:4220-6731 1779 0,3842 0,329489 1,166048032 1 1 UP

ENSGALT00000090202 ENSGALT00000090202 2:53327074-53357036 1663 1,82222 2,08173 0,875339261 1 1 DOWN

ENSGALT00000090188 ENSGALT00000090188 AADN04008278.1:20-10271 1025 1,89128 1,44988 1,304438988 1 1 UP

ENSGALT00000090180 ENSGALT00000090180 AADN04001862.1:12725-18995 5075 0,0481899 0,0264181 1,824124369 1 1 UP

ENSGALT00000090166 ENSGALT00000090166 AADN04003273.1:5969-13756 767 0,209162 0,111366 1,878149525 1 1 UP

ENSGALT00000090160 ENSGALT00000090160 AADN04011644.1:4561-6690 1459 1,28092 1,18847 1,07778909 1 1 UP

ENSGALT00000090158 ENSGALT00000090158 AADN04001255.1:15325-24162 1557 1,41204 2,00253 0,705128013 1 1 DOWN

ENSGALT00000090151 ENSGALT00000090151 AADN04011533.1:66-3226 1914 0,141621 0,0791242 1,789856959 1 1 UP

ENSGALT00000090142 ENSGALT00000090142 Z:77688520-78466171 1155 0,104545 0,199466 0,524124412 1 1 DOWN

ENSGALT00000090136 ENSGALT00000090136 KQ759443.1:29296-33606 597 0,302565 0,220569 1,371747616 1 1 UP

ENSGALT00000090090 ENSGALT00000090090 AADN04006705.1:3828-6478 455 0,217959 0,285417 0,763651079 1 1 DOWN

ENSGALT00000090087 ENSGALT00000090087 AADN04014968.1:2645-5425 994 5,35657 5,53139 0,968394924 1 1 DOWN

ENSGALT00000090064 ENSGALT00000090064 KQ759614.1:10591-13707 1582 0,418759 0,0271626 15,4167495 1 1 UP

ENSGALT00000090045 ENSGALT00000090045 AADN04016933.1:110-3270 1814 0,234256 0,149463 1,567317664 1 1 UP

ENSGALT00000090037 ENSGALT00000090037 AADN04012413.1:4755-7243 1637 0,593942 0,710744 0,835662348 1 1 DOWN

ENSGALT00000090036 ENSGALT00000090036 AADN04016926.1:1030-3644 1272 0,1014 1,53E-07 663829,7872 1 1 UP

ENSGALT00000090030 ENSGALT00000090030 AADN04012785.1:1803-4323 1454 0,0450567 0,0578002 0,779524984 1 1 DOWN

ENSGALT00000090027 ENSGALT00000090027 Z:35070169-35074979 1310 0,047652 1,00E-05 4765,2 1 1 UP

ENSGALT00000090020 ENSGALT00000090020 AADN04019458.1:50-3442 1929 1,45134 1,31225 1,105993523 1 1 UP

ENSGALT00000090017 ENSGALT00000090017 AADN04012293.1:2092-4580 1618 0,0560357 0,0253324 2,212017022 1 1 UP

ENSGALT00000090015 ENSGALT00000090015 AADN04014963.1:3147-5799 1279 1,71549 2,88855 0,59389313 1 1 DOWN

ENSGALT00000090007 ENSGALT00000090007 AADN04012661.1:20-6520 2993 0,22707 0,182366 1,245133413 1 1 UP

ENSGALT00000089995 ENSGALT00000089995 AADN04012795.1:1968-4322 637 0,680198 0,443765 1,532788751 1 1 UP

ENSGALT00000089983 ENSGALT00000089983 Z:80912177-80915385 1622 0,469615 0,890948 0,527095857 1 1 DOWN

ENSGALT00000089977 ENSGALT00000089977 KQ759711.1:20-5911 3451 0,743917 1,08934 0,682906163 1 1 DOWN

ENSGALT00000089958 ENSGALT00000089958 AADN04006939.1:4876-8595 2981 0,0220404 0,0170643 1,291608797 1 1 UP

ENSGALT00000089942 ENSGALT00000089942 AADN04018690.1:819-3815 868 0,507109 0,225224 2,251576209 1 1 UP

ENSGALT00000089941 ENSGALT00000089941 AADN04006269.1:20-12372 1804 0,845165 0,989423 0,854199872 1 1 DOWN

ENSGALT00000089937 ENSGALT00000089937 24:302776-307744 747 1,52258 2,33535 0,651970797 1 1 DOWN

ENSGALT00000089934 ENSGALT00000089934 1:160244260-161173427 1335 0,204608 0,362993 0,563669272 1 1 DOWN

ENSGALT00000089929 ENSGALT00000089929 AADN04013913.1:40-6278 1134 0,483178 0,403117 1,198604872 1 1 UP

ENSGALT00000089921 ENSGALT00000089921 Z:73542641-73844276 1706 0,188304 0,121346 1,551794043 1 1 UP

ENSGALT00000089900 ENSGALT00000089900 KQ759711.1:20-5911 3658 0,177872 0,135124 1,316361268 1 1 UP

ENSGALT00000089899 ENSGALT00000089899 7:29857697-30258813 8117 0,144714 0,260539 0,555440836 1 1 DOWN

ENSGALT00000089882 ENSGALT00000089882 AADN04024560.1:20-1658 1533 8,42E-07 0,176477 4,77E-06 1 1 DOWN

ENSGALT00000089878 ENSGALT00000089878 6:33280909-33282820 815 0,263182 0,315217 0,834923243 1 1 DOWN

ENSGALT00000089872 ENSGALT00000089872 W:99099-4715155 1935 0,0452786 0,0244635 1,850863531 1 1 UP

ENSGALT00000089843 ENSGALT00000089843 AADN04001100.1:649-2397 1173 0,0177589 0,0392614 0,452324675 1 1 DOWN

ENSGALT00000089825 ENSGALT00000089825 W:99099-4715155 591 0,0790805 0,0527468 1,499247348 1 1 UP

ENSGALT00000089797 ENSGALT00000089797 AADN04012418.1:20-7213 5713 0,393507 0,617067 0,637705468 1 1 DOWN

ENSGALT00000089787 ENSGALT00000089787 AADN04002847.1:2610-17251 349 8,88358 9,01616 0,985295292 1 1 DOWN

ENSGALT00000089775 ENSGALT00000089775 AADN04018161.1:1612-4097 578 3,92113 4,23038 0,92689782 1 1 DOWN

ENSGALT00000089757 ENSGALT00000089757 AADN04018788.1:29-3820 942 0,0957797 0,0540172 1,773133372 1 1 UP

ENSGALT00000089756 ENSGALT00000089756 2:81951716-81957433 1908 0,157334 0,225722 0,697025545 1 1 DOWN

ENSGALT00000089753 ENSGALT00000089753 AADN04013169.1:2978-6837 794 0,257536 0,0418698 6,150877243 1 1 UP

ENSGALT00000089730 ENSGALT00000089730 AADN04020337.1:85-2212 1156 0,0205331 0,114075 0,179996494 1 1 DOWN

ENSGALT00000089718 ENSGALT00000089718 AADN04012052.1:2218-5240 1250 0,352006 0,348036 1,011406866 1 1 UP

ENSGALT00000089699 ENSGALT00000089699 14:10215940-10300204 869 0,0708213 0,0766354 0,924132972 1 1 DOWN

ENSGALT00000089694 ENSGALT00000089694 AADN04013059.1:1114-3819 672 0,507608 0,38068 1,333424398 1 1 UP

ENSGALT00000089673 ENSGALT00000089673 AADN04015456.1:2017-5378 720 0,0915746 0,206574 0,443301674 1 1 DOWN

ENSGALT00000089669 ENSGALT00000089669 AADN04005518.1:6075-13327 1861 1,3655 1,33827 1,020347165 1 1 UP

ENSGALT00000089665 ENSGALT00000089665 KQ759612.1:8343-13686 895 0,723328 0,808659 0,89447839 1 1 DOWN

ENSGALT00000089625 ENSGALT00000089625 12:11285874-11289490 1362 7,20966 8,38509 0,859819036 1 1 DOWN

ENSGALT00000089619 ENSGALT00000089619 AADN04015456.1:2017-5378 512 0,230971 0,0542013 4,261355355 1 1 UP

ENSGALT00000089589 ENSGALT00000089589 AADN04006185.1:3671-7356 497 0,104417 0,180107 0,579749815 1 1 DOWN

ENSGALT00000089582 ENSGALT00000089582 Z:71664435-71666194 1698 4,6623 4,18615 1,113744132 1 1 UP

ENSGALT00000089572 ENSGALT00000089572 KQ759487.1:52165-61231 2040 0,101844 0,145194 0,701433944 1 1 DOWN

ENSGALT00000089571 ENSGALT00000089571 KQ759590.1:10595-13540 1635 0,276325 0,523112 0,52823296 1 1 DOWN

ENSGALT00000089559 ENSGALT00000089559 25:2368226-2727336 452 0,0864522 0,209895 0,411883084 1 1 DOWN

ENSGALT00000089553 ENSGALT00000089553 AADN04013546.1:83-6611 823 18,6123 18,8435 0,987730517 1 1 DOWN

ENSGALT00000089536 ENSGALT00000089536 AADN04013560.1:1218-3067 1340 0,0382027 0,0165628 2,306536334 1 1 UP

ENSGALT00000089525 ENSGALT00000089525 AADN04002145.1:3821-7022 720 0,0773441 0,0347681 2,224570799 1 1 UP

ENSGALT00000089514 ENSGALT00000089514 W:99099-4715155 2042 0,161534 0,274784 0,587858099 1 1 DOWN

ENSGALT00000089508 ENSGALT00000089508 AADN04008979.1:43-9490 1429 1,04057 1,06093 0,98080929 1 1 DOWN

ENSGALT00000089499 ENSGALT00000089499 AADN04003545.1:11851-14862 875 0,0419171 0,0273492 1,532662747 1 1 UP

ENSGALT00000089488 ENSGALT00000089488 AADN04015090.1:44-4239 894 0,0870725 0,184562 0,471779131 1 1 DOWN

ENSGALT00000089469 ENSGALT00000089469 KQ759405.1:115737-120974 1613 0,49011 0,515221 0,951261692 1 1 DOWN

ENSGALT00000089468 ENSGALT00000089468 AADN04011149.1:20-8082 3253 0,0194491 0,0234467 0,829502659 1 1 DOWN

ENSGALT00000089460 ENSGALT00000089460 KQ759336.1:11618-18626 1891 0,608084 1,20143 0,506133524 1 1 DOWN

ENSGALT00000089455 ENSGALT00000089455 AADN04007401.1:4927-11164 3381 0,0402771 0,020359 1,97834373 1 1 UP

ENSGALT00000089450 ENSGALT00000089450 Z:42580468-43054116 1596 0,0201701 0,00978807 2,060682034 1 1 UP

ENSGALT00000089446 ENSGALT00000089446 AADN04013822.1:51-1824 1127 0,963058 0,0185353 51,95804762 1 1 UP

ENSGALT00000089416 ENSGALT00000089416 KQ759631.1:20-2818 2709 1,63255 1,52018 1,073918878 1 1 UP

ENSGALT00000089415 ENSGALT00000089415 AADN04002987.1:5754-12676 1443 4,71662 5,30967 0,88830756 1 1 DOWN

ENSGALT00000089408 ENSGALT00000089408 Z:27531776-27615447 647 0,112289 0,0748365 1,500457664 1 1 UP

ENSGALT00000089407 ENSGALT00000089407 AADN04014987.1:20-5794 4507 0,384243 0,360306 1,066435197 1 1 UP

ENSGALT00000089404 ENSGALT00000089404 AADN04000704.1:45427-51696 1052 1,98507 1,81117 1,096015283 1 1 UP

ENSGALT00000089381 ENSGALT00000089381 AADN04017683.1:1463-4295 1645 0,0582111 0,111902 0,520197137 1 1 DOWN

ENSGALT00000089368 ENSGALT00000089368 AADN04019146.1:20-2808 1996 0,0917472 0,0109259 8,397221282 1 1 UP

ENSGALT00000089367 ENSGALT00000089367 W:99099-4715155 1272 0,64825 0,952405 0,680645314 1 1 DOWN

ENSGALT00000089340 ENSGALT00000089340 AADN04005451.1:8291-9373 667 1,00E-05 0,172861 5,78E-05 1 1 DOWN

ENSGALT00000089336 ENSGALT00000089336 AADN04007060.1:6034-10113 3327 0,432676 0,458706 0,943253413 1 1 DOWN

ENSGALT00000089318 ENSGALT00000089318 KQ759636.1:3202-11925 4074 0,318231 0,234215 1,358713148 1 1 UP

ENSGALT00000089309 ENSGALT00000089309 AADN04001641.1:17576-20663 872 2,39158 2,23461 1,07024492 1 1 UP

ENSGALT00000089291 ENSGALT00000089291 AADN04017060.1:3179-4393 1111 0,155412 0,330456 0,470295592 1 1 DOWN

ENSGALT00000089253 ENSGALT00000089253 AADN04009929.1:775-6847 685 1,1297 1,60975 0,701785992 1 1 DOWN

ENSGALT00000089251 ENSGALT00000089251 1:77450262-77461548 1783 0,106397 0,0237581 4,478346332 1 1 UP

ENSGALT00000089237 ENSGALT00000089237 AADN04012418.1:20-7213 1727 0,359823 0,293641 1,225384057 1 1 UP

ENSGALT00000089213 ENSGALT00000089213 AADN04008865.1:20-9021 1160 1,81105 1,10704 1,635939081 1 1 UP

ENSGALT00000089202 ENSGALT00000089202 AADN04016613.1:2725-4532 982 3,10307 3,05969 1,014177907 1 1 UP

ENSGALT00000089162 ENSGALT00000089162 AADN04000908.1:19674-21253 1469 0,289882 0,240657 1,204544227 1 1 UP

ENSGALT00000089142 ENSGALT00000089142 AADN04019836.1:20-3232 998 1,03672 2,43303 0,426102432 1 1 DOWN

ENSGALT00000089128 ENSGALT00000089128 Z:27179106-27303327 540 0,159382 0,0628377 2,536407284 1 1 UP

ENSGALT00000089123 ENSGALT00000089123 AADN04016816.1:970-4513 1459 0,0779833 0,128733 0,60577552 1 1 DOWN

ENSGALT00000089116 ENSGALT00000089116 AADN04006810.1:130-10668 2473 8,19E-07 0,0697236 1,18E-05 1 1 DOWN

ENSGALT00000089074 ENSGALT00000089074 AADN04001397.1:9813-22427 1225 0,11386 0,108953 1,045037769 1 1 UP

ENSGALT00000089064 ENSGALT00000089064 AADN04002692.1:6332-8792 1225 0,646453 0,446194 1,448815986 1 1 UP

ENSGALT00000089061 ENSGALT00000089061 W:99099-4715155 1353 0,748035 1,51851 0,492611178 1 1 DOWN

ENSGALT00000089046 ENSGALT00000089046 AADN04001909.1:16177-21013 1413 0,111331 0,0393712 2,827726866 1 1 UP

ENSGALT00000089025 ENSGALT00000089025 AADN04000895.1:908-29467 4174 0,015898 0,0233567 0,680661224 1 1 DOWN

ENSGALT00000089011 ENSGALT00000089011 1:160124742-160139699 942 0,722597 0,0644854 11,20559072 1 1 UP

ENSGALT00000088999 ENSGALT00000088999 AADN04017110.1:395-2939 1071 0,116637 0,0628031 1,857185394 1 1 UP

ENSGALT00000088996 ENSGALT00000088996 AADN04019797.1:72-3294 1157 0,0823175 0,160824 0,511848356 1 1 DOWN

ENSGALT00000088989 ENSGALT00000088989 Z:82093973-82222778 877 0,230546 0,145295 1,58674421 1 1 UP

ENSGALT00000088984 ENSGALT00000088984 AADN04002365.1:12241-18353 2530 1,22707 1,30745 0,93852155 1 1 DOWN

ENSGALT00000088981 ENSGALT00000088981 2:53210143-53217056 1896 0,141893 0,10175 1,394525799 1 1 UP

ENSGALT00000088978 ENSGALT00000088978 AADN04002643.1:3700-19056 1349 0,429381 0,963919 0,445453404 1 1 DOWN

ENSGALT00000088976 ENSGALT00000088976 4:74901664-74907380 1908 0,0407993 0,0491604 0,829922051 1 1 DOWN

ENSGALT00000088961 ENSGALT00000088961 W:99099-4715155 2038 0,0624756 0,0574232 1,087985344 1 1 UP

ENSGALT00000088953 ENSGALT00000088953 AADN04024681.1:20-1453 879 0,057353 0,0386544 1,483737944 1 1 UP

ENSGALT00000088932 ENSGALT00000088932 AADN04001661.1:14812-17286 458 0,180004 0,351698 0,511814113 1 1 DOWN

ENSGALT00000088913 ENSGALT00000088913 AADN04006551.1:37-9651 1817 0,0597955 0,0478121 1,250635299 1 1 UP

ENSGALT00000088902 ENSGALT00000088902 AADN04014968.1:2645-5425 1124 0,0485402 0,0984112 0,493238574 1 1 DOWN

ENSGALT00000088893 ENSGALT00000088893 AADN04024593.1:20-6098 2311 0,816654 0,905669 0,90171354 1 1 DOWN

ENSGALT00000088886 ENSGALT00000088886 W:99099-4715155 1525 0,171378 0,30774 0,556892182 1 1 DOWN

ENSGALT00000088874 ENSGALT00000088874 AADN04014656.1:1574-5995 2085 0,0612729 0,132465 0,462559167 1 1 DOWN

ENSGALT00000088872 ENSGALT00000088872 AADN04017592.1:1037-4388 2736 0,963332 1,43851 0,669673482 1 1 DOWN

ENSGALT00000088870 ENSGALT00000088870 AADN04001184.1:330-7680 1498 0,206893 0,393628 0,525605394 1 1 DOWN

ENSGALT00000088865 ENSGALT00000088865 AADN04017683.1:1463-4295 2090 0,235556 0,0920685 2,558486344 1 1 UP

ENSGALT00000088862 ENSGALT00000088862 AADN04001950.1:4178-6379 1142 0,0719969 0,511281 0,140816694 1 1 DOWN

ENSGALT00000088853 ENSGALT00000088853 9:542775-548490 1331 0,0201182 0,0417146 0,482281983 1 1 DOWN

ENSGALT00000088842 ENSGALT00000088842 33:20-5317 2927 0,563301 0,562734 1,001007581 1 1 UP

ENSGALT00000088840 ENSGALT00000088840 KQ759460.1:611-2071 683 0,0635189 1,00766 0,063036044 1 1 DOWN

ENSGALT00000088836 ENSGALT00000088836 AADN04006326.1:88-2627 1597 0,397766 0,385223 1,032560361 1 1 UP

ENSGALT00000088835 ENSGALT00000088835 AADN04012734.1:20-6467 2194 1,90932 2,09582 0,91101335 1 1 DOWN

ENSGALT00000088833 ENSGALT00000088833 AADN04003132.1:2131-15903 3203 1,01311 1,20753 0,838993648 1 1 DOWN

ENSGALT00000088829 ENSGALT00000088829 AADN04004548.1:1999-4371 449 0,262056 0,306955 0,853727745 1 1 DOWN

ENSGALT00000088821 ENSGALT00000088821 KQ759636.1:20-2035 1595 0,014764 0,0329708 0,447790166 1 1 DOWN

ENSGALT00000088816 ENSGALT00000088816 AADN04002803.1:1989-5401 716 1,00E-05 0,0855211 0,00011693 1 1 DOWN

ENSGALT00000088810 ENSGALT00000088810 Z:55764027-55765857 705 1,00E-05 0,0517205 0,000193347 1 1 DOWN

ENSGALT00000088776 ENSGALT00000088776 KQ759405.1:25255-78117 508 0,0573974 0,128318 0,447305912 1 1 DOWN

ENSGALT00000088775 ENSGALT00000088775 AADN04018973.1:47-3692 3323 0,508915 0,410041 1,241131984 1 1 UP

ENSGALT00000088749 ENSGALT00000088749 AADN04001461.1:533-9578 2714 0,498144 0,688305 0,723725674 1 1 DOWN

ENSGALT00000088728 ENSGALT00000088728 6:28152402-28158119 1067 1,00E-05 0,0649834 0,000153885 1 1 DOWN

ENSGALT00000088726 ENSGALT00000088726 AADN04003273.1:5969-13756 1150 1,75261 2,22531 0,787580157 1 1 DOWN

ENSGALT00000088717 ENSGALT00000088717 AADN04012036.1:5694-7448 1019 0,125443 0,090496 1,386171764 1 1 UP

ENSGALT00000088702 ENSGALT00000088702 AADN04015647.1:20-5430 2676 0,0471712 0,0488773 0,965094226 1 1 DOWN

ENSGALT00000088695 ENSGALT00000088695 AADN04012734.1:20-6467 2207 2,38291 3,6115 0,659811713 1 1 DOWN

ENSGALT00000088667 ENSGALT00000088667 AADN04006119.1:147-2863 1956 0,334023 0,336694 0,992066981 1 1 DOWN

ENSGALT00000088665 ENSGALT00000088665 AADN04015591.1:357-1515 931 0,126039 0,267709 0,470805987 1 1 DOWN

ENSGALT00000088651 ENSGALT00000088651 W:4746815-5044816 659 0,155412 0,129685 1,198380692 1 1 UP

ENSGALT00000088624 ENSGALT00000088624 KQ759463.1:61-1947 1114 5,14614 6,35521 0,809751369 1 1 DOWN

ENSGALT00000088621 ENSGALT00000088621 AADN04024170.1:20-1141 1038 0,0395355 0,060826 0,649976984 1 1 DOWN

ENSGALT00000088600 ENSGALT00000088600 10:5709851-5718385 1087 1,66213 1,52224 1,091897467 1 1 UP

ENSGALT00000088577 ENSGALT00000088577 W:99099-4715155 1355 0,0846306 0,126337 0,669879766 1 1 DOWN

ENSGALT00000088567 ENSGALT00000088567 10:580031-583711 3022 0,203716 0,171725 1,186292037 1 1 UP

ENSGALT00000088565 ENSGALT00000088565 1:73431076-73823884 1337 0,0491526 0,0605927 0,811196728 1 1 DOWN

ENSGALT00000088547 ENSGALT00000088547 AADN04007430.1:7715-11055 1535 0,0419263 0,145656 0,287844648 1 1 DOWN

ENSGALT00000088541 ENSGALT00000088541 AADN04005356.1:6553-10003 1858 0,0935612 0,114503 0,817106975 1 1 DOWN

ENSGALT00000088510 ENSGALT00000088510 AADN04006269.1:20-12372 4024 0,230618 0,370088 0,623143685 1 1 DOWN

ENSGALT00000088481 ENSGALT00000088481 AADN04002084.1:4538-7141 1038 0,103287 0,108836 0,949015032 1 1 DOWN

ENSGALT00000088478 ENSGALT00000088478 10:580031-583711 2046 1,44917 1,48807 0,973858757 1 1 DOWN

ENSGALT00000088473 ENSGALT00000088473 AADN04004714.1:772-13532 2528 0,610809 0,356342 1,714108918 1 1 UP

ENSGALT00000088452 ENSGALT00000088452 AADN04005518.1:20-5969 500 4,10388 5,85482 0,700940422 1 1 DOWN

ENSGALT00000088444 ENSGALT00000088444 AADN04017462.1:69-4400 3291 1,81108 1,93685 0,935064667 1 1 DOWN

ENSGALT00000088428 ENSGALT00000088428 1:161278341-161284057 1067 0,183176 0,16088 1,138587767 1 1 UP

ENSGALT00000088425 ENSGALT00000088425 AADN04015853.1:20-4881 2403 0,0306068 3,80E-07 80463,32371 1 1 UP

ENSGALT00000088407 ENSGALT00000088407 AADN04000895.1:908-29467 1407 0,812129 0,893154 0,909282162 1 1 DOWN

ENSGALT00000088378 ENSGALT00000088378 Z:53184239-53191016 855 0,0863285 0,119327 0,72346158 1 1 DOWN

ENSGALT00000088375 ENSGALT00000088375 AADN04006821.1:20-11702 6034 0,0770767 0,0326466 2,360941109 1 1 UP

ENSGALT00000088368 ENSGALT00000088368 KQ759423.1:5977-6974 346 0,453779 1,05035 0,432026467 1 1 DOWN

ENSGALT00000088361 ENSGALT00000088361 AADN04001403.1:14572-19235 2540 0,0368194 0,0703832 0,523127678 1 1 DOWN

ENSGALT00000088347 ENSGALT00000088347 AADN04024560.1:20-1658 890 0,487522 0,11436 4,26304652 1 1 UP

ENSGALT00000088339 ENSGALT00000088339 AADN04016973.1:20-4679 905 0,89613 0,828202 1,082018638 1 1 UP

ENSGALT00000088337 ENSGALT00000088337 Z:27142054-27176200 540 0,171654 0,675336 0,254175699 1 1 DOWN

ENSGALT00000088332 ENSGALT00000088332 W:99099-4715155 716 1,297 2,2917 0,565955404 1 1 DOWN

ENSGALT00000088305 ENSGALT00000088305 AADN04013569.1:318-6610 1878 0,165436 0,628949 0,263035636 1 1 DOWN

ENSGALT00000088289 ENSGALT00000088289 AADN04013600.1:1208-3098 682 0,0570518 0,65943 0,08651684 1 1 DOWN

ENSGALT00000088267 ENSGALT00000088267 AADN04006939.1:4876-8595 1400 8,35895 8,20488 1,018777849 1 1 UP

ENSGALT00000088245 ENSGALT00000088245 1:80711060-80764466 610 1,28279 2,73137 0,469650761 1 1 DOWN

ENSGALT00000088240 ENSGALT00000088240 AADN04017561.1:44-4383 1947 3,61071 3,08088 1,171973592 1 1 UP

ENSGALT00000088228 ENSGALT00000088228 AADN04002821.1:17513-18469 792 0,759252 0,933753 0,813118673 1 1 DOWN

ENSGALT00000088216 ENSGALT00000088216 KQ759481.1:34276-37117 2206 0,0253653 0,0345253 0,734687316 1 1 DOWN

ENSGALT00000088212 ENSGALT00000088212 1:183531414-184134793 1336 1,30E-05 0,0731208 0,000177997 1 1 DOWN

ENSGALT00000088183 ENSGALT00000088183 AADN04000640.1:749-3168 748 0,294584 0,32356 0,910446285 1 1 DOWN

ENSGALT00000088176 ENSGALT00000088176 27:4421747-4422654 596 0,339104 0,621614 0,545521819 1 1 DOWN

ENSGALT00000088175 ENSGALT00000088175 KQ759694.1:49-2297 2129 0,535669 0,641156 0,835473738 1 1 DOWN

ENSGALT00000088170 ENSGALT00000088170 AADN04006685.1:470-9534 2256 0,0585153 0,0468403 1,249251179 1 1 UP

ENSGALT00000088132 ENSGALT00000088132 KQ759703.1:118-2820 1302 1,25798 1,74568 0,720624628 1 1 DOWN

ENSGALT00000088118 ENSGALT00000088118 AADN04013700.1:20-6523 1117 0,625883 0,965623 0,648164967 1 1 DOWN

ENSGALT00000088117 ENSGALT00000088117 W:99099-4715155 2044 0,0899724 0,15021 0,598977432 1 1 DOWN

ENSGALT00000088086 ENSGALT00000088086 W:99099-4715155 2047 0,0588212 0,0965691 0,609109953 1 1 DOWN

ENSGALT00000088055 ENSGALT00000088055 Z:75472352-76810006 1968 0,0369686 0,0297625 1,242120118 1 1 UP

ENSGALT00000088045 ENSGALT00000088045 AADN04003139.1:1751-4783 1185 4,32579 4,36818 0,99029573 1 1 DOWN

ENSGALT00000088037 ENSGALT00000088037 AADN04020015.1:682-2759 1879 0,466705 0,665389 0,701401736 1 1 DOWN

ENSGALT00000088034 ENSGALT00000088034 AADN04006358.1:10236-12208 1284 2,07251 2,23844 0,925872483 1 1 DOWN

ENSGALT00000088017 ENSGALT00000088017 Z:82093973-82222778 1034 0,097129 1,00E-05 9712,9 1 1 UP

ENSGALT00000087997 ENSGALT00000087997 AADN04001080.1:6781-9209 748 0,0575524 0,0663683 0,867167006 1 1 DOWN

ENSGALT00000087995 ENSGALT00000087995 AADN04001644.1:11464-17906 5782 0,0262121 0,0206233 1,270994458 1 1 UP

ENSGALT00000087988 ENSGALT00000087988 KQ759590.1:10595-13540 2246 3,48E-06 0,123212 2,83E-05 1 1 DOWN

ENSGALT00000087968 ENSGALT00000087968 AADN04004483.1:2411-3831 523 0,291842 0,000125616 2323,286842 1 1 UP

ENSGALT00000087965 ENSGALT00000087965 AADN04004903.1:584-2418 575 8,64051 9,69596 0,891145384 1 1 DOWN

ENSGALT00000087952 ENSGALT00000087952 21:4838411-4840380 953 0,499826 0,075674 6,604989825 1 1 UP

ENSGALT00000087944 ENSGALT00000087944 18:6637889-6642102 1646 0,123471 0,0689617 1,7904286 1 1 UP

ENSGALT00000087942 ENSGALT00000087942 Z:27179106-27303327 540 0,188406 0,06309 2,986305278 1 1 UP

ENSGALT00000087930 ENSGALT00000087930 17:647941-653648 1897 0,153883 0,321675 0,478380353 1 1 DOWN

ENSGALT00000087923 ENSGALT00000087923 AADN04004892.1:5028-11564 1042 0,185216 0,0804859 2,301222947 1 1 UP

ENSGALT00000087911 ENSGALT00000087911 AADN04024601.1:20-1703 938 5,60809 6,33605 0,88510823 1 1 DOWN

ENSGALT00000087899 ENSGALT00000087899 11:17856624-17861146 756 0,365453 0,817929 0,44680284 1 1 DOWN

ENSGALT00000087876 ENSGALT00000087876 1:100703113-100709068 1156 0,385835 0,561123 0,687612163 1 1 DOWN

ENSGALT00000087854 ENSGALT00000087854 AADN04009416.1:6104-7400 417 0,0864772 0,209209 0,413353154 1 1 DOWN

ENSGALT00000087838 ENSGALT00000087838 W:99099-4715155 934 0,643251 0,363548 1,769370207 1 1 UP

ENSGALT00000087826 ENSGALT00000087826 AADN04013242.1:1265-6822 1460 0,768061 0,515447 1,490087245 1 1 UP

ENSGALT00000087806 ENSGALT00000087806 AADN04017178.1:133-4621 3772 0,0890378 0,0852739 1,044138945 1 1 UP

ENSGALT00000087789 ENSGALT00000087789 KQ759573.1:3948-8264 2067 0,529263 0,803205 0,658938876 1 1 DOWN

ENSGALT00000087785 ENSGALT00000087785 32:61869-65399 1122 2,44171 2,26483 1,078098577 1 1 UP

ENSGALT00000087783 ENSGALT00000087783 AADN04004476.1:224-14443 1826 1,15959 1,50783 0,769045582 1 1 DOWN

ENSGALT00000087767 ENSGALT00000087767 AADN04013307.1:4136-6051 1294 0,033455 0,0452525 0,739296171 1 1 DOWN

ENSGALT00000087737 ENSGALT00000087737 KQ759405.1:115737-120974 1210 0,245489 0,0828053 2,964653229 1 1 UP

ENSGALT00000087731 ENSGALT00000087731 W:99099-4715155 2044 0,0735511 0,303905 0,242020039 1 1 DOWN

ENSGALT00000087720 ENSGALT00000087720 KQ759534.1:78975-81328 1870 0,0865986 0,0423476 2,044947057 1 1 UP

ENSGALT00000087719 ENSGALT00000087719 AADN04015564.1:1529-3526 675 0,626612 0,629864 0,994836981 1 1 DOWN

ENSGALT00000087707 ENSGALT00000087707 AADN04006554.1:2388-11027 2469 1,706 1,67693 1,01733525 1 1 UP

ENSGALT00000087696 ENSGALT00000087696 AADN04006573.1:4432-11954 1986 0,507065 0,587021 0,863793629 1 1 DOWN

ENSGALT00000087692 ENSGALT00000087692 W:99099-4715155 2046 0,659624 0,880858 0,748842606 1 1 DOWN

ENSGALT00000087690 ENSGALT00000087690 AADN04012718.1:4096-7070 2637 0,0729093 0,17367 0,419815167 1 1 DOWN

ENSGALT00000087688 ENSGALT00000087688 AADN04007808.1:52-10689 6146 0,00776868 0,00253116 3,069217276 1 1 UP

ENSGALT00000087686 ENSGALT00000087686 W:99099-4715155 1352 0,0622251 0,118193 0,526470265 1 1 DOWN

ENSGALT00000087666 ENSGALT00000087666 AADN04016294.1:2092-5050 1752 0,177768 0,211774 0,839423159 1 1 DOWN

ENSGALT00000087640 ENSGALT00000087640 AADN04018216.1:20-4052 919 0,761072 1,47074 0,517475557 1 1 DOWN

ENSGALT00000087623 ENSGALT00000087623 AADN04017582.1:2913-3554 547 0,493178 0,25192 1,95767704 1 1 UP

ENSGALT00000087611 ENSGALT00000087611 AADN04016904.1:20-2080 1031 0,293762 0,715479 0,410580884 1 1 DOWN

ENSGALT00000087574 ENSGALT00000087574 AADN04015647.1:20-5430 1099 0,622205 0,665609 0,934790545 1 1 DOWN

ENSGALT00000087565 ENSGALT00000087565 AADN04012036.1:5694-7448 1135 0,223833 0,196004 1,141981796 1 1 UP

ENSGALT00000087549 ENSGALT00000087549 AADN04012212.1:4602-7382 1605 3,64262 4,18159 0,871108837 1 1 DOWN

ENSGALT00000087520 ENSGALT00000087520 18:6637889-6642102 2003 0,252818 0,3183 0,79427584 1 1 DOWN

ENSGALT00000087513 ENSGALT00000087513 AADN04005122.1:11368-13314 1035 4,72336 4,03358 1,171009376 1 1 UP

ENSGALT00000087498 ENSGALT00000087498 AADN04001894.1:4490-12702 1580 0,0673243 0,00780647 8,624166877 1 1 UP

ENSGALT00000087481 ENSGALT00000087481 Z:41960727-41974126 934 0,0532419 0,0907278 0,586831159 1 1 DOWN

ENSGALT00000087468 ENSGALT00000087468 AADN04011276.1:226-4447 1188 1,27189 1,01094 1,2581261 1 1 UP

ENSGALT00000087450 ENSGALT00000087450 AADN04001748.1:4697-10436 1444 0,0180884 0,0262769 0,688376483 1 1 DOWN

ENSGALT00000087443 ENSGALT00000087443 AADN04006688.1:20-11910 3284 0,0699186 0,0517431 1,351264227 1 1 UP

ENSGALT00000087433 ENSGALT00000087433 16:382891-626721 748 0,225405 0,454114 0,496362147 1 1 DOWN

ENSGALT00000087407 ENSGALT00000087407 AADN04015853.1:20-4881 1848 0,713076 0,618198 1,1534751 1 1 UP

ENSGALT00000087378 ENSGALT00000087378 KQ759703.1:118-2820 1500 0,203523 0,466542 0,436237252 1 1 DOWN



ENSGALT00000087371 ENSGALT00000087371 W:99099-4715155 1930 0,0311848 0,0735809 0,423816507 1 1 DOWN

ENSGALT00000087354 ENSGALT00000087354 AADN04015456.1:2017-5378 895 0,313928 0,395696 0,793356516 1 1 DOWN

ENSGALT00000087351 ENSGALT00000087351 AADN04002942.1:12858-18288 4827 0,070504 0,174091 0,404983601 1 1 DOWN

ENSGALT00000087342 ENSGALT00000087342 AADN04006156.1:74-8311 3134 0,384124 0,268727 1,429420936 1 1 UP

ENSGALT00000087324 ENSGALT00000087324 28:18410-21330 1910 0,0575882 0,255462 0,225427657 1 1 DOWN

ENSGALT00000087316 ENSGALT00000087316 AADN04002071.1:5986-17225 1783 0,305704 0,203629 1,501279287 1 1 UP

ENSGALT00000087314 ENSGALT00000087314 AADN04012459.1:192-7272 2690 0,898236 1,6064 0,559160857 1 1 DOWN

ENSGALT00000087310 ENSGALT00000087310 AADN04016691.1:2230-4835 726 1,34079 1,74337 0,769079427 1 1 DOWN

ENSGALT00000087295 ENSGALT00000087295 AADN04012180.1:20-7050 2541 0,0205954 0,0604432 0,340739736 1 1 DOWN

ENSGALT00000087289 ENSGALT00000087289 KQ759345.1:10184-16413 2231 0,186828 0,304222 0,614117322 1 1 DOWN

ENSGALT00000087287 ENSGALT00000087287 AADN04002895.1:14590-17683 516 0,297492 1,12375 0,264731479 1 1 DOWN

ENSGALT00000087279 ENSGALT00000087279 AADN04013704.1:20-6475 2018 0,170129 0,262783 0,647412504 1 1 DOWN

ENSGALT00000087277 ENSGALT00000087277 Z:41960727-41974126 1150 0,48639 0,464583 1,046938868 1 1 UP

ENSGALT00000087274 ENSGALT00000087274 1:162557875-162619195 1642 0,153466 0,271392 0,565477243 1 1 DOWN

ENSGALT00000087266 ENSGALT00000087266 AADN04002097.1:12757-15837 870 0,765219 0,775714 0,986470529 1 1 DOWN

ENSGALT00000087260 ENSGALT00000087260 2:25704097-25710046 1150 1,00E-05 0,050411 0,000198369 1 1 DOWN

ENSGALT00000087245 ENSGALT00000087245 AADN04016614.1:2445-3608 680 0,837074 0,725404 1,153941803 1 1 UP

ENSGALT00000087231 ENSGALT00000087231 AADN04005431.1:1181-9172 412 0,793599 1,01522 0,781701503 1 1 DOWN

ENSGALT00000087225 ENSGALT00000087225 AADN04001800.1:9107-21133 1461 0,327354 0,388816 0,841925229 1 1 DOWN

ENSGALT00000087224 ENSGALT00000087224 AADN04012464.1:373-7028 5459 0,0532885 0,0262185 2,032477068 1 1 UP

ENSGALT00000087215 ENSGALT00000087215 W:99099-4715155 1926 0,155651 0,289018 0,538551232 1 1 DOWN

ENSGALT00000087213 ENSGALT00000087213 KQ759634.1:6235-12291 2242 3,30607 3,3772 0,978938174 1 1 DOWN

ENSGALT00000087212 ENSGALT00000087212 AADN04001408.1:9318-14009 1976 0,393947 0,597475 0,659353111 1 1 DOWN

ENSGALT00000087192 ENSGALT00000087192 AADN04006810.1:130-10668 1102 0,375747 0,389556 0,964551951 1 1 DOWN

ENSGALT00000087170 ENSGALT00000087170 Z:12650850-12730784 843 1,00E-05 0,209219 4,78E-05 1 1 DOWN

ENSGALT00000087164 ENSGALT00000087164 AADN04012718.1:4096-7070 2745 0,285627 0,228164 1,251849547 1 1 UP

ENSGALT00000087153 ENSGALT00000087153 5:303490-304391 500 0,514546 0,409022 1,257991013 1 1 UP

ENSGALT00000087136 ENSGALT00000087136 AADN04004049.1:1545-10173 838 0,0147412 0,145425 0,10136634 1 1 DOWN

ENSGALT00000087125 ENSGALT00000087125 AADN04006821.1:20-11702 2884 1,93261 1,79335 1,077653553 1 1 UP

ENSGALT00000087103 ENSGALT00000087103 AADN04011414.1:692-7894 3447 0,304279 0,463254 0,656829731 1 1 DOWN

ENSGALT00000087081 ENSGALT00000087081 AADN04002701.1:5984-7345 753 0,169117 0,282389 0,59887956 1 1 DOWN

ENSGALT00000087069 ENSGALT00000087069 17:2444704-2454891 1909 1,27454 1,92594 0,661775549 1 1 DOWN

ENSGALT00000087044 ENSGALT00000087044 AADN04001184.1:330-7680 769 0,130756 0,200577 0,651899271 1 1 DOWN

ENSGALT00000087042 ENSGALT00000087042 AADN04005896.1:4571-12365 660 0,147494 0,199885 0,737894289 1 1 DOWN

ENSGALT00000087039 ENSGALT00000087039 AADN04010996.1:1078-8251 2194 1,51994 1,16574 1,303841337 1 1 UP

ENSGALT00000087018 ENSGALT00000087018 KQ759725.1:34-4294 1901 3,01922 3,21389 0,939428543 1 1 DOWN

ENSGALT00000086989 ENSGALT00000086989 KQ759533.1:24196-81143 5769 0,0489835 0,257031 0,190574289 1 1 DOWN

ENSGALT00000086978 ENSGALT00000086978 1:161278341-161284057 1901 0,614554 0,891454 0,689383861 1 1 DOWN

ENSGALT00000086962 ENSGALT00000086962 18:4765933-4771867 1423 0,0649572 0,0386753 1,679552583 1 1 UP

ENSGALT00000086927 ENSGALT00000086927 AADN04005401.1:3320-5276 1418 0,0153706 0,0353319 0,435034629 1 1 DOWN

ENSGALT00000086905 ENSGALT00000086905 AADN04006089.1:48-12551 1017 0,0476979 0,0865734 0,550953295 1 1 DOWN

ENSGALT00000086888 ENSGALT00000086888 AADN04006243.1:2209-3081 225 1,6313 1,93088 0,844847945 1 1 DOWN

ENSGALT00000086873 ENSGALT00000086873 AADN04003299.1:10587-16296 1907 1,00E-05 0,067066 0,000149107 1 1 DOWN

ENSGALT00000086858 ENSGALT00000086858 AADN04018430.1:1916-3251 1094 0,0892788 0,0231503 3,856485661 1 1 UP

ENSGALT00000086799 ENSGALT00000086799 KQ759345.1:10184-16413 2328 0,0454447 0,195984 0,231879643 1 1 DOWN

ENSGALT00000086782 ENSGALT00000086782 AADN04003139.1:1751-4783 774 0,0280574 0,129836 0,216098771 1 1 DOWN

ENSGALT00000086751 ENSGALT00000086751 Z:70722824-70725435 1266 0,108918 0,167666 0,649612921 1 1 DOWN

ENSGALT00000086745 ENSGALT00000086745 AADN04001862.1:12725-18995 4415 0,253251 0,0793705 3,190744672 1 1 UP

ENSGALT00000086737 ENSGALT00000086737 AADN04003132.1:2131-15903 727 2,21588 3,29617 0,672259016 1 1 DOWN

ENSGALT00000086730 ENSGALT00000086730 AADN04000990.1:18141-19717 1169 0,945939 0,781488 1,210433174 1 1 UP

ENSGALT00000086727 ENSGALT00000086727 W:99099-4715155 1928 0,0894535 0,0602628 1,484390038 1 1 UP

ENSGALT00000086726 ENSGALT00000086726 AADN04011533.1:4154-5889 1030 1,58202 1,44284 1,096462532 1 1 UP

ENSGALT00000086724 ENSGALT00000086724 AADN04012679.1:2722-6038 434 2,2461 2,40623 0,933451914 1 1 DOWN

ENSGALT00000086714 ENSGALT00000086714 W:99099-4715155 2036 1,02E-71 0,0651324 1,57E-70 1 1 DOWN

ENSGALT00000086706 ENSGALT00000086706 Z:27142054-27176200 540 0,56211 1,38358 0,406272135 1 1 DOWN

ENSGALT00000086698 ENSGALT00000086698 25:25562-231632 1487 0,0760763 0,0407847 1,865314689 1 1 UP

ENSGALT00000086680 ENSGALT00000086680 W:99099-4715155 1950 0,0223531 0,0154891 1,443150344 1 1 UP

ENSGALT00000086665 ENSGALT00000086665 AADN04022290.1:20-2051 1593 0,395753 0,308389 1,283291557 1 1 UP

ENSGALT00000086655 ENSGALT00000086655 Z:144498-146119 879 0,152727 0,06163 2,478127535 1 1 UP

ENSGALT00000086654 ENSGALT00000086654 AADN04001721.1:1912-22391 887 1,58E-05 0,233507 6,75E-05 1 1 DOWN

ENSGALT00000086618 ENSGALT00000086618 AADN04004049.1:1545-10173 838 0,0147412 0,145425 0,10136634 1 1 DOWN

ENSGALT00000086616 ENSGALT00000086616 W:99099-4715155 2041 0,0277295 0,109906 0,252301967 1 1 DOWN

ENSGALT00000086611 ENSGALT00000086611 AADN04005222.1:6991-9463 458 0,071584 0,148138 0,483225101 1 1 DOWN

ENSGALT00000086592 ENSGALT00000086592 25:2338088-2339003 365 1,43899 1,64313 0,875761504 1 1 DOWN

ENSGALT00000086563 ENSGALT00000086563 Z:9157343-9160034 1908 0,123096 0,121897 1,009836173 1 1 UP

ENSGALT00000086557 ENSGALT00000086557 AADN04003271.1:4486-16018 1440 0,0564462 0,108198 0,521693562 1 1 DOWN

ENSGALT00000086538 ENSGALT00000086538 AADN04007401.1:4927-11164 1254 0,581645 0,356103 1,633361696 1 1 UP

ENSGALT00000086484 ENSGALT00000086484 AADN04011222.1:20-4140 3009 0,0106379 0,0282413 0,376678836 1 1 DOWN

ENSGALT00000086402 ENSGALT00000086402 AADN04003414.1:20-5894 2370 2,25637 3,14963 0,716392084 1 1 DOWN

ENSGALT00000086399 ENSGALT00000086399 AADN04012009.1:2426-6905 524 1,14716 1,40672 0,815485669 1 1 DOWN

ENSGALT00000086383 ENSGALT00000086383 18:6914270-6946529 407 11,2463 11,2294 1,001504978 1 1 UP

ENSGALT00000086374 ENSGALT00000086374 5:51464294-51472501 989 0,558369 1,37283 0,406728437 1 1 DOWN

ENSGALT00000086360 ENSGALT00000086360 Z:969833-983841 1007 1,33982 2,5589 0,523592169 1 1 DOWN

ENSGALT00000086359 ENSGALT00000086359 W:99099-4715155 1075 0,0480281 0,00267926 17,92588252 1 1 UP

ENSGALT00000086355 ENSGALT00000086355 KQ759640.1:465-2899 2054 0,075777 0,115567 0,655697561 1 1 DOWN

ENSGALT00000086345 ENSGALT00000086345 AADN04011796.1:904-3638 1260 0,0381537 0,0156489 2,438107471 1 1 UP

ENSGALT00000086331 ENSGALT00000086331 AADN04020200.1:424-2196 1018 0,114083 0,182729 0,624328924 1 1 DOWN

ENSGALT00000086314 ENSGALT00000086314 3:96343037-96349604 655 3,31528 3,12551 1,060716491 1 1 UP

ENSGALT00000086304 ENSGALT00000086304 AADN04001996.1:994-3056 450 0,229709 1,00E-05 22970,9 1 1 UP

ENSGALT00000086285 ENSGALT00000086285 AADN04011533.1:66-3226 1477 0,211786 0,265686 0,797128942 1 1 DOWN

ENSGALT00000086284 ENSGALT00000086284 25:2368226-2727336 3206 0,704608 1,14124 0,617405629 1 1 DOWN

ENSGALT00000086282 ENSGALT00000086282 Z:41836912-41838624 574 0,601935 0,496235 1,21300392 1 1 UP

ENSGALT00000086279 ENSGALT00000086279 32:61869-65399 1116 13,1217 13,7081 0,957222372 1 1 DOWN

ENSGALT00000086273 ENSGALT00000086273 AADN04006789.1:4004-11798 2161 0,202199 0,221407 0,913245742 1 1 DOWN

ENSGALT00000086270 ENSGALT00000086270 KQ759590.1:4869-9834 1362 0,000371854 0,589316 0,000630993 1 1 DOWN

ENSGALT00000086263 ENSGALT00000086263 Z:39808981-39809938 710 0,125397 1,00E-05 12539,7 1 1 UP

ENSGALT00000086255 ENSGALT00000086255 AADN04001909.1:16177-21013 1979 0,127274 0,199776 0,637083534 1 1 DOWN

ENSGALT00000086243 ENSGALT00000086243 Z:62521045-62613868 1701 0,0183829 0,0902828 0,203614642 1 1 DOWN

ENSGALT00000086219 ENSGALT00000086219 Z:73956995-74502371 1074 0,0525765 0,042163 1,246981951 1 1 UP

ENSGALT00000086202 ENSGALT00000086202 17:876900-880927 2254 0,631324 1,26634 0,498542256 1 1 DOWN

ENSGALT00000086196 ENSGALT00000086196 W:99099-4715155 1929 0,0970532 0,506786 0,191507263 1 1 DOWN

ENSGALT00000086152 ENSGALT00000086152 W:99099-4715155 1908 0,0288993 1,00E-05 2889,93 1 1 UP

ENSGALT00000086145 ENSGALT00000086145 AADN04006401.1:91-7412 2761 1,22754 1,15259 1,06502746 1 1 UP

ENSGALT00000086142 ENSGALT00000086142 AADN04012662.1:20-7075 4285 0,140533 0,137633 1,021070528 1 1 UP

ENSGALT00000086137 ENSGALT00000086137 AADN04004046.1:806-11930 1264 0,507704 0,422534 1,201569578 1 1 UP

ENSGALT00000086107 ENSGALT00000086107 AADN04017561.1:44-4383 2265 2,94E-06 0,0245579 0,000119919 1 1 DOWN

ENSGALT00000086064 ENSGALT00000086064 AADN04002290.1:11689-12602 378 0,347422 0,118433 2,933489821 1 1 UP

ENSGALT00000086060 ENSGALT00000086060 AADN04003521.1:7902-10140 1353 0,0235642 0,0311895 0,755517081 1 1 DOWN

ENSGALT00000086047 ENSGALT00000086047 AADN04011177.1:1254-2338 634 0,0696319 0,140271 0,496409807 1 1 DOWN

ENSGALT00000086011 ENSGALT00000086011 AADN04001716.1:227-6574 4630 0,326827 0,190667 1,714124626 1 1 UP

ENSGALT00000086009 ENSGALT00000086009 1:161278341-161284057 1331 0,0937549 0,0476713 1,966694846 1 1 UP

ENSGALT00000085954 ENSGALT00000085954 26:486576-489449 960 10,4607 11,6655 0,896721101 1 1 DOWN

ENSGALT00000085941 ENSGALT00000085941 Z:27179106-27303327 540 0,102042 0,0628377 1,623897756 1 1 UP

ENSGALT00000085939 ENSGALT00000085939 AADN04005338.1:3227-11845 3448 0,127629 0,152814 0,835191802 1 1 DOWN

ENSGALT00000085938 ENSGALT00000085938 W:99099-4715155 1341 2,14399 3,21483 0,666906182 1 1 DOWN

ENSGALT00000085924 ENSGALT00000085924 Z:82242931-82296578 411 0,398128 1,00E-05 39812,8 1 1 UP

ENSGALT00000085923 ENSGALT00000085923 Z:25320942-25322455 924 0,276364 0,14102 1,95975039 1 1 UP

ENSGALT00000085916 ENSGALT00000085916 AADN04003299.1:10587-16296 1065 0,0346916 0,0220835 1,570928521 1 1 UP

ENSGALT00000085912 ENSGALT00000085912 W:99099-4715155 2035 0,0260462 0,0141455 1,841306423 1 1 UP

ENSGALT00000085897 ENSGALT00000085897 AADN04002223.1:12911-18531 1767 0,014229 0,0196269 0,724974397 1 1 DOWN

ENSGALT00000085858 ENSGALT00000085858 AADN04013418.1:313-3527 1162 0,071029 0,022851 3,10835412 1 1 UP

ENSGALT00000085837 ENSGALT00000085837 AADN04017018.1:860-4539 1060 0,383459 0,426035 0,900064549 1 1 DOWN

ENSGALT00000085823 ENSGALT00000085823 KQ759554.1:574-20956 3267 0,135802 0,358989 0,378290143 1 1 DOWN

ENSGALT00000085810 ENSGALT00000085810 AADN04002958.1:3560-15169 2564 0,413587 0,587194 0,704344731 1 1 DOWN

ENSGALT00000085791 ENSGALT00000085791 AADN04006891.1:703-2547 792 4,97576 4,28569 1,161017246 1 1 UP

ENSGALT00000085755 ENSGALT00000085755 AADN04019797.1:72-3294 978 0,118037 0,351285 0,336014917 1 1 DOWN

ENSGALT00000085750 ENSGALT00000085750 AADN04012527.1:5915-7173 774 0,0312002 0,0743139 0,419843394 1 1 DOWN

ENSGALT00000085717 ENSGALT00000085717 AADN04001478.1:4630-10347 1908 0,0442075 1,00E-05 4420,75 1 1 UP

ENSGALT00000085707 ENSGALT00000085707 AADN04017145.1:20-4599 2748 0,596587 0,9043 0,659722437 1 1 DOWN

ENSGALT00000085697 ENSGALT00000085697 1:73431076-73823884 2542 0,0294658 0,0206062 1,429948268 1 1 UP

ENSGALT00000085670 ENSGALT00000085670 W:99099-4715155 2062 0,0133987 0,0681043 0,196737945 1 1 DOWN

ENSGALT00000085666 ENSGALT00000085666 AADN04022791.1:20-1777 1108 9,83126 9,77575 1,005678337 1 1 UP

ENSGALT00000085652 ENSGALT00000085652 AADN04004483.1:2411-3831 427 0,892505 0,917459 0,972800964 1 1 DOWN

ENSGALT00000085651 ENSGALT00000085651 AADN04012435.1:20-7254 2858 0,103747 0,0891772 1,163380326 1 1 UP

ENSGALT00000085649 ENSGALT00000085649 31:1106-2289 1051 0,0537785 0,0203468 2,643093754 1 1 UP

ENSGALT00000085648 ENSGALT00000085648 AADN04012024.1:95-6437 1044 0,297138 0,455681 0,652074587 1 1 DOWN

ENSGALT00000085626 ENSGALT00000085626 AADN04013704.1:20-6475 1189 0,796521 1,08936 0,731182529 1 1 DOWN

ENSGALT00000085617 ENSGALT00000085617 Z:57807566-57809183 820 0,542298 0,673041 0,805742889 1 1 DOWN

ENSGALT00000085578 ENSGALT00000085578 27:1712450-1754711 3332 0,190368 0,218143 0,872675263 1 1 DOWN

ENSGALT00000085553 ENSGALT00000085553 3:50340333-50371167 418 2,20662 2,58076 0,855027201 1 1 DOWN

ENSGALT00000085551 ENSGALT00000085551 Z:44758613-44883524 1312 0,219279 0,260443 0,841946222 1 1 DOWN

ENSGALT00000085547 ENSGALT00000085547 AADN04001595.1:5740-8731 1704 5,82717 5,36358 1,086432942 1 1 UP

ENSGALT00000085534 ENSGALT00000085534 AADN04024651.1:20-1214 638 4,38286 5,10288 0,858899288 1 1 DOWN

ENSGALT00000085533 ENSGALT00000085533 AADN04024113.1:20-1530 1162 0,146059 0,201482 0,724923318 1 1 DOWN

ENSGALT00000085529 ENSGALT00000085529 Z:41960727-41974126 992 0,793761 0,364248 2,179177374 1 1 UP

ENSGALT00000085522 ENSGALT00000085522 4:2532436-2545180 1090 0,0628432 0,0596949 1,052739849 1 1 UP

ENSGALT00000085499 ENSGALT00000085499 AADN04006234.1:7224-10681 663 8,37972 9,24028 0,906868623 1 1 DOWN

ENSGALT00000085460 ENSGALT00000085460 9:542775-548490 1908 0,0445607 0,0770391 0,578416674 1 1 DOWN

ENSGALT00000085450 ENSGALT00000085450 W:99099-4715155 1198 0,0202058 0,142491 0,141804044 1 1 DOWN

ENSGALT00000085449 ENSGALT00000085449 1:148553863-148555353 1334 0,088593 0,0593076 1,493788317 1 1 UP

ENSGALT00000085443 ENSGALT00000085443 AADN04012126.1:3481-4829 1269 0,449205 0,205166 2,189470965 1 1 UP

ENSGALT00000085425 ENSGALT00000085425 AADN04018878.1:46-2869 776 0,28586 0,605863 0,471822838 1 1 DOWN

ENSGALT00000085409 ENSGALT00000085409 W:99099-4715155 2039 0,0153464 0,0223919 0,685354972 1 1 DOWN

ENSGALT00000085393 ENSGALT00000085393 AADN04005109.1:91-3416 2188 0,0512791 0,0618853 0,828615196 1 1 DOWN

ENSGALT00000085372 ENSGALT00000085372 W:99099-4715155 2041 0,306282 0,551105 0,555759792 1 1 DOWN

ENSGALT00000085367 ENSGALT00000085367 18:10067590-10070132 2189 0,0237565 0,0715609 0,331975981 1 1 DOWN

ENSGALT00000085336 ENSGALT00000085336 AADN04005896.1:4571-12365 705 0,326424 0,294766 1,107400446 1 1 UP

ENSGALT00000085317 ENSGALT00000085317 AADN04016973.1:20-4679 1319 1,76966 2,06912 0,855271806 1 1 DOWN

ENSGALT00000085294 ENSGALT00000085294 AADN04013242.1:1265-6822 847 0,247816 0,364067 0,680687895 1 1 DOWN

ENSGALT00000085285 ENSGALT00000085285 W:99099-4715155 1198 0,217421 0,0937396 2,319414634 1 1 UP

ENSGALT00000085246 ENSGALT00000085246 Z:49467623-49472177 868 0,0450653 0,0247456 1,821143961 1 1 UP

ENSGALT00000085244 ENSGALT00000085244 AADN04007305.1:2489-5294 456 1,00E-05 0,246153 4,06E-05 1 1 DOWN

ENSGALT00000085232 ENSGALT00000085232 KQ759671.1:3257-9339 1621 0,370492 0,308402 1,201328137 1 1 UP

ENSGALT00000085229 ENSGALT00000085229 W:99099-4715155 1927 0,278865 0,284163 0,981355771 1 1 DOWN

ENSGALT00000085224 ENSGALT00000085224 KQ759573.1:3948-8264 2087 0,218101 0,280066 0,778748581 1 1 DOWN

ENSGALT00000085220 ENSGALT00000085220 W:99099-4715155 2044 1,00E-05 0,0588641 0,000169883 1 1 DOWN

ENSGALT00000085194 ENSGALT00000085194 AADN04013700.1:20-6523 1831 0,434185 0,351573 1,234978226 1 1 UP

ENSGALT00000085189 ENSGALT00000085189 AADN04012126.1:3481-4829 897 0,399155 0,79852 0,499868507 1 1 DOWN

ENSGALT00000085188 ENSGALT00000085188 AADN04008002.1:20-3749 1688 2,68591 2,88534 0,930881629 1 1 DOWN

ENSGALT00000085172 ENSGALT00000085172 W:99099-4715155 2540 0,032121 0,13254 0,242349479 1 1 DOWN

ENSGALT00000085164 ENSGALT00000085164 KQ759389.1:4240-7112 986 0,0555194 0,0582945 0,952395166 1 1 DOWN

ENSGALT00000085158 ENSGALT00000085158 Z:31557091-31560027 902 0,0745889 0,0499667 1,492772186 1 1 UP

ENSGALT00000085146 ENSGALT00000085146 KQ759554.1:574-20956 1645 0,243639 0,299345 0,81390703 1 1 DOWN

ENSGALT00000085132 ENSGALT00000085132 Z:63454518-63474796 981 1,00E-05 0,0585206 0,00017088 1 1 DOWN

ENSGALT00000085120 ENSGALT00000085120 AADN04013326.1:3370-6710 1138 0,246703 8,16E-06 30226,65427 1 1 UP

ENSGALT00000085109 ENSGALT00000085109 AADN04011533.1:4154-5889 1099 0,192867 0,328922 0,5863609 1 1 DOWN

ENSGALT00000085108 ENSGALT00000085108 17:9292264-9363121 1746 0,526056 0,632268 0,832014272 1 1 DOWN

ENSGALT00000085101 ENSGALT00000085101 AADN04011330.1:1650-8013 1472 1,95081 1,61611 1,207102239 1 1 UP

ENSGALT00000085093 ENSGALT00000085093 KQ759533.1:24196-81143 2317 0,121156 0,282569 0,428766071 1 1 DOWN

ENSGALT00000085084 ENSGALT00000085084 Z:27010498-27014260 932 0,157719 0,0439911 3,585247925 1 1 UP

ENSGALT00000085067 ENSGALT00000085067 7:18692845-18697277 1252 0,0555112 0,289117 0,192002546 1 1 DOWN

ENSGALT00000085063 ENSGALT00000085063 AADN04019458.1:50-3442 1098 3,56593 3,44307 1,035683271 1 1 UP

ENSGALT00000085046 ENSGALT00000085046 Z:40036802-40037385 492 0,103849 0,23454 0,442777351 1 1 DOWN

ENSGALT00000085028 ENSGALT00000085028 AADN04015716.1:20-5413 4849 0,0480353 0,0403984 1,189039665 1 1 UP

ENSGALT00000084994 ENSGALT00000084994 AADN04015659.1:20-5416 621 1,373 2,35707 0,582502853 1 1 DOWN

ENSGALT00000084989 ENSGALT00000084989 AADN04013169.1:2978-6837 1687 0,0575914 0,014888 3,868310048 1 1 UP

ENSGALT00000084981 ENSGALT00000084981 AADN04001515.1:755-4956 1410 0,200487 0,0777667 2,578057189 1 1 UP

ENSGALT00000084978 ENSGALT00000084978 AADN04002084.1:4538-7141 1360 0,296422 0,370934 0,799123294 1 1 DOWN

ENSGALT00000084969 ENSGALT00000084969 KQ759711.1:20-5911 1554 6,58404 6,41959 1,025616901 1 1 UP

ENSGALT00000084962 ENSGALT00000084962 AADN04005051.1:4124-13029 4195 1,37157 1,28635 1,066249466 1 1 UP

ENSGALT00000084937 ENSGALT00000084937 4:2532436-2545180 1220 0,227333 0,282678 0,804211859 1 1 DOWN

ENSGALT00000084936 ENSGALT00000084936 AADN04003139.1:1751-4783 1125 1,73415 1,49753 1,158006851 1 1 UP

ENSGALT00000084928 ENSGALT00000084928 KQ759590.1:4869-9834 1272 4,29682 4,55569 0,943176555 1 1 DOWN

ENSGALT00000084924 ENSGALT00000084924 AADN04012160.1:95-1669 1093 1,92159 1,65611 1,160303361 1 1 UP

ENSGALT00000084921 ENSGALT00000084921 AADN04002773.1:1053-16348 457 0,174322 0,078604 2,217724289 1 1 UP

ENSGALT00000084919 ENSGALT00000084919 AADN04024582.1:20-1209 1107 0,281378 0,477622 0,589122779 1 1 DOWN

ENSGALT00000084913 ENSGALT00000084913 AADN04006958.1:20-9692 5383 1,4541 1,322 1,099924357 1 1 UP

ENSGALT00000084894 ENSGALT00000084894 AADN04010043.1:46-6041 1820 0,951596 1,15268 0,82555089 1 1 DOWN

ENSGALT00000084893 ENSGALT00000084893 7:29857697-30258813 1576 0,0524218 0,0876049 0,598388903 1 1 DOWN

ENSGALT00000084884 ENSGALT00000084884 5:14695229-14696855 1003 0,0398616 0,0712331 0,559593784 1 1 DOWN

ENSGALT00000084882 ENSGALT00000084882 AADN04018690.1:819-3815 1920 0,397883 0,224055 1,775827364 1 1 UP

ENSGALT00000084879 ENSGALT00000084879 Z:73956995-74502371 1632 0,0310084 0,00912124 3,399581636 1 1 UP

ENSGALT00000084876 ENSGALT00000084876 Z:53854732-53857376 1578 0,0613629 0,0725594 0,845691943 1 1 DOWN

ENSGALT00000084865 ENSGALT00000084865 4:78815126-78828307 922 0,369748 0,805842 0,458834362 1 1 DOWN

ENSGALT00000084856 ENSGALT00000084856 AADN04006685.1:470-9534 2130 4,11761 4,34699 0,947232453 1 1 DOWN

ENSGALT00000084853 ENSGALT00000084853 AADN04012213.1:33-7381 2397 1,14091 1,22942 0,928006702 1 1 DOWN

ENSGALT00000084829 ENSGALT00000084829 AADN04002455.1:1450-3328 1256 3,32953 4,01803 0,828647372 1 1 DOWN

ENSGALT00000084818 ENSGALT00000084818 AADN04017227.1:919-2852 638 0,528264 0,994294 0,531295573 1 1 DOWN

ENSGALT00000084817 ENSGALT00000084817 KQ759578.1:3178-20647 2727 0,220722 0,241693 0,913232903 1 1 DOWN

ENSGALT00000084798 ENSGALT00000084798 AADN04019446.1:20-2283 2117 6,28284 7,32733 0,857452851 1 1 DOWN

ENSGALT00000084797 ENSGALT00000084797 KQ759405.1:12086-13353 865 0,598184 0,0639302 9,356829792 1 1 UP

ENSGALT00000084792 ENSGALT00000084792 AADN04020337.1:85-2212 1567 0,11751 0,0437764 2,68432306 1 1 UP

ENSGALT00000084780 ENSGALT00000084780 AADN04001687.1:5445-9471 1206 0,32815 0,704211 0,465982497 1 1 DOWN

ENSGALT00000084772 ENSGALT00000084772 AADN04007808.1:52-10689 1683 7,04305 7,99864 0,88053094 1 1 DOWN

ENSGALT00000084769 ENSGALT00000084769 AADN04001641.1:17576-20663 1027 0,0731395 0,0494428 1,479275041 1 1 UP

ENSGALT00000084768 ENSGALT00000084768 AADN04002958.1:3560-15169 4044 0,877738 1,2162 0,721705312 1 1 DOWN

ENSGALT00000084766 ENSGALT00000084766 AADN04002906.1:2198-3893 1286 0,0485035 1,00E-05 4850,35 1 1 UP

ENSGALT00000084699 ENSGALT00000084699 AADN04019797.1:72-3294 987 0,325481 0,276709 1,176257368 1 1 UP

ENSGALT00000084697 ENSGALT00000084697 KQ759531.1:6338-38837 599 0,149486 0,0499827 2,990754801 1 1 UP

ENSGALT00000084684 ENSGALT00000084684 1:74112612-74296685 1151 0,787139 1,02174 0,770390706 1 1 DOWN

ENSGALT00000084683 ENSGALT00000084683 Z:70205472-70211427 1156 0,0931659 0,0848906 1,097481936 1 1 UP

ENSGALT00000084681 ENSGALT00000084681 AADN04011222.1:4429-8043 3152 0,0471304 0,00834107 5,650402167 1 1 UP

ENSGALT00000084678 ENSGALT00000084678 AADN04011175.1:3836-5947 2015 0,0165929 0,0118963 1,39479502 1 1 UP

ENSGALT00000084665 ENSGALT00000084665 W:99099-4715155 2041 0,321381 0,433907 0,740667931 1 1 DOWN

ENSGALT00000084662 ENSGALT00000084662 AADN04003206.1:14867-17527 1126 0,42762 0,316732 1,3501004 1 1 UP

ENSGALT00000084615 ENSGALT00000084615 AADN04008704.1:6254-10046 1662 1,92355 1,45773 1,319551632 1 1 UP

ENSGALT00000084580 ENSGALT00000084580 W:99099-4715155 2047 0,277366 0,436829 0,634953265 1 1 DOWN

ENSGALT00000084554 ENSGALT00000084554 1:132561118-132564698 1725 0,0910441 1,19746 0,076031016 1 1 DOWN

ENSGALT00000084545 ENSGALT00000084545 AADN04000990.1:18141-19717 1300 2,72569 3,6154 0,753911047 1 1 DOWN

ENSGALT00000084543 ENSGALT00000084543 KQ759554.1:574-20956 1861 0,055877 0,0292628 1,909489181 1 1 UP

ENSGALT00000084536 ENSGALT00000084536 AADN04014987.1:20-5794 4547 0,229101 0,368342 0,62197903 1 1 DOWN

ENSGALT00000084520 ENSGALT00000084520 AADN04001038.1:4536-6633 1733 0,0211372 0,012037 1,756018942 1 1 UP

ENSGALT00000084515 ENSGALT00000084515 AADN04006685.1:470-9534 1965 0,745817 0,504465 1,478431606 1 1 UP

ENSGALT00000084507 ENSGALT00000084507 AADN04012718.1:4096-7070 2538 0,0339442 0,103816 0,326965015 1 1 DOWN

ENSGALT00000084477 ENSGALT00000084477 AADN04013879.1:79-4985 2089 0,0493689 0,103968 0,474847068 1 1 DOWN

ENSGALT00000084466 ENSGALT00000084466 1:178714496-178716429 1223 3,55651 3,1335 1,134996011 1 1 UP

ENSGALT00000084462 ENSGALT00000084462 AADN04000628.1:64106-78980 1130 0,0261319 0,0602686 0,433590626 1 1 DOWN

ENSGALT00000084460 ENSGALT00000084460 AADN04006811.1:1161-7146 1344 0,355917 0,42527 0,836920074 1 1 DOWN

ENSGALT00000084456 ENSGALT00000084456 AADN04012719.1:5317-6548 758 0,137812 0,0296414 4,649308062 1 1 UP

ENSGALT00000084432 ENSGALT00000084432 AADN04005233.1:3729-6560 458 0,0720171 0,532551 0,135230429 1 1 DOWN

ENSGALT00000084429 ENSGALT00000084429 AADN04012212.1:4602-7382 1721 0,0358937 0,0223568 1,605493631 1 1 UP

ENSGALT00000084420 ENSGALT00000084420 Z:73542641-73844276 923 1,00E-05 0,0893845 0,000111876 1 1 DOWN

ENSGALT00000084419 ENSGALT00000084419 W:99099-4715155 2540 0,0558632 0,0902256 0,619150219 1 1 DOWN

ENSGALT00000084401 ENSGALT00000084401 5:47004883-47010833 1151 0,0391307 0,0152894 2,559335226 1 1 UP

ENSGALT00000084389 ENSGALT00000084389 AADN04000628.1:3930-4842 377 0,108955 0,209636 0,519734206 1 1 DOWN

ENSGALT00000084367 ENSGALT00000084367 AADN04019151.1:2954-3574 378 0,426563 0,560553 0,760968187 1 1 DOWN

ENSGALT00000084366 ENSGALT00000084366 6:28152402-28158119 1908 0,0357447 0,047683 0,749631944 1 1 DOWN

ENSGALT00000084355 ENSGALT00000084355 AADN04001405.1:3940-5847 1099 1,00E-05 0,0717049 0,00013946 1 1 DOWN

ENSGALT00000084340 ENSGALT00000084340 Z:21884943-21885558 485 1,00E-05 0,25 4,00E-05 1 1 DOWN

ENSGALT00000084338 ENSGALT00000084338 1:77770652-77789930 1945 0,0186688 0,0487522 0,382932463 1 1 DOWN

ENSGALT00000084290 ENSGALT00000084290 AADN04018216.1:20-4052 1576 0,0685988 0,103227 0,664543191 1 1 DOWN

ENSGALT00000084279 ENSGALT00000084279 AADN04001595.1:5740-8731 1593 0,103876 8,49E-07 122402,9035 1 1 UP

ENSGALT00000084276 ENSGALT00000084276 17:2444704-2454891 2539 1,31231 1,7822 0,736342722 1 1 DOWN

ENSGALT00000084269 ENSGALT00000084269 AADN04013206.1:20-5798 810 0,999202 1,17448 0,850761188 1 1 DOWN

ENSGALT00000084267 ENSGALT00000084267 AADN04009981.1:7168-9021 1144 0,0727433 0,254461 0,285872098 1 1 DOWN

ENSGALT00000084238 ENSGALT00000084238 AADN04012662.1:20-7075 3393 1,37738 1,20148 1,14640277 1 1 UP

ENSGALT00000084237 ENSGALT00000084237 Z:21007929-21296657 1033 2,71085 2,82416 0,959878336 1 1 DOWN

ENSGALT00000084232 ENSGALT00000084232 25:2368226-2727336 4583 2,52247 3,28277 0,768396811 1 1 DOWN

ENSGALT00000084219 ENSGALT00000084219 Z:20524892-20533435 1220 0,0771822 0,0267336 2,887085914 1 1 UP

ENSGALT00000084213 ENSGALT00000084213 AADN04001833.1:16682-22572 2291 0,500193 0,501562 0,997270527 1 1 DOWN

ENSGALT00000084207 ENSGALT00000084207 AADN04013547.1:3721-6510 1150 0,0170329 0,0359447 0,473864019 1 1 DOWN

ENSGALT00000084193 ENSGALT00000084193 AADN04013418.1:313-3527 637 0,248931 1,00E-05 24893,1 1 1 UP

ENSGALT00000084185 ENSGALT00000084185 AADN04004934.1:20-3134 1350 0,128933 0,136614 0,943775894 1 1 DOWN

ENSGALT00000084178 ENSGALT00000084178 AADN04004547.1:6207-9050 457 0,239669 0,151041 1,586781073 1 1 UP

ENSGALT00000084168 ENSGALT00000084168 KQ759534.1:78975-81328 1558 0,0759977 0,0654377 1,161374865 1 1 UP

ENSGALT00000084160 ENSGALT00000084160 AADN04016919.1:2334-4607 751 0,0440774 0,0649824 0,678297508 1 1 DOWN

ENSGALT00000084157 ENSGALT00000084157 AADN04006951.1:243-4416 2244 4,37309 4,58392 0,954006614 1 1 DOWN

ENSGALT00000084150 ENSGALT00000084150 AADN04000802.1:19164-52362 1588 0,0316995 0,222026 0,142773819 1 1 DOWN

ENSGALT00000084142 ENSGALT00000084142 AADN04012442.1:113-7100 1646 3,36987 3,59029 0,938606631 1 1 DOWN

ENSGALT00000084130 ENSGALT00000084130 AADN04009950.1:243-8451 914 0,659331 1,2502 0,527380419 1 1 DOWN

ENSGALT00000084120 ENSGALT00000084120 AADN04017266.1:20-4417 1110 0,141787 0,289343 0,490030863 1 1 DOWN

ENSGALT00000084105 ENSGALT00000084105 28:2793653-2796513 2386 1,05914 1,23106 0,860347993 1 1 DOWN

ENSGALT00000084088 ENSGALT00000084088 AADN04000968.1:3397-9114 1908 0,0290812 0,0265449 1,095547544 1 1 UP

ENSGALT00000084082 ENSGALT00000084082 AADN04013958.1:2411-4391 611 1,13201 1,92997 0,586542796 1 1 DOWN

ENSGALT00000084064 ENSGALT00000084064 AADN04006156.1:74-8311 1378 0,110866 0,173963 0,637296437 1 1 DOWN

ENSGALT00000084054 ENSGALT00000084054 AADN04002097.1:12757-15837 1024 0,347066 0,273058 1,271033993 1 1 UP

ENSGALT00000084049 ENSGALT00000084049 AADN04013700.1:20-6523 4654 0,0318693 0,0124813 2,553363832 1 1 UP

ENSGALT00000084047 ENSGALT00000084047 Z:45985833-45987796 1433 0,0823622 0,0994927 0,827821539 1 1 DOWN

ENSGALT00000084022 ENSGALT00000084022 W:99099-4715155 970 0,0633623 1,00E-05 6336,23 1 1 UP

ENSGALT00000084021 ENSGALT00000084021 AADN04001403.1:14572-19235 1077 0,0303607 0,0193174 1,571676313 1 1 UP

ENSGALT00000084017 ENSGALT00000084017 1:40204800-40505268 1457 0,0130888 0,107552 0,121697411 1 1 DOWN

ENSGALT00000083986 ENSGALT00000083986 AADN04006285.1:1634-3544 984 0,0709911 1,01E-06 70037,19343 1 1 UP

ENSGALT00000083969 ENSGALT00000083969 AADN04002586.1:4689-6132 1275 0,108148 0,0882033 1,226121925 1 1 UP

ENSGALT00000083962 ENSGALT00000083962 W:99099-4715155 471 1,14237 1,25264 0,91196992 1 1 DOWN

ENSGALT00000083947 ENSGALT00000083947 AADN04012662.1:20-7075 4759 0,0212755 0,0175144 1,214743297 1 1 UP

ENSGALT00000083929 ENSGALT00000083929 3:84306205-84498020 1569 0,0675183 0,0712372 0,947795534 1 1 DOWN

ENSGALT00000083924 ENSGALT00000083924 AADN04016647.1:729-4852 828 4,15534 4,23522 0,981139114 1 1 DOWN

ENSGALT00000083918 ENSGALT00000083918 AADN04001036.1:20730-25260 1902 0,0530094 0,016738 3,167009201 1 1 UP

ENSGALT00000083909 ENSGALT00000083909 AADN04017115.1:20-2969 2296 0,25585 0,196064 1,304931043 1 1 UP

ENSGALT00000083893 ENSGALT00000083893 AADN04002635.1:20-3176 998 0,595997 0,869186 0,685695582 1 1 DOWN

ENSGALT00000083837 ENSGALT00000083837 W:99099-4715155 2049 0,0768522 0,0669455 1,147981567 1 1 UP

ENSGALT00000083832 ENSGALT00000083832 AADN04020799.1:117-2055 1728 0,0369999 0,0264611 1,398275204 1 1 UP

ENSGALT00000083826 ENSGALT00000083826 AADN04016613.1:2725-4532 1311 0,146924 5,28E-08 2781550,485 1 1 UP

ENSGALT00000083771 ENSGALT00000083771 AADN04013502.1:77-3530 462 0,388951 0,550894 0,706036007 1 1 DOWN

ENSGALT00000083769 ENSGALT00000083769 KQ759446.1:7802-12455 1471 1,25041 1,05039 1,190424509 1 1 UP

ENSGALT00000083768 ENSGALT00000083768 KQ759382.1:72-5525 2068 0,190536 0,171697 1,10972236 1 1 UP

ENSGALT00000083762 ENSGALT00000083762 AADN04006357.1:2602-6905 1904 0,052157 0,00825163 6,320811767 1 1 UP

ENSGALT00000083746 ENSGALT00000083746 AADN04001478.1:4630-10347 1331 0,0470809 2,41E-06 19565,1939 1 1 UP

ENSGALT00000083720 ENSGALT00000083720 AADN04001474.1:2903-8254 2721 0,211048 0,148695 1,41933488 1 1 UP

ENSGALT00000083715 ENSGALT00000083715 AADN04016119.1:333-1545 413 0,268532 0,128921 2,082918997 1 1 UP

ENSGALT00000083688 ENSGALT00000083688 AADN04022469.1:579-1944 604 1,00E-05 0,203212 4,92E-05 1 1 DOWN

ENSGALT00000083683 ENSGALT00000083683 27:1712450-1754711 1094 2,35953 3,39897 0,69418971 1 1 DOWN

ENSGALT00000083682 ENSGALT00000083682 AADN04018973.1:47-3692 2936 0,444636 0,570154 0,779852461 1 1 DOWN

ENSGALT00000083673 ENSGALT00000083673 AADN04008281.1:1314-2409 1061 0,0198334 0,0966324 0,20524586 1 1 DOWN

ENSGALT00000083670 ENSGALT00000083670 Z:17232355-17237078 799 0,0816328 1,00E-05 8163,28 1 1 UP

ENSGALT00000083664 ENSGALT00000083664 AADN04016394.1:2045-2947 476 0,207769 1,00E-05 20776,9 1 1 UP

ENSGALT00000083658 ENSGALT00000083658 Z:27142054-27176200 540 0,663326 1,32313 0,501330935 1 1 DOWN

ENSGALT00000083643 ENSGALT00000083643 Z:73956995-74502371 1039 1,00E-05 0,0543735 0,000183913 1 1 DOWN

ENSGALT00000083633 ENSGALT00000083633 KQ759707.1:814-6252 1893 0,618912 1,21055 0,511265127 1 1 DOWN

ENSGALT00000083620 ENSGALT00000083620 AADN04005338.1:3227-11845 726 0,137668 0,174604 0,788458455 1 1 DOWN

ENSGALT00000083606 ENSGALT00000083606 AADN04003132.1:2131-15903 1236 2,28953 2,1048 1,087766059 1 1 UP

ENSGALT00000083590 ENSGALT00000083590 12:3256968-3265011 1100 0,390886 0,444077 0,880221223 1 1 DOWN

ENSGALT00000083576 ENSGALT00000083576 AADN04011292.1:20-3281 1325 0,294045 0,128458 2,289036105 1 1 UP

ENSGALT00000083538 ENSGALT00000083538 W:99099-4715155 949 0,133648 0,0960813 1,390988673 1 1 UP

ENSGALT00000083528 ENSGALT00000083528 KQ759463.1:8109-13998 3415 0,892314 0,828523 1,076993638 1 1 UP

ENSGALT00000083521 ENSGALT00000083521 W:99099-4715155 1085 0,0829907 0,107418 0,772595841 1 1 DOWN

ENSGALT00000083513 ENSGALT00000083513 13:10476545-10549499 1526 0,0639267 0,136167 0,46947278 1 1 DOWN

ENSGALT00000083505 ENSGALT00000083505 AADN04017201.1:20-4564 1113 0,216322 0,140567 1,538924499 1 1 UP

ENSGALT00000083477 ENSGALT00000083477 AADN04017075.1:1887-4623 686 0,855747 1,08832 0,786300904 1 1 DOWN

ENSGALT00000083474 ENSGALT00000083474 AADN04017036.1:3348-4636 625 0,512857 0,302765 1,693911119 1 1 UP

ENSGALT00000083470 ENSGALT00000083470 2:72613464-72619037 1150 0,0229558 0,032375 0,709059459 1 1 DOWN

ENSGALT00000083452 ENSGALT00000083452 14:6484400-6486616 1665 0,0189181 0,0438527 0,431401031 1 1 DOWN

ENSGALT00000083424 ENSGALT00000083424 KQ759531.1:6338-38837 1909 1,00E-05 0,044129 0,000226608 1 1 DOWN

ENSGALT00000083403 ENSGALT00000083403 W:99099-4715155 2040 0,109768 0,171326 0,640696684 1 1 DOWN

ENSGALT00000083388 ENSGALT00000083388 AADN04007060.1:6034-10113 1134 0,536679 0,680743 0,788372411 1 1 DOWN

ENSGALT00000083384 ENSGALT00000083384 AADN04013502.1:77-3530 1031 0,368915 0,406354 0,907866048 1 1 DOWN

ENSGALT00000083378 ENSGALT00000083378 KQ759489.1:10088-26674 1327 0,0870748 0,113102 0,769878517 1 1 DOWN

ENSGALT00000083376 ENSGALT00000083376 AADN04017309.1:2067-3191 528 2,77854 2,42533 1,14563379 1 1 UP

ENSGALT00000083371 ENSGALT00000083371 1:153734225-153746342 1376 0,303427 1,73505 0,174880839 1 1 DOWN

ENSGALT00000083360 ENSGALT00000083360 KQ759636.1:3202-11925 3574 5,1574 6,51384 0,791760313 1 1 DOWN

ENSGALT00000083356 ENSGALT00000083356 AADN04021729.1:29-2322 969 0,257391 0,123459 2,084829782 1 1 UP

ENSGALT00000083354 ENSGALT00000083354 22:816279-824397 2841 0,230125 0,429688 0,535563013 1 1 DOWN

ENSGALT00000083352 ENSGALT00000083352 1:183531414-184134793 1158 0,0522778 3,20E-06 16342,02152 1 1 UP

ENSGALT00000083337 ENSGALT00000083337 AADN04002909.1:2375-10489 2100 0,784111 1,04296 0,751813109 1 1 DOWN

ENSGALT00000083329 ENSGALT00000083329 W:99099-4715155 2047 0,179513 0,13643 1,315788316 1 1 UP

ENSGALT00000083317 ENSGALT00000083317 AADN04013704.1:20-6475 671 5,35304 5,68038 0,942373574 1 1 DOWN

ENSGALT00000083301 ENSGALT00000083301 AADN04012213.1:33-7381 2439 0,012088 0,0300804 0,401856358 1 1 DOWN

ENSGALT00000083282 ENSGALT00000083282 W:99099-4715155 911 0,328677 0,0881206 3,729854313 1 1 UP

ENSGALT00000083266 ENSGALT00000083266 AADN04006957.1:6195-9246 460 0,699474 0,308831 2,264908639 1 1 UP

ENSGALT00000083264 ENSGALT00000083264 W:99099-4715155 1925 0,0712161 0,102528 0,694601475 1 1 DOWN

ENSGALT00000083250 ENSGALT00000083250 AADN04015190.1:335-5314 799 0,778199 0,942415 0,825749802 1 1 DOWN

ENSGALT00000083238 ENSGALT00000083238 2:134267680-134321609 1228 1,00E-05 0,0654778 0,000152724 1 1 DOWN

ENSGALT00000083227 ENSGALT00000083227 4:18795607-18803919 825 0,0526157 0,0441477 1,191810672 1 1 UP

ENSGALT00000083220 ENSGALT00000083220 AADN04003350.1:4399-14653 4231 0,589599 1,95E-21 3,03E+20 1 1 UP

ENSGALT00000083211 ENSGALT00000083211 1:160244260-161173427 1605 0,0155331 0,0235868 0,658550545 1 1 DOWN

ENSGALT00000083209 ENSGALT00000083209 W:99099-4715155 2042 0,639025 1,30227 0,490700853 1 1 DOWN

ENSGALT00000083205 ENSGALT00000083205 KQ759548.1:21606-25552 1322 0,618862 0,350728 1,764506968 1 1 UP

ENSGALT00000083194 ENSGALT00000083194 W:99099-4715155 940 0,359992 0,455574 0,790194348 1 1 DOWN

ENSGALT00000083193 ENSGALT00000083193 AADN04002253.1:20-2321 1089 1,83064 1,7258 1,060748638 1 1 UP

ENSGALT00000083192 ENSGALT00000083192 27:1712450-1754711 4592 0,18137 0,299536 0,605503178 1 1 DOWN

ENSGALT00000083175 ENSGALT00000083175 AADN04023171.1:162-1145 913 0,0621568 0,131577 0,472398672 1 1 DOWN

ENSGALT00000083173 ENSGALT00000083173 W:99099-4715155 2046 0,846426 1,3246 0,639004983 1 1 DOWN

ENSGALT00000083158 ENSGALT00000083158 AADN04019842.1:779-3227 941 3,28587 3,17439 1,035118558 1 1 UP

ENSGALT00000083153 ENSGALT00000083153 AADN04012236.1:41-7237 3995 0,104877 0,0632701 1,657607622 1 1 UP

ENSGALT00000083152 ENSGALT00000083152 16:382891-626721 748 0,623755 0,563779 1,106382111 1 1 UP

ENSGALT00000083151 ENSGALT00000083151 AADN04012483.1:513-7205 2672 0,288791 0,241484 1,195901178 1 1 UP

ENSGALT00000083122 ENSGALT00000083122 AADN04006810.1:130-10668 1795 0,176385 0,128347 1,374282219 1 1 UP

ENSGALT00000083117 ENSGALT00000083117 AADN04012661.1:20-6520 1644 0,424131 0,428441 0,989940272 1 1 DOWN

ENSGALT00000083116 ENSGALT00000083116 KQ759580.1:10538-15313 2690 0,225899 0,172605 1,308762782 1 1 UP

ENSGALT00000083114 ENSGALT00000083114 AADN04005945.1:3807-8508 2069 0,310575 0,387066 0,802382539 1 1 DOWN

ENSGALT00000083071 ENSGALT00000083071 8:4543996-4654131 416 0,460583 0,159867 2,881038613 1 1 UP

ENSGALT00000083064 ENSGALT00000083064 AADN04017023.1:1704-3479 1583 1,00E-05 0,0508079 0,00019682 1 1 DOWN

ENSGALT00000083025 ENSGALT00000083025 AADN04013493.1:2842-6596 2590 0,0442992 0,289272 0,153140297 1 1 DOWN

ENSGALT00000083007 ENSGALT00000083007 26:2211495-2216281 816 0,0849954 1,00E-05 8499,54 1 1 UP

ENSGALT00000082969 ENSGALT00000082969 6:12226992-12587523 1381 0,195536 0,0375309 5,210000293 1 1 UP

ENSGALT00000082951 ENSGALT00000082951 6:24198573-24206632 1597 0,143875 0,296897 0,484595668 1 1 DOWN

ENSGALT00000082943 ENSGALT00000082943 4:54694734-54754695 1082 0,0190853 0,0699216 0,27295285 1 1 DOWN

ENSGALT00000082916 ENSGALT00000082916 AADN04012248.1:20-7352 4668 0,110257 0,145997 0,755200449 1 1 DOWN

ENSGALT00000082894 ENSGALT00000082894 1:68060451-68062024 1069 2,4004 2,16741 1,107496966 1 1 UP

ENSGALT00000082880 ENSGALT00000082880 11:10156094-10276444 1010 6,99625 6,82606 1,024932391 1 1 UP

ENSGALT00000082879 ENSGALT00000082879 10:12346782-12351763 1199 0,0318978 0,0655512 0,486608941 1 1 DOWN

ENSGALT00000082845 ENSGALT00000082845 AADN04001010.1:23667-26756 1270 0,160031 0,146311 1,093772854 1 1 UP

ENSGALT00000082843 ENSGALT00000082843 AADN04023618.1:228-1277 751 1,00E-05 0,0436739 0,00022897 1 1 DOWN

ENSGALT00000082832 ENSGALT00000082832 19:1325945-1326904 780 2,29824 2,64424 0,869149548 1 1 DOWN

ENSGALT00000082806 ENSGALT00000082806 4:89594619-89607834 942 0,0217263 0,0684335 0,317480474 1 1 DOWN

ENSGALT00000082792 ENSGALT00000082792 1:76458737-76463188 713 0,128432 0,203913 0,629837235 1 1 DOWN

ENSGALT00000082740 ENSGALT00000082740 AADN04024567.1:20-1355 1178 0,0696563 0,0735608 0,946921458 1 1 DOWN

ENSGALT00000082723 ENSGALT00000082723 AADN04006821.1:20-11702 2540 0,696453 0,561517 1,240306171 1 1 UP

ENSGALT00000082700 ENSGALT00000082700 12:19784605-19912726 519 0,0451372 0,17976 0,251097018 1 1 DOWN

ENSGALT00000082688 ENSGALT00000082688 AADN04000704.1:70101-77227 664 0,082242 0,278213 0,295608041 1 1 DOWN

ENSGALT00000082686 ENSGALT00000082686 AADN04013717.1:20-3236 1510 0,213544 0,110648 1,92993999 1 1 UP

ENSGALT00000082646 ENSGALT00000082646 AADN04002509.1:20-1216 849 0,164913 0,105266 1,566631201 1 1 UP

ENSGALT00000082628 ENSGALT00000082628 AADN04023463.1:20-1409 760 0,122573 0,0554401 2,21090871 1 1 UP

ENSGALT00000082588 ENSGALT00000082588 AADN04002782.1:6977-12325 1090 1,86231 1,15014 1,61920288 1 1 UP

ENSGALT00000082559 ENSGALT00000082559 7:17356821-17366025 894 0,320885 0,0303185 10,58380197 1 1 UP

ENSGALT00000082549 ENSGALT00000082549 AADN04006473.1:7476-11379 2214 0,0067814 0,0156752 0,432619679 1 1 DOWN

ENSGALT00000082528 ENSGALT00000082528 2:115733192-115742985 1173 0,125046 0,156482 0,799107885 1 1 DOWN

ENSGALT00000082515 ENSGALT00000082515 AADN04012065.1:5626-7482 949 1,98263 1,51867 1,305504158 1 1 UP

ENSGALT00000082497 ENSGALT00000082497 5:50385500-50386736 724 2,41038 2,26789 1,062829326 1 1 UP

ENSGALT00000082488 ENSGALT00000082488 AADN04002828.1:1853-4521 492 1,00E-05 0,214104 4,67E-05 1 1 DOWN

ENSGALT00000082473 ENSGALT00000082473 AADN04012883.1:37-6966 5288 2,80996 3,1935 0,879899796 1 1 DOWN

ENSGALT00000082472 ENSGALT00000082472 AADN04003206.1:1693-12084 464 1,00E-05 0,200888 4,98E-05 1 1 DOWN

ENSGALT00000082461 ENSGALT00000082461 AADN04001922.1:20-9472 891 0,245261 0,150321 1,631581748 1 1 UP

ENSGALT00000082439 ENSGALT00000082439 AADN04024593.1:20-6098 2496 0,0812212 0,148762 0,545980828 1 1 DOWN

ENSGALT00000082433 ENSGALT00000082433 AADN04012897.1:27-6963 4085 0,0193759 0,014654 1,322226013 1 1 UP

ENSGALT00000082407 ENSGALT00000082407 AADN04004476.1:224-14443 2288 0,157147 0,207819 0,756172439 1 1 DOWN

ENSGALT00000082391 ENSGALT00000082391 AADN04020482.1:43-1180 1078 0,0270791 0,130912 0,206849639 1 1 DOWN

ENSGALT00000082360 ENSGALT00000082360 1:15275366-15280650 1398 0,377288 0,251487 1,50022864 1 1 UP

ENSGALT00000082312 ENSGALT00000082312 1:174026037-174028983 981 0,184019 0,254751 0,722348489 1 1 DOWN

ENSGALT00000082310 ENSGALT00000082310 14:13900350-13902366 1966 0,291318 0,20423 1,426421192 1 1 UP

ENSGALT00000082300 ENSGALT00000082300 AADN04008748.1:1420-2390 690 1,00E-05 0,132336 7,56E-05 1 1 DOWN

ENSGALT00000082292 ENSGALT00000082292 AADN04002636.1:16062-18557 466 0,214468 0,226264 0,947866209 1 1 DOWN

ENSGALT00000082270 ENSGALT00000082270 1:176317856-176335182 516 0,287976 0,00151494 190,0906967 1 1 UP

ENSGALT00000082266 ENSGALT00000082266 AADN04003884.1:543-2551 1549 0,00353978 0,14539 0,024346791 1 1 DOWN

ENSGALT00000082264 ENSGALT00000082264 1:47513532-47631233 772 0,142757 0,207171 0,689078105 1 1 DOWN

ENSGALT00000082220 ENSGALT00000082220 AADN04022737.1:99-1807 1425 0,928258 1,56122 0,594572194 1 1 DOWN

ENSGALT00000082212 ENSGALT00000082212 AADN04001411.1:2281-8005 1478 0,067133 0,0528371 1,270565569 1 1 UP

ENSGALT00000082197 ENSGALT00000082197 AADN04007075.1:3130-9966 1283 0,446967 0,370904 1,205074628 1 1 UP

ENSGALT00000082192 ENSGALT00000082192 24:6271457-6272953 731 0,588674 1,22418 0,480872094 1 1 DOWN

ENSGALT00000082119 ENSGALT00000082119 AADN04017758.1:2195-4276 1299 2,2364 2,99332 0,747130277 1 1 DOWN

ENSGALT00000082112 ENSGALT00000082112 AADN04001257.1:22249-23400 950 0,150676 0,0712376 2,115118982 1 1 UP

ENSGALT00000082087 ENSGALT00000082087 KQ759612.1:8343-13686 513 0,19897 0,197132 1,009323702 1 1 UP

ENSGALT00000082080 ENSGALT00000082080 AADN04002896.1:4077-7600 1921 0,0851509 0,0383235 2,221897791 1 1 UP

ENSGALT00000082011 ENSGALT00000082011 AADN04014979.1:2231-3982 1421 0,193536 0,258313 0,749230585 1 1 DOWN

ENSGALT00000081979 ENSGALT00000081979 AADN04013329.1:38-6709 1579 0,0666279 0,0926546 0,719099753 1 1 DOWN

ENSGALT00000081972 ENSGALT00000081972 1:72280284-72281347 972 0,34544 0,393915 0,876940457 1 1 DOWN

ENSGALT00000081971 ENSGALT00000081971 7:16782765-16862730 1574 0,0721467 0,0285717 2,525110511 1 1 UP

ENSGALT00000081954 ENSGALT00000081954 AADN04005015.1:5514-6381 659 2,37037 2,761 0,858518653 1 1 DOWN

ENSGALT00000081931 ENSGALT00000081931 3:22114002-22175004 1259 0,0816679 0,0980635 0,832806294 1 1 DOWN

ENSGALT00000081886 ENSGALT00000081886 AADN04013309.1:3056-6592 501 1,0101 1,23443 0,818272401 1 1 DOWN

ENSGALT00000081866 ENSGALT00000081866 AADN04006821.1:20-11702 1016 0,0613895 0,0224097 2,739416413 1 1 UP

ENSGALT00000081853 ENSGALT00000081853 AADN04000662.1:67354-95948 2586 73,017 74,1056 0,985310152 1 1 DOWN

ENSGALT00000081845 ENSGALT00000081845 KQ759594.1:23-3722 3131 0,0817893 0,0919722 0,889282849 1 1 DOWN

ENSGALT00000081832 ENSGALT00000081832 KQ759590.1:4869-9834 1338 0,178548 0,745238 0,239585206 1 1 DOWN

ENSGALT00000081830 ENSGALT00000081830 33:1165429-1165915 379 1,13165 2,55502 0,442912384 1 1 DOWN

ENSGALT00000081818 ENSGALT00000081818 AADN04012209.1:38-3051 2584 0,235737 0,189454 1,244296769 1 1 UP

ENSGALT00000081779 ENSGALT00000081779 AADN04006022.1:113-4736 2883 0,765158 0,728408 1,050452494 1 1 UP

ENSGALT00000081745 ENSGALT00000081745 4:19392906-19563891 720 0,123288 0,0476352 2,588170093 1 1 UP

ENSGALT00000081725 ENSGALT00000081725 AADN04017101.1:20-4129 3601 1,76804 2,12099 0,83359186 1 1 DOWN

ENSGALT00000081708 ENSGALT00000081708 AADN04003829.1:293-11428 5333 0,0834904 0,0881045 0,947629236 1 1 DOWN

ENSGALT00000081704 ENSGALT00000081704 AADN04002587.1:11884-15962 2208 0,053521 0,113861 0,470055594 1 1 DOWN

ENSGALT00000081698 ENSGALT00000081698 AADN04016429.1:20-3376 2667 0,578471 0,271901 2,127505967 1 1 UP

ENSGALT00000081678 ENSGALT00000081678 AADN04002513.1:1710-9547 2947 0,0612647 0,0158325 3,869553134 1 1 UP

ENSGALT00000081664 ENSGALT00000081664 AADN04003456.1:9852-13034 2039 0,174891 0,164176 1,065265325 1 1 UP

ENSGALT00000081613 ENSGALT00000081613 2:35199435-35222510 483 0,295011 1,00E-05 29501,1 1 1 UP

ENSGALT00000081600 ENSGALT00000081600 AADN04001057.1:3396-31692 2273 0,0255109 1,00E-05 2551,09 1 1 UP

ENSGALT00000081586 ENSGALT00000081586 KQ759423.1:2917-3833 567 0,0536928 0,281321 0,190859552 1 1 DOWN

ENSGALT00000081558 ENSGALT00000081558 AADN04002253.1:9654-20314 1238 0,214057 0,391139 0,547265806 1 1 DOWN

ENSGALT00000081555 ENSGALT00000081555 10:10346142-10355220 569 0,827098 1,03838 0,796527283 1 1 DOWN

ENSGALT00000081533 ENSGALT00000081533 AADN04005337.1:11058-13574 1112 1,00E-05 0,0877328 0,000113982 1 1 DOWN

ENSGALT00000081530 ENSGALT00000081530 3:55408938-55413410 1552 0,320572 0,241612 1,32680496 1 1 UP

ENSGALT00000081514 ENSGALT00000081514 AADN04015149.1:239-5630 2416 0,0130322 0,0334139 0,390023314 1 1 DOWN

ENSGALT00000081451 ENSGALT00000081451 AADN04006094.1:20-2848 1721 0,0129598 0,047323 0,273858378 1 1 DOWN

ENSGALT00000081433 ENSGALT00000081433 AADN04003029.1:202-16378 615 0,0773815 0,277819 0,278532066 1 1 DOWN

ENSGALT00000081421 ENSGALT00000081421 8:13463305-13561661 1608 0,0962238 0,0265366 3,626078699 1 1 UP

ENSGALT00000081409 ENSGALT00000081409 3:31764622-31794056 2311 0,0210316 0,01824 1,153048246 1 1 UP

ENSGALT00000081379 ENSGALT00000081379 AADN04002097.1:12757-15837 1019 0,949545 0,991172 0,958002244 1 1 DOWN

ENSGALT00000081333 ENSGALT00000081333 27:4028267-4029306 403 4,90569 5,03917 0,973511511 1 1 DOWN

ENSGALT00000081331 ENSGALT00000081331 5:31231182-31233038 1075 0,132365 0,177945 0,743853438 1 1 DOWN

ENSGALT00000081327 ENSGALT00000081327 4:28160837-28173463 2146 0,0644262 0,135174 0,476616805 1 1 DOWN

ENSGALT00000081317 ENSGALT00000081317 5:3879137-3985663 851 0,108569 0,0988686 1,098114063 1 1 UP

ENSGALT00000081293 ENSGALT00000081293 AADN04002852.1:10235-13341 1274 0,0388431 0,0163334 2,378139273 1 1 UP

ENSGALT00000081266 ENSGALT00000081266 8:25249281-25250102 479 1,59755 2,03441 0,785264524 1 1 DOWN

ENSGALT00000081256 ENSGALT00000081256 AADN04004880.1:1697-4152 2263 0,0721608 0,0166358 4,337681386 1 1 UP

ENSGALT00000081255 ENSGALT00000081255 21:926782-957410 984 0,413418 0,44995 0,918808757 1 1 DOWN

ENSGALT00000081217 ENSGALT00000081217 KQ759616.1:2967-13735 5258 0,153411 0,132701 1,156065139 1 1 UP

ENSGALT00000081182 ENSGALT00000081182 23:5495958-5502716 1268 0,684418 0,808972 0,846034226 1 1 DOWN

ENSGALT00000081177 ENSGALT00000081177 AADN04017042.1:2055-3868 1079 0,0215712 0,0308066 0,700213591 1 1 DOWN

ENSGALT00000081149 ENSGALT00000081149 1:48153406-48159535 1317 0,0361833 0,015936 2,270538404 1 1 UP

ENSGALT00000081134 ENSGALT00000081134 AADN04016313.1:20-2891 1405 0,0685195 0,33931 0,201937756 1 1 DOWN

ENSGALT00000081113 ENSGALT00000081113 12:54564-65889 1302 0,162489 0,00933474 17,40691224 1 1 UP

ENSGALT00000081009 ENSGALT00000081009 AADN04006554.1:2388-11027 2419 0,352016 0,349731 1,006533593 1 1 UP

ENSGALT00000080990 ENSGALT00000080990 AADN04002896.1:4077-7600 1849 0,536959 0,236914 2,266472222 1 1 UP

ENSGALT00000080979 ENSGALT00000080979 AADN04001310.1:25055-27894 1183 0,176571 1,00E-05 17657,1 1 1 UP

ENSGALT00000080966 ENSGALT00000080966 27:4433494-4436670 786 2,93061 2,86987 1,021164722 1 1 UP

ENSGALT00000080897 ENSGALT00000080897 AADN04008978.1:6646-9662 2583 0,776949 0,662514 1,172728425 1 1 UP

ENSGALT00000080896 ENSGALT00000080896 AADN04009392.1:20-8574 990 0,000821739 0,294886 0,002786633 1 1 DOWN

ENSGALT00000080876 ENSGALT00000080876 2:119725478-119738456 473 0,0670855 0,321579 0,208612814 1 1 DOWN

ENSGALT00000080852 ENSGALT00000080852 AADN04006867.1:789-4780 958 0,0386591 0,0325606 1,187296917 1 1 UP

ENSGALT00000080826 ENSGALT00000080826 18:6011513-6014434 727 1,60683 1,2916 1,244061629 1 1 UP

ENSGALT00000080823 ENSGALT00000080823 1:71182452-71195120 567 0,159313 1,00E-05 15931,3 1 1 UP

ENSGALT00000080735 ENSGALT00000080735 20:5636885-5638117 735 0,0607957 0,258101 0,235550037 1 1 DOWN

ENSGALT00000080674 ENSGALT00000080674 AADN04001852.1:18455-21661 2850 0,0770939 0,0549261 1,403593192 1 1 UP

ENSGALT00000080634 ENSGALT00000080634 AADN04003132.1:2131-15903 433 0,982919 1,63443 0,601383357 1 1 DOWN

ENSGALT00000080589 ENSGALT00000080589 AADN04002635.1:9610-14634 2152 0,419306 0,310431 1,350722061 1 1 UP

ENSGALT00000080571 ENSGALT00000080571 AADN04008943.1:20-5981 1624 0,0933979 0,0385153 2,424955797 1 1 UP

ENSGALT00000080567 ENSGALT00000080567 AADN04006696.1:5971-7594 1435 0,416155 0,17352 2,398311434 1 1 UP

ENSGALT00000080500 ENSGALT00000080500 AADN04001613.1:9999-18960 928 1,00E-05 0,0837654 0,000119381 1 1 DOWN

ENSGALT00000080482 ENSGALT00000080482 AADN04017107.1:3948-4340 315 1,00E-05 0,655706 1,53E-05 1 1 DOWN

ENSGALT00000080475 ENSGALT00000080475 1:119571472-119572141 416 0,154457 0,0976964 1,580989678 1 1 UP

ENSGALT00000080469 ENSGALT00000080469 AADN04008278.1:20-10271 1550 0,745206 0,663215 1,123626577 1 1 UP

ENSGALT00000080467 ENSGALT00000080467 1:30718849-30752174 658 1,37741 1,05725 1,302823362 1 1 UP

ENSGALT00000080445 ENSGALT00000080445 AADN04003530.1:49-5139 4356 0,29137 0,283951 1,026127747 1 1 UP

ENSGALT00000080439 ENSGALT00000080439 15:5020866-5023586 637 1,2705 1,67993 0,756281512 1 1 DOWN

ENSGALT00000080436 ENSGALT00000080436 9:17556738-17559372 863 5,58902 5,0811 1,099962607 1 1 UP

ENSGALT00000080418 ENSGALT00000080418 AADN04004460.1:11064-14853 1034 0,39301 0,700144 0,561327384 1 1 DOWN

ENSGALT00000080413 ENSGALT00000080413 19:4083843-4098651 1132 1,82097 1,01847 1,787946626 1 1 UP

ENSGALT00000080405 ENSGALT00000080405 AADN04002395.1:5724-8049 2112 0,166121 0,702633 0,236426413 1 1 DOWN

ENSGALT00000080404 ENSGALT00000080404 2:37561709-37566449 1296 0,960663 0,451524 2,127601191 1 1 UP

ENSGALT00000080388 ENSGALT00000080388 17:1286079-1292383 496 0,154278 0,121386 1,270970293 1 1 UP

ENSGALT00000080338 ENSGALT00000080338 AADN04012504.1:738-7192 3827 0,053222 0,0324321 1,641028487 1 1 UP

ENSGALT00000080337 ENSGALT00000080337 W:99099-4715155 830 0,0204339 0,0891983 0,229083962 1 1 DOWN

ENSGALT00000080248 ENSGALT00000080248 2:52848374-53196795 854 0,000169592 0,0711626 0,002383162 1 1 DOWN

ENSGALT00000080240 ENSGALT00000080240 4:5320201-5322182 523 0,428883 0,306052 1,401340295 1 1 UP

ENSGALT00000080233 ENSGALT00000080233 AADN04020451.1:171-2907 1572 1,20E-07 0,0857118 1,40E-06 1 1 DOWN

ENSGALT00000080216 ENSGALT00000080216 5:16838667-16841925 1740 0,0636986 0,105099 0,606081885 1 1 DOWN

ENSGALT00000080154 ENSGALT00000080154 23:4925474-4955061 1236 0,0434046 0,113814 0,381364331 1 1 DOWN

ENSGALT00000080148 ENSGALT00000080148 23:1577207-1578647 672 0,0543191 0,374957 0,144867545 1 1 DOWN

ENSGALT00000080119 ENSGALT00000080119 AADN04010830.1:2655-6085 941 2,75003 2,75824 0,997023464 1 1 DOWN

ENSGALT00000080087 ENSGALT00000080087 AADN04005031.1:8076-10840 996 0,148739 0,188095 0,790765305 1 1 DOWN

ENSGALT00000080071 ENSGALT00000080071 AADN04017101.1:20-4129 639 0,342863 0,103968 3,297774315 1 1 UP

ENSGALT00000080065 ENSGALT00000080065 AADN04015235.1:32-4202 1029 0,0256781 0,16875 0,152166519 1 1 DOWN

ENSGALT00000080035 ENSGALT00000080035 AADN04001717.1:5178-20639 2151 0,854933 1,73777 0,49197132 1 1 DOWN

ENSGALT00000080023 ENSGALT00000080023 AADN04016833.1:35-4730 2017 0,135805 0,0976927 1,390124339 1 1 UP

ENSGALT00000079995 ENSGALT00000079995 AADN04012062.1:217-7439 4094 1,53119 1,10222 1,389187277 1 1 UP

ENSGALT00000079979 ENSGALT00000079979 AADN04023272.1:20-1513 860 0,567008 0,65133 0,870538744 1 1 DOWN

ENSGALT00000079978 ENSGALT00000079978 AADN04002644.1:10240-15975 1418 0,0424441 0,0308449 1,376049201 1 1 UP

ENSGALT00000079956 ENSGALT00000079956 AADN04024551.1:380-1310 700 0,21421 0,0776007 2,760413244 1 1 UP

ENSGALT00000079947 ENSGALT00000079947 3:28447221-28667979 1359 0,11396 0,120033 0,94940558 1 1 DOWN

ENSGALT00000079922 ENSGALT00000079922 2:50062030-50141035 612 2,38152 3,1754 0,749990552 1 1 DOWN

ENSGALT00000079893 ENSGALT00000079893 AADN04011076.1:20-8156 531 0,654051 0,310171 2,108678761 1 1 UP

ENSGALT00000079887 ENSGALT00000079887 AADN04003439.1:179-17068 1363 0,427914 0,525061 0,814979593 1 1 DOWN

ENSGALT00000079885 ENSGALT00000079885 AADN04017481.1:2025-4213 1951 0,15334 2,36E-05 6508,433714 1 1 UP

ENSGALT00000079862 ENSGALT00000079862 AADN04022586.1:25-1894 1578 0,0320642 0,0843755 0,380017896 1 1 DOWN

ENSGALT00000079846 ENSGALT00000079846 14:6810231-6812275 747 0,147781 0,151166 0,977607398 1 1 DOWN

ENSGALT00000079837 ENSGALT00000079837 AADN04002596.1:409-3448 760 0,953469 1,33 0,716893985 1 1 DOWN

ENSGALT00000079826 ENSGALT00000079826 AADN04014251.1:3569-6178 2388 0,206201 0,288341 0,715128962 1 1 DOWN

ENSGALT00000079824 ENSGALT00000079824 1:56833896-56835402 1446 2,72564 3,16364 0,861551883 1 1 DOWN

ENSGALT00000079823 ENSGALT00000079823 AADN04001716.1:15148-17323 1862 0,402195 0,347948 1,15590548 1 1 UP



ENSGALT00000079798 ENSGALT00000079798 AADN04006756.1:20-10289 3533 0,0378402 0,0207355 1,824899327 1 1 UP

ENSGALT00000079785 ENSGALT00000079785 12:3256968-3265011 987 0,131429 0,093519 1,40537217 1 1 UP

ENSGALT00000079731 ENSGALT00000079731 AADN04002109.1:9186-13612 791 3,79939 3,37172 1,126840307 1 1 UP

ENSGALT00000079688 ENSGALT00000079688 Z:77688520-78466171 497 0,474811 0,98294 0,483051865 1 1 DOWN

ENSGALT00000079684 ENSGALT00000079684 23:2150028-2151268 629 6,77737 7,41581 0,913908258 1 1 DOWN

ENSGALT00000079679 ENSGALT00000079679 18:523330-688349 598 0,189627 0,0550724 3,443231092 1 1 UP

ENSGALT00000079671 ENSGALT00000079671 AADN04003365.1:9477-13317 3117 0,0230303 0,0122203 1,884593668 1 1 UP

ENSGALT00000079658 ENSGALT00000079658 AADN04000704.1:40298-42151 589 0,400161 0,577729 0,692644821 1 1 DOWN

ENSGALT00000079620 ENSGALT00000079620 1:82479894-82860822 1177 0,468498 0,201053 2,330221384 1 1 UP

ENSGALT00000079607 ENSGALT00000079607 3:22548824-22703601 984 0,0704981 0,017965 3,924191483 1 1 UP

ENSGALT00000079589 ENSGALT00000079589 14:6773362-6775208 1153 0,746983 1,49489 0,499690947 1 1 DOWN

ENSGALT00000079588 ENSGALT00000079588 28:3727816-3728983 1132 1,01465 1,73298 0,585494351 1 1 DOWN

ENSGALT00000079570 ENSGALT00000079570 AADN04012398.1:27-7275 5863 0,0102475 0,00382711 2,677607908 1 1 UP

ENSGALT00000079564 ENSGALT00000079564 AADN04017114.1:695-2958 791 1,48802 2,80962 0,529616105 1 1 DOWN

ENSGALT00000079548 ENSGALT00000079548 KQ759594.1:14703-17150 2108 0,130433 0,17561 0,742742441 1 1 DOWN

ENSGALT00000079482 ENSGALT00000079482 AADN04024660.1:20-1387 1247 0,159892 0,0535329 2,986798772 1 1 UP

ENSGALT00000079469 ENSGALT00000079469 13:6753251-6988330 1013 0,0312658 0,0389643 0,802421704 1 1 DOWN

ENSGALT00000079453 ENSGALT00000079453 AADN04012435.1:20-7254 1180 0,144768 0,0778777 1,858914683 1 1 UP

ENSGALT00000079442 ENSGALT00000079442 12:18605072-18607331 1544 0,0364941 1,00E-05 3649,41 1 1 UP

ENSGALT00000079439 ENSGALT00000079439 AADN04002596.1:409-3448 766 0,109212 0,0377722 2,891332779 1 1 UP

ENSGALT00000079395 ENSGALT00000079395 15:6359414-6360534 884 5,79701 6,1762 0,938604644 1 1 DOWN

ENSGALT00000079390 ENSGALT00000079390 AADN04001895.1:10616-11545 861 0,504923 0,348401 1,449258182 1 1 UP

ENSGALT00000079360 ENSGALT00000079360 AADN04007075.1:3130-9966 2415 0,235707 0,238558 0,988049028 1 1 DOWN

ENSGALT00000079328 ENSGALT00000079328 AADN04006322.1:1194-2433 736 0,350503 0,261929 1,338160341 1 1 UP

ENSGALT00000079317 ENSGALT00000079317 KQ759494.1:15743-16890 650 0,182655 1,00E-05 18265,5 1 1 UP

ENSGALT00000079294 ENSGALT00000079294 1:64560917-64571917 1386 1,99524 2,06488 0,966274069 1 1 DOWN

ENSGALT00000079285 ENSGALT00000079285 AADN04014941.1:3149-3857 627 0,240645 0,12127 1,984373712 1 1 UP

ENSGALT00000079259 ENSGALT00000079259 AADN04017129.1:1363-4007 1263 0,0442361 1,00E-05 4423,61 1 1 UP

ENSGALT00000079190 ENSGALT00000079190 AADN04006261.1:5809-8946 1723 0,573942 1,11073 0,516725037 1 1 DOWN

ENSGALT00000079186 ENSGALT00000079186 AADN04013075.1:1257-6896 1026 0,735675 1,00693 0,73061186 1 1 DOWN

ENSGALT00000079165 ENSGALT00000079165 AADN04014032.1:102-5576 452 0,751034 1,21272 0,619297117 1 1 DOWN

ENSGALT00000079163 ENSGALT00000079163 AADN04013871.1:20-4068 1453 0,019285 0,0676615 0,285021763 1 1 DOWN

ENSGALT00000079132 ENSGALT00000079132 AADN04017145.1:20-4599 1471 0,948204 1,40433 0,675200273 1 1 DOWN

ENSGALT00000079118 ENSGALT00000079118 3:40052139-40072477 442 0,714915 1,00E-05 71491,5 1 1 UP

ENSGALT00000079108 ENSGALT00000079108 5:49714290-49715706 779 1,81839 2,50257 0,726609046 1 1 DOWN

ENSGALT00000079081 ENSGALT00000079081 AADN04024661.1:221-1254 309 1,60393 2,57365 0,623212169 1 1 DOWN

ENSGALT00000079057 ENSGALT00000079057 3:57585332-57653484 5629 0,0497914 0,0590659 0,842980468 1 1 DOWN

ENSGALT00000079056 ENSGALT00000079056 2:106661251-106675533 1091 0,339729 0,628166 0,540826788 1 1 DOWN

ENSGALT00000079051 ENSGALT00000079051 23:3202862-3204167 943 1,96804 1,11976 1,75755519 1 1 UP

ENSGALT00000079045 ENSGALT00000079045 AADN04012702.1:3180-6868 547 0,22532 0,164957 1,365931728 1 1 UP

ENSGALT00000079009 ENSGALT00000079009 AADN04015312.1:2537-5600 2645 0,0145029 0,206123 0,070360416 1 1 DOWN

ENSGALT00000078981 ENSGALT00000078981 33:725594-727507 557 2,56645 3,60992 0,710943733 1 1 DOWN

ENSGALT00000078941 ENSGALT00000078941 AADN04012385.1:1312-3465 1267 0,419416 0,317494 1,32102024 1 1 UP

ENSGALT00000078939 ENSGALT00000078939 AADN04007074.1:4014-8054 1531 0,76388 0,171908 4,443539568 1 1 UP

ENSGALT00000078907 ENSGALT00000078907 AADN04020251.1:20-3023 897 0,135391 0,161436 0,838666716 1 1 DOWN

ENSGALT00000078896 ENSGALT00000078896 AADN04001048.1:25791-29656 1059 0,807999 1,17361 0,688473173 1 1 DOWN

ENSGALT00000078852 ENSGALT00000078852 AADN04002838.1:199-4778 870 0,0329516 0,0485652 0,678502302 1 1 DOWN

ENSGALT00000078841 ENSGALT00000078841 15:6586384-6588389 1552 1,85572 2,98406 0,621877576 1 1 DOWN

ENSGALT00000078805 ENSGALT00000078805 8:13597146-13598217 851 0,598726 0,38096 1,571624318 1 1 UP

ENSGALT00000078775 ENSGALT00000078775 AADN04002240.1:9052-10810 977 0,0323785 0,0495681 0,653212449 1 1 DOWN

ENSGALT00000078770 ENSGALT00000078770 9:12870060-12871536 958 0,154237 0,149338 1,032804778 1 1 UP

ENSGALT00000078757 ENSGALT00000078757 KQ759701.1:67-6407 5013 0,633137 0,337224 1,877496857 1 1 UP

ENSGALT00000078715 ENSGALT00000078715 AADN04024529.1:20-3189 2689 0,0556107 0,074642 0,745032287 1 1 DOWN

ENSGALT00000078660 ENSGALT00000078660 AADN04023510.1:20-1171 509 2,83047 2,91893 0,969694374 1 1 DOWN

ENSGALT00000078598 ENSGALT00000078598 6:32185160-32191948 471 0,533361 0,539413 0,988780396 1 1 DOWN

ENSGALT00000078567 ENSGALT00000078567 AADN04010111.1:4851-6510 1426 1,26486 1,0281 1,230288882 1 1 UP

ENSGALT00000078566 ENSGALT00000078566 AADN04019836.1:20-3232 1545 0,0906059 0,464079 0,195238095 1 1 DOWN

ENSGALT00000078539 ENSGALT00000078539 AADN04000828.1:2888-43171 1925 0,042094 1,00E-05 4209,4 1 1 UP

ENSGALT00000078533 ENSGALT00000078533 27:1709752-1712237 806 0,895036 0,630585 1,419374073 1 1 UP

ENSGALT00000078521 ENSGALT00000078521 3:3962887-4106027 1274 0,0343758 0,0146236 2,350707076 1 1 UP

ENSGALT00000078502 ENSGALT00000078502 AADN04002091.1:15249-18909 1479 0,0212899 0,00963013 2,210759356 1 1 UP

ENSGALT00000078431 ENSGALT00000078431 AADN04007074.1:4014-8054 510 0,194334 0,204856 0,948637091 1 1 DOWN

ENSGALT00000078377 ENSGALT00000078377 1:194657146-194671698 1380 0,0679074 0,297391 0,22834383 1 1 DOWN

ENSGALT00000078297 ENSGALT00000078297 AADN04004876.1:7584-13309 5657 0,681532 0,821279 0,829842234 1 1 DOWN

ENSGALT00000078245 ENSGALT00000078245 AADN04006220.1:7193-12339 3882 0,12062 0,143503 0,840539919 1 1 DOWN

ENSGALT00000078239 ENSGALT00000078239 AADN04003132.1:2131-15903 336 0,885989 1,99255 0,444650824 1 1 DOWN

ENSGALT00000078204 ENSGALT00000078204 AADN04005700.1:20-9254 2140 0,178257 0,113132 1,575654987 1 1 UP

ENSGALT00000078186 ENSGALT00000078186 AADN04006189.1:20-12291 2310 0,0273456 0,00944345 2,895721373 1 1 UP

ENSGALT00000078171 ENSGALT00000078171 1:20277061-20277703 596 0,280326 0,0417728 6,710730427 1 1 UP

ENSGALT00000078169 ENSGALT00000078169 23:149853-155064 1675 0,0170496 0,0457475 0,372689218 1 1 DOWN

ENSGALT00000078163 ENSGALT00000078163 AADN04001827.1:8015-9078 768 1,18089 1,07086 1,102749192 1 1 UP

ENSGALT00000078126 ENSGALT00000078126 5:47781561-47953976 1526 0,268719 0,748043 0,359229349 1 1 DOWN

ENSGALT00000078123 ENSGALT00000078123 AADN04001423.1:11411-14884 1153 0,0285082 0,0638268 0,44664937 1 1 DOWN

ENSGALT00000078119 ENSGALT00000078119 9:501511-504398 1435 0,0256442 0,0319536 0,80254494 1 1 DOWN

ENSGALT00000078084 ENSGALT00000078084 5:16911790-17004311 1618 0,0278085 0,150896 0,184289179 1 1 DOWN

ENSGALT00000078025 ENSGALT00000078025 1:156110624-156112628 1778 0,112619 0,0981947 1,146894894 1 1 UP

ENSGALT00000078014 ENSGALT00000078014 1:112685846-112696578 1025 0,315579 1,00E-05 31557,9 1 1 UP

ENSGALT00000077992 ENSGALT00000077992 AADN04005115.1:21-13901 7044 0,066426 0,0275229 2,413481138 1 1 UP

ENSGALT00000077987 ENSGALT00000077987 AADN04018524.1:20-3907 637 1,00E-05 0,267749 3,73E-05 1 1 DOWN

ENSGALT00000077942 ENSGALT00000077942 AADN04013180.1:2551-6772 3227 0,53587 0,772032 0,694103353 1 1 DOWN

ENSGALT00000077882 ENSGALT00000077882 KQ759534.1:30372-38378 2866 7,41E-06 0,291206 2,54E-05 1 1 DOWN

ENSGALT00000077879 ENSGALT00000077879 3:8872626-8881620 1693 0,0120831 0,0605674 0,19949841 1 1 DOWN

ENSGALT00000077852 ENSGALT00000077852 23:2198441-2198958 465 0,318306 0,367354 0,866483011 1 1 DOWN

ENSGALT00000077820 ENSGALT00000077820 AADN04013684.1:1360-5021 2036 7,18747 8,56782 0,83889134 1 1 DOWN

ENSGALT00000077819 ENSGALT00000077819 AADN04003378.1:5062-6266 888 0,472007 0,540557 0,873186361 1 1 DOWN

ENSGALT00000077804 ENSGALT00000077804 15:9230597-9232153 967 3,79538 3,8829 0,977460146 1 1 DOWN

ENSGALT00000077801 ENSGALT00000077801 25:1264088-1266424 897 0,563503 1,20973 0,4658089 1 1 DOWN

ENSGALT00000077744 ENSGALT00000077744 15:5838498-5855216 589 0,239284 0,242657 0,986099721 1 1 DOWN

ENSGALT00000077717 ENSGALT00000077717 AADN04023140.1:751-1445 516 0,244181 0,0780763 3,127466337 1 1 UP

ENSGALT00000077698 ENSGALT00000077698 8:1236601-1237579 834 0,0720095 0,63227 0,113890427 1 1 DOWN

ENSGALT00000077688 ENSGALT00000077688 AADN04010091.1:4613-8816 3285 0,53399 0,619485 0,861990202 1 1 DOWN

ENSGALT00000077675 ENSGALT00000077675 AADN04016972.1:20-4670 2047 0,0508853 0,13203 0,385407104 1 1 DOWN

ENSGALT00000077674 ENSGALT00000077674 26:4972638-4973649 915 5,8849 6,07447 0,968792339 1 1 DOWN

ENSGALT00000077616 ENSGALT00000077616 2:105478160-105668632 857 0,269126 0,173995 1,546745596 1 1 UP

ENSGALT00000077611 ENSGALT00000077611 AADN04000866.1:11268-32015 1486 0,0468773 0,0974976 0,480804656 1 1 DOWN

ENSGALT00000077594 ENSGALT00000077594 AADN04002149.1:5965-7589 1436 0,637507 0,178412 3,573229379 1 1 UP

ENSGALT00000077592 ENSGALT00000077592 5:1408810-1443575 1011 0,0457651 0,0166577 2,747384093 1 1 UP

ENSGALT00000077566 ENSGALT00000077566 AADN04002035.1:14355-15631 704 0,661186 0,180854 3,655910292 1 1 UP

ENSGALT00000077547 ENSGALT00000077547 AADN04006233.1:4192-5979 977 0,142228 0,074397 1,911743753 1 1 UP

ENSGALT00000077462 ENSGALT00000077462 9:19636901-19640222 1701 1,13782 1,35064 0,842430255 1 1 DOWN

ENSGALT00000077459 ENSGALT00000077459 AADN04000704.1:45427-51696 1376 1,33153 2,08221 0,639479207 1 1 DOWN

ENSGALT00000077423 ENSGALT00000077423 AADN04009616.1:4537-9151 1146 1,00E-05 0,0431841 0,000231567 1 1 DOWN

ENSGALT00000077415 ENSGALT00000077415 AADN04013559.1:20-5474 3469 0,0616647 0,06632 0,929805489 1 1 DOWN

ENSGALT00000077375 ENSGALT00000077375 AADN04023272.1:20-1513 938 0,328363 0,335014 0,980147098 1 1 DOWN

ENSGALT00000077371 ENSGALT00000077371 1:76458737-76463188 706 0,62806 0,719941 0,872377042 1 1 DOWN

ENSGALT00000077355 ENSGALT00000077355 8:5469839-5586315 1386 0,0360729 0,0428971 0,840916985 1 1 DOWN

ENSGALT00000077354 ENSGALT00000077354 25:1753542-1754776 1034 0,291949 0,436226 0,669260888 1 1 DOWN

ENSGALT00000077348 ENSGALT00000077348 AADN04016873.1:41-3207 2334 0,837606 0,780615 1,073007821 1 1 UP

ENSGALT00000077340 ENSGALT00000077340 4:1691892-1710105 633 0,0762909 0,0357285 2,135295352 1 1 UP

ENSGALT00000077288 ENSGALT00000077288 1:169331958-169337156 654 0,0586889 0,139853 0,419647058 1 1 DOWN

ENSGALT00000077264 ENSGALT00000077264 AADN04011152.1:1659-8056 4567 1,00031 2,06658 0,484041266 1 1 DOWN

ENSGALT00000077260 ENSGALT00000077260 14:14116351-14203370 634 0,333574 0,207356 1,608701943 1 1 UP

ENSGALT00000077236 ENSGALT00000077236 1:167206592-167209497 1569 0,257937 0,479587 0,537831509 1 1 DOWN

ENSGALT00000077220 ENSGALT00000077220 AADN04021901.1:482-1192 589 0,375999 0,257263 1,461535471 1 1 UP

ENSGALT00000077209 ENSGALT00000077209 AADN04012274.1:528-2618 1279 0,859727 0,677856 1,268303297 1 1 UP

ENSGALT00000077204 ENSGALT00000077204 AADN04001293.1:1380-3125 668 0,0944606 0,4662 0,20261819 1 1 DOWN

ENSGALT00000077197 ENSGALT00000077197 KQ759638.1:5933-9636 3107 0,0372321 0,0440999 0,844267221 1 1 DOWN

ENSGALT00000077186 ENSGALT00000077186 13:1683942-1694957 2218 0,0177852 0,0294605 0,603696475 1 1 DOWN

ENSGALT00000077184 ENSGALT00000077184 AADN04017399.1:1222-3590 1466 0,42107 0,380339 1,107091305 1 1 UP

ENSGALT00000077153 ENSGALT00000077153 11:645589-647068 529 0,55417 0,231172 2,397219386 1 1 UP

ENSGALT00000077146 ENSGALT00000077146 18:4968054-5062966 872 1,88555 2,04326 0,922814522 1 1 DOWN

ENSGALT00000077135 ENSGALT00000077135 6:13315521-13800472 703 0,0356885 0,192794 0,185112089 1 1 DOWN

ENSGALT00000077112 ENSGALT00000077112 3:54535858-54537151 1152 0,484916 0,623933 0,777192423 1 1 DOWN

ENSGALT00000077076 ENSGALT00000077076 AADN04016925.1:30-3592 2912 0,244524 0,231322 1,05707196 1 1 UP

ENSGALT00000077070 ENSGALT00000077070 19:8732286-8737518 503 0,0499422 0,174523 0,286164001 1 1 DOWN

ENSGALT00000077067 ENSGALT00000077067 AADN04011211.1:20-1324 853 0,808297 0,889966 0,908233573 1 1 DOWN

ENSGALT00000077026 ENSGALT00000077026 AADN04012442.1:113-7100 3592 0,21077 0,152056 1,386134056 1 1 UP

ENSGALT00000076988 ENSGALT00000076988 2:38193501-38314770 1582 0,0840488 0,0851855 0,98665618 1 1 DOWN

ENSGALT00000076951 ENSGALT00000076951 AADN04012278.1:571-7363 4041 5,83E-09 0,0226712 2,57E-07 1 1 DOWN

ENSGALT00000076900 ENSGALT00000076900 8:27548286-27568031 1056 0,0406301 0,102209 0,397519788 1 1 DOWN

ENSGALT00000076794 ENSGALT00000076794 AADN04006973.1:4055-5195 1054 0,220442 0,149201 1,477483395 1 1 UP

ENSGALT00000076753 ENSGALT00000076753 AADN04002732.1:94-18750 2312 0,0890187 0,0222665 3,997875733 1 1 UP

ENSGALT00000076725 ENSGALT00000076725 AADN04017141.1:20-2840 2025 5,00683 5,21091 0,960836015 1 1 DOWN

ENSGALT00000076697 ENSGALT00000076697 18:9066805-9069037 1604 0,0744987 1,00E-05 7449,87 1 1 UP

ENSGALT00000076628 ENSGALT00000076628 2:126688685-126734338 764 3,03289 3,2564 0,931362855 1 1 DOWN

ENSGALT00000076622 ENSGALT00000076622 AADN04000640.1:17418-121214 1355 0,0622668 0,169805 0,366695916 1 1 DOWN

ENSGALT00000076611 ENSGALT00000076611 AADN04022585.1:975-1888 639 0,170621 0,143642 1,187821111 1 1 UP

ENSGALT00000076609 ENSGALT00000076609 AADN04001516.1:23291-24741 703 0,243204 0,217609 1,117619216 1 1 UP

ENSGALT00000076593 ENSGALT00000076593 13:17931575-17935747 1829 2,62401 2,84796 0,921364766 1 1 DOWN

ENSGALT00000076546 ENSGALT00000076546 1:168382846-168407741 445 0,219658 1,08633 0,202201909 1 1 DOWN

ENSGALT00000076537 ENSGALT00000076537 3:161240-182508 635 0,11754 0,149959 0,783814243 1 1 DOWN

ENSGALT00000076527 ENSGALT00000076527 1:155215371-155216651 570 0,101704 0,037315 2,725552727 1 1 UP

ENSGALT00000076521 ENSGALT00000076521 18:9309739-9313939 1007 0,718407 0,374583 1,917884688 1 1 UP

ENSGALT00000076504 ENSGALT00000076504 6:32548511-32556444 1980 8,48417 8,51668 0,996182785 1 1 DOWN

ENSGALT00000076501 ENSGALT00000076501 AADN04002692.1:1735-3245 740 0,190737 0,265371 0,718756006 1 1 DOWN

ENSGALT00000076496 ENSGALT00000076496 1:52710152-52721207 3313 0,00777417 0,0231344 0,336043727 1 1 DOWN

ENSGALT00000076456 ENSGALT00000076456 1:150234072-150532403 600 0,363852 0,268058 1,357362959 1 1 UP

ENSGALT00000076389 ENSGALT00000076389 AADN04012278.1:571-7363 1299 0,0443861 0,0179632 2,470946157 1 1 UP

ENSGALT00000076383 ENSGALT00000076383 4:43656823-43675103 961 1,56463 1,44199 1,085049133 1 1 UP

ENSGALT00000076324 ENSGALT00000076324 1:105578705-105580665 1458 1,22202 2,0006 0,610826752 1 1 DOWN

ENSGALT00000076297 ENSGALT00000076297 AADN04019290.1:27-3501 3163 0,316311 0,324002 0,976262492 1 1 DOWN

ENSGALT00000076263 ENSGALT00000076263 KQ759477.1:949-3038 814 0,187945 0,0995368 1,888196124 1 1 UP

ENSGALT00000076262 ENSGALT00000076262 AADN04024675.1:20-6762 1027 0,0355904 0,122355 0,290878182 1 1 DOWN

ENSGALT00000076251 ENSGALT00000076251 AADN04001895.1:1271-2200 863 0,343083 0,279347 1,228160675 1 1 UP

ENSGALT00000076246 ENSGALT00000076246 AADN04002014.1:5053-18633 2226 0,0239907 0,0127642 1,879530249 1 1 UP

ENSGALT00000076214 ENSGALT00000076214 AADN04006743.1:6027-7729 1007 0,0313242 0,0417434 0,750398865 1 1 DOWN

ENSGALT00000076207 ENSGALT00000076207 5:2521838-2560060 669 0,0551338 0,0375739 1,467343023 1 1 UP

ENSGALT00000076153 ENSGALT00000076153 AADN04024608.1:20-1866 1073 1,00E-05 0,100697 9,93E-05 1 1 DOWN

ENSGALT00000076149 ENSGALT00000076149 AADN04021452.1:538-2427 1510 0,0463639 0,0762892 0,60773871 1 1 DOWN

ENSGALT00000076143 ENSGALT00000076143 AADN04014474.1:1405-4943 697 0,141473 0,0406643 3,479046731 1 1 UP

ENSGALT00000076141 ENSGALT00000076141 3:7457072-7558965 1091 0,0626795 0,0826985 0,757927895 1 1 DOWN

ENSGALT00000076138 ENSGALT00000076138 1:145564573-145566571 854 0,433137 0,450905 0,960594804 1 1 DOWN

ENSGALT00000076136 ENSGALT00000076136 AADN04013062.1:385-3347 465 0,205382 0,48974 0,419369461 1 1 DOWN

ENSGALT00000076129 ENSGALT00000076129 18:2742880-2767313 766 0,0853058 1,00E-05 8530,58 1 1 UP

ENSGALT00000076120 ENSGALT00000076120 AADN04009061.1:8189-9593 853 1,00E-05 0,0909091 0,00011 1 1 DOWN

ENSGALT00000076111 ENSGALT00000076111 AADN04001130.1:13033-16062 561 0,276768 0,367357 0,753403365 1 1 DOWN

ENSGALT00000076097 ENSGALT00000076097 AADN04006626.1:20-5521 3303 1,11612 1,06009 1,052854003 1 1 UP

ENSGALT00000076089 ENSGALT00000076089 KQ759699.1:349-6772 1501 0,349449 0,0248631 14,05492477 1 1 UP

ENSGALT00000076085 ENSGALT00000076085 AADN04004902.1:8913-11250 2230 0,0209993 0,0659968 0,318186639 1 1 DOWN

ENSGALT00000076084 ENSGALT00000076084 AADN04003021.1:11214-18050 6300 1,51892 1,22293 1,242033477 1 1 UP

ENSGALT00000076075 ENSGALT00000076075 AADN04006322.1:2978-9303 1810 0,277676 0,276338 1,004841897 1 1 UP

ENSGALT00000076074 ENSGALT00000076074 AADN04020460.1:1079-2627 1471 0,0243784 0,0170932 1,426204573 1 1 UP

ENSGALT00000076070 ENSGALT00000076070 KQ759636.1:3202-11925 787 0,0286635 0,199315 0,143810049 1 1 DOWN

ENSGALT00000076045 ENSGALT00000076045 AADN04001045.1:4570-23177 877 0,470077 0,362002 1,298548074 1 1 UP

ENSGALT00000076032 ENSGALT00000076032 12:1002-18547 2056 0,180145 0,262511 0,68623791 1 1 DOWN

ENSGALT00000076029 ENSGALT00000076029 AADN04006058.1:5021-7678 863 0,0525022 0,0252945 2,075636996 1 1 UP

ENSGALT00000076025 ENSGALT00000076025 AADN04002231.1:13168-15384 2017 0,0425373 0,00989676 4,298103622 1 1 UP

ENSGALT00000076017 ENSGALT00000076017 2:52848374-53196795 1228 0,999302 0,523829 1,907687432 1 1 UP

ENSGALT00000075986 ENSGALT00000075986 AADN04002165.1:8406-10115 1224 1,00E-05 0,0997491 0,000100252 1 1 DOWN

ENSGALT00000075923 ENSGALT00000075923 20:12719386-12741432 1095 0,13597 0,0588824 2,309178974 1 1 UP

ENSGALT00000075914 ENSGALT00000075914 KQ759541.1:1662-46324 1927 0,974687 1,62433 0,600054792 1 1 DOWN

ENSGALT00000075890 ENSGALT00000075890 AADN04013545.1:693-2257 1255 0,380816 0,527639 0,721735884 1 1 DOWN

ENSGALT00000075887 ENSGALT00000075887 1:91837579-91873904 2306 0,956242 1,21342 0,788055249 1 1 DOWN

ENSGALT00000075850 ENSGALT00000075850 AADN04017304.1:20-4518 2375 0,336909 1,79086 0,188126933 1 1 DOWN

ENSGALT00000075827 ENSGALT00000075827 3:5795-8890 1267 0,0856369 0,149725 0,571961262 1 1 DOWN

ENSGALT00000075748 ENSGALT00000075748 KQ759689.1:2610-7645 4956 0,620199 0,409633 1,514035734 1 1 UP

ENSGALT00000075746 ENSGALT00000075746 16:382891-626721 966 0,818797 0,856916 0,95551606 1 1 DOWN

ENSGALT00000075744 ENSGALT00000075744 AADN04005113.1:6505-7106 561 0,179457 1,18937 0,150884081 1 1 DOWN

ENSGALT00000075737 ENSGALT00000075737 AADN04013382.1:77-3709 1356 0,156147 0,160683 0,971770505 1 1 DOWN

ENSGALT00000075721 ENSGALT00000075721 AADN04012754.1:240-7038 1006 0,385097 0,243086 1,584200653 1 1 UP

ENSGALT00000075683 ENSGALT00000075683 AADN04002160.1:13073-13814 493 2,83833 2,31681 1,22510262 1 1 UP

ENSGALT00000075669 ENSGALT00000075669 AADN04002348.1:985-1736 678 1,2941 2,49419 0,518845798 1 1 DOWN

ENSGALT00000075657 ENSGALT00000075657 AADN04002994.1:1481-15166 1567 1,00E-05 0,120649 8,29E-05 1 1 DOWN

ENSGALT00000075626 ENSGALT00000075626 AADN04012186.1:20-7403 3710 1,34249 1,42618 0,941318768 1 1 DOWN

ENSGALT00000075611 ENSGALT00000075611 AADN04003277.1:700-15554 566 0,294829 0,119534 2,466486523 1 1 UP

ENSGALT00000075596 ENSGALT00000075596 AADN04001057.1:3396-31692 1275 0,0693529 0,0373917 1,854767234 1 1 UP

ENSGALT00000075576 ENSGALT00000075576 15:9354194-9369084 1571 0,0136784 0,0932794 0,146639022 1 1 DOWN

ENSGALT00000075552 ENSGALT00000075552 AADN04014803.1:2874-4481 328 0,515202 0,407393 1,264631449 1 1 UP

ENSGALT00000075538 ENSGALT00000075538 1:132558670-132560991 1175 1,83745 1,25298 1,46646395 1 1 UP

ENSGALT00000075497 ENSGALT00000075497 AADN04012551.1:61-4686 715 0,0627743 0,0393282 1,596165093 1 1 UP

ENSGALT00000075496 ENSGALT00000075496 AADN04003412.1:2043-4402 992 0,152032 0,144887 1,049314293 1 1 UP

ENSGALT00000075472 ENSGALT00000075472 KQ759563.1:896-10501 739 0,039156 0,040711 0,961803935 1 1 DOWN

ENSGALT00000075470 ENSGALT00000075470 14:5772748-5946808 763 0,883979 1,1656 0,758389671 1 1 DOWN

ENSGALT00000075464 ENSGALT00000075464 1:87369659-87429658 919 0,46029 0,209287 2,199324373 1 1 UP

ENSGALT00000075439 ENSGALT00000075439 AADN04012631.1:1058-2296 1123 0,0680602 3,39E-05 2004,866338 1 1 UP

ENSGALT00000075421 ENSGALT00000075421 6:13315521-13800472 459 1,00E-05 0,484534 2,06E-05 1 1 DOWN

ENSGALT00000075414 ENSGALT00000075414 AADN04015076.1:1310-4000 2249 0,0311972 1,00E-05 3119,72 1 1 UP

ENSGALT00000075408 ENSGALT00000075408 KQ759579.1:3929-7451 1704 0,303955 0,0694465 4,376822446 1 1 UP

ENSGALT00000075403 ENSGALT00000075403 10:15804836-15837529 1304 0,305835 0,169393 1,805476023 1 1 UP

ENSGALT00000075372 ENSGALT00000075372 9:1530386-1536880 1045 2,71122 2,39721 1,130989776 1 1 UP

ENSGALT00000075303 ENSGALT00000075303 KQ759703.1:3752-5094 740 0,208786 0,317259 0,65809323 1 1 DOWN

ENSGALT00000075273 ENSGALT00000075273 3:107728741-107730011 975 0,198382 0,0831057 2,387104615 1 1 UP

ENSGALT00000075257 ENSGALT00000075257 AADN04001801.1:19883-21786 567 0,479501 0,702973 0,682104434 1 1 DOWN

ENSGALT00000075249 ENSGALT00000075249 2:106661251-106675533 676 0,22494 0,133344 1,686915047 1 1 UP

ENSGALT00000075197 ENSGALT00000075197 AADN04002129.1:8561-19466 1076 0,0627123 0,0999188 0,627632638 1 1 DOWN

ENSGALT00000075178 ENSGALT00000075178 AADN04006220.1:7193-12339 4027 0,113351 7,15E-09 15844024,05 1 1 UP

ENSGALT00000075160 ENSGALT00000075160 12:4488524-4534350 507 0,296197 0,500128 0,592242386 1 1 DOWN

ENSGALT00000075148 ENSGALT00000075148 18:7140964-7204270 1536 0,0234617 0,0363632 0,645204492 1 1 DOWN

ENSGALT00000075121 ENSGALT00000075121 3:48101479-48103777 1794 0,930432 0,715777 1,299890888 1 1 UP

ENSGALT00000075113 ENSGALT00000075113 AADN04001717.1:5178-20639 533 0,172623 1,00E-05 17262,3 1 1 UP

ENSGALT00000075079 ENSGALT00000075079 AADN04002821.1:8725-10954 938 0,235597 0,16632 1,416528379 1 1 UP

ENSGALT00000075039 ENSGALT00000075039 15:5392151-5411028 1391 0,042868 0,100001 0,428675713 1 1 DOWN

ENSGALT00000075028 ENSGALT00000075028 AADN04003132.1:2131-15903 933 0,102979 0,153739 0,669830037 1 1 DOWN

ENSGALT00000074984 ENSGALT00000074984 AADN04008323.1:4327-6051 891 1,89467 2,08443 0,908963122 1 1 DOWN

ENSGALT00000074948 ENSGALT00000074948 1:118209668-118223443 1128 0,412771 0,255895 1,613048321 1 1 UP

ENSGALT00000074934 ENSGALT00000074934 AADN04006188.1:628-1660 804 0,0606125 0,0508667 1,191594894 1 1 UP

ENSGALT00000074904 ENSGALT00000074904 AADN04016972.1:20-4670 4465 0,162331 0,132271 1,2272607 1 1 UP

ENSGALT00000074851 ENSGALT00000074851 AADN04017400.1:20-1892 1578 0,140773 0,0656903 2,142980014 1 1 UP

ENSGALT00000074834 ENSGALT00000074834 1:135570851-135577119 1564 0,0255493 0,00985856 2,591585384 1 1 UP

ENSGALT00000074791 ENSGALT00000074791 AADN04014091.1:624-6277 2217 0,0414986 0,0377846 1,098294014 1 1 UP

ENSGALT00000074785 ENSGALT00000074785 AADN04018474.1:552-2345 811 0,200895 0,0607842 3,305052958 1 1 UP

ENSGALT00000074783 ENSGALT00000074783 AADN04000956.1:3211-37107 569 1,29193 1,03919 1,243208653 1 1 UP

ENSGALT00000074766 ENSGALT00000074766 AADN04005044.1:3852-7765 2224 0,00682767 0,0129089 0,528911836 1 1 DOWN

ENSGALT00000074754 ENSGALT00000074754 AADN04004877.1:12625-14265 1512 0,0139431 0,0172474 0,808417501 1 1 DOWN

ENSGALT00000074596 ENSGALT00000074596 AADN04019686.1:1984-3289 1228 0,819259 0,356845 2,295839931 1 1 UP

ENSGALT00000074593 ENSGALT00000074593 AADN04006895.1:4627-5574 880 0,0633097 0,0230903 2,741830985 1 1 UP

ENSGALT00000074469 ENSGALT00000074469 23:1914880-1917339 895 0,0414203 0,319455 0,129659263 1 1 DOWN

ENSGALT00000074466 ENSGALT00000074466 AADN04017238.1:1520-2437 670 0,282455 0,26744 1,056143434 1 1 UP

ENSGALT00000074432 ENSGALT00000074432 AADN04023752.1:108-1175 736 0,145163 0,0304909 4,760863077 1 1 UP

ENSGALT00000074420 ENSGALT00000074420 AADN04006615.1:9092-11739 497 0,150051 1,00E-05 15005,1 1 1 UP

ENSGALT00000074393 ENSGALT00000074393 14:14340377-14341859 1225 0,0641879 0,0884186 0,72595472 1 1 DOWN

ENSGALT00000074375 ENSGALT00000074375 AADN04016518.1:20-2093 1483 0,125971 0,145537 0,865559961 1 1 DOWN

ENSGALT00000074346 ENSGALT00000074346 AADN04015787.1:20-1691 1115 0,0298781 1,00E-05 2987,81 1 1 UP

ENSGALT00000074336 ENSGALT00000074336 Z:80523720-80909581 497 0,0976593 0,696052 0,140304604 1 1 DOWN

ENSGALT00000074329 ENSGALT00000074329 AADN04017035.1:2404-4636 1061 1,51285 1,50139 1,007632927 1 1 UP

ENSGALT00000074320 ENSGALT00000074320 10:12226687-12235028 473 0,0302139 0,326936 0,092415335 1 1 DOWN

ENSGALT00000074310 ENSGALT00000074310 2:55881796-55891196 924 0,122164 0,0234023 5,220170667 1 1 UP

ENSGALT00000074293 ENSGALT00000074293 10:11055226-11057889 739 0,413194 0,0639824 6,457932181 1 1 UP

ENSGALT00000074270 ENSGALT00000074270 AADN04002092.1:5690-12236 1771 0,0202575 0,0839122 0,241413048 1 1 DOWN

ENSGALT00000074248 ENSGALT00000074248 26:1634477-1636375 1512 2,20072 2,17777 1,010538303 1 1 UP

ENSGALT00000074123 ENSGALT00000074123 AADN04001221.1:6106-14204 554 0,223788 0,0523671 4,273446496 1 1 UP

ENSGALT00000074120 ENSGALT00000074120 AADN04000787.1:7983-13174 3025 0,0786273 0,0692288 1,135759973 1 1 UP

ENSGALT00000074097 ENSGALT00000074097 AADN04014355.1:893-5130 3866 1,5704 1,72086 0,912566972 1 1 DOWN

ENSGALT00000074089 ENSGALT00000074089 2:94036441-94040331 1772 0,457946 0,509521 0,898777479 1 1 DOWN

ENSGALT00000073997 ENSGALT00000073997 AADN04001205.1:6584-8814 1130 1,4994 1,13147 1,32517875 1 1 UP

ENSGALT00000073981 ENSGALT00000073981 AADN04015486.1:3985-5511 1322 0,746861 1,31077 0,569787987 1 1 DOWN

ENSGALT00000073961 ENSGALT00000073961 14:5249995-5263065 1809 0,0209354 0,102165 0,204917535 1 1 DOWN

ENSGALT00000073934 ENSGALT00000073934 AADN04004988.1:1626-6288 964 0,0731204 2,61E-42 2,80E+40 1 1 UP

ENSGALT00000073896 ENSGALT00000073896 1:194288675-194292741 1100 0,145842 0,039797 3,664648089 1 1 UP

ENSGALT00000073886 ENSGALT00000073886 13:18363769-18376398 762 0,136454 0,0600189 2,273517175 1 1 UP

ENSGALT00000073885 ENSGALT00000073885 AADN04013760.1:2192-6463 688 0,120866 1,00E-05 12086,6 1 1 UP

ENSGALT00000073739 ENSGALT00000073739 27:4828072-4829957 1847 0,298508 0,166681 1,790893983 1 1 UP

ENSGALT00000073722 ENSGALT00000073722 AADN04015400.1:3171-4655 888 0,131267 0,0273377 4,801684121 1 1 UP

ENSGALT00000073706 ENSGALT00000073706 3:41917803-41932736 722 0,169672 0,029367 5,77764157 1 1 UP

ENSGALT00000073653 ENSGALT00000073653 3:9364320-9374378 1235 0,537837 0,7064 0,761377407 1 1 DOWN

ENSGALT00000073631 ENSGALT00000073631 4:61691209-61705672 1144 0,0502817 0,0188606 2,665965028 1 1 UP

ENSGALT00000073630 ENSGALT00000073630 AADN04000624.1:11710-13755 1097 0,173958 0,0909564 1,912542713 1 1 UP

ENSGALT00000073620 ENSGALT00000073620 AADN04012310.1:5765-7286 1064 0,431944 0,459682 0,939658286 1 1 DOWN

ENSGALT00000073584 ENSGALT00000073584 AADN04006259.1:3851-6561 2320 0,371258 0,43108 0,861227614 1 1 DOWN

ENSGALT00000073572 ENSGALT00000073572 KQ759423.1:30-1304 925 2,85444 2,1466 1,329749371 1 1 UP

ENSGALT00000073570 ENSGALT00000073570 1:112282441-112304854 1339 0,0518716 0,0756479 0,685697818 1 1 DOWN

ENSGALT00000073569 ENSGALT00000073569 AADN04001768.1:21494-22324 585 0,175266 0,141723 1,236680003 1 1 UP

ENSGALT00000073568 ENSGALT00000073568 KQ759573.1:20-1676 1495 0,39387 0,808344 0,487255426 1 1 DOWN

ENSGALT00000073564 ENSGALT00000073564 AADN04012627.1:3944-7130 1940 0,337143 0,478548 0,7045124 1 1 DOWN

ENSGALT00000073555 ENSGALT00000073555 3:52632256-52648321 732 1,00E-05 0,134877 7,41E-05 1 1 DOWN

ENSGALT00000073531 ENSGALT00000073531 AADN04002035.1:1656-14005 552 0,324118 0,334093 0,970143044 1 1 DOWN

ENSGALT00000073529 ENSGALT00000073529 1:64792525-64819531 1895 0,0541937 0,0546029 0,992505893 1 1 DOWN

ENSGALT00000073481 ENSGALT00000073481 AADN04000662.1:67354-95948 1325 2,66677 3,42439 0,778757677 1 1 DOWN

ENSGALT00000073479 ENSGALT00000073479 9:19636901-19640222 3261 10,2147 11,6172 0,879273835 1 1 DOWN

ENSGALT00000073466 ENSGALT00000073466 AADN04004930.1:1088-7598 618 0,133812 0,139269 0,960816836 1 1 DOWN

ENSGALT00000073435 ENSGALT00000073435 AADN04006300.1:95-12266 1727 0,0973419 0,169365 0,574746258 1 1 DOWN

ENSGALT00000073415 ENSGALT00000073415 AADN04001852.1:4367-7729 450 0,336079 0,498919 0,673614354 1 1 DOWN

ENSGALT00000073413 ENSGALT00000073413 AADN04018478.1:37-3042 490 1,17742 1,26906 0,927789072 1 1 DOWN

ENSGALT00000073410 ENSGALT00000073410 AADN04010084.1:1960-8823 1461 0,275144 0,828421 0,332130644 1 1 DOWN

ENSGALT00000073399 ENSGALT00000073399 AADN04024568.1:20-1681 1394 0,0122578 0,0560703 0,218614846 1 1 DOWN

ENSGALT00000073387 ENSGALT00000073387 AADN04002592.1:7745-16917 3805 1,35E-06 0,0362351 3,72E-05 1 1 DOWN

ENSGALT00000073386 ENSGALT00000073386 AADN04001122.1:22872-26838 509 0,300777 0,0683987 4,397408138 1 1 UP

ENSGALT00000073378 ENSGALT00000073378 AADN04024540.1:20-1013 526 1,78416 1,50448 1,185898118 1 1 UP

ENSGALT00000073309 ENSGALT00000073309 3:15378460-15379734 643 0,724108 0,419038 1,728024666 1 1 UP

ENSGALT00000073306 ENSGALT00000073306 6:16983557-16994562 1575 0,14841 0,479986 0,309196518 1 1 DOWN

ENSGALT00000073299 ENSGALT00000073299 KQ759585.1:15204-19033 1657 0,125037 0,0765776 1,632814296 1 1 UP

ENSGALT00000073280 ENSGALT00000073280 AADN04012722.1:6035-7033 803 0,163557 0,164482 0,994376284 1 1 DOWN

ENSGALT00000073255 ENSGALT00000073255 7:3067087-3068934 1099 0,0659965 0,0193277 3,414607015 1 1 UP

ENSGALT00000073196 ENSGALT00000073196 AADN04008319.1:3373-10184 844 0,207624 0,101315 2,049291813 1 1 UP

ENSGALT00000073182 ENSGALT00000073182 W:99099-4715155 1926 0,043567 0,171357 0,254246981 1 1 DOWN

ENSGALT00000073179 ENSGALT00000073179 AADN04017796.1:20-2663 881 0,249022 0,470752 0,528987662 1 1 DOWN

ENSGALT00000073173 ENSGALT00000073173 20:8130139-8132489 1181 1,02681 1,22743 0,836552797 1 1 DOWN

ENSGALT00000073171 ENSGALT00000073171 AADN04003118.1:5867-7069 886 0,534147 0,669311 0,798055015 1 1 DOWN

ENSGALT00000073147 ENSGALT00000073147 KQ759616.1:2967-13735 3070 0,668228 0,557033 1,19962013 1 1 UP

ENSGALT00000073131 ENSGALT00000073131 9:19651403-19784548 1071 0,018866 0,0390766 0,48279533 1 1 DOWN

ENSGALT00000073087 ENSGALT00000073087 AADN04002378.1:2096-18599 659 0,0552105 0,0167923 3,287846215 1 1 UP

ENSGALT00000073039 ENSGALT00000073039 AADN04012278.1:571-7363 2242 0,177336 0,17854 0,993256413 1 1 DOWN

ENSGALT00000073019 ENSGALT00000073019 AADN04002759.1:2761-17685 440 1,00E-05 0,475601 2,10E-05 1 1 DOWN

ENSGALT00000073015 ENSGALT00000073015 AADN04000704.1:45427-51696 1905 0,438419 0,41798 1,048899469 1 1 UP

ENSGALT00000073014 ENSGALT00000073014 27:166846-170002 1621 0,0434447 0,0314195 1,38273047 1 1 UP

ENSGALT00000073004 ENSGALT00000073004 AADN04012631.1:1058-2296 983 0,172934 0,118138 1,463830436 1 1 UP

ENSGALT00000072982 ENSGALT00000072982 KQ759645.1:6944-9495 1387 0,29762 0,415513 0,716271212 1 1 DOWN

ENSGALT00000072952 ENSGALT00000072952 AADN04014729.1:31-5838 1616 0,0177114 0,0208975 0,847536787 1 1 DOWN

ENSGALT00000072892 ENSGALT00000072892 KQ759584.1:6054-7748 1652 0,438702 0,753726 0,582044403 1 1 DOWN

ENSGALT00000072888 ENSGALT00000072888 4:41426108-41426822 590 0,122203 1,00E-05 12220,3 1 1 UP

ENSGALT00000072856 ENSGALT00000072856 20:769627-840409 583 0,106961 0,441613 0,242205279 1 1 DOWN

ENSGALT00000072853 ENSGALT00000072853 AADN04012486.1:2453-7222 1460 0,742731 0,629866 1,179188907 1 1 UP

ENSGALT00000072846 ENSGALT00000072846 AADN04015152.1:3817-5171 884 0,699895 0,479566 1,459434155 1 1 UP

ENSGALT00000072798 ENSGALT00000072798 27:1709752-1712237 2105 0,0293345 0,029156 1,006122239 1 1 UP

ENSGALT00000072780 ENSGALT00000072780 AADN04001414.1:2428-5488 1903 0,290458 0,263704 1,101454661 1 1 UP

ENSGALT00000072771 ENSGALT00000072771 1:50814569-50815380 597 1,90317 1,32773 1,433401369 1 1 UP

ENSGALT00000072758 ENSGALT00000072758 AADN04012627.1:3944-7130 2291 0,0597083 0,241359 0,247383773 1 1 DOWN

ENSGALT00000072728 ENSGALT00000072728 AADN04018259.1:20-2778 1681 0,065361 1,38E-06 47339,37379 1 1 UP

ENSGALT00000072660 ENSGALT00000072660 1:64560917-64571917 1052 3,27615 3,07987 1,063729963 1 1 UP

ENSGALT00000072642 ENSGALT00000072642 16:238279-378917 1129 0,279312 0,40511 0,689471995 1 1 DOWN

ENSGALT00000072628 ENSGALT00000072628 AADN04005336.1:9420-12979 2910 0,581781 0,274092 2,122575632 1 1 UP

ENSGALT00000072621 ENSGALT00000072621 AADN04006362.1:139-3025 1016 0,228316 0,309266 0,738251214 1 1 DOWN

ENSGALT00000072591 ENSGALT00000072591 AADN04016502.1:342-4923 928 0,661489 0,50302 1,315035187 1 1 UP

ENSGALT00000072579 ENSGALT00000072579 AADN04005320.1:4659-6021 1294 1,21181 2,04161 0,593556066 1 1 DOWN

ENSGALT00000072575 ENSGALT00000072575 AADN04017883.1:63-3185 2953 0,0453079 0,0235194 1,926405436 1 1 UP

ENSGALT00000072561 ENSGALT00000072561 13:2481811-2483200 508 0,211235 0,289817 0,728856485 1 1 DOWN

ENSGALT00000072550 ENSGALT00000072550 AADN04013872.1:1737-6353 2552 0,130093 0,212052 0,613495746 1 1 DOWN

ENSGALT00000072518 ENSGALT00000072518 AADN04020451.1:171-2907 2001 0,0771352 0,0439718 1,754197008 1 1 UP

ENSGALT00000072443 ENSGALT00000072443 AADN04016266.1:3530-4921 1142 0,102314 0,075924 1,347584427 1 1 UP

ENSGALT00000072412 ENSGALT00000072412 18:6724488-6751950 1365 1,75942 1,44247 1,219727273 1 1 UP

ENSGALT00000072391 ENSGALT00000072391 AADN04002812.1:8727-11162 1016 0,089063 0,0777526 1,145466518 1 1 UP

ENSGALT00000072379 ENSGALT00000072379 AADN04010874.1:1468-5083 794 0,271143 0,239543 1,13191786 1 1 UP

ENSGALT00000072334 ENSGALT00000072334 3:54348059-54348949 840 1,20441 1,98884 0,60558416 1 1 DOWN

ENSGALT00000072331 ENSGALT00000072331 AADN04002991.1:1994-8126 1070 0,0176709 0,0340651 0,51873912 1 1 DOWN

ENSGALT00000072316 ENSGALT00000072316 AADN04008943.1:20-5981 3232 0,24772 0,285609 0,867339615 1 1 DOWN

ENSGALT00000072304 ENSGALT00000072304 AADN04012217.1:34-2687 1916 0,172808 0,188433 0,91707928 1 1 DOWN

ENSGALT00000072290 ENSGALT00000072290 17:5401237-5402938 1163 4,31689 4,91921 0,877557575 1 1 DOWN

ENSGALT00000072278 ENSGALT00000072278 15:4264960-4270678 1077 1,07153 1,15732 0,925871842 1 1 DOWN

ENSGALT00000072276 ENSGALT00000072276 1:125358604-125373869 376 0,346263 0,103173 3,356139688 1 1 UP

ENSGALT00000072244 ENSGALT00000072244 AADN04017035.1:2404-4636 2146 0,0264728 0,0248718 1,06437009 1 1 UP

ENSGALT00000072208 ENSGALT00000072208 KQ759645.1:6944-9495 1764 1,45377 1,61025 0,902822543 1 1 DOWN

ENSGALT00000072203 ENSGALT00000072203 AADN04012756.1:1407-3256 1710 1,52213 1,51862 1,002311309 1 1 UP

ENSGALT00000072199 ENSGALT00000072199 AADN04012076.1:3432-7475 3928 1,28974 1,26892 1,016407654 1 1 UP

ENSGALT00000072197 ENSGALT00000072197 AADN04010753.1:1297-7161 3371 5,59674 5,74864 0,973576359 1 1 DOWN

ENSGALT00000072192 ENSGALT00000072192 14:7562876-7564655 935 1,00E-05 0,130984 7,63E-05 1 1 DOWN

ENSGALT00000072171 ENSGALT00000072171 AADN04006374.1:9517-11730 1364 0,667789 0,556267 1,200482862 1 1 UP

ENSGALT00000072167 ENSGALT00000072167 5:9577541-9579797 620 0,0953714 0,157933 0,603872528 1 1 DOWN

ENSGALT00000072101 ENSGALT00000072101 AADN04006022.1:6918-11215 3482 0,61772 0,730862 0,845193758 1 1 DOWN

ENSGALT00000072095 ENSGALT00000072095 KQ759696.1:20-6962 2505 0,0621055 0,068882 0,901621614 1 1 DOWN

ENSGALT00000072082 ENSGALT00000072082 AADN04002518.1:7054-9733 1206 0,605959 0,757629 0,799809669 1 1 DOWN

ENSGALT00000072013 ENSGALT00000072013 AADN04003351.1:4965-15456 1151 0,0561016 0,0355486 1,578166229 1 1 UP

ENSGALT00000072001 ENSGALT00000072001 4:89292692-89299994 1388 0,0313583 0,0403607 0,776951341 1 1 DOWN

ENSGALT00000071986 ENSGALT00000071986 AADN04010638.1:6492-8549 759 0,483389 0,849955 0,56872305 1 1 DOWN

ENSGALT00000071980 ENSGALT00000071980 AADN04006383.1:2901-7851 1837 0,171487 0,0438727 3,908740515 1 1 UP

ENSGALT00000071962 ENSGALT00000071962 4:39895977-39956315 2742 0,213951 0,366926 0,583090323 1 1 DOWN

ENSGALT00000071916 ENSGALT00000071916 AADN04004953.1:8953-14128 506 0,759944 0,691261 1,099358998 1 1 UP

ENSGALT00000071882 ENSGALT00000071882 AADN04000956.1:3211-37107 1189 2,3286 2,31022 1,007955952 1 1 UP

ENSGALT00000071852 ENSGALT00000071852 3:72916912-72919885 529 0,398768 0,654489 0,609281439 1 1 DOWN

ENSGALT00000071846 ENSGALT00000071846 AADN04001377.1:17333-25319 3376 0,0492282 0,0414891 1,18653333 1 1 UP

ENSGALT00000071818 ENSGALT00000071818 AADN04002591.1:3041-6542 1011 0,726848 0,470963 1,543322936 1 1 UP

ENSGALT00000071759 ENSGALT00000071759 8:15783993-15785084 1054 0,136942 0,204916 0,668283589 1 1 DOWN

ENSGALT00000071757 ENSGALT00000071757 4:39639653-39646229 1690 0,399926 0,264512 1,511938967 1 1 UP

ENSGALT00000071755 ENSGALT00000071755 11:18139181-18140100 877 0,0519816 0,029008 1,791974628 1 1 UP

ENSGALT00000071737 ENSGALT00000071737 AADN04015281.1:20-3531 1467 0,0653361 0,0392983 1,662568101 1 1 UP

ENSGALT00000071732 ENSGALT00000071732 AADN04002129.1:8561-19466 1076 0,0434802 0,0856727 0,507515229 1 1 DOWN

ENSGALT00000071715 ENSGALT00000071715 4:25900253-25900939 598 1,00E-05 0,164167 6,09E-05 1 1 DOWN

ENSGALT00000071711 ENSGALT00000071711 AADN04024632.1:20-1233 1142 0,0425105 0,0266719 1,593830961 1 1 UP

ENSGALT00000071707 ENSGALT00000071707 28:3321568-3322930 615 8,09823 8,73777 0,926807412 1 1 DOWN

ENSGALT00000071696 ENSGALT00000071696 19:613508-614914 1054 7,89589 8,60269 0,917839652 1 1 DOWN

ENSGALT00000071683 ENSGALT00000071683 AADN04017574.1:436-4033 2829 0,257987 0,133764 1,928672887 1 1 UP

ENSGALT00000071681 ENSGALT00000071681 AADN04016858.1:405-4728 2508 1,00E-05 0,0277889 0,000359856 1 1 DOWN

ENSGALT00000071662 ENSGALT00000071662 5:16520185-16585440 1512 0,23715 0,199481 1,188835027 1 1 UP

ENSGALT00000071656 ENSGALT00000071656 AADN04012433.1:281-2033 1685 0,670588 0,495336 1,353804286 1 1 UP

ENSGALT00000071629 ENSGALT00000071629 AADN04013415.1:20-6677 6283 0,368399 0,558477 0,659649368 1 1 DOWN

ENSGALT00000071625 ENSGALT00000071625 AADN04011484.1:1012-7713 1824 0,0744988 1,78E-05 4188,125769 1 1 UP

ENSGALT00000071617 ENSGALT00000071617 20:9691362-9752383 427 1,08122 1,07101 1,009533058 1 1 UP

ENSGALT00000071595 ENSGALT00000071595 AADN04004877.1:12625-14265 1165 0,0673883 0,0652393 1,032940268 1 1 UP

ENSGALT00000071532 ENSGALT00000071532 21:2633543-2766080 596 6,27E-64 0,203134 3,08E-63 1 1 DOWN

ENSGALT00000071522 ENSGALT00000071522 26:2211495-2216281 857 0,143593 0,28954 0,495934931 1 1 DOWN

ENSGALT00000071492 ENSGALT00000071492 AADN04005370.1:351-12799 1052 1,00E-05 0,157721 6,34E-05 1 1 DOWN

ENSGALT00000071481 ENSGALT00000071481 2:139866063-139947148 1563 0,949998 0,515649 1,842334611 1 1 UP

ENSGALT00000071477 ENSGALT00000071477 KQ759716.1:20-1820 1484 0,189306 0,117831 1,606589098 1 1 UP

ENSGALT00000071452 ENSGALT00000071452 4:8742771-8755537 2208 10,4698 10,2915 1,017324977 1 1 UP

ENSGALT00000071446 ENSGALT00000071446 AADN04024114.1:39-1599 1389 0,249825 0,148569 1,68154191 1 1 UP

ENSGALT00000071425 ENSGALT00000071425 AADN04006642.1:4578-7801 708 1,00E-05 0,0884584 0,000113047 1 1 DOWN

ENSGALT00000071419 ENSGALT00000071419 14:2509011-2530537 2044 0,0521376 0,134532 0,387547944 1 1 DOWN

ENSGALT00000071391 ENSGALT00000071391 9:12870060-12871536 397 0,565972 0,299945 1,886919269 1 1 UP

ENSGALT00000071296 ENSGALT00000071296 17:8406842-8458669 564 1,33812 1,30881 1,022394389 1 1 UP

ENSGALT00000071293 ENSGALT00000071293 AADN04012433.1:281-2033 1438 0,0660916 0,178028 0,371242726 1 1 DOWN

ENSGALT00000071270 ENSGALT00000071270 AADN04005700.1:20-9254 1382 0,190716 0,167233 1,14042085 1 1 UP

ENSGALT00000071235 ENSGALT00000071235 AADN04006696.1:5971-7594 1497 0,288085 0,35379 0,814282484 1 1 DOWN

ENSGALT00000071226 ENSGALT00000071226 AADN04012505.1:1958-3388 1221 0,101373 0,102051 0,993356263 1 1 DOWN

ENSGALT00000071216 ENSGALT00000071216 AADN04006238.1:2742-4223 576 0,0491499 0,10552 0,465787528 1 1 DOWN

ENSGALT00000071214 ENSGALT00000071214 3:66037667-66043648 1018 0,11752 0,110632 1,062260467 1 1 UP

ENSGALT00000071191 ENSGALT00000071191 AADN04003607.1:9219-11882 604 0,16931 0,442489 0,382630981 1 1 DOWN

ENSGALT00000071131 ENSGALT00000071131 6:10376263-10388248 792 0,0743356 0,0269192 2,761434218 1 1 UP

ENSGALT00000071124 ENSGALT00000071124 5:53364527-53365547 985 0,45796 0,809522 0,565716559 1 1 DOWN

ENSGALT00000071077 ENSGALT00000071077 3:88394229-88395215 723 2,76704 2,46135 1,124196071 1 1 UP

ENSGALT00000071059 ENSGALT00000071059 7:16095968-16305713 853 0,0887444 0,132156 0,671512455 1 1 DOWN

ENSGALT00000071055 ENSGALT00000071055 AADN04004949.1:10920-14120 2926 0,0918875 0,0201952 4,549967319 1 1 UP

ENSGALT00000071049 ENSGALT00000071049 6:31375547-31376359 694 1,00E-05 0,256515 3,90E-05 1 1 DOWN

ENSGALT00000071039 ENSGALT00000071039 8:18935036-18998959 1467 0,13642 0,290141 0,470185186 1 1 DOWN

ENSGALT00000071030 ENSGALT00000071030 3:4549010-4572132 1946 0,054696 0,152665 0,358274654 1 1 DOWN

ENSGALT00000071006 ENSGALT00000071006 AADN04002652.1:13454-15812 1243 0,86111 1,17311 0,734040286 1 1 DOWN

ENSGALT00000071004 ENSGALT00000071004 1:87369659-87429658 1302 0,384862 0,224834 1,711760677 1 1 UP

ENSGALT00000070996 ENSGALT00000070996 5:37215913-37216537 347 2,40999 2,06796 1,165394882 1 1 UP

ENSGALT00000070972 ENSGALT00000070972 AADN04001013.1:24244-26695 1074 0,103386 0,145875 0,708730077 1 1 DOWN

ENSGALT00000070959 ENSGALT00000070959 AADN04014032.1:102-5576 2046 0,891187 1,84512 0,48299677 1 1 DOWN

ENSGALT00000070912 ENSGALT00000070912 14:12484081-12485506 1153 1,77598 1,29681 1,369499001 1 1 UP

ENSGALT00000070887 ENSGALT00000070887 AADN04015149.1:239-5630 1611 0,0424592 6,59E-06 6440,638372 1 1 UP

ENSGALT00000070847 ENSGALT00000070847 AADN04018857.1:872-3100 1090 0,0455081 0,101708 0,447438746 1 1 DOWN

ENSGALT00000070845 ENSGALT00000070845 AADN04011895.1:59-7591 5204 0,0328586 0,0270654 1,2140445 1 1 UP

ENSGALT00000070827 ENSGALT00000070827 AADN04003325.1:1491-4057 1016 1,00E-05 0,056502 0,000176985 1 1 DOWN

ENSGALT00000070825 ENSGALT00000070825 AADN04003459.1:5139-7046 1076 0,082353 0,0956242 0,861215048 1 1 DOWN

ENSGALT00000070821 ENSGALT00000070821 AADN04002896.1:12949-15139 1123 7,82E-06 0,167344 4,67E-05 1 1 DOWN

ENSGALT00000070815 ENSGALT00000070815 18:7822521-7826351 1028 0,753862 0,440555 1,711164327 1 1 UP

ENSGALT00000070793 ENSGALT00000070793 AADN04003206.1:1693-12084 922 0,0226867 0,0495131 0,458195912 1 1 DOWN

ENSGALT00000070768 ENSGALT00000070768 9:9846032-9924167 944 0,0568817 1,00E-05 5688,17 1 1 UP

ENSGALT00000070751 ENSGALT00000070751 28:4321306-4331603 1162 0,238343 0,737997 0,322959307 1 1 DOWN

ENSGALT00000070742 ENSGALT00000070742 AADN04007071.1:4093-8947 1445 0,0327977 0,0409077 0,801748815 1 1 DOWN

ENSGALT00000070692 ENSGALT00000070692 8:2303803-2307668 3361 0,978928 0,877689 1,115347236 1 1 UP

ENSGALT00000070689 ENSGALT00000070689 AADN04014781.1:1441-5876 1267 1,00E-05 0,342664 2,92E-05 1 1 DOWN

ENSGALT00000070631 ENSGALT00000070631 AADN04009389.1:1578-3929 2176 0,655917 0,61765 1,0619558 1 1 UP

ENSGALT00000070576 ENSGALT00000070576 2:34015150-34018855 625 0,646472 0,57523 1,123849591 1 1 UP

ENSGALT00000070556 ENSGALT00000070556 AADN04024528.1:20-1549 1250 1,32875 1,20046 1,106867368 1 1 UP

ENSGALT00000070550 ENSGALT00000070550 8:7368420-7406894 1235 4,45254 4,024 1,106496024 1 1 UP

ENSGALT00000070518 ENSGALT00000070518 AADN04013160.1:992-4828 732 1,53412 1,45728 1,052728371 1 1 UP

ENSGALT00000070507 ENSGALT00000070507 AADN04003156.1:6805-8016 895 0,337132 1,04493 0,322635966 1 1 DOWN

ENSGALT00000070485 ENSGALT00000070485 1:18086375-18228453 868 0,529192 0,656085 0,806590609 1 1 DOWN

ENSGALT00000070471 ENSGALT00000070471 AADN04011679.1:22-7719 1715 1,32025 1,20103 1,099264798 1 1 UP

ENSGALT00000070436 ENSGALT00000070436 AADN04000866.1:11268-32015 1489 0,224391 0,147523 1,521057733 1 1 UP

ENSGALT00000070431 ENSGALT00000070431 AADN04017000.1:2740-3283 379 3,11573 3,54997 0,87767784 1 1 DOWN

ENSGALT00000070400 ENSGALT00000070400 AADN04015764.1:981-3039 948 0,118753 0,182156 0,651930214 1 1 DOWN

ENSGALT00000070366 ENSGALT00000070366 AADN04006939.1:20-4463 2865 0,12429 0,096493 1,28807271 1 1 UP

ENSGALT00000070345 ENSGALT00000070345 10:15804836-15837529 1165 0,315432 0,390895 0,806948157 1 1 DOWN

ENSGALT00000070258 ENSGALT00000070258 AADN04006746.1:4016-5858 1767 0,138553 0,141454 0,979491566 1 1 DOWN

ENSGALT00000070257 ENSGALT00000070257 5:10727866-11068252 1121 0,133625 1,0551 0,126646763 1 1 DOWN

ENSGALT00000070238 ENSGALT00000070238 AADN04015039.1:1497-5763 3286 0,371479 0,551406 0,673694156 1 1 DOWN

ENSGALT00000070202 ENSGALT00000070202 AADN04004826.1:173-5965 914 0,953588 1,0184 0,936358995 1 1 DOWN

ENSGALT00000070168 ENSGALT00000070168 AADN04020580.1:20-1311 1201 2,72779 2,81452 0,969184799 1 1 DOWN

ENSGALT00000070157 ENSGALT00000070157 AADN04014381.1:293-4775 1544 3,60516 3,1408 1,147847682 1 1 UP

ENSGALT00000070147 ENSGALT00000070147 21:2813832-2826561 989 0,0372693 0,0255102 1,460956794 1 1 UP

ENSGALT00000070129 ENSGALT00000070129 AADN04001299.1:1433-18778 449 1,00E-05 0,243423 4,11E-05 1 1 DOWN

ENSGALT00000070112 ENSGALT00000070112 AADN04008161.1:8114-9403 333 0,230541 0,443072 0,520324011 1 1 DOWN

ENSGALT00000070056 ENSGALT00000070056 3:2483731-2576540 1337 0,118234 0,0606274 1,950174344 1 1 UP

ENSGALT00000070037 ENSGALT00000070037 4:66403276-66405539 315 0,730066 0,171865 4,247903878 1 1 UP

ENSGALT00000070031 ENSGALT00000070031 AADN04001846.1:10969-14074 1274 1,00E-05 0,0435934 0,000229393 1 1 DOWN

ENSGALT00000069943 ENSGALT00000069943 7:11510204-11514784 2149 4,25628 4,97971 0,854724472 1 1 DOWN

ENSGALT00000069905 ENSGALT00000069905 4:30171342-30189122 688 0,175308 0,031698 5,530569752 1 1 UP

ENSGALT00000069897 ENSGALT00000069897 2:97419399-97420941 1478 0,229154 0,892074 0,256877793 1 1 DOWN

ENSGALT00000069893 ENSGALT00000069893 AADN04007074.1:4014-8054 756 0,0870016 0,0983119 0,884954924 1 1 DOWN

ENSGALT00000069887 ENSGALT00000069887 KQ759588.1:4601-14250 1318 0,117563 0,158982 0,739473651 1 1 DOWN

ENSGALT00000069862 ENSGALT00000069862 1:76478213-76480485 1449 13,0655 13,0791 0,998960173 1 1 DOWN

ENSGALT00000069834 ENSGALT00000069834 AADN04004859.1:3266-14323 990 0,028534 0,0348482 0,818808432 1 1 DOWN

ENSGALT00000069814 ENSGALT00000069814 KQ759645.1:6944-9495 1523 0,625725 0,647344 0,966603537 1 1 DOWN

ENSGALT00000069802 ENSGALT00000069802 1:29501967-29505058 970 3,57141 3,2994 1,082442262 1 1 UP

ENSGALT00000069786 ENSGALT00000069786 Z:80142304-80513498 1494 0,010428 0,0222011 0,469706456 1 1 DOWN

ENSGALT00000069784 ENSGALT00000069784 20:6021388-6031833 1416 0,0651982 0,172776 0,377356809 1 1 DOWN

ENSGALT00000069783 ENSGALT00000069783 AADN04006022.1:113-4736 2142 0,423791 0,341503 1,240958352 1 1 UP

ENSGALT00000069773 ENSGALT00000069773 AADN04008708.1:4330-8005 2499 0,827417 1,18181 0,700126924 1 1 DOWN

ENSGALT00000069758 ENSGALT00000069758 AADN04002092.1:5690-12236 1684 0,0267172 0,0310145 0,861442229 1 1 DOWN

ENSGALT00000069728 ENSGALT00000069728 1:132558670-132560991 826 0,549342 1,14838 0,478362563 1 1 DOWN

ENSGALT00000069713 ENSGALT00000069713 AADN04003085.1:9220-11447 1360 0,0385214 0,0572335 0,673056864 1 1 DOWN

ENSGALT00000069672 ENSGALT00000069672 14:2500859-2504187 1448 0,0147222 0,107764 0,136615196 1 1 DOWN

ENSGALT00000069661 ENSGALT00000069661 AADN04012702.1:3180-6868 853 0,415873 0,550684 0,755193541 1 1 DOWN

ENSGALT00000069658 ENSGALT00000069658 AADN04013168.1:20-6776 703 0,288825 0,245187 1,177978441 1 1 UP

ENSGALT00000069648 ENSGALT00000069648 AADN04002517.1:6075-7222 649 0,199535 0,186775 1,068317494 1 1 UP

ENSGALT00000069636 ENSGALT00000069636 11:19622610-19624851 873 0,0384408 0,0432226 0,889368062 1 1 DOWN

ENSGALT00000069627 ENSGALT00000069627 AADN04012217.1:34-2687 2122 0,497822 0,417681 1,191871308 1 1 UP

ENSGALT00000069623 ENSGALT00000069623 1:133499283-133510608 2393 0,0585226 0,152664 0,383342504 1 1 DOWN

ENSGALT00000069622 ENSGALT00000069622 AADN04007170.1:1771-11320 2966 0,195233 0,230053 0,848643573 1 1 DOWN

ENSGALT00000069621 ENSGALT00000069621 4:46756262-46757029 419 0,156501 0,285758 0,547669707 1 1 DOWN

ENSGALT00000069610 ENSGALT00000069610 6:17568419-17570698 1019 0,921145 1,10789 0,831440847 1 1 DOWN

ENSGALT00000069609 ENSGALT00000069609 1:163821229-163821937 593 0,143263 0,222015 0,645285228 1 1 DOWN

ENSGALT00000069585 ENSGALT00000069585 AADN04006259.1:3851-6561 2515 0,382959 1,16899 0,327598183 1 1 DOWN

ENSGALT00000069569 ENSGALT00000069569 AADN04006668.1:8466-11116 860 0,481084 0,344256 1,39746003 1 1 UP

ENSGALT00000069563 ENSGALT00000069563 AADN04012310.1:5765-7286 1150 0,153256 8,53E-05 1796,030489 1 1 UP

ENSGALT00000069547 ENSGALT00000069547 13:16955320-16967353 1526 0,458311 0,795291 0,576280883 1 1 DOWN

ENSGALT00000069493 ENSGALT00000069493 6:12074036-12081892 950 0,26196 0,339055 0,772618012 1 1 DOWN

ENSGALT00000069479 ENSGALT00000069479 AADN04012324.1:6687-7316 577 0,16562 0,152351 1,087094932 1 1 UP

ENSGALT00000069472 ENSGALT00000069472 AADN04001414.1:615-1809 695 0,0742421 0,0585888 1,267172224 1 1 UP

ENSGALT00000069454 ENSGALT00000069454 AADN04013259.1:1990-3447 1060 0,256907 0,557314 0,460973527 1 1 DOWN

ENSGALT00000069430 ENSGALT00000069430 5:26652504-26663894 1021 0,137558 0,0914327 1,504472689 1 1 UP

ENSGALT00000069416 ENSGALT00000069416 AADN04005336.1:9420-12979 2847 1,22958 1,03274 1,190599764 1 1 UP

ENSGALT00000069360 ENSGALT00000069360 AADN04000924.1:4056-6440 508 0,164575 0,258737 0,636070605 1 1 DOWN

ENSGALT00000069309 ENSGALT00000069309 AADN04002248.1:5324-8604 1483 0,0244336 0,0165758 1,474052534 1 1 UP

ENSGALT00000069292 ENSGALT00000069292 20:6652074-6655003 1197 1,65798 1,53875 1,077484972 1 1 UP

ENSGALT00000069247 ENSGALT00000069247 28:26110-29964 2316 0,696525 1,75251 0,397444237 1 1 DOWN

ENSGALT00000069234 ENSGALT00000069234 3:41904003-41905836 453 0,219319 0,153516 1,42863936 1 1 UP

ENSGALT00000069232 ENSGALT00000069232 AADN04006272.1:5724-7949 1130 0,568094 0,466886 1,216772403 1 1 UP

ENSGALT00000069213 ENSGALT00000069213 15:5667186-5675877 1128 1,50289 1,66957 0,900165911 1 1 DOWN

ENSGALT00000069187 ENSGALT00000069187 28:2486036-2487030 824 2,39336 2,36397 1,012432476 1 1 UP

ENSGALT00000069179 ENSGALT00000069179 1:154200845-154202086 518 0,710957 0,262104 2,712499618 1 1 UP

ENSGALT00000069177 ENSGALT00000069177 27:5149291-5156649 1245 0,402799 0,310281 1,29817488 1 1 UP

ENSGALT00000069163 ENSGALT00000069163 15:984942-992620 1049 0,0748466 1,52E-06 49310,60836 1 1 UP

ENSGALT00000069146 ENSGALT00000069146 AADN04019874.1:29-3080 2585 0,244318 0,222782 1,096668492 1 1 UP

ENSGALT00000069126 ENSGALT00000069126 6:10376263-10388248 869 0,213218 0,200721 1,062260551 1 1 UP

ENSGALT00000069048 ENSGALT00000069048 AADN04005945.1:3807-8508 1447 2,07157 2,03951 1,015719462 1 1 UP

ENSGALT00000069035 ENSGALT00000069035 AADN04017758.1:2195-4276 1804 0,79599 0,537003 1,482282222 1 1 UP

ENSGALT00000069012 ENSGALT00000069012 20:11081950-11087913 553 0,000142555 0,285205 0,000499833 1 1 DOWN

ENSGALT00000068951 ENSGALT00000068951 AADN04024362.1:20-2137 929 0,0783934 0,170149 0,460733827 1 1 DOWN

ENSGALT00000068932 ENSGALT00000068932 3:4549010-4572132 1019 0,0292203 0,10142 0,288111812 1 1 DOWN

ENSGALT00000068924 ENSGALT00000068924 12:9709274-9710548 640 0,0566583 0,143692 0,394303789 1 1 DOWN

ENSGALT00000068920 ENSGALT00000068920 AADN04003194.1:20-2246 2145 1,00E-05 0,207351 4,82E-05 1 1 DOWN

ENSGALT00000068918 ENSGALT00000068918 AADN04002410.1:2166-4385 843 0,850219 0,529042 1,607091686 1 1 UP

ENSGALT00000068915 ENSGALT00000068915 AADN04002757.1:5476-6076 560 1,00E-05 0,255341 3,92E-05 1 1 DOWN

ENSGALT00000068892 ENSGALT00000068892 1:46016847-46028306 1089 0,0455973 0,0574871 0,793174469 1 1 DOWN

ENSGALT00000068861 ENSGALT00000068861 AADN04018474.1:552-2345 1039 0,0432257 0,0276074 1,565728754 1 1 UP

ENSGALT00000068833 ENSGALT00000068833 AADN04006220.1:7193-12339 3832 0,0869917 0,253316 0,343411786 1 1 DOWN



ENSGALT00000068798 ENSGALT00000068798 AADN04017989.1:20-4180 1838 0,125937 0,157867 0,797741137 1 1 DOWN

ENSGALT00000068774 ENSGALT00000068774 6:16284136-16402237 845 14,0332 14,2399 0,985484449 1 1 DOWN

ENSGALT00000068766 ENSGALT00000068766 AADN04001405.1:153-1492 1126 0,0285854 0,018741 1,525286804 1 1 UP

ENSGALT00000068757 ENSGALT00000068757 AADN04010857.1:2361-4293 495 0,222191 0,106485 2,086594356 1 1 UP

ENSGALT00000068738 ENSGALT00000068738 7:4929186-4932602 1557 3,92782 4,26859 0,920168018 1 1 DOWN

ENSGALT00000068713 ENSGALT00000068713 AADN04006356.1:5191-6305 1079 0,0189632 0,0443355 0,42772045 1 1 DOWN

ENSGALT00000068662 ENSGALT00000068662 KQ759645.1:6944-9495 1207 0,371019 0,247043 1,501839761 1 1 UP

ENSGALT00000068634 ENSGALT00000068634 19:9026612-9106170 1408 1,19841 1,50154 0,798120596 1 1 DOWN

ENSGALT00000068618 ENSGALT00000068618 AADN04003222.1:5948-8729 954 0,282267 0,522547 0,540175334 1 1 DOWN

ENSGALT00000068595 ENSGALT00000068595 AADN04006346.1:517-4980 1036 1,63764 2,30587 0,710204825 1 1 DOWN

ENSGALT00000068587 ENSGALT00000068587 KQ759698.1:20-3734 2039 0,0292246 1,93E-05 1517,341281 1 1 UP

ENSGALT00000068524 ENSGALT00000068524 AADN04001930.1:11436-12921 521 0,24711 0,347594 0,710915608 1 1 DOWN

ENSGALT00000068494 ENSGALT00000068494 AADN04006420.1:1651-7872 4465 0,00732935 0,0365469 0,200546421 1 1 DOWN

ENSGALT00000068482 ENSGALT00000068482 AADN04001465.1:2652-4116 798 1,54654 1,33951 1,154556517 1 1 UP

ENSGALT00000068480 ENSGALT00000068480 11:3784726-3944807 1762 0,015875 0,0557388 0,284810581 1 1 DOWN

ENSGALT00000068473 ENSGALT00000068473 AADN04018001.1:81-4119 2041 0,412513 0,601842 0,685417435 1 1 DOWN

ENSGALT00000068461 ENSGALT00000068461 8:7479576-7481489 1388 0,712238 0,634152 1,123134517 1 1 UP

ENSGALT00000068428 ENSGALT00000068428 AADN04001603.1:20-2330 1530 0,164137 0,149059 1,101154576 1 1 UP

ENSGALT00000068394 ENSGALT00000068394 AADN04002513.1:1710-9547 4474 0,26646 0,337665 0,789125317 1 1 DOWN

ENSGALT00000068375 ENSGALT00000068375 AADN04013089.1:20-6849 3840 1,16525 1,71534 0,67931139 1 1 DOWN

ENSGALT00000068355 ENSGALT00000068355 6:29236841-29241323 431 0,000606112 0,372299 0,001628025 1 1 DOWN

ENSGALT00000068339 ENSGALT00000068339 AADN04005436.1:10936-13423 2142 0,844938 0,854257 0,989091105 1 1 DOWN

ENSGALT00000068328 ENSGALT00000068328 7:28553295-28554700 1007 7,76702 8,10715 0,958045676 1 1 DOWN

ENSGALT00000068292 ENSGALT00000068292 AADN04001852.1:18455-21661 2083 2,43474 3,71782 0,654883776 1 1 DOWN

ENSGALT00000068262 ENSGALT00000068262 AADN04018772.1:97-3739 1365 0,273755 0,276167 0,991266154 1 1 DOWN

ENSGALT00000068238 ENSGALT00000068238 3:34800846-34802107 1042 7,9283 8,45972 0,937182318 1 1 DOWN

ENSGALT00000068195 ENSGALT00000068195 5:23997182-23998213 966 1,32507 1,56624 0,846019767 1 1 DOWN

ENSGALT00000068102 ENSGALT00000068102 AADN04012186.1:20-7403 5393 0,0189958 0,0194561 0,97634161 1 1 DOWN

ENSGALT00000068096 ENSGALT00000068096 15:6273633-6293503 1090 2,9648 2,11153 1,404100344 1 1 UP

ENSGALT00000068093 ENSGALT00000068093 AADN04003477.1:5175-10228 4448 0,0249849 0,00401756 6,218923924 1 1 UP

ENSGALT00000068081 ENSGALT00000068081 AADN04011840.1:691-7604 3918 0,0674484 0,109218 0,617557545 1 1 DOWN

ENSGALT00000068057 ENSGALT00000068057 AADN04012687.1:2934-6904 970 0,776505 0,851924 0,91147215 1 1 DOWN

ENSGALT00000068042 ENSGALT00000068042 AADN04015954.1:758-3266 1133 0,816425 1,32023 0,618396037 1 1 DOWN

ENSGALT00000068016 ENSGALT00000068016 AADN04006825.1:1764-6841 1218 0,299348 0,144179 2,076224693 1 1 UP

ENSGALT00000068004 ENSGALT00000068004 AADN04011544.1:3777-7759 2002 0,01728 0,0597906 0,28900864 1 1 DOWN

ENSGALT00000067987 ENSGALT00000067987 AADN04001206.1:2662-28239 681 0,142778 0,49238 0,289975222 1 1 DOWN

ENSGALT00000067981 ENSGALT00000067981 4:75273237-75452467 2616 0,316558 0,28504 1,110573955 1 1 UP

ENSGALT00000067967 ENSGALT00000067967 AADN04005168.1:5147-10903 1488 0,0418346 0,0218984 1,91039528 1 1 UP

ENSGALT00000067954 ENSGALT00000067954 AADN04003908.1:5718-6865 650 0,199846 0,133576 1,496122058 1 1 UP

ENSGALT00000067918 ENSGALT00000067918 3:41948692-41950538 731 0,168515 8,84E-07 190713,2607 1 1 UP

ENSGALT00000067899 ENSGALT00000067899 AADN04014251.1:3569-6178 2222 0,54356 0,298931 1,81834604 1 1 UP

ENSGALT00000067892 ENSGALT00000067892 20:6657388-6661949 807 6,39634 6,22745 1,02712025 1 1 UP

ENSGALT00000067841 ENSGALT00000067841 AADN04017389.1:1485-2549 769 0,0862528 0,1733 0,497708021 1 1 DOWN

ENSGALT00000067818 ENSGALT00000067818 AADN04013890.1:320-4874 4380 0,757967 0,60065 1,261911263 1 1 UP

ENSGALT00000067783 ENSGALT00000067783 AADN04013493.1:2842-6596 2334 0,490392 0,525059 0,933975039 1 1 DOWN

ENSGALT00000067735 ENSGALT00000067735 AADN04002254.1:11379-14627 1546 0,0935731 0,193046 0,484719186 1 1 DOWN

ENSGALT00000067704 ENSGALT00000067704 24:137138-202640 687 0,974548 1,16128 0,839201571 1 1 DOWN

ENSGALT00000067686 ENSGALT00000067686 AADN04014563.1:952-4533 728 0,0607538 0,039445 1,54021549 1 1 UP

ENSGALT00000067685 ENSGALT00000067685 AADN04023982.1:20-1119 980 1,51E-06 0,12519 1,21E-05 1 1 DOWN

ENSGALT00000067681 ENSGALT00000067681 AADN04024556.1:20-1205 1076 0,0525782 0,0776243 0,677342018 1 1 DOWN

ENSGALT00000067679 ENSGALT00000067679 AADN04005188.1:2780-5483 1091 0,312521 0,104976 2,97707095 1 1 UP

ENSGALT00000067677 ENSGALT00000067677 AADN04019146.1:20-2808 2568 0,200938 0,32588 0,616601203 1 1 DOWN

ENSGALT00000067669 ENSGALT00000067669 3:67233669-67408686 754 0,178939 0,0310758 5,75814621 1 1 UP

ENSGALT00000067662 ENSGALT00000067662 AADN04000772.1:47538-53551 1937 0,0121723 0,0551084 0,220879213 1 1 DOWN

ENSGALT00000067592 ENSGALT00000067592 18:2868568-2877925 1078 0,120796 7,04E-07 171517,0103 1 1 UP

ENSGALT00000067556 ENSGALT00000067556 AADN04015674.1:20-1774 1505 2,0991 2,70402 0,776288637 1 1 DOWN

ENSGALT00000067543 ENSGALT00000067543 AADN04006300.1:95-12266 2998 0,0814538 0,0324601 2,509351481 1 1 UP

ENSGALT00000067529 ENSGALT00000067529 AADN04014007.1:402-6309 3028 0,0083831 0,0359908 0,232923414 1 1 DOWN

ENSGALT00000067521 ENSGALT00000067521 AADN04009080.1:2833-8453 475 0,250605 1,10242 0,227322618 1 1 DOWN

ENSGALT00000067513 ENSGALT00000067513 AADN04005341.1:636-8047 762 1,18E-05 0,189 6,26E-05 1 1 DOWN

ENSGALT00000067511 ENSGALT00000067511 AADN04000711.1:2031-4741 1272 0,536204 0,697959 0,768245699 1 1 DOWN

ENSGALT00000067490 ENSGALT00000067490 AADN04015477.1:20-1259 657 0,0753014 1,00E-05 7530,14 1 1 UP

ENSGALT00000067467 ENSGALT00000067467 AADN04012474.1:4413-7150 2081 0,047126 0,0721511 0,653157055 1 1 DOWN

ENSGALT00000067461 ENSGALT00000067461 20:4700100-4706990 503 0,142671 0,0463611 3,077385998 1 1 UP

ENSGALT00000067453 ENSGALT00000067453 AADN04001138.1:722-2161 612 0,858203 1,20595 0,711640615 1 1 DOWN

ENSGALT00000067445 ENSGALT00000067445 AADN04002760.1:3237-9121 612 0,136606 0,229506 0,595217554 1 1 DOWN

ENSGALT00000067411 ENSGALT00000067411 KQ759693.1:786-7369 1378 1,15444 1,40984 0,818844692 1 1 DOWN

ENSGALT00000067401 ENSGALT00000067401 AADN04006383.1:2901-7851 1301 0,360973 0,553152 0,652574699 1 1 DOWN

ENSGALT00000067377 ENSGALT00000067377 9:10685844-10687118 1232 1,03857 1,47522 0,704010249 1 1 DOWN

ENSGALT00000067327 ENSGALT00000067327 9:1549904-1715952 699 0,0594942 0,0867773 0,685596348 1 1 DOWN

ENSGALT00000067323 ENSGALT00000067323 AADN04002697.1:4522-13373 2641 0,00753056 0,104034 0,072385566 1 1 DOWN

ENSGALT00000067282 ENSGALT00000067282 4:40328467-40645412 1580 0,938665 0,582523 1,611378435 1 1 UP

ENSGALT00000067278 ENSGALT00000067278 AADN04011844.1:20-3308 1610 0,596097 0,382276 1,55933671 1 1 UP

ENSGALT00000067277 ENSGALT00000067277 Z:75472352-76810006 1077 1,00E-05 0,0821093 0,000121789 1 1 DOWN

ENSGALT00000067276 ENSGALT00000067276 8:26909694-26916263 1616 0,0114205 0,0649624 0,175801695 1 1 DOWN

ENSGALT00000067253 ENSGALT00000067253 AADN04003139.1:4797-6995 2077 0,0998151 0,0839647 1,188774568 1 1 UP

ENSGALT00000067190 ENSGALT00000067190 14:2603870-2615981 400 0,799982 0,775671 1,031341896 1 1 UP

ENSGALT00000067147 ENSGALT00000067147 3:39903684-39904315 581 0,322815 0,793177 0,406989865 1 1 DOWN

ENSGALT00000067139 ENSGALT00000067139 5:33003605-33020104 1604 0,339985 0,124952 2,720924835 1 1 UP

ENSGALT00000067135 ENSGALT00000067135 AADN04002395.1:15323-17258 386 0,183701 0,560879 0,327523405 1 1 DOWN

ENSGALT00000067108 ENSGALT00000067108 1:52723228-52726833 716 0,099833 0,0263483 3,788973103 1 1 UP

ENSGALT00000067089 ENSGALT00000067089 AADN04012206.1:20-3262 1607 0,0603356 0,0300191 2,009907026 1 1 UP

ENSGALT00000067075 ENSGALT00000067075 AADN04000661.1:1426-12782 1146 0,0776789 0,505825 0,153568724 1 1 DOWN

ENSGALT00000067067 ENSGALT00000067067 11:18715806-18931546 888 0,0823668 1,00E-05 8236,68 1 1 UP

ENSGALT00000067059 ENSGALT00000067059 AADN04005896.1:719-2591 655 0,0374784 0,0716076 0,523385786 1 1 DOWN

ENSGALT00000067023 ENSGALT00000067023 AADN04005048.1:20-13490 3785 6,96407 7,63693 0,911893915 1 1 DOWN

ENSGALT00000067012 ENSGALT00000067012 AADN04004826.1:173-5965 1580 1,24125 1,13738 1,09132392 1 1 UP

ENSGALT00000066987 ENSGALT00000066987 11:4747075-4752160 1509 0,926886 1,21108 0,765338376 1 1 DOWN

ENSGALT00000066978 ENSGALT00000066978 AADN04013089.1:20-6849 4966 1,12372 2,80017 0,401304207 1 1 DOWN

ENSGALT00000066961 ENSGALT00000066961 1:13723778-13762739 1213 0,141298 0,0732196 1,929783828 1 1 UP

ENSGALT00000066920 ENSGALT00000066920 AADN04002976.1:2712-17218 4113 1,00E-05 0,0528403 0,000189249 1 1 DOWN

ENSGALT00000066904 ENSGALT00000066904 1:94991020-95105960 796 0,704596 0,469794 1,499797784 1 1 UP

ENSGALT00000066903 ENSGALT00000066903 20:10247809-10248888 872 0,290827 0,834365 0,348560882 1 1 DOWN

ENSGALT00000066888 ENSGALT00000066888 KQ759643.1:4847-11207 1999 0,065152 0,000152029 428,5498162 1 1 UP

ENSGALT00000066877 ENSGALT00000066877 19:5444086-5449251 1393 0,45327 0,425056 1,066377136 1 1 UP

ENSGALT00000066875 ENSGALT00000066875 24:5406557-5408894 751 0,137002 1,00E-05 13700,2 1 1 UP

ENSGALT00000066844 ENSGALT00000066844 3:26852881-26854422 1177 0,0742858 0,142262 0,522175985 1 1 DOWN

ENSGALT00000066830 ENSGALT00000066830 3:10483926-10577709 942 2,41538 2,76245 0,874361527 1 1 DOWN

ENSGALT00000066814 ENSGALT00000066814 AADN04008323.1:4327-6051 418 0,173274 0,645821 0,268300349 1 1 DOWN

ENSGALT00000066775 ENSGALT00000066775 AADN04007389.1:390-1097 587 0,16961 0,189968 0,892834583 1 1 DOWN

ENSGALT00000066771 ENSGALT00000066771 KQ759568.1:19196-19789 346 0,220223 0,633254 0,347764088 1 1 DOWN

ENSGALT00000066768 ENSGALT00000066768 AADN04011650.1:792-6731 5860 0,0352247 0,0433449 0,812660774 1 1 DOWN

ENSGALT00000066752 ENSGALT00000066752 12:2710984-2724179 1226 0,0567923 0,259595 0,218772704 1 1 DOWN

ENSGALT00000066750 ENSGALT00000066750 AADN04013583.1:2415-5466 1273 0,0475139 0,0916411 0,518478063 1 1 DOWN

ENSGALT00000066728 ENSGALT00000066728 1:181100632-181102726 1511 0,431556 0,329405 1,310107618 1 1 UP

ENSGALT00000066716 ENSGALT00000066716 10:1558343-1562987 1357 0,154859 0,19845 0,780342656 1 1 DOWN

ENSGALT00000066693 ENSGALT00000066693 AADN04003261.1:23-15295 1325 0,222766 0,0904659 2,462430595 1 1 UP

ENSGALT00000066669 ENSGALT00000066669 13:16668730-16670348 688 0,618866 0,353693 1,749726458 1 1 UP

ENSGALT00000066654 ENSGALT00000066654 5:51563092-51575957 1269 0,0505429 0,106915 0,472739092 1 1 DOWN

ENSGALT00000066652 ENSGALT00000066652 AADN04001711.1:3086-6238 566 0,0405261 0,0884595 0,458131687 1 1 DOWN

ENSGALT00000066636 ENSGALT00000066636 3:41917803-41932736 729 0,0476545 0,0313426 1,520438636 1 1 UP

ENSGALT00000066634 ENSGALT00000066634 1:52682933-52693293 1243 1,26919 2,11728 0,599443626 1 1 DOWN

ENSGALT00000066629 ENSGALT00000066629 AADN04006346.1:517-4980 1140 4,02605 5,44554 0,7393298 1 1 DOWN

ENSGALT00000066599 ENSGALT00000066599 KQ759640.1:3072-11503 5331 0,0623531 0,0492075 1,267146268 1 1 UP

ENSGALT00000066588 ENSGALT00000066588 10:14232321-14235612 764 0,328999 0,539278 0,610073098 1 1 DOWN

ENSGALT00000066578 ENSGALT00000066578 5:24447181-24448611 1221 0,191816 0,0361308 5,308933099 1 1 UP

ENSGALT00000066560 ENSGALT00000066560 2:50062030-50141035 1084 1,84551 2,59483 0,711225784 1 1 DOWN

ENSGALT00000066556 ENSGALT00000066556 28:2488187-2490657 973 2,97877 3,85328 0,773047897 1 1 DOWN

ENSGALT00000066555 ENSGALT00000066555 AADN04002782.1:6977-12325 1126 0,293853 0,253271 1,160231531 1 1 UP

ENSGALT00000066547 ENSGALT00000066547 AADN04006912.1:8996-11101 1444 0,119258 0,0490635 2,430686763 1 1 UP

ENSGALT00000066546 ENSGALT00000066546 1:87369659-87429658 919 0,262352 0,100087 2,621239522 1 1 UP

ENSGALT00000066497 ENSGALT00000066497 5:25807072-25817072 1288 0,433099 0,398924 1,085667947 1 1 UP

ENSGALT00000066486 ENSGALT00000066486 9:18139164-18275366 2114 0,525454 0,10343 5,080286184 1 1 UP

ENSGALT00000066480 ENSGALT00000066480 AADN04001028.1:28079-30583 1706 0,150679 0,0602627 2,500369217 1 1 UP

ENSGALT00000066471 ENSGALT00000066471 AADN04001010.1:3468-6571 1273 0,405706 0,234198 1,732320515 1 1 UP

ENSGALT00000066459 ENSGALT00000066459 5:32824915-32826865 564 0,0787041 0,049454 1,591460751 1 1 UP

ENSGALT00000066454 ENSGALT00000066454 AADN04014954.1:209-5445 515 0,325648 0,112833 2,886106015 1 1 UP

ENSGALT00000066451 ENSGALT00000066451 AADN04000939.1:22484-26137 1493 0,0209 0,0901989 0,231710143 1 1 DOWN

ENSGALT00000066415 ENSGALT00000066415 AADN04006170.1:30-3548 2927 0,0458047 0,0379533 1,206870022 1 1 UP

ENSGALT00000066384 ENSGALT00000066384 AADN04006576.1:5973-10811 747 0,0629189 0,316669 0,198689799 1 1 DOWN

ENSGALT00000066368 ENSGALT00000066368 10:15804836-15837529 1078 0,272957 0,216194 1,262555853 1 1 UP

ENSGALT00000066333 ENSGALT00000066333 AADN04013329.1:38-6709 1838 0,0886295 2,36E-05 3760,554476 1 1 UP

ENSGALT00000066329 ENSGALT00000066329 5:26199696-26200631 608 0,411962 0,20975 1,964061979 1 1 UP

ENSGALT00000066316 ENSGALT00000066316 AADN04022373.1:21-2014 1910 0,647932 0,635217 1,020016782 1 1 UP

ENSGALT00000066314 ENSGALT00000066314 1:104036134-104068257 1088 0,167234 0,0915891 1,825915966 1 1 UP

ENSGALT00000066281 ENSGALT00000066281 AADN04015524.1:22-3555 2042 1,75022 1,98791 0,880432213 1 1 DOWN

ENSGALT00000066266 ENSGALT00000066266 AADN04013309.1:3056-6592 345 0,582376 0,134446 4,331672196 1 1 UP

ENSGALT00000066243 ENSGALT00000066243 11:18387229-18396791 1889 0,0196223 0,0105557 1,858929299 1 1 UP

ENSGALT00000066227 ENSGALT00000066227 AADN04013728.1:4370-5722 678 0,745081 0,552281 1,349097651 1 1 UP

ENSGALT00000066213 ENSGALT00000066213 AADN04003314.1:5123-15559 1133 1,00E-05 0,0378141 0,000264452 1 1 DOWN

ENSGALT00000066209 ENSGALT00000066209 AADN04006372.1:8528-9591 768 0,399906 0,335248 1,192866177 1 1 UP

ENSGALT00000066207 ENSGALT00000066207 AADN04023817.1:135-1083 340 0,424513 1,00E-05 42451,3 1 1 UP

ENSGALT00000066174 ENSGALT00000066174 KQ759613.1:20-3404 3290 0,353976 3,77E-05 9394,292448 1 1 UP

ENSGALT00000066166 ENSGALT00000066166 10:19282084-19301731 1724 1,23182 1,77891 0,692457741 1 1 DOWN

ENSGALT00000066163 ENSGALT00000066163 AADN04012207.1:5327-6594 526 0,430861 0,18497 2,329356112 1 1 UP

ENSGALT00000066151 ENSGALT00000066151 AADN04015853.1:20-4881 572 0,252783 0,237272 1,065372231 1 1 UP

ENSGALT00000066122 ENSGALT00000066122 21:4424351-4436867 490 0,21449 0,58951 0,363844549 1 1 DOWN

ENSGALT00000066089 ENSGALT00000066089 18:8818809-8833001 1904 0,0921628 0,158787 0,580417792 1 1 DOWN

ENSGALT00000066075 ENSGALT00000066075 AADN04024647.1:20-1323 612 0,271843 0,122857 2,212678154 1 1 UP

ENSGALT00000066074 ENSGALT00000066074 4:30171342-30189122 581 0,0863112 0,163188 0,528906537 1 1 DOWN

ENSGALT00000066033 ENSGALT00000066033 20:5672585-5702908 1172 0,71954 0,859819 0,836850546 1 1 DOWN

ENSGALT00000066027 ENSGALT00000066027 AADN04012166.1:553-6147 722 1,00E-05 0,104654 9,56E-05 1 1 DOWN

ENSGALT00000066019 ENSGALT00000066019 4:11267560-11283066 523 0,250162 0,0616034 4,060847291 1 1 UP

ENSGALT00000066017 ENSGALT00000066017 7:4929186-4932602 1137 1,92E-05 0,153938 0,000124765 1 1 DOWN

ENSGALT00000066010 ENSGALT00000066010 AADN04002244.1:18708-20631 779 2,91165 2,47187 1,177913887 1 1 UP

ENSGALT00000065995 ENSGALT00000065995 AADN04013893.1:942-6385 3510 0,747083 0,770969 0,96901821 1 1 DOWN

ENSGALT00000065980 ENSGALT00000065980 5:23696084-23698539 1341 0,457237 0,57478 0,795499147 1 1 DOWN

ENSGALT00000065948 ENSGALT00000065948 5:16911790-17004311 1290 0,000116353 0,0628204 0,001852153 1 1 DOWN

ENSGALT00000065942 ENSGALT00000065942 2:38970127-38971723 1304 0,638886 0,585038 1,092041884 1 1 UP

ENSGALT00000065918 ENSGALT00000065918 25:1442323-1445682 933 1,64325 2,1769 0,754857825 1 1 DOWN

ENSGALT00000065901 ENSGALT00000065901 1:112073733-112076347 461 0,575243 0,277756 2,071037169 1 1 UP

ENSGALT00000065867 ENSGALT00000065867 14:4152130-4158260 1025 0,0607333 0,15247 0,398329507 1 1 DOWN

ENSGALT00000065866 ENSGALT00000065866 AADN04001013.1:3902-6607 1228 0,0781757 0,0590521 1,323842844 1 1 UP

ENSGALT00000065837 ENSGALT00000065837 AADN04015874.1:72-2605 908 0,195525 0,22632 0,863931601 1 1 DOWN

ENSGALT00000065833 ENSGALT00000065833 1:35419315-35421421 1636 0,087784 0,180986 0,485031991 1 1 DOWN

ENSGALT00000065824 ENSGALT00000065824 AADN04002303.1:11429-20376 1088 2,33368 2,39144 0,975847188 1 1 DOWN

ENSGALT00000065752 ENSGALT00000065752 1:179919647-179920265 357 1,00E-05 0,528422 1,89E-05 1 1 DOWN

ENSGALT00000065736 ENSGALT00000065736 AADN04011114.1:3589-8096 1470 0,0698469 0,134086 0,520911206 1 1 DOWN

ENSGALT00000065654 ENSGALT00000065654 AADN04001013.1:8045-10011 430 0,950639 0,437287 2,173947545 1 1 UP

ENSGALT00000065652 ENSGALT00000065652 AADN04007074.1:4014-8054 1455 0,499991 0,550847 0,907676723 1 1 DOWN

ENSGALT00000065638 ENSGALT00000065638 AADN04019290.1:27-3501 969 2,05291 2,35196 0,872850729 1 1 DOWN

ENSGALT00000065587 ENSGALT00000065587 AADN04017416.1:24-4016 1168 0,643934 1,06875 0,602511345 1 1 DOWN

ENSGALT00000065541 ENSGALT00000065541 26:4677807-4737458 453 1,20823 1,27744 0,94582133 1 1 DOWN

ENSGALT00000065522 ENSGALT00000065522 AADN04002592.1:7745-16917 3110 0,0157262 0,0520452 0,302164273 1 1 DOWN

ENSGALT00000065489 ENSGALT00000065489 AADN04024685.1:20-1020 848 0,709585 0,731686 0,96979442 1 1 DOWN

ENSGALT00000065479 ENSGALT00000065479 4:83383771-83400350 883 0,0230779 0,0677946 0,340409118 1 1 DOWN

ENSGALT00000065474 ENSGALT00000065474 AADN04006322.1:2978-9303 655 0,573281 0,36213 1,583080662 1 1 UP

ENSGALT00000065457 ENSGALT00000065457 5:17045316-17049846 569 4,74573 5,71329 0,83064749 1 1 DOWN

ENSGALT00000065441 ENSGALT00000065441 AADN04013969.1:4814-6340 1179 0,0439673 1,00E-05 4396,73 1 1 UP

ENSGALT00000065440 ENSGALT00000065440 AADN04024636.1:20-1188 700 0,363332 1,69E-05 21516,5046 1 1 UP

ENSGALT00000065426 ENSGALT00000065426 23:4155703-4172896 433 0,272073 2,73E-07 996378,1119 1 1 UP

ENSGALT00000065421 ENSGALT00000065421 AADN04024556.1:20-1205 471 0,409736 0,145459 2,816848734 1 1 UP

ENSGALT00000065409 ENSGALT00000065409 AADN04017570.1:36-4326 2576 0,0153827 0,0588402 0,26143181 1 1 DOWN

ENSGALT00000065393 ENSGALT00000065393 AADN04000849.1:2088-3320 523 0,0437787 0,215725 0,202937536 1 1 DOWN

ENSGALT00000065378 ENSGALT00000065378 AADN04013122.1:4065-6902 843 0,107481 1,00E-05 10748,1 1 1 UP

ENSGALT00000065329 ENSGALT00000065329 AADN04006576.1:5973-10811 369 0,194508 0,127946 1,520235099 1 1 UP

ENSGALT00000065314 ENSGALT00000065314 AADN04006422.1:8197-10073 1659 0,637806 1,26911 0,502561638 1 1 DOWN

ENSGALT00000065309 ENSGALT00000065309 10:17407072-17425553 1406 0,0244724 0,0255931 0,956210854 1 1 DOWN

ENSGALT00000065272 ENSGALT00000065272 AADN04012428.1:20-5919 1756 0,145419 0,050427 2,883752752 1 1 UP

ENSGALT00000065266 ENSGALT00000065266 AADN04003351.1:4965-15456 680 0,0682487 0,21158 0,322566878 1 1 DOWN

ENSGALT00000065261 ENSGALT00000065261 11:16757603-16765210 1196 0,94066 1,48926 0,631629131 1 1 DOWN

ENSGALT00000065257 ENSGALT00000065257 AADN04015710.1:1099-5405 2561 0,0981225 0,217418 0,451308079 1 1 DOWN

ENSGALT00000065252 ENSGALT00000065252 11:3549019-3549704 597 0,0807661 0,0529118 1,526428887 1 1 UP

ENSGALT00000065206 ENSGALT00000065206 3:94105378-94106875 1348 1,00E-05 0,0567677 0,000176157 1 1 DOWN

ENSGALT00000065202 ENSGALT00000065202 AADN04024598.1:20-1401 1248 0,151147 0,220659 0,684979992 1 1 DOWN

ENSGALT00000065198 ENSGALT00000065198 11:14723832-14725415 1001 0,0239324 0,0644189 0,371512087 1 1 DOWN

ENSGALT00000065188 ENSGALT00000065188 AADN04006201.1:5279-12367 1164 1,59128 1,70676 0,932339638 1 1 DOWN

ENSGALT00000065161 ENSGALT00000065161 AADN04005143.1:4140-4740 561 0,0603771 0,140517 0,42967826 1 1 DOWN

ENSGALT00000065140 ENSGALT00000065140 3:54537299-54539937 978 0,0611408 0,0736181 0,830513148 1 1 DOWN

ENSGALT00000065102 ENSGALT00000065102 AADN04007069.1:1109-7748 4184 1,00E-05 0,0176846 0,000565464 1 1 DOWN

ENSGALT00000065000 ENSGALT00000065000 17:9367411-9419130 1690 1,59535 1,2087 1,319889137 1 1 UP

ENSGALT00000064955 ENSGALT00000064955 AADN04013089.1:20-6849 5341 0,47162 0,484563 0,973289335 1 1 DOWN

ENSGALT00000064929 ENSGALT00000064929 9:18139164-18275366 2103 0,175008 0,0391751 4,467327461 1 1 UP

ENSGALT00000064855 ENSGALT00000064855 11:8447322-8482575 1114 0,0544563 0,0176618 3,083281432 1 1 UP

ENSGALT00000064847 ENSGALT00000064847 1:15251597-15253756 2097 9,42925 10,3358 0,912290292 1 1 DOWN

ENSGALT00000064818 ENSGALT00000064818 11:3421758-3524368 398 0,890913 0,22769 3,912833238 1 1 UP

ENSGALT00000064817 ENSGALT00000064817 AADN04012671.1:487-2942 1593 1,48146 1,2979 1,141428461 1 1 UP

ENSGALT00000064812 ENSGALT00000064812 AADN04024150.1:0-7941 1904 0,389707 0,329137 1,184026712 1 1 UP

ENSGALT00000064805 ENSGALT00000064805 AADN04014430.1:4182-5965 735 0,490365 0,28979 1,692139135 1 1 UP

ENSGALT00000064789 ENSGALT00000064789 3:33946108-33971692 1408 0,0837123 0,0370648 2,258539099 1 1 UP

ENSGALT00000064761 ENSGALT00000064761 AADN04007040.1:2812-5315 1176 0,335242 0,38132 0,879161859 1 1 DOWN

ENSGALT00000064701 ENSGALT00000064701 AADN04001184.1:330-7680 1529 1,74628 1,60043 1,091131758 1 1 UP

ENSGALT00000064668 ENSGALT00000064668 AADN04001930.1:19788-20735 879 0,203758 0,0730396 2,789692167 1 1 UP

ENSGALT00000064636 ENSGALT00000064636 AADN04007304.1:6452-10832 776 0,0504074 0,0310565 1,623086954 1 1 UP

ENSGALT00000064635 ENSGALT00000064635 1:77754380-77755359 501 0,719947 0,591747 1,216646641 1 1 UP

ENSGALT00000064630 ENSGALT00000064630 5:45493904-45496716 365 1,19599 1,36842 0,873993365 1 1 DOWN

ENSGALT00000064622 ENSGALT00000064622 3:48152056-48157080 982 1,00E-05 0,978107 1,02E-05 1 1 DOWN

ENSGALT00000064614 ENSGALT00000064614 4:84186660-84204667 652 0,934239 0,719402 1,298632753 1 1 UP

ENSGALT00000064582 ENSGALT00000064582 KQ759393.1:10081-21005 1872 0,150412 0,0873823 1,721309693 1 1 UP

ENSGALT00000064554 ENSGALT00000064554 7:9564788-9679908 1047 0,196304 0,202828 0,967834816 1 1 DOWN

ENSGALT00000064553 ENSGALT00000064553 AADN04006562.1:3090-4240 950 0,0224371 0,0737148 0,30437714 1 1 DOWN

ENSGALT00000064536 ENSGALT00000064536 AADN04003908.1:11096-12246 649 0,264263 0,11822 2,235349349 1 1 UP

ENSGALT00000064533 ENSGALT00000064533 AADN04019398.1:20-3442 3100 0,537944 0,571986 0,940484557 1 1 DOWN

ENSGALT00000064484 ENSGALT00000064484 AADN04017529.1:223-4227 638 1,23134 1,15655 1,064666465 1 1 UP

ENSGALT00000064480 ENSGALT00000064480 4:1036329-1037649 1211 2,60301 2,94955 0,882510891 1 1 DOWN

ENSGALT00000064417 ENSGALT00000064417 8:823434-828022 956 0,31841 0,591208 0,538575256 1 1 DOWN

ENSGALT00000064385 ENSGALT00000064385 AADN04002896.1:12949-15139 925 0,705899 0,288092 2,450255474 1 1 UP

ENSGALT00000064365 ENSGALT00000064365 KQ759368.1:1881-5433 915 3,40386 3,1563 1,078433609 1 1 UP

ENSGALT00000064358 ENSGALT00000064358 AADN04000956.1:3211-37107 708 0,371144 0,0733706 5,058483916 1 1 UP

ENSGALT00000064343 ENSGALT00000064343 15:6553108-6553857 613 1,00E-05 0,229645 4,35E-05 1 1 DOWN

ENSGALT00000064339 ENSGALT00000064339 AADN04017182.1:40-4577 3566 0,017235 0,00460182 3,745257311 1 1 UP

ENSGALT00000064327 ENSGALT00000064327 1:25908849-26319798 1174 0,363914 0,383475 0,948990156 1 1 DOWN

ENSGALT00000064310 ENSGALT00000064310 AADN04006626.1:20-5521 1976 0,0299554 0,033677 0,889491344 1 1 DOWN

ENSGALT00000064302 ENSGALT00000064302 24:5073361-5074358 787 0,485137 0,843609 0,575073286 1 1 DOWN

ENSGALT00000064268 ENSGALT00000064268 3:9930907-9931836 685 1,00E-05 0,0990645 0,000100944 1 1 DOWN

ENSGALT00000064259 ENSGALT00000064259 KQ759625.1:910-12837 2969 0,0209352 0,0389092 0,538052697 1 1 DOWN

ENSGALT00000064250 ENSGALT00000064250 26:2211495-2216281 747 0,290893 0,105593 2,754851174 1 1 UP

ENSGALT00000064249 ENSGALT00000064249 AADN04020310.1:27-3000 2646 1,99672 1,75254 1,139329202 1 1 UP

ENSGALT00000064205 ENSGALT00000064205 20:13375979-13380558 1250 0,0479376 0,0492942 0,972479521 1 1 DOWN

ENSGALT00000064193 ENSGALT00000064193 19:5511760-5513406 587 0,383963 0,261116 1,470469064 1 1 UP

ENSGALT00000064186 ENSGALT00000064186 AADN04011826.1:2212-5935 318 0,684669 0,495778 1,380999157 1 1 UP

ENSGALT00000064172 ENSGALT00000064172 7:19782589-19784451 1097 0,212462 0,265943 0,798900516 1 1 DOWN

ENSGALT00000064169 ENSGALT00000064169 7:2553519-2556185 1596 0,333446 0,172289 1,935387634 1 1 UP

ENSGALT00000064167 ENSGALT00000064167 AADN04001014.1:8488-32360 762 0,026638 0,0409473 0,650543503 1 1 DOWN

ENSGALT00000064166 ENSGALT00000064166 AADN04002972.1:4446-6648 2081 0,910359 1,44543 0,629818808 1 1 DOWN

ENSGALT00000064118 ENSGALT00000064118 AADN04002032.1:15681-20047 844 0,118085 1,00E-05 11808,5 1 1 UP

ENSGALT00000064090 ENSGALT00000064090 AADN04012994.1:1300-6812 1012 1,92461 1,45755 1,320441837 1 1 UP

ENSGALT00000064079 ENSGALT00000064079 19:4188409-4189959 655 1,00E-05 0,202464 4,94E-05 1 1 DOWN

ENSGALT00000064048 ENSGALT00000064048 4:4139039-4153451 1432 0,759204 0,361299 2,101317745 1 1 UP

ENSGALT00000064046 ENSGALT00000064046 AADN04016965.1:368-2651 1544 0,11749 0,161838 0,725972886 1 1 DOWN

ENSGALT00000064042 ENSGALT00000064042 1:78454652-78455786 584 0,45054 0,771945 0,583642617 1 1 DOWN

ENSGALT00000064035 ENSGALT00000064035 15:9862438-9863639 615 0,255815 0,203348 1,258015815 1 1 UP

ENSGALT00000063991 ENSGALT00000063991 Z:75472352-76810006 497 0,319839 1,00E-05 31983,9 1 1 UP

ENSGALT00000063957 ENSGALT00000063957 AADN04020251.1:20-3023 901 0,116817 2,75E-20 4,25072E+18 1 1 UP

ENSGALT00000063946 ENSGALT00000063946 AADN04001700.1:15811-16806 520 0,226554 1,00E-05 22655,4 1 1 UP

ENSGALT00000063915 ENSGALT00000063915 AADN04002235.1:10682-13120 1074 0,0357459 0,038132 0,93742526 1 1 DOWN

ENSGALT00000063879 ENSGALT00000063879 AADN04007043.1:1759-11453 617 0,53128 0,315089 1,686126777 1 1 UP

ENSGALT00000063839 ENSGALT00000063839 AADN04021673.1:20-2300 953 0,372177 0,446737 0,833100907 1 1 DOWN

ENSGALT00000063833 ENSGALT00000063833 AADN04017002.1:20-4663 1895 3,70E-07 0,160204 2,31E-06 1 1 DOWN

ENSGALT00000063796 ENSGALT00000063796 AADN04012751.1:56-6986 5472 0,123143 0,17782 0,692514903 1 1 DOWN

ENSGALT00000063774 ENSGALT00000063774 12:3268702-3269837 994 0,0676064 0,0708071 0,954796906 1 1 DOWN

ENSGALT00000063716 ENSGALT00000063716 10:18043110-18048558 1464 1,74703 1,75444 0,99577643 1 1 DOWN

ENSGALT00000063690 ENSGALT00000063690 2:47835106-47839781 446 0,548196 0,742372 0,738438411 1 1 DOWN

ENSGALT00000063663 ENSGALT00000063663 11:19622610-19624851 2005 0,0333132 0,0732795 0,45460463 1 1 DOWN

ENSGALT00000063628 ENSGALT00000063628 KQ759490.1:26120-39622 570 0,0988581 0,252313 0,391807398 1 1 DOWN

ENSGALT00000063588 ENSGALT00000063588 AADN04007056.1:6459-9008 701 0,771813 0,373164 2,068294369 1 1 UP

ENSGALT00000063561 ENSGALT00000063561 AADN04017036.1:2000-3262 1018 0,108338 0,0471223 2,299081327 1 1 UP

ENSGALT00000063503 ENSGALT00000063503 2:36379342-36383903 866 0,112722 0,071481 1,576950518 1 1 UP

ENSGALT00000063499 ENSGALT00000063499 5:42529950-42597312 761 0,0405921 0,0421936 0,962044007 1 1 DOWN

ENSGALT00000063488 ENSGALT00000063488 AADN04011149.1:20-8082 2227 0,804453 0,918861 0,875489329 1 1 DOWN

ENSGALT00000063484 ENSGALT00000063484 AADN04011076.1:20-8156 1830 4,3709 4,60839 0,948465733 1 1 DOWN

ENSGALT00000063466 ENSGALT00000063466 AADN04010764.1:28-8511 1113 0,924138 0,27583 3,350389733 1 1 UP

ENSGALT00000063461 ENSGALT00000063461 3:41948692-41950538 453 0,35333 0,139417 2,534339428 1 1 UP

ENSGALT00000063427 ENSGALT00000063427 AADN04024636.1:20-1188 1073 5,66104 6,14989 0,920510773 1 1 DOWN

ENSGALT00000063426 ENSGALT00000063426 AADN04004460.1:1549-8876 1778 0,0281983 0,00919909 3,06533581 1 1 UP

ENSGALT00000063374 ENSGALT00000063374 AADN04017916.1:522-2350 503 1,03827 1,79455 0,578568443 1 1 DOWN

ENSGALT00000063366 ENSGALT00000063366 AADN04003498.1:4603-7176 732 0,0977652 0,22777 0,42922773 1 1 DOWN

ENSGALT00000063359 ENSGALT00000063359 2:129214618-129215026 373 1,94043 1,08802 1,783450672 1 1 UP

ENSGALT00000063307 ENSGALT00000063307 AADN04002239.1:98-4002 1033 3,5382 4,48947 0,788110846 1 1 DOWN

ENSGALT00000063294 ENSGALT00000063294 AADN04001937.1:11011-13650 1227 0,955391 1,21131 0,788725429 1 1 DOWN

ENSGALT00000063269 ENSGALT00000063269 AADN04003023.1:11850-12952 1068 0,327667 0,0781165 4,194593972 1 1 UP

ENSGALT00000063259 ENSGALT00000063259 AADN04000956.1:3211-37107 1418 0,0657998 0,0815123 0,807237681 1 1 DOWN

ENSGALT00000063254 ENSGALT00000063254 AADN04001629.1:15989-17014 941 0,0409371 0,0982118 0,416824659 1 1 DOWN

ENSGALT00000063238 ENSGALT00000063238 AADN04000924.1:12081-14925 1103 2,98271 3,13644 0,950985831 1 1 DOWN

ENSGALT00000063217 ENSGALT00000063217 AADN04004349.1:13152-15177 1009 0,91635 1,27716 0,717490369 1 1 DOWN

ENSGALT00000063209 ENSGALT00000063209 10:9141565-9143935 745 0,579635 0,303545 1,909552126 1 1 UP

ENSGALT00000063188 ENSGALT00000063188 11:1591830-1598149 1002 1,00E-05 0,071667 0,000139534 1 1 DOWN

ENSGALT00000063173 ENSGALT00000063173 AADN04008233.1:2285-5482 709 0,0265963 0,0567657 0,46852765 1 1 DOWN

ENSGALT00000063171 ENSGALT00000063171 1:96262522-96263242 596 0,0804634 0,05105 1,576168462 1 1 UP

ENSGALT00000063137 ENSGALT00000063137 1:88670550-88680913 1482 1,33882 1,17639 1,138074958 1 1 UP

ENSGALT00000063136 ENSGALT00000063136 AADN04011414.1:692-7894 5446 0,182448 0,194211 0,939431855 1 1 DOWN

ENSGALT00000063015 ENSGALT00000063015 AADN04001411.1:2281-8005 1419 1,14043 1,3016 0,876175476 1 1 DOWN

ENSGALT00000062960 ENSGALT00000062960 18:1994942-1996402 764 0,888431 0,675923 1,314396758 1 1 UP

ENSGALT00000062902 ENSGALT00000062902 AADN04001464.1:11508-13948 1074 0,0359983 0,353969 0,101699019 1 1 DOWN

ENSGALT00000062895 ENSGALT00000062895 4:29533675-29535322 556 2,48075 2,24448 1,105267144 1 1 UP

ENSGALT00000062872 ENSGALT00000062872 AADN04016363.1:20-2210 1405 0,790566 0,71973 1,098420241 1 1 UP

ENSGALT00000062867 ENSGALT00000062867 27:166846-170002 1133 0,162753 2,82E-05 5779,375732 1 1 UP

ENSGALT00000062861 ENSGALT00000062861 AADN04001831.1:3142-17277 493 0,100489 0,0558631 1,79884396 1 1 UP

ENSGALT00000062850 ENSGALT00000062850 2:46830836-46962565 1965 3,19456 3,12714 1,021559636 1 1 UP

ENSGALT00000062819 ENSGALT00000062819 AADN04013259.1:1990-3447 1120 0,0438969 0,0819185 0,535860642 1 1 DOWN

ENSGALT00000062803 ENSGALT00000062803 AADN04005700.1:20-9254 1269 0,0751796 0,0988431 0,760595327 1 1 DOWN

ENSGALT00000062783 ENSGALT00000062783 AADN04001869.1:14246-15809 818 0,0305045 0,0720824 0,423189294 1 1 DOWN

ENSGALT00000062780 ENSGALT00000062780 AADN04013849.1:20-1758 1086 0,0905254 0,0758533 1,193427313 1 1 UP

ENSGALT00000062729 ENSGALT00000062729 10:2414832-2417335 1082 4,92148 5,22851 0,941277725 1 1 DOWN

ENSGALT00000062680 ENSGALT00000062680 14:5953226-5981617 804 1,00619 2,37286 0,424041031 1 1 DOWN

ENSGALT00000062679 ENSGALT00000062679 5:18394811-18401526 1433 0,214105 0,206492 1,036868256 1 1 UP

ENSGALT00000062673 ENSGALT00000062673 KQ759357.1:5178-10518 1276 0,326418 0,263671 1,237974597 1 1 UP

ENSGALT00000062672 ENSGALT00000062672 3:93803387-93808935 1150 0,0314254 0,0676266 0,46468993 1 1 DOWN

ENSGALT00000062658 ENSGALT00000062658 AADN04021856.1:20-2253 2129 0,611522 0,799865 0,764531515 1 1 DOWN

ENSGALT00000062584 ENSGALT00000062584 AADN04012302.1:40-7211 949 0,510838 0,594758 0,858900595 1 1 DOWN

ENSGALT00000062573 ENSGALT00000062573 AADN04024648.1:20-1033 927 6,65012 6,46293 1,028963643 1 1 UP

ENSGALT00000062554 ENSGALT00000062554 AADN04003656.1:4598-11902 3636 0,0212719 0,0179082 1,187830156 1 1 UP

ENSGALT00000062549 ENSGALT00000062549 15:8075591-8098461 1215 0,43289 0,835487 0,518128948 1 1 DOWN

ENSGALT00000062533 ENSGALT00000062533 19:8719584-8727394 672 0,0373633 0,137259 0,272210201 1 1 DOWN

ENSGALT00000062451 ENSGALT00000062451 AADN04005700.1:20-9254 1173 0,409551 0,338654 1,209349365 1 1 UP

ENSGALT00000062423 ENSGALT00000062423 2:122339787-122340539 593 0,157692 0,0491023 3,211499258 1 1 UP

ENSGALT00000062422 ENSGALT00000062422 AADN04006447.1:3093-5871 817 0,445124 0,306834 1,450699727 1 1 UP

ENSGALT00000062420 ENSGALT00000062420 4:21346630-21465992 1651 0,138331 0,0503427 2,74778667 1 1 UP

ENSGALT00000062405 ENSGALT00000062405 4:18035608-18112507 954 1,1885 1,8631 0,637915302 1 1 DOWN

ENSGALT00000062403 ENSGALT00000062403 AADN04013206.1:20-5798 1246 0,275023 0,307441 0,894555378 1 1 DOWN

ENSGALT00000062383 ENSGALT00000062383 AADN04002976.1:2712-17218 647 1,00E-05 0,100974 9,90E-05 1 1 DOWN

ENSGALT00000062372 ENSGALT00000062372 AADN04002592.1:7745-16917 3898 0,0810361 0,127838 0,633896807 1 1 DOWN

ENSGALT00000062370 ENSGALT00000062370 AADN04008278.1:20-10271 5263 0,601104 0,155111 3,875315097 1 1 UP

ENSGALT00000062302 ENSGALT00000062302 AADN04011862.1:4041-7602 2612 0,44599 0,413594 1,078328022 1 1 UP

ENSGALT00000062294 ENSGALT00000062294 4:85646198-85814057 1428 10,8919 10,9016 0,999110222 1 1 DOWN

ENSGALT00000062287 ENSGALT00000062287 AADN04013577.1:32-4512 4115 0,112573 0,077657 1,449618193 1 1 UP

ENSGALT00000062286 ENSGALT00000062286 AADN04013786.1:581-1749 412 0,495671 0,572437 0,86589616 1 1 DOWN

ENSGALT00000062284 ENSGALT00000062284 12:16213439-16279002 687 0,271734 0,211759 1,283222909 1 1 UP

ENSGALT00000062282 ENSGALT00000062282 AADN04004882.1:6489-8322 453 0,34159 0,00834815 40,91804771 1 1 UP

ENSGALT00000062266 ENSGALT00000062266 9:24084574-24089182 490 0,310282 0,490596 0,632459294 1 1 DOWN

ENSGALT00000062242 ENSGALT00000062242 AADN04001494.1:3953-14726 591 0,113143 0,241403 0,468689287 1 1 DOWN

ENSGALT00000062223 ENSGALT00000062223 KQ759645.1:6944-9495 1467 0,100988 0,128447 0,786223111 1 1 DOWN

ENSGALT00000062211 ENSGALT00000062211 AADN04012671.1:487-2942 2337 7,86E-07 0,344058 2,28E-06 1 1 DOWN

ENSGALT00000062196 ENSGALT00000062196 AADN04015363.1:1414-4804 992 0,0886177 1,00E-05 8861,77 1 1 UP

ENSGALT00000062191 ENSGALT00000062191 AADN04002699.1:7706-17194 755 0,173443 0,133222 1,301909595 1 1 UP

ENSGALT00000062158 ENSGALT00000062158 AADN04024647.1:20-1323 743 0,206409 0,0438131 4,711125211 1 1 UP

ENSGALT00000062140 ENSGALT00000062140 AADN04006344.1:574-1945 885 0,0407479 0,11221 0,363139649 1 1 DOWN

ENSGALT00000062115 ENSGALT00000062115 5:46134220-46139600 640 0,152013 0,0835748 1,818885597 1 1 UP

ENSGALT00000062055 ENSGALT00000062055 AADN04012436.1:3744-5761 1315 0,463483 0,657646 0,704760616 1 1 DOWN

ENSGALT00000062016 ENSGALT00000062016 AADN04006182.1:3541-8615 1654 0,406977 0,847553 0,480178821 1 1 DOWN

ENSGALT00000062000 ENSGALT00000062000 AADN04004349.1:13152-15177 1381 0,474239 0,390081 1,215744935 1 1 UP

ENSGALT00000061997 ENSGALT00000061997 AADN04002243.1:10542-13191 494 0,100277 0,170169 0,589278893 1 1 DOWN

ENSGALT00000061996 ENSGALT00000061996 10:1563277-1611686 804 0,218414 0,232678 0,938696396 1 1 DOWN

ENSGALT00000061911 ENSGALT00000061911 AADN04016518.1:20-2093 1866 0,280907 0,199936 1,404984595 1 1 UP

ENSGALT00000061892 ENSGALT00000061892 AADN04013454.1:61-2591 1242 0,24702 0,408368 0,604895584 1 1 DOWN

ENSGALT00000061881 ENSGALT00000061881 19:8790084-8981433 392 0,359129 0,215697 1,664969842 1 1 UP

ENSGALT00000061874 ENSGALT00000061874 AADN04013030.1:112-5370 2022 2,35999 2,18934 1,077945865 1 1 UP

ENSGALT00000061830 ENSGALT00000061830 AADN04004945.1:9046-10199 951 0,023759 0,0699799 0,339511774 1 1 DOWN

ENSGALT00000061810 ENSGALT00000061810 AADN04005245.1:2345-4813 2275 0,0130156 0,00813228 1,600485965 1 1 UP

ENSGALT00000061765 ENSGALT00000061765 5:10321235-10323954 1266 0,0460897 0,0126347 3,64786659 1 1 UP

ENSGALT00000061763 ENSGALT00000061763 2:63162447-63191106 893 0,0246939 0,0792727 0,311505726 1 1 DOWN

ENSGALT00000061750 ENSGALT00000061750 26:3267005-3279508 482 0,356101 0,359039 0,991817045 1 1 DOWN

ENSGALT00000061744 ENSGALT00000061744 AADN04018744.1:53-3746 631 0,101062 0,034282 2,947961029 1 1 UP

ENSGALT00000061738 ENSGALT00000061738 AADN04024583.1:20-1227 596 0,211409 0,327013 0,646485002 1 1 DOWN

ENSGALT00000061723 ENSGALT00000061723 AADN04004644.1:1496-3353 1442 0,0317642 0,0776061 0,4093003 1 1 DOWN

ENSGALT00000061704 ENSGALT00000061704 AADN04012883.1:37-6966 3407 2,82662 3,56024 0,793940858 1 1 DOWN

ENSGALT00000061703 ENSGALT00000061703 AADN04002330.1:2603-4757 1291 0,095736 0,159461 0,600372505 1 1 DOWN

ENSGALT00000061688 ENSGALT00000061688 AADN04015022.1:28-5671 1197 0,0456337 0,0226417 2,015471453 1 1 UP

ENSGALT00000061659 ENSGALT00000061659 AADN04017336.1:1229-4489 2884 0,605676 0,371013 1,632492662 1 1 UP

ENSGALT00000061655 ENSGALT00000061655 AADN04004822.1:10153-14362 2386 0,147307 0,111111 1,325764326 1 1 UP

ENSGALT00000061653 ENSGALT00000061653 AADN04004574.1:25-2655 1692 0,0390939 0,328001 0,119188356 1 1 DOWN

ENSGALT00000061650 ENSGALT00000061650 14:12484081-12485506 931 0,598381 0,322317 1,856498416 1 1 UP

ENSGALT00000061640 ENSGALT00000061640 AADN04001516.1:10347-11870 704 0,181981 0,704224 0,258413516 1 1 DOWN

ENSGALT00000061635 ENSGALT00000061635 AADN04013609.1:2933-6546 3547 2,04692 2,0928 0,978077217 1 1 DOWN

ENSGALT00000061602 ENSGALT00000061602 AADN04012456.1:491-1219 656 0,307183 0,207617 1,479565739 1 1 UP

ENSGALT00000061591 ENSGALT00000061591 1:179620229-179629199 1205 0,181333 0,0794515 2,282310592 1 1 UP

ENSGALT00000061533 ENSGALT00000061533 AADN04006841.1:1631-11669 1036 0,0230869 0,0147462 1,565616905 1 1 UP

ENSGALT00000061525 ENSGALT00000061525 AADN04018259.1:20-2778 2255 0,0782364 0,0822408 0,951308839 1 1 DOWN

ENSGALT00000061515 ENSGALT00000061515 AADN04016763.1:2005-3223 882 2,44971 2,35552 1,039986924 1 1 UP

ENSGALT00000061486 ENSGALT00000061486 1:36388842-36390481 468 0,243004 0,21079 1,152825087 1 1 UP

ENSGALT00000061465 ENSGALT00000061465 4:66691221-66694375 1346 0,617917 0,524058 1,179100405 1 1 UP

ENSGALT00000061457 ENSGALT00000061457 AADN04000704.1:22078-23931 589 0,613801 0,549573 1,116868915 1 1 UP

ENSGALT00000061449 ENSGALT00000061449 AADN04008708.1:4330-8005 2405 1,6799 1,37882 1,218360627 1 1 UP

ENSGALT00000061448 ENSGALT00000061448 AADN04006189.1:20-12291 6071 0,0970043 0,168924 0,574248183 1 1 DOWN

ENSGALT00000061398 ENSGALT00000061398 AADN04013768.1:20-6212 3238 0,0732662 0,0438257 1,671763372 1 1 UP

ENSGALT00000061384 ENSGALT00000061384 W:99099-4715155 1925 0,0315254 0,0946223 0,333170933 1 1 DOWN

ENSGALT00000061327 ENSGALT00000061327 AADN04009957.1:1425-8916 1349 0,0269281 0,00948289 2,839651203 1 1 UP

ENSGALT00000061274 ENSGALT00000061274 4:18035608-18112507 1187 7,30977 8,87255 0,823863489 1 1 DOWN

ENSGALT00000061191 ENSGALT00000061191 AADN04016502.1:342-4923 2132 1,11604 1,20749 0,924264383 1 1 DOWN

ENSGALT00000061167 ENSGALT00000061167 AADN04006473.1:1608-3892 972 0,181334 0,0837754 2,164525624 1 1 UP

ENSGALT00000061162 ENSGALT00000061162 AADN04012314.1:116-7313 1559 0,665062 0,629092 1,057177647 1 1 UP

ENSGALT00000061105 ENSGALT00000061105 15:8171947-8263856 454 0,336924 0,138478 2,433050737 1 1 UP

ENSGALT00000061102 ENSGALT00000061102 3:35230200-35422784 1568 0,273299 0,269058 1,015762401 1 1 UP

ENSGALT00000061087 ENSGALT00000061087 AADN04016190.1:50-4267 2826 0,0114066 0,0183869 0,620365586 1 1 DOWN

ENSGALT00000061070 ENSGALT00000061070 AADN04000843.1:8280-15642 739 2,14158 2,15101 0,995616013 1 1 DOWN

ENSGALT00000061042 ENSGALT00000061042 8:6038907-6121615 1080 0,043332 0,108708 0,398609118 1 1 DOWN

ENSGALT00000060985 ENSGALT00000060985 AADN04017388.1:35-4513 1126 0,0201325 0,0726321 0,277184606 1 1 DOWN

ENSGALT00000060955 ENSGALT00000060955 AADN04011484.1:1012-7713 600 0,600275 0,219936 2,72931671 1 1 UP

ENSGALT00000060905 ENSGALT00000060905 24:4199474-4200912 1205 4,21304 5,51129 0,76443809 1 1 DOWN

ENSGALT00000060878 ENSGALT00000060878 AADN04014091.1:624-6277 1636 1,55146 1,55999 0,994532016 1 1 DOWN

ENSGALT00000060846 ENSGALT00000060846 AADN04006665.1:10117-11761 530 5,59585 5,91444 0,946133531 1 1 DOWN

ENSGALT00000060798 ENSGALT00000060798 AADN04010697.1:4270-7333 1571 0,17681 0,0533863 3,311898371 1 1 UP

ENSGALT00000060796 ENSGALT00000060796 1:34414497-34415396 743 0,249745 0,187651 1,330901514 1 1 UP

ENSGALT00000060787 ENSGALT00000060787 AADN04003884.1:543-2551 959 0,599338 0,65762 0,91137435 1 1 DOWN

ENSGALT00000060785 ENSGALT00000060785 AADN04006388.1:6501-9863 742 0,286775 0,0321658 8,915525185 1 1 UP

ENSGALT00000060783 ENSGALT00000060783 AADN04007647.1:6201-10272 1523 0,221736 0,0271374 8,170863826 1 1 UP

ENSGALT00000060765 ENSGALT00000060765 AADN04001414.1:7422-8940 704 0,915248 0,782491 1,169659459 1 1 UP

ENSGALT00000060764 ENSGALT00000060764 2:115733192-115742985 465 0,748558 0,204957 3,652268525 1 1 UP

ENSGALT00000060754 ENSGALT00000060754 8:25722630-25725541 1461 0,0226844 0,0661679 0,342830889 1 1 DOWN

ENSGALT00000060734 ENSGALT00000060734 AADN04012024.1:95-6437 870 0,0366073 0,0830267 0,440909972 1 1 DOWN

ENSGALT00000060702 ENSGALT00000060702 AADN04017416.1:24-4016 487 0,246592 0,784261 0,314425937 1 1 DOWN

ENSGALT00000060701 ENSGALT00000060701 AADN04002014.1:5053-18633 1021 0,0926188 0,0759185 1,219976686 1 1 UP

ENSGALT00000060676 ENSGALT00000060676 KQ759724.1:20-4879 2742 3,08398 3,50998 0,878631787 1 1 DOWN

ENSGALT00000060663 ENSGALT00000060663 24:4270155-4270688 453 0,316724 0,483967 0,65443305 1 1 DOWN

ENSGALT00000060654 ENSGALT00000060654 AADN04012671.1:4524-6865 1794 0,301571 0,221735 1,360051413 1 1 UP

ENSGALT00000060633 ENSGALT00000060633 KQ759588.1:4601-14250 588 0,291586 1,00E-05 29158,6 1 1 UP

ENSGALT00000060604 ENSGALT00000060604 AADN04023562.1:90-1328 1137 0,0707854 0,0908422 0,779212745 1 1 DOWN

ENSGALT00000060571 ENSGALT00000060571 AADN04005000.1:10930-11685 588 0,242368 0,357931 0,677136096 1 1 DOWN

ENSGALT00000060562 ENSGALT00000060562 AADN04012385.1:1312-3465 1181 3,00022 4,32685 0,693395888 1 1 DOWN

ENSGALT00000060558 ENSGALT00000060558 2:112729256-112780624 987 0,254744 0,281557 0,904768839 1 1 DOWN

ENSGALT00000060523 ENSGALT00000060523 2:139866063-139947148 1314 0,0802052 0,0516756 1,552090348 1 1 UP

ENSGALT00000060511 ENSGALT00000060511 AADN04012301.1:44-6676 1962 0,0363354 1,00E-05 3633,54 1 1 UP

ENSGALT00000060484 ENSGALT00000060484 AADN04011484.1:1012-7713 2941 0,355745 0,193043 1,842827764 1 1 UP

ENSGALT00000060374 ENSGALT00000060374 1:139203885-139205686 991 1,54623 1,02306 1,511377632 1 1 UP

ENSGALT00000060366 ENSGALT00000060366 AADN04012328.1:66-7309 681 0,107855 0,122881 0,877719094 1 1 DOWN

ENSGALT00000060332 ENSGALT00000060332 3:53423909-53468071 1981 1,00E-05 0,0406279 0,000246136 1 1 DOWN

ENSGALT00000060328 ENSGALT00000060328 24:3588386-3589541 652 0,892612 1,04401 0,854984148 1 1 DOWN

ENSGALT00000060304 ENSGALT00000060304 AADN04013890.1:320-4874 4483 0,335767 0,35402 0,948440766 1 1 DOWN

ENSGALT00000060302 ENSGALT00000060302 AADN04013062.1:385-3347 1316 0,318042 0,284716 1,117049973 1 1 UP

ENSGALT00000060192 ENSGALT00000060192 AADN04011844.1:20-3308 1043 1,17679 1,70542 0,690029436 1 1 DOWN

ENSGALT00000060155 ENSGALT00000060155 25:2368226-2727336 656 0,148983 0,0960534 1,551043482 1 1 UP

ENSGALT00000060147 ENSGALT00000060147 10:8827015-8828050 938 6,89613 6,45784 1,067869442 1 1 UP

ENSGALT00000060117 ENSGALT00000060117 2:79170710-79172510 452 0,924349 0,801441 1,153358763 1 1 UP

ENSGALT00000060094 ENSGALT00000060094 1:41740333-41845694 417 0,238717 0,162573 1,468368056 1 1 UP

ENSGALT00000060082 ENSGALT00000060082 AADN04002659.1:992-3549 845 0,0724747 0,131652 0,550502081 1 1 DOWN

ENSGALT00000060060 ENSGALT00000060060 3:17622964-17626572 632 0,877986 0,613661 1,430734559 1 1 UP

ENSGALT00000060030 ENSGALT00000060030 AADN04018881.1:20-3356 1126 0,600944 0,560703 1,071768833 1 1 UP

ENSGALT00000060021 ENSGALT00000060021 4:4774246-4776825 1006 1,00E-05 0,75072 1,33E-05 1 1 DOWN

ENSGALT00000059995 ENSGALT00000059995 5:37413459-37415830 1428 0,0527726 0,0136075 3,878199522 1 1 UP

ENSGALT00000059987 ENSGALT00000059987 1:104128384-104129913 577 0,0424626 0,0871261 0,487369456 1 1 DOWN

ENSGALT00000059953 ENSGALT00000059953 9:10702823-10904722 1841 0,023886 0,066619 0,358546361 1 1 DOWN

ENSGALT00000059930 ENSGALT00000059930 AADN04000971.1:8021-30303 463 0,589067 0,357913 1,645838514 1 1 UP

ENSGALT00000059911 ENSGALT00000059911 3:4549010-4572132 1564 0,490748 1,00148 0,490022766 1 1 DOWN

ENSGALT00000059853 ENSGALT00000059853 1:178811006-178812008 715 1,53792 1,20891 1,272154255 1 1 UP

ENSGALT00000059783 ENSGALT00000059783 AADN04001206.1:2662-28239 777 0,0256063 0,134324 0,190630863 1 1 DOWN

ENSGALT00000059774 ENSGALT00000059774 AADN04012696.1:20-6668 6461 6,05E-05 0,0766417 0,000789838 1 1 DOWN

ENSGALT00000059728 ENSGALT00000059728 5:26677792-26679318 1410 0,122473 0,176693 0,693140079 1 1 DOWN

ENSGALT00000059717 ENSGALT00000059717 20:5158357-5165521 5309 0,0309304 0,0412704 0,749457238 1 1 DOWN

ENSGALT00000059716 ENSGALT00000059716 2:47062567-47070810 595 0,0896253 0,102264 0,876411054 1 1 DOWN

ENSGALT00000059702 ENSGALT00000059702 AADN04009080.1:2833-8453 1191 0,131982 2,10E-06 62929,78081 1 1 UP

ENSGALT00000059697 ENSGALT00000059697 AADN04020907.1:177-1732 414 1,06464 1,05569 1,008477868 1 1 UP

ENSGALT00000059644 ENSGALT00000059644 19:2808954-2812430 460 0,784018 0,466855 1,679360829 1 1 UP

ENSGALT00000059586 ENSGALT00000059586 1:136303010-136437800 435 1,00E-05 0,414323 2,41E-05 1 1 DOWN

ENSGALT00000059580 ENSGALT00000059580 3:51305091-51306581 669 0,46843 0,462619 1,012561092 1 1 UP

ENSGALT00000059573 ENSGALT00000059573 AADN04015527.1:1747-3806 513 0,182633 1,00E-05 18263,3 1 1 UP

ENSGALT00000059563 ENSGALT00000059563 23:4362853-4396027 1299 0,247926 0,529129 0,468554927 1 1 DOWN

ENSGALT00000059514 ENSGALT00000059514 AADN04002254.1:624-8239 577 1,20753 1,19822 1,007769859 1 1 UP

ENSGALT00000059490 ENSGALT00000059490 3:22244500-22292855 653 1,00E-05 0,35515 2,82E-05 1 1 DOWN

ENSGALT00000059459 ENSGALT00000059459 AADN04017331.1:20-4501 2503 1,79824 2,98949 0,601520661 1 1 DOWN

ENSGALT00000059423 ENSGALT00000059423 AADN04017109.1:2111-4620 1583 0,0182718 0,0702149 0,260226818 1 1 DOWN

ENSGALT00000059409 ENSGALT00000059409 1:167556364-167580841 817 0,207044 0,0351209 5,895179224 1 1 UP

ENSGALT00000059397 ENSGALT00000059397 AADN04002300.1:20-8053 1246 1,00E-05 0,0740423 0,000135058 1 1 DOWN

ENSGALT00000059376 ENSGALT00000059376 AADN04006170.1:30-3548 2188 0,0290515 0,0478662 0,606931405 1 1 DOWN

ENSGALT00000059339 ENSGALT00000059339 2:66504261-66505654 561 0,0943221 0,113452 0,831383316 1 1 DOWN

ENSGALT00000059265 ENSGALT00000059265 AADN04003656.1:4598-11902 4167 0,018778 0,0455847 0,411936461 1 1 DOWN

ENSGALT00000059260 ENSGALT00000059260 AADN04000924.1:27562-33505 1311 0,455743 0,52103 0,874696275 1 1 DOWN

ENSGALT00000059245 ENSGALT00000059245 AADN04013426.1:3634-6638 1272 0,377471 0,594423 0,635020852 1 1 DOWN

ENSGALT00000059205 ENSGALT00000059205 8:19305994-19310396 1962 0,0820538 0,172409 0,475925271 1 1 DOWN

ENSGALT00000059203 ENSGALT00000059203 19:5241582-5244894 468 0,119087 0,204449 0,582477782 1 1 DOWN

ENSGALT00000059192 ENSGALT00000059192 AADN04006474.1:892-7566 1940 0,68832 0,715309 0,962269453 1 1 DOWN

ENSGALT00000059180 ENSGALT00000059180 AADN04006800.1:1628-4589 464 1,00E-05 0,488418 2,05E-05 1 1 DOWN

ENSGALT00000059171 ENSGALT00000059171 AADN04001719.1:15365-18156 757 0,422489 0,777727 0,543235608 1 1 DOWN

ENSGALT00000059087 ENSGALT00000059087 AADN04003884.1:543-2551 1499 0,72167 0,637384 1,132237395 1 1 UP

ENSGALT00000059058 ENSGALT00000059058 27:166846-170002 1632 0,327038 0,495484 0,660037458 1 1 DOWN

ENSGALT00000059054 ENSGALT00000059054 13:6692710-6735374 537 5,12082 5,92748 0,863911814 1 1 DOWN

ENSGALT00000059036 ENSGALT00000059036 2:44982605-44984952 1762 0,229373 0,0335902 6,828569047 1 1 UP

ENSGALT00000059026 ENSGALT00000059026 AADN04013421.1:3578-5010 841 0,715401 0,900195 0,794717811 1 1 DOWN

ENSGALT00000059010 ENSGALT00000059010 12:18407032-18409220 1252 3,74637 4,20558 0,890809353 1 1 DOWN

ENSGALT00000059004 ENSGALT00000059004 4:77943860-77944482 483 0,501881 0,531844 0,943662051 1 1 DOWN

ENSGALT00000058968 ENSGALT00000058968 AADN04006554.1:2388-11027 2043 0,559044 0,57276 0,976052797 1 1 DOWN

ENSGALT00000058962 ENSGALT00000058962 AADN04013438.1:20-5248 4748 0,0481787 0,118635 0,406108653 1 1 DOWN

ENSGALT00000058920 ENSGALT00000058920 AADN04012304.1:867-7024 4838 0,0137112 0,0255755 0,536106821 1 1 DOWN

ENSGALT00000058882 ENSGALT00000058882 AADN04013730.1:3057-6277 492 1,95183 1,77971 1,096712386 1 1 UP

ENSGALT00000058867 ENSGALT00000058867 19:5973922-5998599 542 0,0756128 0,556837 0,135789827 1 1 DOWN

ENSGALT00000058866 ENSGALT00000058866 23:3939039-3940434 1352 0,474401 1,00E-05 47440,1 1 1 UP

ENSGALT00000058849 ENSGALT00000058849 AADN04013681.1:67-4562 1854 0,08482 0,0895772 0,946892736 1 1 DOWN

ENSGALT00000058833 ENSGALT00000058833 AADN04006383.1:2901-7851 1089 0,0439722 0,264478 0,166260332 1 1 DOWN

ENSGALT00000058831 ENSGALT00000058831 19:8220508-8251013 690 0,860558 0,846335 1,016805402 1 1 UP

ENSGALT00000058799 ENSGALT00000058799 14:14342341-14345123 902 2,30412 3,01189 0,765008018 1 1 DOWN

ENSGALT00000058794 ENSGALT00000058794 3:15378460-15379734 749 11,924 11,7811 1,012129597 1 1 UP

ENSGALT00000058763 ENSGALT00000058763 AADN04010435.1:2618-8593 640 0,116148 0,13322 0,871851073 1 1 DOWN

ENSGALT00000058719 ENSGALT00000058719 AADN04017702.1:20-2650 590 0,53749 0,267709 2,007739747 1 1 UP

ENSGALT00000058695 ENSGALT00000058695 AADN04002129.1:8561-19466 930 0,07372 0,107012 0,688894703 1 1 DOWN

ENSGALT00000058689 ENSGALT00000058689 17:647941-653648 1067 0,0677962 0,0769401 0,8811556 1 1 DOWN

ENSGALT00000058686 ENSGALT00000058686 W:99099-4715155 1607 0,0161903 0,0192566 0,840766283 1 1 DOWN

ENSGALT00000058682 ENSGALT00000058682 AADN04015657.1:2472-4227 1549 0,0933786 0,161683 0,577541238 1 1 DOWN

ENSGALT00000058675 ENSGALT00000058675 AADN04003073.1:9241-10438 1059 5,70E-05 0,0824367 0,000691152 1 1 DOWN

ENSGALT00000058656 ENSGALT00000058656 AADN04001076.1:12519-24568 917 0,513487 0,171919 2,986796107 1 1 UP

ENSGALT00000058641 ENSGALT00000058641 AADN04016044.1:355-1806 849 0,0273931 0,264552 0,103545239 1 1 DOWN

ENSGALT00000058634 ENSGALT00000058634 AADN04013893.1:942-6385 4500 0,0478699 0,172241 0,277923955 1 1 DOWN

ENSGALT00000058596 ENSGALT00000058596 5:52999453-53000718 423 0,762329 1,33457 0,571216946 1 1 DOWN

ENSGALT00000058575 ENSGALT00000058575 4:34805017-34811416 835 0,217528 0,128861 1,688082508 1 1 UP

ENSGALT00000058528 ENSGALT00000058528 AADN04001423.1:2409-3217 565 0,272309 0,264187 1,030743375 1 1 UP

ENSGALT00000058515 ENSGALT00000058515 AADN04012212.1:63-4542 4229 1,02814 1,29192 0,795823271 1 1 DOWN

ENSGALT00000058513 ENSGALT00000058513 AADN04016877.1:20-3371 893 2,03739 2,7551 0,739497659 1 1 DOWN

ENSGALT00000058512 ENSGALT00000058512 AADN04002912.1:3866-5614 670 0,131429 0,345458 0,380448564 1 1 DOWN

ENSGALT00000058490 ENSGALT00000058490 AADN04006867.1:789-4780 1146 0,0576027 0,163828 0,351604732 1 1 DOWN

ENSGALT00000058457 ENSGALT00000058457 AADN04012367.1:2883-3726 543 0,7548 1,19248 0,632966591 1 1 DOWN

ENSGALT00000058393 ENSGALT00000058393 7:23464070-23495082 1037 0,741107 1,15979 0,639001026 1 1 DOWN

ENSGALT00000058377 ENSGALT00000058377 AADN04005341.1:636-8047 1075 0,0756544 1,00E-05 7565,44 1 1 UP

ENSGALT00000058355 ENSGALT00000058355 AADN04013626.1:43-5666 4120 0,0322231 0,0347243 0,92796975 1 1 DOWN

ENSGALT00000058308 ENSGALT00000058308 10:891179-892423 1013 0,403681 0,517839 0,779549242 1 1 DOWN

ENSGALT00000058287 ENSGALT00000058287 AADN04007984.1:2162-10391 2120 1,39726 1,5827 0,882833133 1 1 DOWN

ENSGALT00000058280 ENSGALT00000058280 AADN04001562.1:8115-13838 615 0,167831 0,0793797 2,114281107 1 1 UP

ENSGALT00000058275 ENSGALT00000058275 25:2368226-2727336 571 6,75402 6,67121 1,012413041 1 1 UP

ENSGALT00000058271 ENSGALT00000058271 AADN04001219.1:18868-22183 1475 0,0393383 0,0625431 0,628979056 1 1 DOWN

ENSGALT00000058237 ENSGALT00000058237 20:11382163-11383476 960 0,219092 0,302628 0,723964736 1 1 DOWN

ENSGALT00000058202 ENSGALT00000058202 4:74901664-74907380 1068 0,0687896 0,065724 1,04664354 1 1 UP

ENSGALT00000058166 ENSGALT00000058166 AADN04016992.1:991-4659 3514 0,138755 0,0857237 1,618630554 1 1 UP



ENSGALT00000058149 ENSGALT00000058149 2:139866063-139947148 1865 1,88377 1,29301 1,456887418 1 1 UP

ENSGALT00000058145 ENSGALT00000058145 AADN04001219.1:18868-22183 2280 0,0728676 0,12445 0,585517075 1 1 DOWN

ENSGALT00000058142 ENSGALT00000058142 KQ759693.1:786-7369 3045 0,348989 0,522217 0,668283491 1 1 DOWN

ENSGALT00000058131 ENSGALT00000058131 AADN04020615.1:33-2879 2059 0,787339 0,494007 1,59378106 1 1 UP

ENSGALT00000058100 ENSGALT00000058100 AADN04013143.1:3565-6798 942 2,78916 2,43333 1,146231707 1 1 UP

ENSGALT00000058095 ENSGALT00000058095 AADN04006696.1:5971-7594 708 0,58734 8,79E-06 66844,74025 1 1 UP

ENSGALT00000058068 ENSGALT00000058068 4:4139039-4153451 1449 0,131669 0,280257 0,469815205 1 1 DOWN

ENSGALT00000058051 ENSGALT00000058051 AADN04019154.1:1599-3237 453 0,322238 0,233124 1,382260085 1 1 UP

ENSGALT00000058041 ENSGALT00000058041 1:178574825-178576498 1573 0,223224 0,0793853 2,811905983 1 1 UP

ENSGALT00000058032 ENSGALT00000058032 AADN04017758.1:2195-4276 1960 0,0290138 7,48E-34 3,88E+31 1 1 UP

ENSGALT00000058019 ENSGALT00000058019 AADN04002626.1:479-14280 650 0,115905 0,0855378 1,355014976 1 1 UP

ENSGALT00000057985 ENSGALT00000057985 AADN04013373.1:3719-6666 902 1,00E-05 0,141832 7,05E-05 1 1 DOWN

ENSGALT00000057927 ENSGALT00000057927 20:8405343-8407659 1334 1,00E-05 0,0391527 0,00025541 1 1 DOWN

ENSGALT00000057895 ENSGALT00000057895 AADN04018127.1:44-4057 1858 0,216865 0,244474 0,887067745 1 1 DOWN

ENSGALT00000057882 ENSGALT00000057882 AADN04016886.1:2899-4553 990 0,289384 0,299708 0,965553138 1 1 DOWN

ENSGALT00000057814 ENSGALT00000057814 1:82479894-82860822 568 0,349307 0,69556 0,502195353 1 1 DOWN

ENSGALT00000057813 ENSGALT00000057813 AADN04003510.1:12216-14442 1130 0,0635089 0,133812 0,47461289 1 1 DOWN

ENSGALT00000057802 ENSGALT00000057802 AADN04002509.1:1315-15609 3496 0,505095 0,474685 1,064063537 1 1 UP

ENSGALT00000057799 ENSGALT00000057799 AADN04001702.1:12801-14966 1615 0,0445413 0,0377372 1,180302195 1 1 UP

ENSGALT00000057793 ENSGALT00000057793 AADN04004892.1:2294-4249 718 0,103844 0,119715 0,867426805 1 1 DOWN

ENSGALT00000057786 ENSGALT00000057786 15:4264960-4270678 1331 1,83106 2,81219 0,651115323 1 1 DOWN

ENSGALT00000057768 ENSGALT00000057768 AADN04000640.1:11635-13267 760 0,217233 0,457009 0,475336372 1 1 DOWN

ENSGALT00000057756 ENSGALT00000057756 AADN04016685.1:20-4817 1019 0,0967627 0,0955369 1,012830644 1 1 UP

ENSGALT00000057739 ENSGALT00000057739 21:489941-552287 779 0,159508 0,0578048 2,759424823 1 1 UP

ENSGALT00000057724 ENSGALT00000057724 AADN04017617.1:1397-3304 974 0,0596702 0,085638 0,696772461 1 1 DOWN

ENSGALT00000057677 ENSGALT00000057677 AADN04017342.1:16-2291 1798 1,00E-05 0,0446404 0,000224012 1 1 DOWN

ENSGALT00000057647 ENSGALT00000057647 AADN04022038.1:63-2080 1168 0,0738285 0,256386 0,287958391 1 1 DOWN

ENSGALT00000057646 ENSGALT00000057646 AADN04012754.1:240-7038 988 0,361509 0,703025 0,514219267 1 1 DOWN

ENSGALT00000057640 ENSGALT00000057640 AADN04017201.1:20-4564 1833 0,810108 0,54674 1,481706113 1 1 UP

ENSGALT00000057566 ENSGALT00000057566 AADN04006964.1:4598-7058 858 0,0523623 0,0975793 0,536612786 1 1 DOWN

ENSGALT00000057557 ENSGALT00000057557 AADN04006576.1:5973-10811 862 0,726463 0,511227 1,421018452 1 1 UP

ENSGALT00000057543 ENSGALT00000057543 13:16906607-16907616 897 1,03118 1,416 0,728234463 1 1 DOWN

ENSGALT00000057524 ENSGALT00000057524 4:21073945-21318232 810 0,251608 0,0437537 5,750553667 1 1 UP

ENSGALT00000057497 ENSGALT00000057497 2:77021902-77145891 715 0,0461437 0,0848301 0,543954328 1 1 DOWN

ENSGALT00000057432 ENSGALT00000057432 AADN04024571.1:20-1042 856 6,13E-06 0,125084 4,90E-05 1 1 DOWN

ENSGALT00000057375 ENSGALT00000057375 AADN04012788.1:1046-4924 2958 0,811644 0,401812 2,019959583 1 1 UP

ENSGALT00000057315 ENSGALT00000057315 KQ759393.1:10081-21005 1740 0,144441 0,118569 1,21820206 1 1 UP

ENSGALT00000057285 ENSGALT00000057285 AADN04003607.1:14400-15458 763 0,260564 0,162471 1,603756978 1 1 UP

ENSGALT00000057267 ENSGALT00000057267 20:517001-519391 856 0,221704 0,150244 1,475626315 1 1 UP

ENSGALT00000057248 ENSGALT00000057248 AADN04017617.1:1397-3304 929 0,0785488 1,20E-07 654366,1174 1 1 UP

ENSGALT00000057243 ENSGALT00000057243 AADN04006474.1:892-7566 446 0,596893 1,08898 0,548121178 1 1 DOWN

ENSGALT00000057241 ENSGALT00000057241 AADN04017213.1:1903-4550 2017 1,57416 1,42616 1,103775172 1 1 UP

ENSGALT00000057182 ENSGALT00000057182 15:6669208-6671105 1861 0,105757 0,0311593 3,394074963 1 1 UP

ENSGALT00000057181 ENSGALT00000057181 AADN04014032.1:102-5576 4401 1,22515 2,62849 0,466104113 1 1 DOWN

ENSGALT00000057144 ENSGALT00000057144 AADN04012967.1:2784-5650 1972 1,4945 1,94715 0,767532034 1 1 DOWN

ENSGALT00000057126 ENSGALT00000057126 6:22978701-22981116 1438 1,00E-05 0,502366 1,99E-05 1 1 DOWN

ENSGALT00000057118 ENSGALT00000057118 4:39537670-39544981 380 0,18668 0,27491 0,679058601 1 1 DOWN

ENSGALT00000057107 ENSGALT00000057107 1:51034056-51051000 1162 0,197078 0,0841035 2,343279412 1 1 UP

ENSGALT00000057076 ENSGALT00000057076 1:105594834-105597343 1112 0,268346 0,185689 1,445136761 1 1 UP

ENSGALT00000057060 ENSGALT00000057060 KQ759531.1:6338-38837 515 2,21554 2,19078 1,011301911 1 1 UP

ENSGALT00000057020 ENSGALT00000057020 AADN04002821.1:8725-10954 1130 0,569142 0,457832 1,243124115 1 1 UP

ENSGALT00000057013 ENSGALT00000057013 7:7860995-7863403 1412 0,581069 1,7789 0,326645118 1 1 DOWN

ENSGALT00000057004 ENSGALT00000057004 18:8934254-8973275 934 1,83826 1,78938 1,027316724 1 1 UP

ENSGALT00000057001 ENSGALT00000057001 20:3748627-3753374 1595 1,00E-05 0,0753092 0,000132786 1 1 DOWN

ENSGALT00000056991 ENSGALT00000056991 21:5753045-5754667 1015 0,0209735 0,0681256 0,307865178 1 1 DOWN

ENSGALT00000056955 ENSGALT00000056955 AADN04023544.1:140-1325 1076 1,95149 2,38624 0,817809608 1 1 DOWN

ENSGALT00000056943 ENSGALT00000056943 AADN04000646.1:34079-35360 471 1,39094 2,06518 0,673519984 1 1 DOWN

ENSGALT00000056925 ENSGALT00000056925 17:2214777-2217107 412 0,168385 0,192579 0,874368441 1 1 DOWN

ENSGALT00000056911 ENSGALT00000056911 3:48109045-48110755 1264 0,121726 0,212839 0,571915861 1 1 DOWN

ENSGALT00000056878 ENSGALT00000056878 AADN04003510.1:12216-14442 938 0,950879 0,409742 2,320677402 1 1 UP

ENSGALT00000056849 ENSGALT00000056849 2:115687084-115692655 1702 0,643285 0,973194 0,66100387 1 1 DOWN

ENSGALT00000056805 ENSGALT00000056805 KQ759612.1:8343-13686 4176 0,0837119 0,0571422 1,464975097 1 1 UP

ENSGALT00000056790 ENSGALT00000056790 KQ759460.1:14161-23848 1708 4,95161 4,23924 1,168041913 1 1 UP

ENSGALT00000056760 ENSGALT00000056760 AADN04005546.1:1621-2809 1065 0,0217381 0,0459402 0,473182529 1 1 DOWN

ENSGALT00000056742 ENSGALT00000056742 AADN04015474.1:4349-5508 1117 2,63343 2,61222 1,008119531 1 1 UP

ENSGALT00000056733 ENSGALT00000056733 AADN04017380.1:20-2024 1711 0,0215655 0,0331022 0,651482379 1 1 DOWN

ENSGALT00000056727 ENSGALT00000056727 AADN04020518.1:47-2497 2389 0,0338145 0,0242727 1,393108307 1 1 UP

ENSGALT00000056725 ENSGALT00000056725 1:112733035-112738223 1173 0,0380112 0,0448294 0,847907846 1 1 DOWN

ENSGALT00000056584 ENSGALT00000056584 AADN04006216.1:5090-12472 4462 0,021708 0,0238776 0,909136597 1 1 DOWN

ENSGALT00000056549 ENSGALT00000056549 AADN04013512.1:4267-5125 595 0,972738 1,52758 0,636783671 1 1 DOWN

ENSGALT00000056539 ENSGALT00000056539 AADN04013089.1:20-6849 4227 6,90449 6,00244 1,150280553 1 1 UP

ENSGALT00000056524 ENSGALT00000056524 AADN04016685.1:20-4817 2096 0,022481 0,0256856 0,875237487 1 1 DOWN

ENSGALT00000056461 ENSGALT00000056461 AADN04002254.1:624-8239 1324 0,0224413 0,082806 0,271010555 1 1 DOWN

ENSGALT00000056457 ENSGALT00000056457 AADN04001448.1:5678-7264 1386 0,0399631 1,00E-05 3996,31 1 1 UP

ENSGALT00000056449 ENSGALT00000056449 1:91959880-91961017 897 0,0418338 0,0708707 0,590283432 1 1 DOWN

ENSGALT00000056423 ENSGALT00000056423 24:4298239-4300790 635 0,0718613 0,0818538 0,877922589 1 1 DOWN

ENSGALT00000056412 ENSGALT00000056412 AADN04001256.1:9709-12247 1012 0,415757 0,545476 0,762191187 1 1 DOWN

ENSGALT00000056341 ENSGALT00000056341 AADN04013321.1:3926-6708 1395 1,00E-05 0,162184 6,17E-05 1 1 DOWN

ENSGALT00000056300 ENSGALT00000056300 24:5544097-5550634 1819 0,0774926 0,0127026 6,1005306 1 1 UP

ENSGALT00000056251 ENSGALT00000056251 AADN04009389.1:4498-5915 1051 0,0695401 0,146837 0,473587039 1 1 DOWN

ENSGALT00000056240 ENSGALT00000056240 AADN04012474.1:4413-7150 1218 0,478632 0,716259 0,668238724 1 1 DOWN

ENSGALT00000056186 ENSGALT00000056186 4:83425819-83426873 428 0,2302 0,411583 0,559303956 1 1 DOWN

ENSGALT00000056166 ENSGALT00000056166 7:23380143-23380980 693 0,245309 0,043785 5,602580793 1 1 UP

ENSGALT00000056139 ENSGALT00000056139 4:74901664-74907380 1331 0,0131839 0,0473736 0,278296351 1 1 DOWN

ENSGALT00000056127 ENSGALT00000056127 KQ759534.1:30372-38378 3063 3,09841 4,80502 0,644827701 1 1 DOWN

ENSGALT00000056114 ENSGALT00000056114 3:16820771-16843284 647 0,838278 0,643455 1,302776418 1 1 UP

ENSGALT00000056104 ENSGALT00000056104 AADN04007170.1:1771-11320 4087 0,0717619 0,0365933 1,961066643 1 1 UP

ENSGALT00000056082 ENSGALT00000056082 10:12181297-12187218 1124 0,859806 0,995745 0,863480108 1 1 DOWN

ENSGALT00000056036 ENSGALT00000056036 20:769627-840409 1419 0,0414844 0,127984 0,324137392 1 1 DOWN

ENSGALT00000056022 ENSGALT00000056022 AADN04015370.1:20-4734 993 1,00E-05 0,111375 8,98E-05 1 1 DOWN

ENSGALT00000056020 ENSGALT00000056020 AADN04005272.1:668-3170 980 0,0208805 0,0942817 0,221469278 1 1 DOWN

ENSGALT00000056000 ENSGALT00000056000 AADN04002878.1:2127-9661 5136 1,68558 1,42027 1,186802509 1 1 UP

ENSGALT00000055985 ENSGALT00000055985 AADN04005194.1:3013-5647 294 0,708498 0,235011 3,014743991 1 1 UP

ENSGALT00000055975 ENSGALT00000055975 AADN04005641.1:1572-11825 999 0,192502 0,190203 1,012087086 1 1 UP

ENSGALT00000055954 ENSGALT00000055954 KQ759643.1:4847-11207 1906 9,59E-05 0,104804 0,000914884 1 1 DOWN

ENSGALT00000055916 ENSGALT00000055916 13:1725582-1768857 1184 0,0673616 1,00E-05 6736,16 1 1 UP

ENSGALT00000055895 ENSGALT00000055895 3:65052406-65054603 1653 0,0119329 0,0932645 0,127946861 1 1 DOWN

ENSGALT00000055888 ENSGALT00000055888 AADN04011918.1:20-6664 2889 0,227834 0,192248 1,185104656 1 1 UP

ENSGALT00000055878 ENSGALT00000055878 15:9169475-9171038 1259 0,276893 0,580281 0,477170543 1 1 DOWN

ENSGALT00000055846 ENSGALT00000055846 3:2655799-2679973 1009 0,0912061 0,0903743 1,009203944 1 1 UP

ENSGALT00000055815 ENSGALT00000055815 KQ759588.1:4601-14250 1135 0,445581 0,303531 1,467991737 1 1 UP

ENSGALT00000055795 ENSGALT00000055795 AADN04001661.1:19683-20335 587 0,963615 0,616929 1,561954455 1 1 UP

ENSGALT00000055770 ENSGALT00000055770 AADN04002782.1:13900-17899 305 5,07405 6,05258 0,838328448 1 1 DOWN

ENSGALT00000055739 ENSGALT00000055739 AADN04010137.1:937-2370 352 0,110666 0,358055 0,309075421 1 1 DOWN

ENSGALT00000055733 ENSGALT00000055733 12:6636677-6639023 956 2,29549 3,90392 0,587996168 1 1 DOWN

ENSGALT00000055691 ENSGALT00000055691 12:10906193-10928831 553 0,0873255 0,0399138 2,187852322 1 1 UP

ENSGALT00000055681 ENSGALT00000055681 5:6907800-6997396 400 0,532654 0,0938143 5,677748488 1 1 UP

ENSGALT00000055659 ENSGALT00000055659 AADN04002017.1:265-21617 4301 0,0749646 0,0136081 5,508821952 1 1 UP

ENSGALT00000055656 ENSGALT00000055656 7:23321903-23331732 1269 0,0758659 0,0158321 4,79190379 1 1 UP

ENSGALT00000055632 ENSGALT00000055632 5:33458235-33552011 446 0,183607 0,0343215 5,3496205 1 1 UP

ENSGALT00000055629 ENSGALT00000055629 AADN04012304.1:867-7024 2853 0,252232 0,164007 1,537934356 1 1 UP

ENSGALT00000055627 ENSGALT00000055627 1:56602261-56640860 892 0,84355 0,345881 2,438844574 1 1 UP

ENSGALT00000055626 ENSGALT00000055626 3:28447221-28667979 1175 0,144909 0,0319402 4,536884553 1 1 UP

ENSGALT00000055573 ENSGALT00000055573 3:65774745-65859648 1072 0,0584874 0,045308 1,290884612 1 1 UP

ENSGALT00000055570 ENSGALT00000055570 4:72504646-72593020 718 0,0505548 0,0722537 0,699684584 1 1 DOWN

ENSGALT00000055539 ENSGALT00000055539 18:7789885-7791097 478 0,160559 0,208409 0,770403389 1 1 DOWN

ENSGALT00000055513 ENSGALT00000055513 AADN04002513.1:1710-9547 3349 0,0960655 0,335226 0,286569359 1 1 DOWN

ENSGALT00000055478 ENSGALT00000055478 8:1431645-1433229 1376 0,473945 0,286276 1,655552683 1 1 UP

ENSGALT00000055385 ENSGALT00000055385 1:75363785-75365688 1440 0,158113 0,104604 1,511538756 1 1 UP

ENSGALT00000055383 ENSGALT00000055383 4:2068784-2069620 461 0,102022 0,256046 0,398451841 1 1 DOWN

ENSGALT00000055373 ENSGALT00000055373 24:2427056-2429089 1421 1,00E-05 0,0736948 0,000135695 1 1 DOWN

ENSGALT00000055367 ENSGALT00000055367 13:551833-568795 972 0,104054 0,109773 0,947901579 1 1 DOWN

ENSGALT00000055363 ENSGALT00000055363 AADN04001031.1:1683-3908 763 0,035179 0,0755403 0,465698442 1 1 DOWN

ENSGALT00000055344 ENSGALT00000055344 AADN04018650.1:20-1649 1124 1,48386 1,04069 1,42584247 1 1 UP

ENSGALT00000055315 ENSGALT00000055315 AADN04013454.1:4847-5836 519 1,00E-05 0,192362 5,20E-05 1 1 DOWN

ENSGALT00000055303 ENSGALT00000055303 8:4093889-4162312 1005 0,835072 0,872452 0,957155236 1 1 DOWN

ENSGALT00000055296 ENSGALT00000055296 AADN04001113.1:24490-25275 578 0,0414926 0,0912083 0,454921317 1 1 DOWN

ENSGALT00000055266 ENSGALT00000055266 2:64489811-64520600 739 0,14569 0,031924 4,563651172 1 1 UP

ENSGALT00000055248 ENSGALT00000055248 2:78459483-78463390 1297 0,0404413 1,00E-05 4044,13 1 1 UP

ENSGALT00000055225 ENSGALT00000055225 14:12485611-12489362 685 0,325604 0,0493396 6,599242799 1 1 UP

ENSGALT00000055220 ENSGALT00000055220 AADN04001404.1:22004-25292 716 0,330396 0,327869 1,007707347 1 1 UP

ENSGALT00000055208 ENSGALT00000055208 4:39652713-39669988 1490 0,153555 0,0244396 6,283040639 1 1 UP

ENSGALT00000055193 ENSGALT00000055193 4:84508613-84512376 2006 7,71181 8,95585 0,861091912 1 1 DOWN

ENSGALT00000055163 ENSGALT00000055163 7:12500789-12501904 837 1,52925 1,70573 0,896536967 1 1 DOWN

ENSGALT00000055150 ENSGALT00000055150 5:38270806-38271340 420 0,352014 0,263949 1,333643999 1 1 UP

ENSGALT00000055118 ENSGALT00000055118 AADN04000945.1:3821-33779 1362 0,293034 0,803473 0,364709206 1 1 DOWN

ENSGALT00000055091 ENSGALT00000055091 AADN04012671.1:4524-6865 2066 0,0989589 0,0551725 1,79362726 1 1 UP

ENSGALT00000055072 ENSGALT00000055072 AADN04009392.1:20-8574 952 0,951146 0,464999 2,045479668 1 1 UP

ENSGALT00000055041 ENSGALT00000055041 1:93311997-93520050 669 0,269486 0,133069 2,025159879 1 1 UP

ENSGALT00000055010 ENSGALT00000055010 7:23321903-23331732 423 0,300169 0,187554 1,600440406 1 1 UP

ENSGALT00000055002 ENSGALT00000055002 AADN04006112.1:9733-12079 737 0,116686 0,485326 0,240428083 1 1 DOWN

ENSGALT00000055001 ENSGALT00000055001 7:23894460-23895170 643 4,68039 5,54994 0,843322631 1 1 DOWN

ENSGALT00000054951 ENSGALT00000054951 KQ759543.1:215492-216933 371 1,00E-05 0,492261 2,03E-05 1 1 DOWN

ENSGALT00000054893 ENSGALT00000054893 AADN04002303.1:5663-8609 446 0,0999353 0,226733 0,440762042 1 1 DOWN

ENSGALT00000054869 ENSGALT00000054869 AADN04014381.1:293-4775 783 3,96486 3,32666 1,191844072 1 1 UP

ENSGALT00000054857 ENSGALT00000054857 1:114486907-115483002 1614 0,0415974 1,00E-05 4159,74 1 1 UP

ENSGALT00000054851 ENSGALT00000054851 4:28160837-28173463 1549 0,118687 0,13981 0,848916387 1 1 DOWN

ENSGALT00000054832 ENSGALT00000054832 1:34809344-34810586 890 4,25458 5,05341 0,841922583 1 1 DOWN

ENSGALT00000054815 ENSGALT00000054815 10:586151-587592 1401 0,10963 0,112635 0,973320904 1 1 DOWN

ENSGALT00000054784 ENSGALT00000054784 AADN04024497.1:20-5071 4122 0,0313363 0,048898 0,640850342 1 1 DOWN

ENSGALT00000054782 ENSGALT00000054782 5:55274096-55338508 504 0,166959 1,00E-05 16695,9 1 1 UP

ENSGALT00000054772 ENSGALT00000054772 AADN04024574.1:20-1347 919 14,657 14,1172 1,038237044 1 1 UP

ENSGALT00000054753 ENSGALT00000054753 AADN04017244.1:20-2452 1276 0,0367413 0,148654 0,247159848 1 1 DOWN

ENSGALT00000054746 ENSGALT00000054746 AADN04006149.1:6573-8039 764 1,00E-05 0,0858281 0,000116512 1 1 DOWN

ENSGALT00000054737 ENSGALT00000054737 AADN04013550.1:305-6577 2762 0,0127771 0,0140241 0,911081638 1 1 DOWN

ENSGALT00000054699 ENSGALT00000054699 AADN04019468.1:20-1677 714 1,10E-07 0,14075 7,83E-07 1 1 DOWN

ENSGALT00000054630 ENSGALT00000054630 KQ759698.1:20-3734 2763 0,0327782 0,141115 0,232280055 1 1 DOWN

ENSGALT00000054628 ENSGALT00000054628 AADN04001377.1:17333-25319 6291 0,017955 7,29E-07 24632,70449 1 1 UP

ENSGALT00000054595 ENSGALT00000054595 AADN04006411.1:730-10360 831 0,276775 0,285331 0,970013773 1 1 DOWN

ENSGALT00000054561 ENSGALT00000054561 AADN04001474.1:8615-15195 1173 0,0750702 0,0964911 0,778001287 1 1 DOWN

ENSGALT00000054551 ENSGALT00000054551 1:176511055-176579968 1693 0,0974504 1,00E-05 9745,04 1 1 UP

ENSGALT00000054534 ENSGALT00000054534 AADN04019836.1:20-3232 1729 0,389889 0,40251 0,968644257 1 1 DOWN

ENSGALT00000054531 ENSGALT00000054531 AADN04001318.1:20748-22948 2079 0,610382 0,709815 0,859917021 1 1 DOWN

ENSGALT00000054529 ENSGALT00000054529 AADN04001295.1:15189-18908 2868 0,763059 0,704817 1,082634216 1 1 UP

ENSGALT00000054506 ENSGALT00000054506 23:3744805-3746586 1285 0,143986 0,203422 0,707819213 1 1 DOWN

ENSGALT00000054491 ENSGALT00000054491 17:6903537-6912201 954 0,0747363 1,00E-05 7473,63 1 1 UP

ENSGALT00000054490 ENSGALT00000054490 17:8406842-8458669 921 2,87216 3,69081 0,778192321 1 1 DOWN

ENSGALT00000054488 ENSGALT00000054488 12:19784605-19912726 1451 0,835703 0,940397 0,888670423 1 1 DOWN

ENSGALT00000054467 ENSGALT00000054467 AADN04000909.1:35495-37913 1346 0,057921 0,119143 0,486146899 1 1 DOWN

ENSGALT00000054453 ENSGALT00000054453 AADN04017883.1:63-3185 1874 0,0345623 0,0504903 0,684533465 1 1 DOWN

ENSGALT00000054371 ENSGALT00000054371 KQ759725.1:34-4294 953 22,6011 22,5153 1,003810742 1 1 UP

ENSGALT00000054365 ENSGALT00000054365 AADN04012490.1:3046-7241 1272 1,20172 1,32385 0,907746346 1 1 DOWN

ENSGALT00000054348 ENSGALT00000054348 17:9183255-9186673 2888 0,634807 0,602877 1,05296271 1 1 UP

ENSGALT00000054339 ENSGALT00000054339 AADN04006459.1:2290-4629 859 0,133593 0,0499656 2,673699505 1 1 UP

ENSGALT00000054335 ENSGALT00000054335 1:47513532-47631233 416 0,361934 0,240759 1,503304134 1 1 UP

ENSGALT00000054331 ENSGALT00000054331 AADN04011841.1:3389-5750 2326 1,71515 2,60807 0,657631889 1 1 DOWN

ENSGALT00000054323 ENSGALT00000054323 2:120763919-120766928 1878 0,0558069 1,00E-05 5580,69 1 1 UP

ENSGALT00000054322 ENSGALT00000054322 AADN04003620.1:11725-16652 2057 0,0912767 0,0521764 1,749386696 1 1 UP

ENSGALT00000054304 ENSGALT00000054304 11:7501219-8059103 1100 1,61061 2,11809 0,760406782 1 1 DOWN

ENSGALT00000054301 ENSGALT00000054301 AADN04012909.1:3201-6810 1605 0,0176988 0,0263727 0,671103072 1 1 DOWN

ENSGALT00000054300 ENSGALT00000054300 AADN04013494.1:1125-3778 657 0,149124 0,413037 0,361042715 1 1 DOWN

ENSGALT00000054287 ENSGALT00000054287 2:30515585-30516960 664 2,87317 2,28461 1,257619462 1 1 UP

ENSGALT00000054198 ENSGALT00000054198 AADN04007647.1:1175-3712 1047 0,0207758 0,11134 0,186597809 1 1 DOWN

ENSGALT00000054195 ENSGALT00000054195 AADN04005115.1:21-13901 4800 2,23031 2,89529 0,770323525 1 1 DOWN

ENSGALT00000054186 ENSGALT00000054186 AADN04000843.1:8280-15642 376 1,68881 1,11551 1,51393533 1 1 UP

ENSGALT00000054166 ENSGALT00000054166 AADN04012596.1:523-1788 734 1,52134 1,16263 1,308533239 1 1 UP

ENSGALT00000054145 ENSGALT00000054145 AADN04001793.1:708-3414 1077 0,0270048 0,132768 0,203398409 1 1 DOWN

ENSGALT00000054084 ENSGALT00000054084 9:24084574-24089182 1623 0,217207 0,0943415 2,302348383 1 1 UP

ENSGALT00000054049 ENSGALT00000054049 AADN04013329.1:38-6709 3087 0,0964772 0,104854 0,920109867 1 1 DOWN

ENSGALT00000054032 ENSGALT00000054032 AADN04023150.1:287-1581 1215 2,91391 2,2739 1,281459167 1 1 UP

ENSGALT00000054021 ENSGALT00000054021 AADN04013062.1:385-3347 1039 0,631524 0,439242 1,437758684 1 1 UP

ENSGALT00000053997 ENSGALT00000053997 AADN04005325.1:10392-11943 861 0,0254396 0,0497891 0,510947175 1 1 DOWN

ENSGALT00000053984 ENSGALT00000053984 AADN04004671.1:7070-7764 586 1,33307 1,52262 0,875510633 1 1 DOWN

ENSGALT00000053959 ENSGALT00000053959 AADN04009921.1:2331-8705 618 0,348859 0,489016 0,713389746 1 1 DOWN

ENSGALT00000053939 ENSGALT00000053939 AADN04014061.1:2044-3876 1383 0,527375 1,47961 0,356428383 1 1 DOWN

ENSGALT00000053906 ENSGALT00000053906 28:1083325-1083967 419 0,168137 0,26828 0,626722081 1 1 DOWN

ENSGALT00000053903 ENSGALT00000053903 AADN04005596.1:5861-6924 768 0,984237 0,905064 1,087477792 1 1 UP

ENSGALT00000053832 ENSGALT00000053832 5:45442599-45466111 1344 0,21102 0,216401 0,975134126 1 1 DOWN

ENSGALT00000053823 ENSGALT00000053823 4:18035608-18112507 809 0,0806162 0,0277118 2,909092877 1 1 UP

ENSGALT00000053774 ENSGALT00000053774 AADN04005999.1:5185-8970 714 0,0454661 0,0674021 0,674550199 1 1 DOWN

ENSGALT00000053737 ENSGALT00000053737 1:170645371-170650784 409 0,223251 0,491175 0,454524355 1 1 DOWN

ENSGALT00000053710 ENSGALT00000053710 23:4361248-4362112 799 2,35314 2,21475 1,062485608 1 1 UP

ENSGALT00000053687 ENSGALT00000053687 AADN04005337.1:20-5992 4668 1,00E-05 0,010551 0,000947777 1 1 DOWN

ENSGALT00000053684 ENSGALT00000053684 AADN04004859.1:3266-14323 2222 0,0453464 9,19E-07 49365,22279 1 1 UP

ENSGALT00000053678 ENSGALT00000053678 AADN04012538.1:1842-2231 233 3,38295 3,827 0,883969166 1 1 DOWN

ENSGALT00000053656 ENSGALT00000053656 AADN04013910.1:79-5086 1424 1,00E-05 0,0527305 0,000189644 1 1 DOWN

ENSGALT00000053641 ENSGALT00000053641 5:45434964-45440604 428 0,310789 0,108624 2,861144867 1 1 UP

ENSGALT00000053596 ENSGALT00000053596 AADN04015604.1:484-3235 1500 0,0120626 0,0391004 0,308503238 1 1 DOWN

ENSGALT00000053565 ENSGALT00000053565 3:40018401-40030852 1138 7,49E-06 0,0731954 0,000102353 1 1 DOWN

ENSGALT00000053559 ENSGALT00000053559 13:2352324-2358239 1431 0,0611028 0,0702115 0,870267691 1 1 DOWN

ENSGALT00000053545 ENSGALT00000053545 2:128055565-128068483 1610 0,0296674 0,0118734 2,498644028 1 1 UP

ENSGALT00000053518 ENSGALT00000053518 14:8898887-8953269 1273 0,88627 0,683865 1,295972158 1 1 UP

ENSGALT00000053498 ENSGALT00000053498 17:9292264-9363121 671 1,34082 1,47428 0,909474455 1 1 DOWN

ENSGALT00000053487 ENSGALT00000053487 AADN04023230.1:20-1112 858 0,29539 0,388527 0,760281782 1 1 DOWN

ENSGALT00000053483 ENSGALT00000053483 AADN04014725.1:1105-5916 2262 0,0314071 0,0647952 0,484713374 1 1 DOWN

ENSGALT00000053463 ENSGALT00000053463 AADN04006858.1:1512-4189 496 0,0498755 0,111302 0,448109648 1 1 DOWN

ENSGALT00000053461 ENSGALT00000053461 AADN04000661.1:15826-16966 1095 0,160824 0,313623 0,512794023 1 1 DOWN

ENSGALT00000053403 ENSGALT00000053403 1:170007954-170038158 1296 0,0666802 1,00E-05 6668,02 1 1 UP

ENSGALT00000053367 ENSGALT00000053367 AADN04012217.1:5804-7417 1278 0,421238 0,226068 1,863324309 1 1 UP

ENSGALT00000053362 ENSGALT00000053362 AADN04001974.1:3231-4074 768 0,144891 0,0725081 1,998273296 1 1 UP

ENSGALT00000053348 ENSGALT00000053348 9:22099919-22193355 1187 0,0563672 0,0564657 0,998255578 1 1 DOWN

ENSGALT00000053341 ENSGALT00000053341 AADN04001826.1:17735-18882 650 0,108123 0,0480713 2,249221469 1 1 UP

ENSGALT00000053319 ENSGALT00000053319 1:52387751-52403393 1211 0,151362 0,0633249 2,390244596 1 1 UP

ENSGALT00000053308 ENSGALT00000053308 AADN04015205.1:2712-5605 710 0,120826 0,138253 0,873948486 1 1 DOWN

ENSGALT00000053266 ENSGALT00000053266 KQ759696.1:20-6962 1575 0,0752064 1,00E-05 7520,64 1 1 UP

ENSGALT00000053248 ENSGALT00000053248 AADN04006447.1:3093-5871 987 0,303889 0,764582 0,397457696 1 1 DOWN

ENSGALT00000053240 ENSGALT00000053240 AADN04021424.1:20-2472 1407 0,628543 0,93221 0,674250437 1 1 DOWN

ENSGALT00000053231 ENSGALT00000053231 14:6773362-6775208 624 0,217567 0,251725 0,8643043 1 1 DOWN

ENSGALT00000053221 ENSGALT00000053221 17:647941-653648 1330 0,159752 0,131067 1,218857531 1 1 UP

ENSGALT00000053204 ENSGALT00000053204 AADN04003656.1:4598-11902 3982 0,0226369 0,0525349 0,430892607 1 1 DOWN

ENSGALT00000053190 ENSGALT00000053190 4:31433890-31574290 1023 0,420405 0,368908 1,139593069 1 1 UP

ENSGALT00000053162 ENSGALT00000053162 13:1683942-1694957 1310 0,0321857 0,0579929 0,554993801 1 1 DOWN

ENSGALT00000053160 ENSGALT00000053160 2:44815454-44821529 1093 1,00E-05 0,0623852 0,000160294 1 1 DOWN

ENSGALT00000053147 ENSGALT00000053147 AADN04006181.1:20-2963 860 0,117635 0,113861 1,033145678 1 1 UP

ENSGALT00000053135 ENSGALT00000053135 AADN04013512.1:436-2579 365 0,335461 0,115467 2,905254315 1 1 UP

ENSGALT00000053123 ENSGALT00000053123 AADN04004988.1:1626-6288 1772 0,246951 9,47E-05 2606,373267 1 1 UP

ENSGALT00000053118 ENSGALT00000053118 AADN04018881.1:20-3356 1676 0,0741348 0,0441956 1,677424902 1 1 UP

ENSGALT00000053072 ENSGALT00000053072 AADN04006267.1:3404-11159 1571 3,85724 3,87867 0,99447491 1 1 DOWN

ENSGALT00000053069 ENSGALT00000053069 KQ759423.1:8433-11697 618 2,08259 2,86357 0,727270505 1 1 DOWN

ENSGALT00000053056 ENSGALT00000053056 AADN04006821.1:20-11702 5896 0,443744 0,752091 0,590013708 1 1 DOWN

ENSGALT00000053052 ENSGALT00000053052 1:112227083-112227656 276 0,718709 1,00E-05 71870,9 1 1 UP

ENSGALT00000053030 ENSGALT00000053030 AADN04019091.1:1615-3138 427 0,848323 0,951082 0,891955688 1 1 DOWN

ENSGALT00000053021 ENSGALT00000053021 1:112282441-112304854 890 0,0622307 0,027446 2,267386869 1 1 UP

ENSGALT00000052963 ENSGALT00000052963 AADN04006362.1:139-3025 497 0,0476302 0,148046 0,32172568 1 1 DOWN

ENSGALT00000052919 ENSGALT00000052919 27:1667020-1668784 1534 0,043736 0,0705533 0,619900132 1 1 DOWN

ENSGALT00000052904 ENSGALT00000052904 AADN04015149.1:239-5630 1872 0,57263 0,672702 0,851238736 1 1 DOWN

ENSGALT00000052902 ENSGALT00000052902 AADN04013428.1:746-3745 2934 1,56513 1,4706 1,064279886 1 1 UP

ENSGALT00000052876 ENSGALT00000052876 AADN04006685.1:9553-11845 1307 1,68973 1,35954 1,242868912 1 1 UP

ENSGALT00000052865 ENSGALT00000052865 2:111586275-111590929 1413 0,154639 0,222 0,696572072 1 1 DOWN

ENSGALT00000052859 ENSGALT00000052859 4:38809871-38817305 1889 0,359503 0,214411 1,676700356 1 1 UP

ENSGALT00000052857 ENSGALT00000052857 AADN04002509.1:1315-15609 4065 0,235415 0,324186 0,726172629 1 1 DOWN

ENSGALT00000052845 ENSGALT00000052845 AADN04024660.1:20-1387 767 0,100854 0,0925279 1,089984751 1 1 UP

ENSGALT00000052837 ENSGALT00000052837 AADN04002979.1:1785-4039 535 0,439415 0,264548 1,661002918 1 1 UP

ENSGALT00000052818 ENSGALT00000052818 24:975733-983980 874 0,596037 0,856771 0,695678308 1 1 DOWN

ENSGALT00000052765 ENSGALT00000052765 AADN04017023.1:1704-3479 375 1,57301 1,80822 0,869921802 1 1 DOWN

ENSGALT00000052738 ENSGALT00000052738 28:3760509-3761973 1342 1,48309 1,67386 0,886029895 1 1 DOWN

ENSGALT00000052731 ENSGALT00000052731 1:184341136-184528008 503 0,0942728 0,121858 0,773628321 1 1 DOWN

ENSGALT00000052729 ENSGALT00000052729 19:3384390-3386645 1304 0,565019 0,226288 2,496902178 1 1 UP

ENSGALT00000052717 ENSGALT00000052717 9:10189097-10190468 885 0,0254154 0,0888447 0,28606546 1 1 DOWN

ENSGALT00000052714 ENSGALT00000052714 AADN04013397.1:4359-6692 1079 0,548673 0,291391 1,882944223 1 1 UP

ENSGALT00000052677 ENSGALT00000052677 AADN04005325.1:10392-11943 520 1,00E-05 0,158052 6,33E-05 1 1 DOWN

ENSGALT00000052632 ENSGALT00000052632 AADN04002125.1:17026-20483 1291 0,49887 0,236242 2,111690555 1 1 UP

ENSGALT00000052622 ENSGALT00000052622 AADN04004988.1:1626-6288 1646 1,56482 1,10199 1,419994737 1 1 UP

ENSGALT00000052619 ENSGALT00000052619 AADN04012504.1:738-7192 3847 0,0131317 0,0156366 0,839805329 1 1 DOWN

ENSGALT00000052606 ENSGALT00000052606 1:112635811-112643219 601 0,730141 1,00E-05 73014,1 1 1 UP

ENSGALT00000052605 ENSGALT00000052605 AADN04017210.1:789-4099 1714 0,338231 0,372915 0,90699221 1 1 DOWN

ENSGALT00000052604 ENSGALT00000052604 AADN04004826.1:173-5965 1922 0,568487 0,779746 0,729066901 1 1 DOWN

ENSGALT00000052596 ENSGALT00000052596 AADN04012302.1:40-7211 567 0,38804 0,164443 2,35972343 1 1 UP

ENSGALT00000052571 ENSGALT00000052571 9:14975607-14976578 871 0,137386 0,0775346 1,771931499 1 1 UP

ENSGALT00000052550 ENSGALT00000052550 3:68127287-68128975 1622 0,0888726 1,00E-05 8887,26 1 1 UP

ENSGALT00000052549 ENSGALT00000052549 22:975-2888 786 0,498954 0,499298 0,999311033 1 1 DOWN

ENSGALT00000052482 ENSGALT00000052482 12:4480903-4488218 539 0,116454 0,352131 0,33071215 1 1 DOWN

ENSGALT00000052458 ENSGALT00000052458 AADN04012428.1:20-5919 2396 0,00801731 0,115848 0,069205424 1 1 DOWN

ENSGALT00000052452 ENSGALT00000052452 AADN04003355.1:14213-16969 921 0,72078 0,169594 4,25003243 1 1 UP

ENSGALT00000052435 ENSGALT00000052435 AADN04010127.1:7148-8388 943 0,953494 0,557949 1,708926802 1 1 UP

ENSGALT00000052376 ENSGALT00000052376 19:1072108-1259228 1399 0,326802 0,960854 0,340116188 1 1 DOWN

ENSGALT00000052333 ENSGALT00000052333 AADN04006685.1:470-9534 1058 0,119073 0,307469 0,38726831 1 1 DOWN

ENSGALT00000052325 ENSGALT00000052325 AADN04006182.1:3541-8615 942 0,372715 0,748874 0,497700548 1 1 DOWN

ENSGALT00000052303 ENSGALT00000052303 1:13723778-13762739 1523 0,476438 0,173436 2,747053668 1 1 UP

ENSGALT00000052242 ENSGALT00000052242 19:156295-159074 1205 0,0560748 0,0723236 0,77533198 1 1 DOWN

ENSGALT00000052224 ENSGALT00000052224 AADN04022038.1:63-2080 1300 0,0498673 1,47E-05 3395,336011 1 1 UP

ENSGALT00000052214 ENSGALT00000052214 1:48177979-48192341 669 0,100688 1,00E-05 10068,8 1 1 UP

ENSGALT00000052206 ENSGALT00000052206 AADN04009686.1:4569-8928 1740 0,256936 0,104756 2,452709153 1 1 UP

ENSGALT00000052203 ENSGALT00000052203 KQ759357.1:5178-10518 2070 0,099016 0,140606 0,704208924 1 1 DOWN

ENSGALT00000052196 ENSGALT00000052196 4:69714759-69833817 520 1,74485 1,47893 1,17980567 1 1 UP

ENSGALT00000052170 ENSGALT00000052170 5:58261408-58262195 696 0,161393 0,0413082 3,90704509 1 1 UP

ENSGALT00000052169 ENSGALT00000052169 2:78836509-78848878 2035 1,00E-05 0,0241655 0,000413813 1 1 DOWN

ENSGALT00000052155 ENSGALT00000052155 AADN04014029.1:316-5642 738 0,223527 0,303312 0,736954028 1 1 DOWN

ENSGALT00000052127 ENSGALT00000052127 AADN04017462.1:69-4400 365 4,7881 4,6213 1,03609374 1 1 UP

ENSGALT00000052123 ENSGALT00000052123 AADN04016877.1:20-3371 1636 2,72841 2,70195 1,009792927 1 1 UP

ENSGALT00000052087 ENSGALT00000052087 KQ759368.1:1881-5433 937 0,497098 0,243632 2,040364156 1 1 UP

ENSGALT00000052040 ENSGALT00000052040 AADN04001867.1:9352-15042 612 0,104115 0,233836 0,445247952 1 1 DOWN

ENSGALT00000052035 ENSGALT00000052035 AADN04020251.1:20-3023 1686 1,24241 1,48483 0,836735519 1 1 DOWN

ENSGALT00000052011 ENSGALT00000052011 AADN04016311.1:1008-5034 1496 0,182575 0,109045 1,674308772 1 1 UP

ENSGALT00000052007 ENSGALT00000052007 AADN04006461.1:1670-8935 1127 0,925618 0,694531 1,332723809 1 1 UP

ENSGALT00000052004 ENSGALT00000052004 1:84201423-84207768 1681 0,0563071 0,3047 0,184795208 1 1 DOWN

ENSGALT00000051968 ENSGALT00000051968 AADN04012119.1:1129-7446 2117 0,103236 0,188876 0,546580826 1 1 DOWN

ENSGALT00000051964 ENSGALT00000051964 KQ759336.1:11618-18626 524 0,529785 1,34344 0,39434958 1 1 DOWN

ENSGALT00000051933 ENSGALT00000051933 AADN04002149.1:5965-7589 1498 0,362984 0,26134 1,388933956 1 1 UP

ENSGALT00000051931 ENSGALT00000051931 1:77422387-77430336 1142 0,181834 0,128417 1,415965176 1 1 UP

ENSGALT00000051916 ENSGALT00000051916 1:160244260-161173427 597 0,75541 1,06871 0,706842829 1 1 DOWN

ENSGALT00000051910 ENSGALT00000051910 AADN04014708.1:539-5267 2579 0,0413797 0,0795944 0,519882052 1 1 DOWN

ENSGALT00000051883 ENSGALT00000051883 28:26110-29964 650 0,100428 0,00248188 40,4644866 1 1 UP

ENSGALT00000051842 ENSGALT00000051842 1:193747265-193750428 1650 2,3267 2,20091 1,057153632 1 1 UP

ENSGALT00000051830 ENSGALT00000051830 8:16539917-16602426 557 0,151065 1,00E-05 15106,5 1 1 UP

ENSGALT00000051823 ENSGALT00000051823 17:2371746-2378780 865 1,97286 1,25685 1,56968612 1 1 UP

ENSGALT00000051819 ENSGALT00000051819 AADN04006620.1:20-2836 544 0,0819326 0,227677 0,359863315 1 1 DOWN

ENSGALT00000051747 ENSGALT00000051747 AADN04006800.1:1628-4589 506 0,18895 0,343001 0,55087303 1 1 DOWN

ENSGALT00000051741 ENSGALT00000051741 10:12226687-12235028 442 0,801579 0,987681 0,811576815 1 1 DOWN

ENSGALT00000051725 ENSGALT00000051725 19:34803-37708 243 0,454376 1,40963 0,322337067 1 1 DOWN

ENSGALT00000051719 ENSGALT00000051719 KQ759613.1:20-3404 2979 1,47617 1,86785 0,790304361 1 1 DOWN

ENSGALT00000051711 ENSGALT00000051711 AADN04000866.1:11268-32015 1484 0,122271 0,159728 0,765495092 1 1 DOWN

ENSGALT00000051701 ENSGALT00000051701 24:1700079-1701620 1315 0,0165586 0,0565764 0,292676805 1 1 DOWN

ENSGALT00000051696 ENSGALT00000051696 2:86268714-86270481 908 0,0676958 0,0317467 2,132372814 1 1 UP

ENSGALT00000051690 ENSGALT00000051690 3:15378460-15379734 552 1,36389 1,53416 0,889014184 1 1 DOWN

ENSGALT00000051686 ENSGALT00000051686 19:7008699-7026631 280 0,774841 1,20377 0,64367861 1 1 DOWN

ENSGALT00000051682 ENSGALT00000051682 3:42227387-42232994 758 1,00E-05 0,214111 4,67E-05 1 1 DOWN

ENSGALT00000051672 ENSGALT00000051672 AADN04016028.1:1335-5173 952 0,444645 0,264971 1,6780893 1 1 UP

ENSGALT00000051649 ENSGALT00000051649 7:21882052-22100965 982 1,32083 1,84133 0,717323891 1 1 DOWN

ENSGALT00000051646 ENSGALT00000051646 3:33116937-33125450 991 0,100518 0,0243704 4,124593769 1 1 UP

ENSGALT00000051629 ENSGALT00000051629 10:13620119-14169106 1485 5,89613 6,49014 0,90847501 1 1 DOWN

ENSGALT00000051620 ENSGALT00000051620 AADN04012213.1:33-7381 1181 0,658413 0,425571 1,547128446 1 1 UP

ENSGALT00000051566 ENSGALT00000051566 28:1982616-1984491 524 0,0597636 0,123953 0,482147265 1 1 DOWN

ENSGALT00000051535 ENSGALT00000051535 AADN04002327.1:18887-20378 1158 0,117101 0,123025 0,951847186 1 1 DOWN

ENSGALT00000051534 ENSGALT00000051534 AADN04014046.1:20-1996 1177 0,0756482 0,141163 0,53589255 1 1 DOWN

ENSGALT00000051525 ENSGALT00000051525 26:4312153-4343994 583 0,443986 0,433281 1,02470683 1 1 UP

ENSGALT00000051509 ENSGALT00000051509 14:15534742-15562301 1655 0,746931 0,454043 1,645066657 1 1 UP

ENSGALT00000051493 ENSGALT00000051493 AADN04012428.1:20-5919 1634 0,0823576 4,06E-06 20308,23252 1 1 UP

ENSGALT00000051406 ENSGALT00000051406 AADN04000711.1:53752-72226 430 1,1017 1,61544 0,68198138 1 1 DOWN

ENSGALT00000051385 ENSGALT00000051385 1:72122901-72190872 503 0,171783 1,00E-05 17178,3 1 1 UP

ENSGALT00000051360 ENSGALT00000051360 5:43004019-43007116 708 0,163327 0,390125 0,418652996 1 1 DOWN

ENSGALT00000051355 ENSGALT00000051355 27:546684-919605 1282 0,041899 1,00E-05 4189,9 1 1 UP

ENSGALT00000051334 ENSGALT00000051334 AADN04005362.1:5839-7999 447 0,130144 0,653018 0,199296191 1 1 DOWN

ENSGALT00000051325 ENSGALT00000051325 1:168833036-168834433 1287 3,66652 3,6725 0,998371681 1 1 DOWN

ENSGALT00000051283 ENSGALT00000051283 3:40259918-40304533 2241 0,00773462 0,433043 0,01786109 1 1 DOWN

ENSGALT00000051280 ENSGALT00000051280 1:23927063-23927730 416 0,433045 0,531098 0,815376823 1 1 DOWN

ENSGALT00000051273 ENSGALT00000051273 AADN04014008.1:20-6301 290 0,728564 1,00E-05 72856,4 1 1 UP

ENSGALT00000051241 ENSGALT00000051241 25:25562-231632 1328 1,61027 2,41707 0,666207433 1 1 DOWN

ENSGALT00000051237 ENSGALT00000051237 AADN04016972.1:20-4670 4569 3,58328 3,48308 1,028767642 1 1 UP

ENSGALT00000051219 ENSGALT00000051219 AADN04015853.1:20-4881 1857 0,0594381 1,00E-05 5943,81 1 1 UP

ENSGALT00000051214 ENSGALT00000051214 3:97953834-98091388 620 0,450948 0,0989241 4,558525172 1 1 UP

ENSGALT00000051195 ENSGALT00000051195 AADN04003084.1:2618-3512 492 0,174315 1,00E-05 17431,5 1 1 UP

ENSGALT00000051137 ENSGALT00000051137 KQ759460.1:11491-13381 1274 0,280151 0,309001 0,906634606 1 1 DOWN

ENSGALT00000051124 ENSGALT00000051124 AADN04012751.1:56-6986 4176 0,0352895 0,115713 0,304974376 1 1 DOWN

ENSGALT00000051119 ENSGALT00000051119 2:41493438-41985849 2301 0,129111 0,279908 0,461262272 1 1 DOWN

ENSGALT00000051114 ENSGALT00000051114 AADN04013030.1:112-5370 1754 0,385268 0,34274 1,124082395 1 1 UP

ENSGALT00000051106 ENSGALT00000051106 AADN04013609.1:2933-6546 3152 0,0675023 0,179277 0,376525154 1 1 DOWN

ENSGALT00000051089 ENSGALT00000051089 2:52848374-53196795 2168 2,22498 3,07667 0,723177981 1 1 DOWN

ENSGALT00000051065 ENSGALT00000051065 AADN04013550.1:305-6577 2640 1,702 1,96026 0,868252171 1 1 DOWN

ENSGALT00000051021 ENSGALT00000051021 AADN04008761.1:148-9844 2184 0,102118 0,124774 0,81842371 1 1 DOWN

ENSGALT00000051012 ENSGALT00000051012 AADN04006528.1:20-1612 1002 0,234848 0,640566 0,366625765 1 1 DOWN

ENSGALT00000051000 ENSGALT00000051000 AADN04005384.1:4490-13488 847 0,0851202 0,239252 0,355776336 1 1 DOWN

ENSGALT00000050995 ENSGALT00000050995 8:5666197-5687285 772 0,191019 0,244581 0,781005066 1 1 DOWN

ENSGALT00000050984 ENSGALT00000050984 8:21972447-21977657 581 0,460697 0,895332 0,514554378 1 1 DOWN

ENSGALT00000050974 ENSGALT00000050974 AADN04009980.1:55-4680 2751 0,523907 0,92092 0,568895235 1 1 DOWN

ENSGALT00000050948 ENSGALT00000050948 5:38681504-38799468 1316 0,186431 0,0460034 4,05254829 1 1 UP

ENSGALT00000050942 ENSGALT00000050942 AADN04013681.1:67-4562 1673 0,101856 0,0684523 1,487985064 1 1 UP

ENSGALT00000050906 ENSGALT00000050906 6:32047410-32050837 665 0,288963 0,180895 1,597407336 1 1 UP

ENSGALT00000050900 ENSGALT00000050900 20:4294875-4299966 1144 1,00E-05 0,0615317 0,000162518 1 1 DOWN

ENSGALT00000050880 ENSGALT00000050880 AADN04007074.1:4014-8054 604 0,366213 0,683165 0,536053516 1 1 DOWN

ENSGALT00000050875 ENSGALT00000050875 AADN04019258.1:1646-3234 451 1,88909 1,2472 1,514664849 1 1 UP

ENSGALT00000050871 ENSGALT00000050871 10:17654330-17678946 938 0,416253 0,0403717 10,31051454 1 1 UP

ENSGALT00000050835 ENSGALT00000050835 AADN04008798.1:20-5278 1776 0,463991 0,670533 0,6919734 1 1 DOWN

ENSGALT00000050828 ENSGALT00000050828 KQ759530.1:29403-29831 301 0,738799 1,79178 0,412326848 1 1 DOWN

ENSGALT00000050794 ENSGALT00000050794 AADN04011998.1:5671-6695 603 1,4782 1,18593 1,246447935 1 1 UP

ENSGALT00000050765 ENSGALT00000050765 3:9364320-9374378 579 1,42119 1,25867 1,129120421 1 1 UP

ENSGALT00000050743 ENSGALT00000050743 15:6659514-6661167 908 0,516527 0,492849 1,048043113 1 1 UP

ENSGALT00000050714 ENSGALT00000050714 AADN04013454.1:61-2591 1911 0,046227 0,0411564 1,123203196 1 1 UP

ENSGALT00000050657 ENSGALT00000050657 3:19997178-20358337 1110 0,139326 0,017633 7,90143481 1 1 UP

ENSGALT00000050610 ENSGALT00000050610 13:12319074-12326229 1124 1,23434 1,0478 1,178030158 1 1 UP

ENSGALT00000050556 ENSGALT00000050556 1:160244260-161173427 649 0,082807 0,154926 0,534493887 1 1 DOWN

ENSGALT00000050535 ENSGALT00000050535 AADN04017612.1:114-1703 811 0,789182 1,70841 0,461939464 1 1 DOWN

ENSGALT00000050511 ENSGALT00000050511 AADN04017758.1:2195-4276 1740 0,0157856 0,0950176 0,166133432 1 1 DOWN

ENSGALT00000050435 ENSGALT00000050435 14:14342341-14345123 819 0,0341992 0,0896722 0,381380182 1 1 DOWN

ENSGALT00000050423 ENSGALT00000050423 AADN04004882.1:6489-8322 731 0,0503285 0,0548014 0,918379822 1 1 DOWN

ENSGALT00000050402 ENSGALT00000050402 AADN04001076.1:12519-24568 1550 0,544366 0,259366 2,098833309 1 1 UP

ENSGALT00000050394 ENSGALT00000050394 2:68191951-68193144 1158 1,21145 1,61397 0,750602551 1 1 DOWN

ENSGALT00000050271 ENSGALT00000050271 AADN04000924.1:27562-33505 1659 1,15991 1,77527 0,653371037 1 1 DOWN

ENSGALT00000050205 ENSGALT00000050205 2:15836219-15923124 641 0,133421 0,412375 0,323542892 1 1 DOWN

ENSGALT00000050152 ENSGALT00000050152 11:8500116-8507691 1088 0,112525 0,292971 0,384082384 1 1 DOWN

ENSGALT00000050150 ENSGALT00000050150 Z:74587221-75306513 1497 0,032166 0,00965059 3,333060466 1 1 UP

ENSGALT00000050122 ENSGALT00000050122 AADN04003355.1:14213-16969 492 0,438113 0,479512 0,913664309 1 1 DOWN

ENSGALT00000050086 ENSGALT00000050086 5:24435493-24440766 1448 0,0456169 0,0704304 0,647687646 1 1 DOWN

ENSGALT00000050072 ENSGALT00000050072 AADN04010091.1:4613-8816 1719 0,181226 0,250258 0,72415667 1 1 DOWN

ENSGALT00000050049 ENSGALT00000050049 AADN04020615.1:33-2879 2477 3,82E-06 0,0382935 9,97E-05 1 1 DOWN

ENSGALT00000050027 ENSGALT00000050027 7:35736561-35737769 1118 2,33441 3,55322 0,656984369 1 1 DOWN

ENSGALT00000050000 ENSGALT00000050000 AADN04006958.1:20-9692 2070 0,156019 0,281132 0,554967062 1 1 DOWN

ENSGALT00000049989 ENSGALT00000049989 AADN04009957.1:1425-8916 2007 0,0133037 6,56E-08 202829,9873 1 1 UP

ENSGALT00000049927 ENSGALT00000049927 AADN04014032.1:102-5576 1129 0,34132 0,0968712 3,523441436 1 1 UP

ENSGALT00000049923 ENSGALT00000049923 AADN04013493.1:2842-6596 2172 0,631109 0,727505 0,867497818 1 1 DOWN

ENSGALT00000049882 ENSGALT00000049882 5:50642202-50645201 435 1,50324 1,61394 0,93141009 1 1 DOWN

ENSGALT00000049875 ENSGALT00000049875 12:9048580-9051089 2232 0,185825 0,40873 0,454639982 1 1 DOWN

ENSGALT00000049858 ENSGALT00000049858 AADN04002278.1:16229-18011 1043 0,372195 0,112985 3,294198345 1 1 UP

ENSGALT00000049842 ENSGALT00000049842 AADN04003477.1:184-1684 971 0,0779711 0,157161 0,496122448 1 1 DOWN

ENSGALT00000049767 ENSGALT00000049767 AADN04023982.1:20-1119 750 6,14099 7,12905 0,861403693 1 1 DOWN

ENSGALT00000049757 ENSGALT00000049757 3:27450126-27451051 572 0,46895 0,602206 0,778720239 1 1 DOWN

ENSGALT00000049729 ENSGALT00000049729 AADN04006022.1:113-4736 4215 5,25E-10 0,0939872 5,59E-09 1 1 DOWN

ENSGALT00000049717 ENSGALT00000049717 AADN04006188.1:628-1660 937 1,23E-05 0,0505413 0,0002426 1 1 DOWN

ENSGALT00000049713 ENSGALT00000049713 AADN04001840.1:2866-5068 2081 0,85673 0,996365 0,859855575 1 1 DOWN

ENSGALT00000049678 ENSGALT00000049678 3:3824070-3825883 1307 1,63508 1,8333 0,891878034 1 1 DOWN

ENSGALT00000049659 ENSGALT00000049659 AADN04019468.1:20-1677 1522 0,112467 0,0605476 1,857497242 1 1 UP

ENSGALT00000049626 ENSGALT00000049626 2:75343173-75351854 625 0,436038 0,271599 1,605447737 1 1 UP

ENSGALT00000049624 ENSGALT00000049624 AADN04013539.1:2265-5533 1087 0,143541 0,0859913 1,669250261 1 1 UP

ENSGALT00000049592 ENSGALT00000049592 4:14405328-14405678 320 1,45213 1,18469 1,22574682 1 1 UP

ENSGALT00000049587 ENSGALT00000049587 25:2368226-2727336 1096 2,62584 3,46288 0,758282124 1 1 DOWN

ENSGALT00000049577 ENSGALT00000049577 12:3281635-3301252 1691 0,0362282 0,200619 0,180582098 1 1 DOWN

ENSGALT00000049573 ENSGALT00000049573 KQ759559.1:266-19794 2487 1,82341 2,55063 0,714886126 1 1 DOWN

ENSGALT00000049547 ENSGALT00000049547 AADN04002591.1:6880-8404 892 1,56788 1,69981 0,922385443 1 1 DOWN

ENSGALT00000049530 ENSGALT00000049530 18:6382935-6470026 537 0,321939 0,151211 2,129071298 1 1 UP

ENSGALT00000049528 ENSGALT00000049528 AADN04004822.1:10153-14362 1440 3,57909 3,27334 1,093406123 1 1 UP

ENSGALT00000049496 ENSGALT00000049496 AADN04006094.1:20-2848 2621 0,0388791 0,0341139 1,139684996 1 1 UP

ENSGALT00000049453 ENSGALT00000049453 16:238279-378917 569 1,09199 2,44962 0,445779345 1 1 DOWN

ENSGALT00000049449 ENSGALT00000049449 AADN04020273.1:110-3029 1141 1,00E-05 0,119604 8,36E-05 1 1 DOWN

ENSGALT00000049426 ENSGALT00000049426 AADN04015273.1:3702-5668 984 0,468916 0,394698 1,188037436 1 1 UP

ENSGALT00000049412 ENSGALT00000049412 AADN04006896.1:6869-9061 873 0,347214 0,397084 0,874409445 1 1 DOWN

ENSGALT00000049377 ENSGALT00000049377 20:5618438-5619319 533 0,143343 0,111685 1,28345794 1 1 UP

ENSGALT00000049376 ENSGALT00000049376 AADN04006587.1:8819-11947 1641 0,0147216 0,0210036 0,700908416 1 1 DOWN

ENSGALT00000049367 ENSGALT00000049367 1:111732803-111735243 1962 0,0289727 0,0378905 0,764642852 1 1 DOWN

ENSGALT00000049366 ENSGALT00000049366 AADN04005168.1:5147-10903 1419 0,0368122 0,0144445 2,548527121 1 1 UP

ENSGALT00000049353 ENSGALT00000049353 AADN04005304.1:4695-6487 1006 0,0634963 0,0397449 1,59759617 1 1 UP

ENSGALT00000049333 ENSGALT00000049333 17:2066698-2077013 1587 0,0700427 2,09E-06 33454,50811 1 1 UP

ENSGALT00000049305 ENSGALT00000049305 AADN04010638.1:6492-8549 1853 0,17163 0,496781 0,345484227 1 1 DOWN

ENSGALT00000049293 ENSGALT00000049293 28:3760509-3761973 666 0,688009 0,443783 1,550327525 1 1 UP

ENSGALT00000049288 ENSGALT00000049288 21:1224074-1228034 914 0,0991604 0,0910273 1,089347921 1 1 UP

ENSGALT00000049274 ENSGALT00000049274 AADN04013559.1:20-5474 1663 0,219546 0,123967 1,771003574 1 1 UP

ENSGALT00000049220 ENSGALT00000049220 AADN04002692.1:3471-4925 1218 0,23954 0,366892 0,652889679 1 1 DOWN

ENSGALT00000049202 ENSGALT00000049202 AADN04012251.1:1592-6266 2927 0,776826 0,497435 1,561663333 1 1 UP

ENSGALT00000049197 ENSGALT00000049197 AADN04022585.1:975-1888 486 0,268084 0,088536 3,027966025 1 1 UP

ENSGALT00000049195 ENSGALT00000049195 AADN04002348.1:18426-19700 846 1,66323 1,53631 1,082613535 1 1 UP

ENSGALT00000049181 ENSGALT00000049181 6:20811915-20813508 462 0,269979 0,51108 0,528251937 1 1 DOWN

ENSGALT00000049177 ENSGALT00000049177 AADN04012949.1:123-1376 862 0,149743 0,899523 0,16646934 1 1 DOWN

ENSGALT00000049176 ENSGALT00000049176 AADN04014381.1:293-4775 481 1,70637 1,73415 0,983980625 1 1 DOWN

ENSGALT00000049168 ENSGALT00000049168 AADN04017481.1:20-1280 1136 0,0432253 0,0395236 1,093657966 1 1 UP

ENSGALT00000049154 ENSGALT00000049154 AADN04006267.1:3404-11159 1613 3,71833 3,677 1,011240141 1 1 UP

ENSGALT00000049123 ENSGALT00000049123 AADN04021144.1:887-2160 377 0,243 0,784864 0,309607779 1 1 DOWN

ENSGALT00000049120 ENSGALT00000049120 AADN04002395.1:15323-17258 356 1,00E-05 0,578916 1,73E-05 1 1 DOWN

ENSGALT00000049072 ENSGALT00000049072 AADN04005181.1:7670-12925 496 0,348679 0,108127 3,224717231 1 1 UP

ENSGALT00000049064 ENSGALT00000049064 17:9367411-9419130 1113 1,93762 1,30751 1,481916008 1 1 UP

ENSGALT00000049060 ENSGALT00000049060 AADN04002793.1:4545-6552 843 0,0246811 0,139034 0,177518449 1 1 DOWN

ENSGALT00000049011 ENSGALT00000049011 AADN04002378.1:2096-18599 1834 0,0178778 3,17E-08 564242,5658 1 1 UP

ENSGALT00000048996 ENSGALT00000048996 AADN04024636.1:20-1188 510 0,772023 0,986404 0,782664101 1 1 DOWN

ENSGALT00000048988 ENSGALT00000048988 AADN04001162.1:20-1779 1067 0,410905 0,422502 0,972551609 1 1 DOWN

ENSGALT00000048987 ENSGALT00000048987 9:4113609-4115548 1141 0,164287 0,141871 1,158002693 1 1 UP

ENSGALT00000048985 ENSGALT00000048985 AADN04017075.1:1887-4623 1436 0,106795 0,0789297 1,353039477 1 1 UP

ENSGALT00000048978 ENSGALT00000048978 AADN04017388.1:35-4513 1861 0,0869808 0,155207 0,560418022 1 1 DOWN

ENSGALT00000048959 ENSGALT00000048959 12:640216-885652 774 0,0709402 0,209396 0,338784886 1 1 DOWN

ENSGALT00000048908 ENSGALT00000048908 7:18698671-18701521 773 1,36079 1,019 1,335417076 1 1 UP

ENSGALT00000048903 ENSGALT00000048903 3:38565198-38571418 1272 0,167047 0,396869 0,42091219 1 1 DOWN

ENSGALT00000048900 ENSGALT00000048900 AADN04022969.1:20-1122 875 0,29668 0,320946 0,924392265 1 1 DOWN

ENSGALT00000048899 ENSGALT00000048899 AADN04004607.1:622-14328 353 0,113762 0,309599 0,367449507 1 1 DOWN

ENSGALT00000048761 ENSGALT00000048761 AADN04003297.1:11015-15049 577 0,208744 0,214195 0,974551227 1 1 DOWN

ENSGALT00000048740 ENSGALT00000048740 AADN04003355.1:9134-11959 843 0,116409 0,192205 0,605650217 1 1 DOWN

ENSGALT00000048738 ENSGALT00000048738 17:6086304-6102809 1090 0,146723 0,00136678 107,3493905 1 1 UP

ENSGALT00000048724 ENSGALT00000048724 5:53365991-53387738 768 0,181045 1,14342 0,158336394 1 1 DOWN

ENSGALT00000048721 ENSGALT00000048721 AADN04017101.1:20-4129 760 0,470115 0,452184 1,039654212 1 1 UP

ENSGALT00000048715 ENSGALT00000048715 AADN04006261.1:5809-8946 2371 1,40277 1,06515 1,316969441 1 1 UP

ENSGALT00000048675 ENSGALT00000048675 AADN04002681.1:3430-5894 1015 0,0169399 0,110373 0,153478659 1 1 DOWN

ENSGALT00000048671 ENSGALT00000048671 AADN04017222.1:2242-4517 1778 1,00E-05 0,201846 4,95E-05 1 1 DOWN

ENSGALT00000048635 ENSGALT00000048635 4:39895977-39956315 3480 0,0344013 0,139372 0,246830784 1 1 DOWN

ENSGALT00000048567 ENSGALT00000048567 10:7612375-7618766 1048 0,104431 0,0417355 2,502210349 1 1 UP

ENSGALT00000048549 ENSGALT00000048549 AADN04004465.1:6651-7938 939 0,135035 0,139405 0,968652487 1 1 DOWN

ENSGALT00000048536 ENSGALT00000048536 13:12911089-12927487 1105 0,209826 0,129774 1,616856998 1 1 UP

ENSGALT00000048521 ENSGALT00000048521 AADN04024149.1:777-5231 735 0,0646191 0,0736981 0,876808222 1 1 DOWN

ENSGALT00000048491 ENSGALT00000048491 14:4152130-4158260 833 0,126504 0,26482 0,477698059 1 1 DOWN

ENSGALT00000048449 ENSGALT00000048449 8:27133820-27369637 852 0,0978288 0,0963209 1,015654962 1 1 UP

ENSGALT00000048435 ENSGALT00000048435 AADN04008708.1:4330-8005 3542 2,59455 2,42355 1,070557653 1 1 UP

ENSGALT00000048414 ENSGALT00000048414 AADN04003073.1:9241-10438 967 0,144328 0,0569402 2,534729418 1 1 UP

ENSGALT00000048396 ENSGALT00000048396 AADN04000924.1:27562-33505 678 1,15958 2,38692 0,485805976 1 1 DOWN

ENSGALT00000048330 ENSGALT00000048330 AADN04010372.1:2173-8374 2349 0,431586 0,343279 1,257245564 1 1 UP

ENSGALT00000048321 ENSGALT00000048321 AADN04024675.1:20-6762 4795 0,0858152 0,12239 0,70116186 1 1 DOWN

ENSGALT00000048283 ENSGALT00000048283 17:7629505-7630321 715 0,0754751 0,0422871 1,784825632 1 1 UP

ENSGALT00000048246 ENSGALT00000048246 14:921026-922877 1082 0,34992 0,175503 1,993812072 1 1 UP

ENSGALT00000048214 ENSGALT00000048214 12:1452674-1454502 1282 8,92265 9,00385 0,990981636 1 1 DOWN

ENSGALT00000048211 ENSGALT00000048211 AADN04004427.1:8953-13378 885 0,165058 1,00E-05 16505,8 1 1 UP

ENSGALT00000048209 ENSGALT00000048209 AADN04017462.1:69-4400 1108 2,98349 2,4753 1,205304408 1 1 UP

ENSGALT00000048074 ENSGALT00000048074 AADN04003132.1:20-1309 847 0,17284 0,177991 0,971060335 1 1 DOWN

ENSGALT00000048067 ENSGALT00000048067 8:7754197-7942970 938 3,19E-07 0,0680138 4,69E-06 1 1 DOWN

ENSGALT00000048035 ENSGALT00000048035 AADN04002974.1:4337-18201 1300 0,0517173 0,0378663 1,365786993 1 1 UP

ENSGALT00000048033 ENSGALT00000048033 AADN04024541.1:20-984 638 0,398777 0,288325 1,383081592 1 1 UP

ENSGALT00000048000 ENSGALT00000048000 AADN04001996.1:6379-18836 642 0,167541 0,043313 3,868145822 1 1 UP

ENSGALT00000047990 ENSGALT00000047990 AADN04001428.1:1844-2840 376 0,210564 0,706531 0,29802514 1 1 DOWN

ENSGALT00000047941 ENSGALT00000047941 AADN04006594.1:1579-2108 337 1,62237 1,58777 1,021791569 1 1 UP

ENSGALT00000047936 ENSGALT00000047936 7:11498859-11499981 891 0,0900899 0,172733 0,521555812 1 1 DOWN

ENSGALT00000047918 ENSGALT00000047918 AADN04006307.1:3567-5043 1204 3,03822 3,82747 0,793793289 1 1 DOWN

ENSGALT00000047915 ENSGALT00000047915 5:11115669-11366088 1297 0,234479 0,344408 0,680817519 1 1 DOWN

ENSGALT00000047882 ENSGALT00000047882 1:87568050-87602011 919 0,446576 0,24319 1,836325507 1 1 UP

ENSGALT00000047875 ENSGALT00000047875 AADN04017400.1:20-1892 1805 2,39E-05 0,0625185 0,000381749 1 1 DOWN

ENSGALT00000047865 ENSGALT00000047865 AADN04013581.1:2626-3455 584 0,456879 0,373876 1,222006762 1 1 UP

ENSGALT00000047855 ENSGALT00000047855 AADN04003308.1:8271-12660 1540 0,0146312 0,105145 0,139152599 1 1 DOWN

ENSGALT00000047834 ENSGALT00000047834 AADN04001201.1:5687-28911 758 0,0167297 0,04993 0,335063088 1 1 DOWN

ENSGALT00000047768 ENSGALT00000047768 AADN04004979.1:7188-11754 3177 0,0652819 0,0248613 2,625844184 1 1 UP

ENSGALT00000047759 ENSGALT00000047759 AADN04011134.1:2351-6792 849 0,0828543 0,0262885 3,151731746 1 1 UP

ENSGALT00000047758 ENSGALT00000047758 AADN04001516.1:10347-11870 611 0,719703 0,200513 3,589308424 1 1 UP

ENSGALT00000047729 ENSGALT00000047729 AADN04002178.1:6668-19905 566 0,642797 0,625518 1,027623506 1 1 UP

ENSGALT00000047728 ENSGALT00000047728 AADN04014563.1:952-4533 892 0,161653 0,200019 0,808188222 1 1 DOWN

ENSGALT00000047686 ENSGALT00000047686 19:613508-614914 1058 9,14817 10,8466 0,843413604 1 1 DOWN

ENSGALT00000047678 ENSGALT00000047678 1:49990094-49998117 1466 0,0344965 0,0240954 1,431663305 1 1 UP

ENSGALT00000047676 ENSGALT00000047676 KQ759689.1:20-1523 933 2,19596 2,14774 1,022451507 1 1 UP

ENSGALT00000047674 ENSGALT00000047674 5:25881335-25883509 1186 0,875759 0,789403 1,109394061 1 1 UP

ENSGALT00000047673 ENSGALT00000047673 AADN04022373.1:21-2014 1929 0,0178431 0,0389034 0,458651429 1 1 DOWN

ENSGALT00000047664 ENSGALT00000047664 AADN04001297.1:2607-24616 927 0,167077 0,228252 0,731984824 1 1 DOWN

ENSGALT00000047661 ENSGALT00000047661 1:73431076-73823884 695 0,0683135 0,116447 0,586648862 1 1 DOWN

ENSGALT00000047653 ENSGALT00000047653 AADN04005031.1:8076-10840 829 0,116381 0,211507 0,550246564 1 1 DOWN

ENSGALT00000047644 ENSGALT00000047644 4:68878950-68881771 698 0,565971 0,325052 1,741170643 1 1 UP

ENSGALT00000047631 ENSGALT00000047631 KQ759456.1:613-10468 5794 0,934837 1,17997 0,792254888 1 1 DOWN

ENSGALT00000047626 ENSGALT00000047626 5:11466671-11559343 791 1,2985 1,06609 1,218002232 1 1 UP

ENSGALT00000047605 ENSGALT00000047605 AADN04016311.1:1008-5034 2712 0,525213 0,655701 0,800994661 1 1 DOWN

ENSGALT00000047582 ENSGALT00000047582 AADN04002678.1:15411-18206 1382 0,0485193 0,0538273 0,901388329 1 1 DOWN

ENSGALT00000047572 ENSGALT00000047572 28:1535232-1559876 1158 0,106216 0,0799199 1,329030692 1 1 UP



ENSGALT00000047568 ENSGALT00000047568 AADN04009401.1:7129-9311 1789 0,0893562 0,217397 0,411027751 1 1 DOWN

ENSGALT00000047490 ENSGALT00000047490 AADN04016502.1:342-4923 3676 0,340833 0,314173 1,084857706 1 1 UP

ENSGALT00000047473 ENSGALT00000047473 15:7015757-7039441 306 6,27973 7,29897 0,860358379 1 1 DOWN

ENSGALT00000047470 ENSGALT00000047470 3:66037667-66043648 593 0,13156 0,481337 0,273322018 1 1 DOWN

ENSGALT00000047445 ENSGALT00000047445 10:12226687-12235028 730 0,527751 0,096982 5,441741767 1 1 UP

ENSGALT00000047444 ENSGALT00000047444 AADN04006576.1:5973-10811 2180 0,426825 0,50261 0,849217087 1 1 DOWN

ENSGALT00000047423 ENSGALT00000047423 AADN04004900.1:2453-4600 445 0,0732702 0,864998 0,084705629 1 1 DOWN

ENSGALT00000047420 ENSGALT00000047420 26:4191372-4271977 614 0,169923 0,0453555 3,746469557 1 1 UP

ENSGALT00000047412 ENSGALT00000047412 AADN04000996.1:140-25126 1344 0,0439299 0,0309105 1,421196681 1 1 UP

ENSGALT00000047407 ENSGALT00000047407 AADN04002068.1:186-17800 1359 0,108403 0,0284993 3,803707459 1 1 UP

ENSGALT00000047397 ENSGALT00000047397 5:51867590-51868239 578 2,89477 2,80131 1,033362962 1 1 UP

ENSGALT00000047355 ENSGALT00000047355 AADN04001013.1:613-3676 434 0,307421 1,00E-05 30742,1 1 1 UP

ENSGALT00000047340 ENSGALT00000047340 9:18139164-18275366 2848 0,186412 0,0353603 5,271787852 1 1 UP

ENSGALT00000047318 ENSGALT00000047318 AADN04014355.1:893-5130 3778 0,0173285 0,000120596 143,6905038 1 1 UP

ENSGALT00000047299 ENSGALT00000047299 AADN04002017.1:265-21617 4925 0,143308 0,0869159 1,648812243 1 1 UP

ENSGALT00000047283 ENSGALT00000047283 AADN04016982.1:105-1124 427 0,554897 0,439481 1,262618862 1 1 UP

ENSGALT00000047247 ENSGALT00000047247 AADN04022791.1:20-1777 1696 0,0688829 0,0724303 0,95102326 1 1 DOWN

ENSGALT00000047246 ENSGALT00000047246 AADN04005518.1:6075-13327 1187 0,584691 0,914738 0,639189582 1 1 DOWN

ENSGALT00000047241 ENSGALT00000047241 AADN04014032.1:102-5576 766 0,369127 1,15768 0,318850632 1 1 DOWN

ENSGALT00000047229 ENSGALT00000047229 15:984942-992620 1658 0,464206 0,102438 4,531580078 1 1 UP

ENSGALT00000047142 ENSGALT00000047142 AADN04006072.1:2691-7251 1826 0,038655 0,0417682 0,925464827 1 1 DOWN

ENSGALT00000047100 ENSGALT00000047100 8:24550087-24581622 501 0,332412 0,129928 2,558432363 1 1 UP

ENSGALT00000047099 ENSGALT00000047099 3:22202107-22218775 654 0,171201 0,0762843 2,244249472 1 1 UP

ENSGALT00000047064 ENSGALT00000047064 28:4129058-4129936 366 2,67275 2,6848 0,99551177 1 1 DOWN

ENSGALT00000047026 ENSGALT00000047026 AADN04006934.1:656-5113 1638 0,0337296 0,0419379 0,804274892 1 1 DOWN

ENSGALT00000046898 ENSGALT00000046898 AADN04013961.1:58-2242 1851 0,0806148 0,146645 0,549727573 1 1 DOWN

ENSGALT00000046868 ENSGALT00000046868 8:3842494-3871870 848 2,50709 2,73533 0,916558514 1 1 DOWN

ENSGALT00000046855 ENSGALT00000046855 AADN04009641.1:1737-8427 315 0,508503 0,415015 1,225264147 1 1 UP

ENSGALT00000046837 ENSGALT00000046837 AADN04012868.1:3736-5515 1359 0,0612066 0,282878 0,216371015 1 1 DOWN

ENSGALT00000046820 ENSGALT00000046820 25:2368226-2727336 1008 0,0773824 0,233517 0,331378015 1 1 DOWN

ENSGALT00000046792 ENSGALT00000046792 AADN04022843.1:945-1767 649 1,00E-05 0,303906 3,29E-05 1 1 DOWN

ENSGALT00000046757 ENSGALT00000046757 AADN04013418.1:313-3527 1095 0,502308 0,221117 2,271684221 1 1 UP

ENSGALT00000046735 ENSGALT00000046735 1:150160329-150166284 1157 0,179034 0,0853533 2,09756389 1 1 UP

ENSGALT00000046711 ENSGALT00000046711 4:66403276-66405539 1064 0,99634 0,801954 1,242390461 1 1 UP

ENSGALT00000046685 ENSGALT00000046685 AADN04001240.1:31-18174 632 0,111697 0,171776 0,650247997 1 1 DOWN

ENSGALT00000046663 ENSGALT00000046663 33:1505769-1506733 849 0,0482944 0,23558 0,205002122 1 1 DOWN

ENSGALT00000046625 ENSGALT00000046625 10:6973120-7516317 888 0,467029 0,213446 2,188042877 1 1 UP

ENSGALT00000046607 ENSGALT00000046607 AADN04015258.1:2585-5534 2741 0,0339086 0,0208109 1,629367303 1 1 UP

ENSGALT00000046606 ENSGALT00000046606 AADN04018104.1:20-4113 2173 0,0236396 0,0341216 0,692804558 1 1 DOWN

ENSGALT00000046600 ENSGALT00000046600 23:155412-157162 1242 0,0215134 0,0334854 0,642471047 1 1 DOWN

ENSGALT00000046595 ENSGALT00000046595 17:3101678-3106310 737 0,256786 0,245258 1,047003564 1 1 UP

ENSGALT00000046580 ENSGALT00000046580 28:3960633-3962594 1476 2,09212 3,56086 0,587532225 1 1 DOWN

ENSGALT00000046546 ENSGALT00000046546 17:8206722-8210939 1337 3,03094 3,51167 0,863105018 1 1 DOWN

ENSGALT00000046545 ENSGALT00000046545 KQ759590.1:4869-9834 1314 1,12616 1,43264 0,786073263 1 1 DOWN

ENSGALT00000046541 ENSGALT00000046541 AADN04013583.1:2415-5466 1019 0,0258435 0,0321954 0,80270784 1 1 DOWN

ENSGALT00000046523 ENSGALT00000046523 AADN04012302.1:40-7211 2076 0,769145 0,579703 1,326791478 1 1 UP

ENSGALT00000046482 ENSGALT00000046482 4:5837513-5995090 592 0,113106 0,141101 0,80159602 1 1 DOWN

ENSGALT00000046445 ENSGALT00000046445 AADN04002014.1:5053-18633 973 0,0416212 0,0891503 0,466865507 1 1 DOWN

ENSGALT00000046444 ENSGALT00000046444 27:1242832-1244132 728 0,0960845 0,151135 0,635752804 1 1 DOWN

ENSGALT00000046414 ENSGALT00000046414 AADN04001869.1:14246-15809 514 0,430996 0,136808 3,150371323 1 1 UP

ENSGALT00000046413 ENSGALT00000046413 21:1833274-1851220 459 0,0800055 0,185401 0,431526799 1 1 DOWN

ENSGALT00000046338 ENSGALT00000046338 AADN04017244.1:20-2452 1195 0,0905663 0,135861 0,666609991 1 1 DOWN

ENSGALT00000046333 ENSGALT00000046333 AADN04003011.1:7532-10230 495 0,83043 0,514937 1,612682717 1 1 UP

ENSGALT00000046310 ENSGALT00000046310 AADN04006707.1:2499-11867 2321 0,345325 0,281743 1,225673752 1 1 UP

ENSGALT00000046297 ENSGALT00000046297 27:546684-919605 564 0,0457148 0,104935 0,435648735 1 1 DOWN

ENSGALT00000046282 ENSGALT00000046282 2:36379342-36383903 849 0,152705 0,0677964 2,252405732 1 1 UP

ENSGALT00000046258 ENSGALT00000046258 4:61082021-61084079 786 0,0631572 0,114233 0,552880516 1 1 DOWN

ENSGALT00000046252 ENSGALT00000046252 20:9805919-9808763 1263 3,48407 3,69324 0,943364092 1 1 DOWN

ENSGALT00000042890 ENSGALT00000042890 15:1289162-1293983 368 2,91096 3,49636 0,832568729 1 1 DOWN

ENSGALT00000042856 ENSGALT00000042856 4:18725785-18744690 1682 0,0662656 0,151366 0,437783914 1 1 DOWN

ENSGALT00000040513 ENSGALT00000040513 21:926782-957410 725 0,428466 0,468442 0,914661794 1 1 DOWN

ENSGALT00000032726 ENSGALT00000032726 5:9577541-9579797 752 2,65444 2,28206 1,163177129 1 1 UP

ENSGALT00000029552 ENSGALT00000029552 25:2368226-2727336 800 1,38695 1,78929 0,77513986 1 1 DOWN

ENSGALT00000019366 ENSGALT00000019366 1:49276294-49290217 1102 2,02648 3,30536 0,613089043 1 1 DOWN

ENSGALT00000019269 ENSGALT00000019269 7:28071746-28077677 1556 0,694842 0,578051 1,202042726 1 1 UP

ENSGALT00000017565 ENSGALT00000017565 2:28511797-28517010 569 0,32218 0,139398 2,311223977 1 1 UP

ENSGALT00000017057 ENSGALT00000017057 8:21972447-21977657 582 0,74073 1,01357 0,730812869 1 1 DOWN

ENSGALT00000016740 ENSGALT00000016740 3:30486930-30513550 2107 0,273638 0,349728 0,782430918 1 1 DOWN

ENSGALT00000013546 ENSGALT00000013546 1:12571737-12579735 2191 12,7368 13,6053 0,936164583 1 1 DOWN

ENSGALT00000007639 ENSGALT00000007639 8:7754197-7942970 1218 0,186531 0,0491504 3,795106449 1 1 UP

ENSGALT00000005214 ENSGALT00000005214 12:3275398-3276533 994 0,0225332 0,0702688 0,320671479 1 1 DOWN

ENSGALT00000003481 ENSGALT00000003481 8:2303803-2307668 825 1,91755 1,46298 1,310715116 1 1 UP

TCONS_00000106 - 1:3602246-3605370 1235 0,0228465 0,556034 0,041088315 1 1 DOWN

TCONS_00002551 - 1:169421154-169453088 631 2,9634 2,82795 1,047896886 1 1 UP

TCONS_00003266 - 1:20329725-20358726 1431 0,675417 0,43338 1,558486778 1 1 UP

TCONS_00004361 - 1:80539160-80548064 910 1,40198 2,4027 0,583501894 1 1 DOWN

TCONS_00005431 - 1:170860425-170861698 862 0,0892686 0,521328 0,171233082 1 1 DOWN

TCONS_00006063 - 1:51471972-51475166 308 1,19737 2,70094 0,443316031 1 1 DOWN

TCONS_00006146 - 1:71492392-71495780 923 0,305972 0,531104 0,576105621 1 1 DOWN

TCONS_00006476 - 1:169421154-169453088 807 0,240881 0,837271 0,28769777 1 1 DOWN

TCONS_00006652 - 1:18809139-18815681 1009 0,537266 0,95923 0,560101331 1 1 DOWN

TCONS_00006688 - 1:35896519-35907467 858 0,459174 0,723428 0,634719696 1 1 DOWN

TCONS_00006699 - 1:39744500-39747232 940 0,106014 0,490532 0,216120457 1 1 DOWN

TCONS_00006891 - 1:77399867-77403672 967 0,0398507 0,445094 0,089533222 1 1 DOWN

TCONS_00007525 - 1:77770652-77789930 1494 0,301253 0,280701 1,073216697 1 1 UP

TCONS_00007581 - 1:95818501-95840236 555 0,658842 0,602472 1,093564514 1 1 UP

TCONS_00007595 - 1:105828717-105836084 1084 0,529811 0,534841 0,990595336 1 1 DOWN

TCONS_00007771 - 1:174542687-174547920 1437 0,886113 0,430586 2,057923388 1 1 UP

TCONS_00007772 - 1:174943112-174999081 1548 2,49694 2,77831 0,898726204 1 1 DOWN

TCONS_00008071 - 1:80520207-80523057 1003 0,600174 0,800878 0,749395039 1 1 DOWN

TCONS_00008143 - 1:109927754-109930917 2410 1,22153 1,4026 0,870904035 1 1 DOWN

TCONS_00008145 - 1:109941101-109960181 1449 0,157615 0,60401 0,260947666 1 1 DOWN

TCONS_00008235 - 1:145950733-145951587 764 0,600531 1,00887 0,595251123 1 1 DOWN

TCONS_00008412 - 1:18946415-18947963 1240 0,556079 0,122021 4,557240147 1 1 UP

TCONS_00008719 - 1:112766327-112855804 1647 0,81133 0,0783218 10,35892944 1 1 UP

TCONS_00008811 - 1:147664505-148027057 2990 1,34126 2,24081 0,598560342 1 1 DOWN

TCONS_00009087 - 1:56712276-56713805 1445 0,450253 0,0916842 4,910911586 1 1 UP

TCONS_00009147 - 1:77699067-77703072 1783 0,228658 0,146913 1,556417744 1 1 UP

TCONS_00009881 - 1:50638025-50639714 790 0,810012 0,290153 2,79167198 1 1 UP

TCONS_00010031 - 1:130360976-130363927 2830 1,67732 2,9901 0,560957827 1 1 DOWN

TCONS_00010079 - 1:147664505-148027057 1581 0,773612 0,0363778 21,26604687 1 1 UP

TCONS_00010185 - 1:12951851-12967760 2287 0,71521 0,0395915 18,06473612 1 1 UP

TCONS_00010299 - 1:71492392-71495780 1292 0,574369 0,881894 0,651290291 1 1 DOWN

TCONS_00010508 - 1:182651731-182667272 1179 0,520944 0,385184 1,352454931 1 1 UP

TCONS_00010554 - 1:18809139-18815681 1624 1,09714 1,02399 1,071436244 1 1 UP

TCONS_00011588 - 10:2277504-2278479 763 0,334539 1,41135 0,237034754 1 1 DOWN

TCONS_00012150 - 10:12157808-12178523 339 2,29795 2,65246 0,866346712 1 1 DOWN

TCONS_00012302 - 10:17110991-17112890 1199 0,112624 0,37399 0,301141742 1 1 DOWN

TCONS_00012403 - 10:15155066-15161244 929 0,280638 0,441856 0,635134523 1 1 DOWN

TCONS_00012484 - 10:10346142-10355220 1007 0,359014 0,153881 2,333062561 1 1 UP

TCONS_00012621 - 10:12108393-12149216 1352 0,243425 0,13505 1,802480563 1 1 UP

TCONS_00012622 - 10:12157808-12178523 797 0,430264 0,194577 2,211278825 1 1 UP

TCONS_00012632 - 10:12631694-12635458 2478 0,773303 1,21135 0,638381145 1 1 DOWN

TCONS_00012724 - 10:10346142-10355220 1059 0,149482 0,313984 0,476081584 1 1 DOWN

TCONS_00013435 - 11:18224586-18243227 1257 0,436958 0,504928 0,865386748 1 1 DOWN

TCONS_00014042 - 11:637991-638923 800 0,423071 1,35887 0,311340305 1 1 DOWN

TCONS_00014098 - 11:10381168-10406838 879 0,660242 0,445659 1,481495942 1 1 UP

TCONS_00014171 - 11:1077256-1088789 2076 1,138 1,40034 0,812659783 1 1 DOWN

TCONS_00014334 - 11:10381168-10406838 1134 0,945249 0,533418 1,77206056 1 1 UP

TCONS_00014335 - 11:10381168-10406838 1462 0,699345 0,439916 1,589723947 1 1 UP

TCONS_00014358 - 11:18224586-18243227 1110 0,42619 0,430068 0,990982821 1 1 DOWN

TCONS_00014418 - 11:9438635-9441674 1158 0,0316032 0,543667 0,058129701 1 1 DOWN

TCONS_00014419 - 11:9492496-9590520 515 1,00E-05 0,831028 1,20E-05 1 1 DOWN

TCONS_00014420 - 11:9492496-9590520 1411 2,45E-08 0,519407 4,72E-08 1 1 DOWN

TCONS_00014421 - 11:9492496-9590520 2470 0,0927643 0,710257 0,130606668 1 1 DOWN

TCONS_00014422 - 11:9609471-9644238 452 0,076815 1,45688 0,052725688 1 1 DOWN

TCONS_00014444 - 11:16706499-16751602 513 0,138455 1,84169 0,075178233 1 1 DOWN

TCONS_00014554 - 11:19321978-19322933 607 0,672697 0,688617 0,976881198 1 1 DOWN

TCONS_00014616 - 11:16185638-16632430 528 0,799451 1,09044 0,733145336 1 1 DOWN

TCONS_00014775 - 11:16185638-16632430 628 0,597434 0,932462 0,640706002 1 1 DOWN

TCONS_00014778 - 11:16185638-16632430 1006 0,216297 1,35345 0,159811593 1 1 DOWN

TCONS_00014779 - 11:16185638-16632430 1031 0,415149 0,0167375 24,80352502 1 1 UP

TCONS_00014897 - 11:16185638-16632430 1178 0,494112 0,787542 0,627410348 1 1 DOWN

TCONS_00015418 - 12:1441148-1441994 514 0,606257 0,90051 0,673237388 1 1 DOWN

TCONS_00016024 - 12:11512538-11513913 780 1,25993 1,13823 1,106920394 1 1 UP

TCONS_00016346 - 12:11512538-11513913 641 1,28636 2,03494 0,632136574 1 1 DOWN

TCONS_00016863 - 13:12319074-12326229 858 0,97472 0,794224 1,227260823 1 1 UP

TCONS_00017470 - 13:15144297-15145499 1119 0,061939 1,33107 0,04653324 1 1 DOWN

TCONS_00017686 - 13:1242063-1393985 288 5,72065 6,64556 0,860822865 1 1 DOWN

TCONS_00017870 - 13:4144640-4148157 1826 0,860499 1,10724 0,777156714 1 1 DOWN

TCONS_00019337 - 14:13422036-13432294 3071 1,93761 2,18189 0,888042019 1 1 DOWN

TCONS_00019520 - 14:12701313-12707391 1081 0,044565 0,25493 0,174812694 1 1 DOWN

TCONS_00019952 - 14:1848096-1851278 594 0,772237 0,320948 2,406112517 1 1 UP

TCONS_00020286 - 14:2561249-2563970 1353 0,879759 0,911051 0,965652856 1 1 DOWN

TCONS_00021784 - 15:10690452-10694251 2231 0,0603024 0,936679 0,064378939 1 1 DOWN

TCONS_00022113 - 15:9984414-10005076 921 5,56658 5,73117 0,971281606 1 1 DOWN

TCONS_00022114 - 15:9984414-10005076 546 0,461912 3,84E-05 12027,04779 1 1 UP

TCONS_00022217 - 15:5287205-5289212 1357 0,389494 0,23741 1,640596437 1 1 UP

TCONS_00022500 - 16:150242-153455 413 1,3351 1,82039 0,733414268 1 1 DOWN

TCONS_00022554 - 16:238279-378917 910 0,140867 0,957031 0,147191679 1 1 DOWN

TCONS_00022711 - 17:1955673-1957044 693 0,20381 0,450028 0,452882932 1 1 DOWN

TCONS_00023194 - 17:1149601-1155663 533 0,233247 1,57616 0,147984342 1 1 DOWN

TCONS_00023771 - 17:7120266-7123322 2722 1,22806 1,6464 0,74590622 1 1 DOWN

TCONS_00023799 - 17:10896356-10898754 2242 0,431773 0,743591 0,58065926 1 1 DOWN

TCONS_00023988 - 17:7001626-7003018 1003 1,72 1,52411 1,128527468 1 1 UP

TCONS_00025252 - 18:7296444-7310523 3543 0,111077 0,451074 0,246250061 1 1 DOWN

TCONS_00025253 - 18:7296444-7310523 4426 0,066959 0,492158 0,136051837 1 1 DOWN

TCONS_00025254 - 18:7296444-7310523 3646 0,0375753 0,17245 0,217890983 1 1 DOWN

TCONS_00025316 - 18:3449626-3532446 1257 0,451803 0,374608 1,206068744 1 1 UP

TCONS_00025445 - 18:7296444-7310523 2980 0,156971 0,498988 0,314578707 1 1 DOWN

TCONS_00025449 - 18:7311189-7346982 3263 0,047128 0,497154 0,094795576 1 1 DOWN

TCONS_00025484 - 18:3449626-3532446 1603 0,926168 1,2257 0,755623725 1 1 DOWN

TCONS_00025634 - 18:3449626-3532446 1183 0,74968 0,178937 4,189630987 1 1 UP

TCONS_00025707 - 18:10779991-10782792 2700 0,748193 0,821782 0,91045192 1 1 DOWN

TCONS_00025780 - 18:3449626-3532446 1609 0,558482 0,00161753 345,2684031 1 1 UP

TCONS_00025892 - 18:3389436-3392189 596 0,915124 0,162314 5,637985633 1 1 UP

TCONS_00027127 - 19:5744646-5746081 782 0,216063 0,601361 0,35929001 1 1 DOWN

TCONS_00027264 - 19:4758555-4764359 922 0,327619 0,13433 2,438911636 1 1 UP

TCONS_00027272 - 19:5744646-5746081 631 0,409707 0,346592 1,182101722 1 1 UP

TCONS_00027695 - 2:4985819-5013715 1272 0,034502 0,166712 0,206955708 1 1 DOWN

TCONS_00028052 - 2:31597278-31602939 2048 0,374118 0,388092 0,963993074 1 1 DOWN

TCONS_00028301 - 2:47835106-47839781 2153 0,933848 0,819179 1,139980395 1 1 UP

TCONS_00028760 - 2:89672324-89694916 948 0,240211 0,548973 0,437564325 1 1 DOWN

TCONS_00030687 - 2:85222752-85284783 601 0,384286 1,73265 0,221790898 1 1 DOWN

TCONS_00030727 - 2:89254752-89265589 359 0,796542 1,43034 0,55688997 1 1 DOWN

TCONS_00031195 - 2:123234492-123249983 1319 2,09573 3,01935 0,694099723 1 1 DOWN

TCONS_00031550 - 2:4985819-5013715 1378 0,217469 0,555812 0,391263593 1 1 DOWN

TCONS_00031637 - 2:35047563-35051520 2104 0,373086 0,713634 0,5227974 1 1 DOWN

TCONS_00031686 - 2:50451743-50509723 7211 0,465558 0,292478 1,591771005 1 1 UP

TCONS_00031838 - 2:113644953-113776295 2193 2,16188 2,76264 0,782541337 1 1 DOWN

TCONS_00031839 - 2:113644953-113776295 2887 1,11729 1,83682 0,608274082 1 1 DOWN

TCONS_00031859 - 2:120839060-120856191 1755 0,201287 0,878225 0,229197529 1 1 DOWN

TCONS_00031927 - 2:139650581-139659934 1247 1,00E-05 0,468668 2,13E-05 1 1 DOWN

TCONS_00032175 - 2:55607933-55614689 502 0,652652 0,974788 0,669532247 1 1 DOWN

TCONS_00032264 - 2:89254752-89265589 436 0,520555 1,96461 0,264966075 1 1 DOWN

TCONS_00032348 - 2:112510259-112513898 1325 0,121992 0,371921 0,328005141 1 1 DOWN

TCONS_00032471 - 2:4981540-4985081 983 0,365537 0,38001 0,96191416 1 1 DOWN

TCONS_00032473 - 2:4985819-5013715 631 0,0482073 0,772803 0,062379804 1 1 DOWN

TCONS_00032474 - 2:4985819-5013715 691 0,157488 0,416912 0,377748782 1 1 DOWN

TCONS_00032623 - 2:76544906-76797964 1679 0,130857 0,175892 0,743962204 1 1 DOWN

TCONS_00032624 - 2:76544906-76797964 1497 0,258872 0,577431 0,448316769 1 1 DOWN

TCONS_00032661 - 2:96743226-96745869 1740 0,522279 0,429527 1,215939859 1 1 UP

TCONS_00032672 - 2:99981512-99994788 5079 0,0495966 0,65729 0,075456191 1 1 DOWN

TCONS_00032715 - 2:120839060-120856191 6501 0,102716 0,598413 0,171647341 1 1 DOWN

TCONS_00032897 - 2:46830836-46962565 1364 0,161094 0,473669 0,340098254 1 1 DOWN

TCONS_00032898 - 2:46830836-46962565 651 0,0573641 0,605785 0,094693827 1 1 DOWN

TCONS_00032975 - 2:85222752-85284783 470 1,07E-25 0,266299 4,00E-25 1 1 DOWN

TCONS_00032984 - 2:89254752-89265589 994 0,112481 0,350428 0,320981771 1 1 DOWN

TCONS_00033067 - 2:117106557-117112273 473 1,78464 2,22763 0,80113843 1 1 DOWN

TCONS_00033158 - 2:3970113-3992312 1719 0,364438 0,147208 2,475667083 1 1 UP

TCONS_00033432 - 2:127451110-127457767 3343 0,468814 0,195074 2,403262352 1 1 UP

TCONS_00033517 - 2:17368520-17371239 1371 0,466441 0,481001 0,969729793 1 1 DOWN

TCONS_00033684 - 2:84596403-84660738 5359 0,294257 1,19E-06 246719,1535 1 1 UP

TCONS_00033685 - 2:84596403-84660738 5421 0,444259 6,52E-05 6809,7568 1 1 UP

TCONS_00033686 - 2:84596403-84660738 5343 0,158739 0,00780132 20,34771039 1 1 UP

TCONS_00033769 - 2:126041110-126115774 2865 0,509355 0,379432 1,342414451 1 1 UP

TCONS_00034024 - 2:105453810-105457979 788 0,939129 0,0331405 28,3378042 1 1 UP

TCONS_00034229 - 2:84596403-84660738 5521 0,982004 3,57E-07 2753704,306 1 1 UP

TCONS_00034233 - 2:85222752-85284783 1793 0,784802 0,165863 4,73162791 1 1 UP

TCONS_00034344 - 2:4964516-4972760 592 4,30284 4,39058 0,980016308 1 1 DOWN

TCONS_00034345 - 2:4985819-5013715 1842 0,336254 0,346253 0,971122272 1 1 DOWN

TCONS_00034631 - 2:40363995-40435236 873 3,86482 3,99125 0,968323207 1 1 DOWN

TCONS_00034687 - 2:65922837-65974033 2229 0,45906 0,13579 3,380661315 1 1 UP

TCONS_00034711 - 2:84596403-84660738 3976 0,581182 0,0216672 26,82312435 1 1 UP

TCONS_00034787 - 2:126041110-126115774 2912 0,370004 0,351935 1,051341867 1 1 UP

TCONS_00034836 - 2:148991663-148992851 675 3,42357 3,63316 0,942311927 1 1 DOWN

TCONS_00035555 - 20:8046012-8051848 616 0,916527 1,32332 0,692596651 1 1 DOWN

TCONS_00036024 - 20:12745842-12757675 1605 0,861153 1,40752 0,611822923 1 1 DOWN

TCONS_00036124 - 20:600336-603537 1167 0,297624 0,341619 0,871216179 1 1 DOWN

TCONS_00036169 - 20:8066842-8102026 870 0,0840806 0,589879 0,142538724 1 1 DOWN

TCONS_00036269 - 20:10474894-10476567 614 0,479873 1,00E-05 47987,3 1 1 UP

TCONS_00036459 - 20:8066842-8102026 728 1,77699 2,69824 0,658573737 1 1 DOWN

TCONS_00036755 - 21:2972732-3005702 2185 0,118879 0,536896 0,221419046 1 1 DOWN

TCONS_00037301 - 21:2235367-2236696 849 0,214974 0,230236 0,933711496 1 1 DOWN

TCONS_00037424 - 21:5497265-5499776 1263 1,46741 1,62227 0,904541168 1 1 DOWN

TCONS_00037430 - 21:6184735-6186853 802 0,523356 0,618282 0,846468116 1 1 DOWN

TCONS_00037476 - 21:2972732-3005702 1301 0,208681 0,261887 0,79683604 1 1 DOWN

TCONS_00037477 - 21:2972732-3005702 1334 0,0647766 0,578643 0,111945707 1 1 DOWN

TCONS_00037558 - 21:5617587-5620556 700 0,58808 0,760624 0,773154673 1 1 DOWN

TCONS_00037593 - 21:2587822-2590825 1726 0,501892 0,265964 1,887067423 1 1 UP

TCONS_00039193 - 23:4991874-4992854 412 0,690086 1,37479 0,50195739 1 1 DOWN

TCONS_00042134 - 26:2708676-2711271 938 0,370463 0,662823 0,558916936 1 1 DOWN

TCONS_00042137 - 26:3220863-3222968 1552 0,150131 0,550652 0,27264225 1 1 DOWN

TCONS_00043259 - 27:4089572-4090097 392 2,55169 2,68587 0,950042258 1 1 DOWN

TCONS_00043330 - 27:4354894-4356421 1100 0,371363 0,70605 0,525972665 1 1 DOWN

TCONS_00043366 - 27:3455356-3463118 854 0,575691 0,781213 0,736919381 1 1 DOWN

TCONS_00043370 - 27:4176846-4179060 1353 2,06836 2,18216 0,947849837 1 1 DOWN

TCONS_00044512 - 28:3687651-3690110 790 0,448573 0,675339 0,664219007 1 1 DOWN

TCONS_00044598 - 28:4034036-4037508 2885 0,717904 1,13795 0,630874819 1 1 DOWN

TCONS_00046754 - 3:2618339-2635509 846 0,334193 0,322383 1,036633445 1 1 UP

TCONS_00047249 - 3:30615409-30664623 2071 0,429223 0,457276 0,93865193 1 1 DOWN

TCONS_00047417 - 3:40259918-40304533 1326 1,00E-05 0,800347 1,25E-05 1 1 DOWN

TCONS_00047953 - 3:79782654-79784892 1654 0,518194 0,356653 1,452936047 1 1 UP

TCONS_00048540 - 3:38553237-38560126 1386 0,230619 1,07584 0,214361801 1 1 DOWN

TCONS_00048618 - 3:56735302-56748640 744 20,4768 21,0049 0,974858247 1 1 DOWN

TCONS_00048777 - 3:2618339-2635509 907 0,344131 0,43027 0,79980245 1 1 DOWN

TCONS_00048850 - 3:19981383-19983290 1794 0,281342 0,33546 0,838675252 1 1 DOWN

TCONS_00049080 - 3:93857098-93868667 1221 0,384111 0,504667 0,761117727 1 1 DOWN

TCONS_00049296 - 3:51858171-51862335 3938 1,57331 1,55406 1,012386909 1 1 UP

TCONS_00049530 - 3:30615409-30664623 5139 0,917098 1,49133 0,614953096 1 1 DOWN

TCONS_00049559 - 3:40259918-40304533 741 1,00E-05 0,660611 1,51E-05 1 1 DOWN

TCONS_00049634 - 3:79782654-79784892 1421 2,57E-05 0,393973 6,53E-05 1 1 DOWN

TCONS_00049697 - 3:110306564-110318823 442 3,35392 3,19287 1,050440513 1 1 UP

TCONS_00049796 - 3:24981337-24989968 1181 0,647793 0,388036 1,669414693 1 1 UP

TCONS_00050047 - 3:16412248-16418073 712 1,0223 1,38137 0,740062402 1 1 DOWN

TCONS_00050218 - 3:93889653-93914493 690 0,366378 0,289382 1,266070454 1 1 UP

TCONS_00050223 - 3:97941113-97951785 1012 0,300372 1,00E-05 30037,2 1 1 UP

TCONS_00050238 - 3:101686300-101691104 2591 0,862559 0,0412998 20,88530695 1 1 UP

TCONS_00050519 - 3:2610407-2616326 611 0,925693 0,27718 3,339681795 1 1 UP

TCONS_00050818 - 3:40884438-40888748 849 0,780106 0,0786135 9,923308338 1 1 UP

TCONS_00050877 - 3:79591774-79595840 1007 0,832403 0,163886 5,079158683 1 1 UP

TCONS_00051087 - 3:102961020-102975241 9994 0,600123 0,0022018 272,560178 1 1 UP

TCONS_00051167 - 32:637-2671 643 1,02972 1,17992 0,872703234 1 1 DOWN

TCONS_00051627 - 33:832981-833683 616 4,08048 4,06644 1,003452651 1 1 UP

TCONS_00052656 - 4:50476327-50538306 514 1,39005 2,1772 0,638457652 1 1 DOWN

TCONS_00053791 - 4:29928003-29929925 1060 0,443362 0,410198 1,080848761 1 1 UP

TCONS_00054826 - 4:11066158-11068691 1402 0,356898 0,374114 0,953981941 1 1 DOWN

TCONS_00054860 - 4:20090485-20162392 2269 0,248882 0,534354 0,465762397 1 1 DOWN

TCONS_00055174 - 4:11041551-11043220 1070 0,688734 0,951509 0,723833406 1 1 DOWN

TCONS_00055296 - 4:46614183-46637257 2671 1,82322 1,2481 1,460796411 1 1 UP

TCONS_00055324 - 4:52853092-52862877 1669 0,234385 0,409927 0,571772535 1 1 DOWN

TCONS_00055359 - 4:61436845-61438171 819 0,381744 0,179672 2,124671624 1 1 UP

TCONS_00055379 - 4:66175097-66263681 1366 0,157167 0,981806 0,160079486 1 1 DOWN

TCONS_00055891 - 4:49610291-49619534 574 0,0511657 0,753779 0,067878914 1 1 DOWN

TCONS_00055906 - 4:53738220-53795789 588 2,61255 2,73355 0,955735216 1 1 DOWN

TCONS_00055907 - 4:53985842-53989402 1455 0,106573 0,309703 0,344113554 1 1 DOWN

TCONS_00056135 - 4:35622121-35639945 660 0,393461 1,00E-05 39346,1 1 1 UP

TCONS_00056423 - 4:44387366-44390554 668 0,751539 0,103326 7,273474247 1 1 UP

TCONS_00056770 - 4:1579188-1581522 1314 6,88435 7,84012 0,878092427 1 1 DOWN

TCONS_00057640 - 5:11745393-11783234 3053 2,08657 2,37839 0,877303554 1 1 DOWN

TCONS_00058296 - 5:44883064-44884570 795 0,243253 0,848195 0,286789005 1 1 DOWN

TCONS_00059000 - 5:17007719-17008294 499 0,227056 0,648629 0,35005527 1 1 DOWN

TCONS_00059967 - 5:11466671-11559343 719 0,226539 0,465415 0,486746237 1 1 DOWN

TCONS_00059981 - 5:13882734-13909074 1272 0,274099 0,539761 0,507815496 1 1 DOWN

TCONS_00059982 - 5:13882734-13909074 805 0,332469 0,647603 0,513383971 1 1 DOWN

TCONS_00060312 - 5:15589901-15607215 494 0,24959 1,98116 0,125981748 1 1 DOWN

TCONS_00060426 - 5:34443051-34463011 922 0,0111468 0,5002 0,022284686 1 1 DOWN

TCONS_00060427 - 5:34443051-34463011 1129 0,340439 0,522921 0,65103333 1 1 DOWN

TCONS_00060489 - 5:46347954-46378594 3513 0,484885 0,750813 0,645813272 1 1 DOWN

TCONS_00060511 - 5:50184537-50205051 879 0,301334 0,624148 0,482792543 1 1 DOWN

TCONS_00060520 - 5:54298847-54300949 1454 0,178314 0,394068 0,452495508 1 1 DOWN

TCONS_00060658 - 5:30176325-30360664 4630 0,57034 0,831733 0,685724866 1 1 DOWN

TCONS_00060662 - 5:31417418-31418592 780 0,184153 0,444098 0,414667483 1 1 DOWN

TCONS_00060686 - 5:40155939-40505519 697 0,203079 0,802558 0,253039656 1 1 DOWN

TCONS_00060699 - 5:44883064-44884570 930 0,488052 1,7301 0,282094677 1 1 DOWN

TCONS_00060772 - 5:679786-681096 963 0,452628 0,346493 1,306312104 1 1 UP

TCONS_00061060 - 5:11745393-11783234 3307 0,910781 0,480123 1,896974317 1 1 UP

TCONS_00061074 - 5:16004175-16007996 1298 0,151134 0,0253076 5,971881964 1 1 UP

TCONS_00061091 - 5:17584357-17599494 315 0,976147 1,00E-05 97614,7 1 1 UP

TCONS_00061431 - 5:44445563-44460074 581 0,649473 1,00E-05 64947,3 1 1 UP

TCONS_00061449 - 5:49860559-49866857 1295 0,31013 0,0899508 3,447773672 1 1 UP

TCONS_00061907 - 5:42938915-42941325 587 0,961096 0,987039 0,973716337 1 1 DOWN

TCONS_00062058 - 5:37288518-37390479 1484 0,40948 1,00E-05 40948 1 1 UP

TCONS_00062094 - 5:50167625-50169561 920 0,669745 0,268046 2,49861964 1 1 UP

TCONS_00062104 - 5:52984613-52989574 928 0,89365 0,336585 2,655049987 1 1 UP

TCONS_00062172 - 6:4537158-4540607 1373 0,377919 0,412093 0,917072117 1 1 DOWN

TCONS_00062478 - 6:17610786-17612353 707 0,727823 0,596449 1,22026024 1 1 UP

TCONS_00062773 - 6:30262915-30266163 3108 0,540899 0,595396 0,908469321 1 1 DOWN

TCONS_00063650 - 6:13315521-13800472 696 0,376156 0,709512 0,530161576 1 1 DOWN

TCONS_00063924 - 6:8092379-8109378 672 1,26403 1,41137 0,89560498 1 1 DOWN

TCONS_00064337 - 6:14600433-14650634 1945 0,409465 0,315123 1,299381511 1 1 UP

TCONS_00064338 - 6:14668875-14698889 1002 0,403063 0,389137 1,035786882 1 1 UP

TCONS_00064345 - 6:16506180-16509878 371 2,43738 2,61071 0,933608099 1 1 DOWN

TCONS_00064356 - 6:18186299-18187939 438 0,775073 0,0895862 8,65170082 1 1 UP

TCONS_00064359 - 6:18611705-18614545 2159 0,967655 1,25571 0,770603881 1 1 DOWN

TCONS_00064641 - 6:12590692-12592662 1519 0,384781 0,12807 3,004458499 1 1 UP

TCONS_00066275 - 7:7251086-7327581 941 2,89528 3,44029 0,841580216 1 1 DOWN

TCONS_00066314 - 7:14914234-14935708 478 1,40856 1,82211 0,773037852 1 1 DOWN

TCONS_00066469 - 7:13521385-13525600 1379 0,150659 0,276224 0,54542328 1 1 DOWN

TCONS_00066935 - 7:35758804-35763695 876 0,562395 0,569956 0,986734064 1 1 DOWN

TCONS_00066970 - 7:8006746-8009815 2934 0,232328 0,0125544 18,50570318 1 1 UP

TCONS_00066971 - 7:8006746-8009815 2813 0,728373 0,0669913 10,87265063 1 1 UP

TCONS_00067035 - 7:22892818-22898521 896 0,65915 0,235431 2,79975874 1 1 UP

TCONS_00067247 - 7:23497882-23500172 995 1,1187 1,96055 0,570605187 1 1 DOWN

TCONS_00068155 - 8:131088-136171 1076 0,266618 0,381938 0,698066178 1 1 DOWN

TCONS_00069069 - 8:29900570-29924458 2452 0,552456 0,70324 0,785586713 1 1 DOWN

TCONS_00069372 - 8:6013367-6034275 3206 0,623416 0,7067 0,882150842 1 1 DOWN

TCONS_00069394 - 8:13780065-13781362 1207 0,420239 0,759089 0,553609656 1 1 DOWN

TCONS_00069630 - 8:6013367-6034275 7484 1,82742 1,62805 1,122459384 1 1 UP

TCONS_00069914 - 8:6654311-6656642 1430 0,477196 0,055418 8,610848461 1 1 UP

TCONS_00070161 - 9:3566913-3570061 1132 0,49538 0,678038 0,730608019 1 1 DOWN

TCONS_00071300 - 9:23943066-23990052 1671 0,243786 1,56617 0,155657432 1 1 DOWN

TCONS_00071327 - 9:3866390-3873882 2410 0,132069 0,493976 0,267359143 1 1 DOWN

TCONS_00071417 - 9:17640226-17642264 1500 2,74195 2,45439 1,117161494 1 1 UP

TCONS_00071509 - 9:9534261-9535625 734 1,00E-05 0,523881 1,91E-05 1 1 DOWN

TCONS_00071569 - 9:23943066-23990052 2248 0,201222 1,19205 0,168803322 1 1 DOWN

TCONS_00071617 - 9:5229763-5235122 1227 0,218556 0,53101 0,411585469 1 1 DOWN

TCONS_00071777 - 9:22099919-22193355 3950 1,52195 1,50535 1,011027336 1 1 UP

TCONS_00072020 - 9:21207212-21208959 1244 0,348159 0,197798 1,760174521 1 1 UP

TCONS_00072628 - AADN04000661.1:34120-36603 1531 0,242832 0,22836 1,063373621 1 1 UP

TCONS_00072635 - AADN04000661.1:34120-36603 937 0,172871 0,536808 0,322035067 1 1 DOWN

TCONS_00072640 - AADN04000661.1:29311-33958 968 0,205459 0,869055 0,236416567 1 1 DOWN

TCONS_00072641 - AADN04000661.1:29311-33958 854 0,269767 0,462135 0,583740682 1 1 DOWN

TCONS_00072949 - AADN04000777.1:31621-32710 444 2,28353 2,20092 1,037534304 1 1 UP

TCONS_00072953 - AADN04000777.1:26423-29331 633 0,298309 0,849446 0,351180652 1 1 DOWN

TCONS_00072967 - AADN04000777.1:31621-32710 417 6,56519 6,18984 1,060639693 1 1 UP

TCONS_00073441 - AADN04000956.1:3211-37107 827 1,37424 1,32943 1,033706175 1 1 UP

TCONS_00073445 - AADN04000956.1:3211-37107 1926 0,854665 2,35E-05 36329,14782 1 1 UP

TCONS_00073605 - AADN04001032.1:12860-16655 621 0,980958 1,45763 0,672981484 1 1 DOWN

TCONS_00073755 - AADN04001110.1:28141-29961 1358 0,235084 0,569007 0,413147817 1 1 DOWN

TCONS_00073937 - AADN04001210.1:3596-4464 418 0,623062 1,78271 0,349502723 1 1 DOWN

TCONS_00074012 - AADN04001255.1:12693-14811 1785 0,31411 0,6708 0,468261777 1 1 DOWN

TCONS_00074300 - AADN04001474.1:8615-15195 487 1,40773 1,41434 0,995326442 1 1 DOWN

TCONS_00074814 - AADN04001865.1:15415-17158 1226 1,12714 1,7714 0,636298973 1 1 DOWN

TCONS_00075227 - AADN04002266.1:12267-17343 938 0,588301 0,412932 1,424692201 1 1 UP

TCONS_00075433 - AADN04002442.1:7379-11007 951 7,95471 8,77566 0,906451481 1 1 DOWN

TCONS_00076403 - AADN04003552.1:1205-1979 516 2,63361 3,41399 0,771417022 1 1 DOWN

TCONS_00076697 - AADN04003906.1:7402-11621 1558 0,441375 1,23701 0,356807948 1 1 DOWN

TCONS_00077007 - AADN04004468.1:2805-7864 2293 2,56907 2,57089 0,999292074 1 1 DOWN

TCONS_00077106 - AADN04004629.1:6850-8760 700 0,39922 0,679492 0,587527153 1 1 DOWN

TCONS_00077714 - AADN04005513.1:8321-9968 341 1,61559 2,33728 0,691226554 1 1 DOWN

TCONS_00077751 - AADN04005568.1:6201-7698 926 0,157659 0,021012 7,503283838 1 1 UP

TCONS_00077807 - AADN04005724.1:2756-9949 811 1,39995 1,88293 0,74349551 1 1 DOWN

TCONS_00077900 - AADN04005855.1:5113-7122 330 3,74948 4,92043 0,762022831 1 1 DOWN

TCONS_00077966 - AADN04005953.1:10331-11069 376 1,45768 2,50823 0,581158825 1 1 DOWN

TCONS_00078309 - AADN04006404.1:8788-11801 289 1,88994 2,23225 0,846652481 1 1 DOWN

TCONS_00078311 - AADN04006404.1:8788-11801 524 0,778176 0,722833 1,07656402 1 1 UP

TCONS_00078454 - AADN04006588.1:6938-11268 450 4,3943 5,96387 0,736820219 1 1 DOWN

TCONS_00078786 - AADN04006962.1:6910-8066 426 2,58699 2,65006 0,976200539 1 1 DOWN

TCONS_00078993 - AADN04007283.1:1840-3746 488 4,9837 5,45987 0,912787301 1 1 DOWN

TCONS_00079216 - AADN04007734.1:2001-3265 589 0,967381 1,4776 0,654697482 1 1 DOWN

TCONS_00079217 - AADN04007734.1:2001-3265 863 0,819904 1,30845 0,626622339 1 1 DOWN

TCONS_00079416 - AADN04008225.1:6745-7514 626 0,364888 0,825768 0,441877137 1 1 DOWN

TCONS_00079789 - AADN04009129.1:1797-2987 734 0,528278 0,31777 1,662453976 1 1 UP

TCONS_00080006 - AADN04009693.1:3606-8703 727 0,65465 0,848109 0,771893707 1 1 DOWN

TCONS_00080013 - AADN04009735.1:98-2111 956 0,560628 0,531415 1,054972103 1 1 UP

TCONS_00080037 - AADN04009807.1:363-1167 422 0,915653 0,104452 8,766256271 1 1 UP

TCONS_00080055 - AADN04009867.1:4615-7458 663 1,24029 1,44044 0,861049402 1 1 DOWN

TCONS_00080529 - AADN04010994.1:5081-6973 479 7,6012 7,46991 1,017575848 1 1 UP

TCONS_00080850 - AADN04011700.1:1440-7370 483 7,59664 8,44146 0,899920156 1 1 DOWN

TCONS_00080959 - AADN04011950.1:2636-7337 413 20,8403 21,8949 0,951833532 1 1 DOWN

TCONS_00081420 - AADN04012657.1:4130-7077 521 1,00E-05 1,10061 9,09E-06 1 1 DOWN

TCONS_00081443 - AADN04012683.1:4933-6700 1386 0,645772 0,424938 1,519685225 1 1 UP

TCONS_00081618 - AADN04012985.1:3811-4485 569 5,84662 6,66878 0,876715081 1 1 DOWN

TCONS_00082434 - AADN04014812.1:1132-5903 399 3,11875 3,57879 0,87145376 1 1 DOWN

TCONS_00082435 - AADN04014812.1:1132-5903 497 0,129828 0,887288 0,146320022 1 1 DOWN

TCONS_00082569 - AADN04015153.1:2496-3154 460 1,08355 2,06864 0,523798244 1 1 DOWN

TCONS_00082640 - AADN04015390.1:1285-5287 365 0,328514 0,918095 0,357821358 1 1 DOWN

TCONS_00082642 - AADN04015390.1:1285-5287 659 0,852574 0,189707 4,49416205 1 1 UP

TCONS_00082643 - AADN04015390.1:1285-5287 653 0,854591 6,92E-05 12340,82465 1 1 UP

TCONS_00082709 - AADN04015530.1:17-785 366 4,29059 5,10897 0,83981507 1 1 DOWN

TCONS_00082812 - AADN04015798.1:1-4868 1384 2,28498 2,01542 1,133748797 1 1 UP

TCONS_00082853 - AADN04015895.1:1926-4201 1444 0,785791 1,14549 0,685986783 1 1 DOWN

TCONS_00083037 - AADN04016453.1:2495-3574 525 1,47147 2,87356 0,512072134 1 1 DOWN

TCONS_00083121 - AADN04016703.1:485-3032 1253 0,991629 0,126092 7,86432922 1 1 UP

TCONS_00083359 - AADN04017167.1:20-3334 1138 4,74939 4,50822 1,053495615 1 1 UP

TCONS_00083764 - AADN04018468.1:2757-3567 329 1,79884 1,79701 1,001018358 1 1 UP

TCONS_00084348 - AADN04021085.1:319-1822 1082 0,478399 0,64943 0,736644442 1 1 DOWN

TCONS_00084410 - AADN04021480.1:59-980 276 3,1892 4,34363 0,7342246 1 1 DOWN

TCONS_00084505 - AADN04022051.1:25-1956 554 0,449383 1,19168 0,377100396 1 1 DOWN

TCONS_00084753 - AADN04024158.1:59-482 338 0,579328 1,85624 0,312097574 1 1 DOWN

TCONS_00084811 - AADN04024531.1:7-2277 1219 1,23574 1,36705 0,903946454 1 1 DOWN

TCONS_00085175 - KQ759405.1:148067-164406 1721 0,676443 0,661625 1,022396373 1 1 UP

TCONS_00085198 - KQ759405.1:148067-164406 1529 0,204676 0,155485 1,316371354 1 1 UP

TCONS_00085355 - KQ759474.1:12771-13977 602 1,07143 1,87038 0,572840813 1 1 DOWN

TCONS_00085653 - KQ759512.1:7795-9653 254 8,56882 9,09772 0,941864555 1 1 DOWN

TCONS_00085803 - KQ759534.1:30372-38378 1030 1,06856 2,0684 0,516611874 1 1 DOWN

TCONS_00085811 - KQ759534.1:30372-38378 537 1,35592 2,09249 0,647993539 1 1 DOWN

TCONS_00085825 - KQ759534.1:42230-66402 743 6,14195 6,391 0,961031138 1 1 DOWN

TCONS_00085851 - KQ759537.1:60681-62410 1038 0,0212841 0,374602 0,056817903 1 1 DOWN

TCONS_00085913 - KQ759546.1:46826-49867 773 3,97763 3,46507 1,147921976 1 1 UP

TCONS_00086566 - KQ759662.1:97-6636 1606 1,76293 1,6313 1,080690247 1 1 UP

TCONS_00086614 - KQ759680.1:131-4693 320 7,19396 8,31011 0,865687698 1 1 DOWN

TCONS_00086705 - KQ759705.1:1199-2089 798 1,24E-05 0,628549 1,97E-05 1 1 DOWN

TCONS_00086706 - KQ759705.1:1199-2089 798 0,0432402 0,71775 0,060244096 1 1 DOWN

TCONS_00086883 - LGE64:638464-713910 295 3,00795 4,6986 0,640180054 1 1 DOWN

TCONS_00088381 - Z:10152326-10160528 1317 0,000205085 0,641448 0,000319722 1 1 DOWN

TCONS_00088454 - Z:13667980-13686952 3377 0,395739 0,297554 1,329973719 1 1 UP

TCONS_00089080 - Z:57828973-57848515 681 1,18113 1,0547 1,11987295 1 1 UP

TCONS_00089539 - Z:27179106-27303327 612 0,178833 0,868925 0,205809477 1 1 DOWN

TCONS_00089720 - Z:10152326-10160528 1265 0,422603 0,14494 2,915709949 1 1 UP

TCONS_00089722 - Z:10198260-10211772 802 0,466271 0,708723 0,657903017 1 1 DOWN

TCONS_00089731 - Z:11467933-11473961 856 0,351659 0,229895 1,529650493 1 1 UP

TCONS_00089732 - Z:11482618-11484849 471 0,417006 0,87655 0,475735554 1 1 DOWN

TCONS_00089733 - Z:11493990-11495397 568 0,434692 0,504068 0,862367776 1 1 DOWN

TCONS_00090062 - Z:47283841-47290858 6479 0,935846 1,26118 0,742039994 1 1 DOWN

TCONS_00090131 - Z:11497774-11504856 1124 0,259842 0,250276 1,038221803 1 1 UP

TCONS_00090142 - Z:13667980-13686952 3816 0,0382221 0,165919 0,230366022 1 1 DOWN

TCONS_00090143 - Z:13667980-13686952 3720 0,412666 0,491621 0,839398642 1 1 DOWN

TCONS_00090236 - Z:57828973-57848515 732 0,158706 0,233392 0,679997601 1 1 DOWN

TCONS_00090470 - Z:9857371-9860464 1855 0,310897 1,00E-05 31089,7 1 1 UP

TCONS_00090494 - Z:15970076-15970890 532 0,929022 0,150792 6,160950183 1 1 UP

TCONS_00090564 - Z:46316675-46320292 505 1,35924 1,26639 1,073318646 1 1 UP

TCONS_00090666 - Z:24075441-24083999 1411 0,993798 0,179432 5,538577288 1 1 UP

TCONS_00090935 - Z:10152326-10160528 1208 0,431925 0,00782057 55,22935029 1 1 UP

TCONS_00090938 - Z:11467933-11473961 608 0,491081 0,407889 1,203957449 1 1 UP

TCONS_00090941 - Z:13667980-13686952 3529 0,475113 0,0821338 5,784622165 1 1 UP

TCONS_00091009 - Z:57828973-57848515 1127 0,701208 0,693537 1,011060693 1 1 UP



LncRNA_id Locus Length L30_FPKM L20_FPKM Fold_change-L30/L20 p-value qvalue UP/DOWN regulate

ENSGALT00000063846 6:17491500-17492581 939 1831,45 125,585 14,58334992 0 0 UP

ENSGALT00000083946 20:5316419-5317198 458 160,941 8045,67 0,02000343 0 0 DOWN

NONGGAT000547.2 1:69152355-69152979 249 1108,65 55,1079 20,11780525 1,14E-263 2,49E-260 UP

ENSGALT00000090391 6:17825638-17830100 613 4780,14 2409,37 1,983979214 1,40E-208 2,28E-205 UP

TCONS_00077066 AADN04004570.1:13914-14832 353 2094,61 1312,7 1,595650187 4,27E-47 5,58E-44 UP

ENSGALT00000054392 5:4697852-4763211 956 164,996 5,70752 28,9085277 3,43E-42 3,74E-39 UP

NONGGAT009493.2 LGE64:638464-713910 409 502,054 1018,32 0,49302184 2,79E-39 2,60E-36 DOWN

TCONS_00083259 AADN04017007.1:2009-3711 253 387,603 848,629 0,456740225 8,14E-39 6,66E-36 DOWN

ENSGALT00000084518 1:160124742-160139699 1702 144,404 4,55824 31,67977114 1,41E-37 1,02E-34 UP

NONGGAT003016.2 16:238279-378917 776 360,31 37,38966667 9,636619743 8,44E-36 6,64E-34 UP

ENSGALT00000083653 AADN04006958.1:20-9692 131 567,995 1042,22 0,544985704 2,10E-31 1,37E-28 DOWN

NONGGAT004778.2 20:10692027-10692489 368 128,464 6,19909 20,72304161 7,47E-31 4,44E-28 UP

TCONS_00074801 AADN04001862.1:9154-10441 480 3420,99 2684,72 1,274244614 6,86E-27 3,74E-24 UP

ENSGALT00000084356 1:160124742-160139699 662 93,0275 3,74835 24,81825336 5,63E-24 2,83E-21 UP

ENSGALT00000090145 5:1554589-1556262 770 141,282 357,441 0,395259637 6,90E-22 3,22E-19 DOWN

TCONS_00084108 AADN04019789.1:2094-2904 207 45,0923 159,71 0,282338614 1,13E-15 4,92E-13 DOWN

TCONS_00080349 AADN04010531.1:452-4455 328 13,1684 93,0695 0,141489962 1,29E-15 5,27E-13 DOWN

ENSGALT00000075378 2:69258887-69269597 303 43,3759 1,08504 39,97631424 1,09E-11 4,20E-09 UP

ENSGALT00000046093 19:657605-776272 826 111,767 36,5083 3,061413432 1,89E-10 6,87E-08 UP

ENSGALT00000080371 AADN04015062.1:37-4694 2478 38,2584 1,26251 30,30344314 2,94E-10 1,01E-07 UP

TCONS_00081807 AADN04013396.1:1923-5172 275 0,248029 33,8976 0,007317008 2,19E-09 7,17E-07 DOWN

NONGGAT002584.2 14:5142789-5145903 1286 70,0868 18,3935 3,810411287 1,58E-08 4,91E-06 UP

TCONS_00086867 LGE64:189622-217034 284 1,00E-05 30,7903 3,25E-07 1,60E-08 4,74E-06 DOWN

ENSGALT00000047745 KQ759701.1:67-6407 121 182,245 92,7692 1,964498993 2,14E-08 6,07E-06 UP

NONGGAT006480.2 3:96352171-96355932 851 28,624 0,0495031 578,2264141 2,28E-08 6,22E-06 UP

TCONS_00083049 AADN04016514.1:791-4553 219 9,6688 52,2638 0,184999943 3,65E-08 9,56E-06 DOWN

NONGGAT000885.2 1:104888049-104897524 1908 64,3704 16,3682 3,932649894 4,51E-08 1,14E-05 UP

ENSGALT00000048098 AADN04013557.1:864-3212 227 0,536306 26,2378 0,020440205 2,22E-07 5,39E-05 DOWN

NONGGAT012030.2 Z:65952610-65959461 1304 30,3252 2,31314 13,10997173 3,32E-07 7,76E-05 UP

ENSGALT00000089561 Z:65946675-65947529 779 32,1542 3,56119 9,029060511 4,83E-07 0,00010908 UP

NONGGAT008948.2 8:16539917-16602426 803 21,3361 1,00E-05 2133610 2,45E-06 0,000534243 UP

ENSGALT00000054175 4:16538276-16539293 861 52,459 16,6313 3,154233283 1,08E-05 0,002277448 UP

ENSGALT00000065772 1:32603424-32604254 557 65,5016 128,828 0,508442264 1,08E-05 0,00221141 DOWN

TCONS_00074507 AADN04001659.1:277-4578 585 71,8214 28,7746 2,495999944 1,38E-05 0,00272753 UP

NONGGAT006128.2 3:38495880-38502542 255 18,5467 1,00E-05 1854670 1,78E-05 0,003420625 UP

NONGGAT004935.2 21:4821757-4823718 908 17,1878 0,0307635 558,7075593 3,43E-05 0,006407732 UP

TCONS_00083147 AADN04016749.1:1030-1442 260 43,7659 13,5892 3,220638448 5,72E-05 0,010387994 UP

TCONS_00034720 2:85222752-85284783 277 16,0924 0,33951 47,39889841 6,59E-05 0,011661649 UP

ENSGALT00000056469 2:55831577-55833903 2229 27,6794 5,15023 5,374400755 0,000101794 0,017527256 UP

ENSGALT00000074300 20:3467577-3496545 929 18,8673 1,36018 13,87117881 0,000105301 0,017666265 UP

NONGGAT004598.2 2:142168548-142169552 204 15,1097 1,00E-05 1510970 0,000126553 0,020700939 UP

TCONS_00022617 16:238279-378917 228 26,0136 5,83045 4,46167963 0,000171359 0,027346333 UP

TCONS_00059149 5:24624373-24626446 273 36,2658 11,3325 3,200158835 0,000272711 0,042484504 UP

TCONS_00079233 AADN04007795.1:3607-5507 321 134,731 83,0882 1,621541928 0,000319926 0,048680762 UP

Supplementary Table S2. The significant differentially expressed lncRNAs in the livers of  pre- and peak-laying chickens 



LncRNA_id Releation_label Strand Gene

NONGGAT004908.2 bidirectional + ENSGALG00000002492

ENSGALT00000071738 bidirectional - ENSGALG00000007203

ENSGALT00000073309 bidirectional - ENSGALG00000008808

ENSGALT00000068932 bidirectional - ENSGALG00000034768

NONGGAT005919.2 bidirectional + ENSGALG00000009392

NONGGAT003263.2 bidirectional + ENSGALG00000001805

NONGGAT001535.2 bidirectional - ENSGALG00000003401

NONGGAT007195.2 bidirectional - ENSGALG00000014290

NONGGAT005491.2 bidirectional + ENSGALG00000041926

ENSGALT00000050610 bidirectional - ENSGALG00000004083

ENSGALT00000061274 bidirectional - ENSGALG00000009128

ENSGALT00000081255 bidirectional - ENSGALG00000043926

ENSGALT00000058882 bidirectional - ENSGALG00000037125

ENSGALT00000054287 bidirectional + ENSGALG00000039454

NONGGAT005113.2 bidirectional + ENSGALG00000000814

ENSGALT00000066547 bidirectional - ENSGALG00000046247

NONGGAT007078.2 bidirectional - ENSGALG00000011990

ENSGALT00000075348 bidirectional + ENSGALG00000035903

NONGGAT002212.2 bidirectional - ENSGALG00000007172

NONGGAT008705.2 bidirectional + ENSGALG00000012449

ENSGALT00000081850 bidirectional + ENSGALG00000041926

NONGGAT007768.2 bidirectional - ENSGALG00000020402

NONGGAT000082.2 bidirectional + ENSGALG00000008312

ENSGALT00000057013 bidirectional + ENSGALG00000030419

ENSGALT00000081479 bidirectional - ENSGALG00000007286

NONGGAT002819.2 bidirectional - ENSGALG00000004440

ENSGALT00000052729 bidirectional - ENSGALG00000001632

NONGGAT001035.2 bidirectional + ENSGALG00000016420

ENSGALT00000074834 bidirectional - ENSGALG00000016801

NONGGAT014585.1 bidirectional - ENSGALG00000003527

NONGGAT006382.2 bidirectional + ENSGALG00000015836

NONGGAT009369.2 bidirectional + ENSGALG00000009372

NONGGAT001641.2 bidirectional + ENSGALG00000029828

ENSGALT00000069773 bidirectional - ENSGALG00000030640

NONGGAT007181.2 bidirectional - ENSGALG00000031415

NONGGAT003116.2 bidirectional + ENSGALG00000003509

ENSGALT00000063716 bidirectional - ENSGALG00000007437

NONGGAT008270.2 bidirectional - ENSGALG00000009718

NONGGAT000828.2 bidirectional + ENSGALG00000019202

NONGGAT000547.2 bidirectional + ENSGALG00000014194

ENSGALT00000076810 bidirectional - ENSGALG00000009172

NONGGAT001065.2 bidirectional + ENSGALG00000038504

NONGGAT005893.2 bidirectional + ENSGALG00000009228

ENSGALT00000062375 bidirectional - ENSGALG00000003318

ENSGALT00000055632 bidirectional + ENSGALG00000036364

ENSGALT00000057543 bidirectional + ENSGALG00000039872

NONGGAT001837.2 bidirectional - ENSGALG00000018260

Supplementary Table S3. The classification of lncRNAs  identified in the 

livers of pre- and peak-laying chickens 



NONGGAT002208.2 bidirectional - ENSGALG00000007172

NONGGAT004678.2 bidirectional + ENSGALG00000003128

ENSGALT00000062223 bidirectional + ENSGALG00000033274

NONGGAT002014.2 bidirectional - ENSGALG00000005845

ENSGALT00000059203 bidirectional - ENSGALG00000002739

ENSGALT00000085939 bidirectional - ENSGALG00000039126

NONGGAT006371.2 bidirectional + ENSGALG00000025598

ENSGALT00000077566 bidirectional - ENSGALG00000033116

NONGGAT003777.2 bidirectional - ENSGALG00000007892

NONGGAT004285.2 bidirectional - ENSGALG00000013872

ENSGALT00000083620 bidirectional - ENSGALG00000039126

ENSGALT00000070274 bidirectional + ENSGALG00000040755

ENSGALT00000070815 bidirectional + ENSGALG00000036028

NONGGAT003469.2 bidirectional + ENSGALG00000002656

ENSGALT00000079824 bidirectional - ENSGALG00000012852

ENSGALT00000069360 bidirectional - ENSGALG00000044521

ENSGALT00000086495 bidirectional + ENSGALG00000004881

NONGGAT001933.2 bidirectional + ENSGALG00000004839

NONGGAT005669.2 bidirectional + ENSGALG00000003794

ENSGALT00000053281 bidirectional + ENSGALG00000036920

ENSGALT00000055383 bidirectional + ENSGALG00000005014

NONGGAT013667.1 bidirectional + ENSGALG00000036742

NONGGAT000293.2 bidirectional - ENSGALG00000011207

NONGGAT001555.2 bidirectional + ENSGALG00000003793

NONGGAT002993.2 bidirectional - ENSGALG00000008357

ENSGALT00000084367 bidirectional - ENSGALG00000036429

ENSGALT00000069610 bidirectional + ENSGALG00000005794

ENSGALT00000067377 bidirectional + ENSGALG00000034507

NONGGAT002612.2 bidirectional - ENSGALG00000035918

NONGGAT001969.2 bidirectional + ENSGALG00000005132

ENSGALT00000082360 bidirectional + ENSGALG00000042554

ENSGALT00000052738 bidirectional + ENSGALG00000003161

ENSGALT00000081704 bidirectional + ENSGALG00000039667

ENSGALT00000056186 bidirectional + ENSGALG00000015688

NONGGAT009427.2 bidirectional + ENSGALG00000009699

ENSGALT00000066588 bidirectional + ENSGALG00000030250

ENSGALT00000080693 bidirectional - ENSGALG00000002621

ENSGALT00000064048 bidirectional - ENSGALG00000006132

NONGGAT006828.2 bidirectional + ENSGALG00000009782

NONGGAT004616.2 bidirectional + ENSGALG00000030878

ENSGALT00000059717 bidirectional + ENSGALG00000003815

ENSGALT00000084797 bidirectional - ENSGALG00000032172

NONGGAT002675.2 bidirectional + ENSGALG00000028691

ENSGALT00000064166 bidirectional + ENSGALG00000031019

ENSGALT00000058596 bidirectional - ENSGALG00000011721

ENSGALT00000066556 bidirectional - ENSGALG00000001108

NONGGAT000162.2 bidirectional + ENSGALG00000008953

ENSGALT00000049293 bidirectional + ENSGALG00000003161

NONGGAT007140.2 bidirectional + ENSGALG00000027860

ENSGALT00000061167 bidirectional - ENSGALG00000038619



ENSGALT00000066371 bidirectional - ENSGALG00000037957

NONGGAT009033.2 bidirectional + ENSGALG00000010761

NONGGAT003274.2 bidirectional + ENSGALG00000002286

NONGGAT008685.2 bidirectional - ENSGALG00000012424

ENSGALT00000072130 bidirectional + ENSGALG00000016205

NONGGAT001780.2 bidirectional - ENSGALG00000008199

NONGGAT000485.2 bidirectional + ENSGALG00000045990

NONGGAT003317.2 bidirectional + ENSGALG00000036028

NONGGAT002582.2 bidirectional + ENSGALG00000024082

NONGGAT000757.2 bidirectional + ENSGALG00000026299

ENSGALT00000070996 bidirectional - ENSGALG00000032713

NONGGAT008597.2 bidirectional + ENSGALG00000011343

NONGGAT005607.2 bidirectional - ENSGALG00000001571

NONGGAT013461.1 bidirectional + ENSGALG00000003143

NONGGAT012091.2 bidirectional + ENSGALG00000027140

ENSGALT00000070631 bidirectional + ENSGALG00000037974

NONGGAT007804.2 bidirectional - ENSGALG00000033212

NONGGAT003272.2 bidirectional - ENSGALG00000040877

NONGGAT008072.2 bidirectional + ENSGALG00000004108

ENSGALT00000071757 bidirectional - ENSGALG00000010614

ENSGALT00000064112 bidirectional + ENSGALG00000017319

ENSGALT00000089162 bidirectional + ENSGALG00000036246

NONGGAT007884.2 bidirectional - ENSGALG00000012098

ENSGALT00000079390 bidirectional + ENSGALG00000045945

ENSGALT00000086561 bidirectional + ENSGALG00000043313

ENSGALT00000077288 bidirectional + ENSGALG00000043422

NONGGAT009938.2 bidirectional - ENSGALG00000044788

ENSGALT00000051195 bidirectional + ENSGALG00000045401

ENSGALT00000077070 bidirectional + ENSGALG00000005525

NONGGAT001554.2 bidirectional + ENSGALG00000003793

NONGGAT004813.2 bidirectional - ENSGALG00000008010

ENSGALT00000068328 bidirectional - ENSGALG00000012117

ENSGALT00000085109 bidirectional + ENSGALG00000027446

ENSGALT00000087997 bidirectional + ENSGALG00000032897

NONGGAT003077.2 bidirectional + ENSGALG00000027734

ENSGALT00000089937 bidirectional - ENSGALG00000021443

ENSGALT00000053849 bidirectional + ENSGALG00000037974

ENSGALT00000083452 bidirectional + ENSGALG00000005767

ENSGALT00000047099 bidirectional + ENSGALG00000009858

ENSGALT00000079823 bidirectional + ENSGALG00000034789

NONGGAT008260.2 bidirectional + ENSGALG00000009445

ENSGALT00000088183 bidirectional + ENSGALG00000033658

ENSGALT00000084340 bidirectional + ENSGALG00000014787

NONGGAT007033.2 bidirectional - ENSGALG00000011476

NONGGAT007738.2 bidirectional + ENSGALG00000010326

ENSGALT00000051566 bidirectional + ENSGALG00000000806

ENSGALT00000084457 bidirectional + ENSGALG00000014869

NONGGAT009406.2 bidirectional + ENSGALG00000043623

NONGGAT007363.2 bidirectional + ENSGALG00000039576

NONGGAT005795.2 bidirectional - ENSGALG00000008944



NONGGAT009171.2 bidirectional - ENSGALG00000031128

ENSGALT00000079056 bidirectional - ENSGALG00000015157

ENSGALT00000065465 bidirectional + ENSGALG00000042505

ENSGALT00000060972 bidirectional - ENSGALG00000010798

ENSGALT00000052214 bidirectional + ENSGALG00000011759

NONGGAT005582.2 bidirectional - ENSGALG00000021692

NONGGAT006144.2 bidirectional + ENSGALG00000036218

NONGGAT007711.2 bidirectional + ENSGALG00000009995

ENSGALT00000070751 bidirectional + ENSGALG00000027132

NONGGAT007800.2 bidirectional - ENSGALG00000031785

ENSGALT00000071755 bidirectional + ENSGALG00000029424

NONGGAT008242.2 bidirectional - ENSGALG00000029095

NONGGAT001770.2 bidirectional + ENSGALG00000008063

NONGGAT006087.2 bidirectional - ENSGALG00000027440

NONGGAT009446.2 bidirectional - ENSGALG00000032147

ENSGALT00000078521 bidirectional + ENSGALG00000008445

NONGGAT008178.2 bidirectional + ENSGALG00000038924

ENSGALT00000066329 bidirectional + ENSGALG00000009300

NONGGAT000369.2 bidirectional + ENSGALG00000011957

NONGGAT008207.2 bidirectional - ENSGALG00000007831

ENSGALT00000064172 bidirectional + ENSGALG00000010956

NONGGAT008311.2 bidirectional - ENSGALG00000041666

ENSGALT00000085132 bidirectional - ENSGALG00000027714

NONGGAT005956.2 bidirectional + ENSGALG00000009858

ENSGALT00000075991 bidirectional - ENSGALG00000002094

NONGGAT003105.2 bidirectional - ENSGALG00000004088

NONGGAT003772.2 bidirectional + ENSGALG00000007680

ENSGALT00000067572 bidirectional - ENSGALG00000006968

ENSGALT00000068238 bidirectional + ENSGALG00000010671

NONGGAT003472.2 bidirectional + ENSGALG00000002656

ENSGALT00000060558 bidirectional - ENSGALG00000039102

NONGGAT000048.2 bidirectional - ENSGALG00000006356

ENSGALT00000072171 bidirectional - ENSGALG00000037550

ENSGALT00000048000 bidirectional + ENSGALG00000037921

NONGGAT008323.2 bidirectional + ENSGALG00000002632

ENSGALT00000047572 bidirectional + ENSGALG00000001800

NONGGAT002094.2 bidirectional + ENSGALG00000004684

ENSGALT00000072927 bidirectional + ENSGALG00000003059

NONGGAT006107.2 bidirectional + ENSGALG00000010762

NONGGAT002874.2 bidirectional + ENSGALG00000006320

ENSGALT00000085617 bidirectional - ENSGALG00000027932

NONGGAT007584.2 bidirectional - ENSGALG00000008553

NONGGAT013088.1 bidirectional - ENSGALG00000006445

ENSGALT00000051690 bidirectional - ENSGALG00000008808

ENSGALT00000077804 bidirectional - ENSGALG00000007072

ENSGALT00000089613 bidirectional - ENSGALG00000007305

NONGGAT002012.2 bidirectional - ENSGALG00000005845

ENSGALT00000070508 bidirectional - ENSGALG00000006457

ENSGALT00000077530 bidirectional + ENSGALG00000027696

NONGGAT007852.2 bidirectional - ENSGALG00000011715



NONGGAT004829.2 bidirectional - ENSGALG00000031373

NONGGAT003685.2 bidirectional + ENSGALG00000005710

NONGGAT002061.2 bidirectional + ENSGALG00000002016

ENSGALT00000050828 bidirectional + ENSGALG00000038527

ENSGALT00000061070 bidirectional + ENSGALG00000035633

ENSGALT00000058068 bidirectional - ENSGALG00000006132

ENSGALT00000057267 bidirectional + ENSGALG00000001062

ENSGALT00000080439 bidirectional - ENSGALG00000003318

ENSGALT00000054832 bidirectional + ENSGALG00000009899

NONGGAT005920.2 bidirectional + ENSGALG00000009392

ENSGALT00000081530 bidirectional + ENSGALG00000019967

ENSGALT00000081985 bidirectional - ENSGALG00000029503

NONGGAT005429.2 bidirectional + ENSGALG00000001504

NONGGAT003776.2 bidirectional - ENSGALG00000007892

ENSGALT00000073173 bidirectional - ENSGALG00000005345

NONGGAT006105.2 bidirectional + ENSGALG00000030930

NONGGAT007295.2 bidirectional - ENSGALG00000033260

NONGGAT005646.2 bidirectional - ENSGALG00000003220

NONGGAT005022.2 bidirectional + ENSGALG00000026250

ENSGALT00000064578 bidirectional - ENSGALG00000000902

NONGGAT006372.2 bidirectional + ENSGALG00000025598

ENSGALT00000050086 bidirectional + ENSGALG00000027874

ENSGALT00000077105 bidirectional + ENSGALG00000002661

NONGGAT001769.2 bidirectional - ENSGALG00000008054

NONGGAT008737.2 bidirectional - ENSGALG00000001938

NONGGAT004514.2 bidirectional - ENSGALG00000029295

ENSGALT00000085717 bidirectional - ENSGALG00000045659

NONGGAT002877.2 bidirectional - ENSGALG00000006422

ENSGALT00000063140 bidirectional - ENSGALG00000028979

NONGGAT002458.2 bidirectional + ENSGALG00000006474

NONGGAT006917.2 bidirectional - ENSGALG00000043555

NONGGAT001269.2 bidirectional - ENSGALG00000017018

ENSGALT00000060764 bidirectional - ENSGALG00000030843

NONGGAT000508.2 bidirectional + ENSGALG00000013092

NONGGAT002886.2 bidirectional - ENSGALG00000006642

ENSGALT00000085164 bidirectional + ENSGALG00000029729

ENSGALT00000050757 bidirectional - ENSGALG00000037375

ENSGALT00000046252 bidirectional + ENSGALG00000006062

NONGGAT008820.2 bidirectional - ENSGALG00000004273

NONGGAT012109.2 bidirectional - ENSGALG00000005368

ENSGALT00000063742 bidirectional - ENSGALG00000009792

NONGGAT005940.2 bidirectional - ENSGALG00000009807

ENSGALT00000048435 bidirectional - ENSGALG00000030640

NONGGAT000104.2 bidirectional - ENSGALG00000029006

ENSGALT00000071077 bidirectional - ENSGALG00000016304

NONGGAT010389.2 bidirectional - ENSGALG00000039883

NONGGAT009373.2 bidirectional - ENSGALG00000009379

ENSGALT00000060829 bidirectional - ENSGALG00000002143

NONGGAT005567.2 bidirectional + ENSGALG00000040471

NONGGAT002574.2 bidirectional + ENSGALG00000004557



ENSGALT00000066122 bidirectional - ENSGALG00000003774

NONGGAT002074.2 bidirectional + ENSGALG00000002362

NONGGAT007523.2 bidirectional - ENSGALG00000007556

NONGGAT003466.2 bidirectional - ENSGALG00000024871

NONGGAT002537.2 bidirectional - ENSGALG00000028876

ENSGALT00000056819 bidirectional - ENSGALG00000032313

ENSGALT00000047025 bidirectional + ENSGALG00000003101

NONGGAT002613.2 bidirectional - ENSGALG00000035918

NONGGAT008703.2 bidirectional + ENSGALG00000012449

NONGGAT012030.2 bidirectional - ENSGALG00000023083

NONGGAT006567.2 bidirectional + ENSGALG00000016630

NONGGAT005647.2 bidirectional - ENSGALG00000003220

ENSGALT00000075249 bidirectional - ENSGALG00000015157

NONGGAT003245.2 bidirectional - ENSGALG00000028979

ENSGALT00000084267 bidirectional + ENSGALG00000033764

NONGGAT006952.2 bidirectional - ENSGALG00000010668

NONGGAT005568.2 bidirectional + ENSGALG00000040471

NONGGAT008671.2 bidirectional + ENSGALG00000012259

ENSGALT00000082816 bidirectional + ENSGALG00000014324

ENSGALT00000088829 bidirectional + ENSGALG00000045968

ENSGALT00000062960 bidirectional - ENSGALG00000042351

NONGGAT009035.2 bidirectional - ENSGALG00000010798

NONGGAT001954.2 bidirectional + ENSGALG00000032365

ENSGALT00000047624 bidirectional - ENSGALG00000034965

NONGGAT006829.2 bidirectional + ENSGALG00000009782

ENSGALT00000056114 bidirectional + ENSGALG00000046616

NONGGAT000697.2 bidirectional + ENSGALG00000040620

ENSGALT00000080675 bidirectional + ENSGALG00000010609

NONGGAT004383.2 bidirectional + ENSGALG00000015450

ENSGALT00000050028 bidirectional + ENSGALG00000008606

NONGGAT001517.2 bidirectional + ENSGALG00000014121

ENSGALT00000088168 bidirectional + ENSGALG00000032742

ENSGALT00000070431 bidirectional + ENSGALG00000033350

NONGGAT008922.2 bidirectional - ENSGALG00000006170

ENSGALT00000079108 bidirectional + ENSGALG00000011373

ENSGALT00000048191 bidirectional - ENSGALG00000002354

NONGGAT000471.2 bidirectional - ENSGALG00000012874

ENSGALT00000064171 bidirectional - ENSGALG00000028203

NONGGAT004890.2 bidirectional + ENSGALG00000028701

NONGGAT008858.2 bidirectional - ENSGALG00000004806

NONGGAT009010.2 bidirectional - ENSGALG00000010536

NONGGAT005286.2 bidirectional + ENSGALG00000007017

NONGGAT003652.2 bidirectional - ENSGALG00000005412

ENSGALT00000070037 bidirectional - ENSGALG00000025339

NONGGAT001803.2 bidirectional - ENSGALG00000038865

ENSGALT00000080436 bidirectional - ENSGALG00000041873

NONGGAT016090.1 bidirectional + ENSGALG00000008466

NONGGAT001764.2 bidirectional - ENSGALG00000008054

ENSGALT00000055303 bidirectional - ENSGALG00000002803

ENSGALT00000063064 bidirectional - ENSGALG00000021692



ENSGALT00000051649 bidirectional - ENSGALG00000011172

ENSGALT00000078841 bidirectional - ENSGALG00000004901

NONGGAT005428.2 bidirectional + ENSGALG00000001369

NONGGAT008989.2 bidirectional + ENSGALG00000010234

ENSGALT00000069413 bidirectional - ENSGALG00000004168

NONGGAT002088.2 bidirectional - ENSGALG00000038941

NONGGAT009273.2 bidirectional - ENSGALG00000020813

NONGGAT004162.2 bidirectional + ENSGALG00000025248

ENSGALT00000071453 bidirectional + ENSGALG00000013829

NONGGAT003310.2 bidirectional + ENSGALG00000042640

ENSGALT00000082497 bidirectional + ENSGALG00000011505

ENSGALT00000069497 bidirectional - ENSGALG00000005147

NONGGAT002774.2 bidirectional + ENSGALG00000002964

NONGGAT006730.2 bidirectional + ENSGALG00000007793

NONGGAT011690.2 bidirectional - ENSGALG00000014862

ENSGALT00000049973 bidirectional - ENSGALG00000003799

NONGGAT003131.2 bidirectional - ENSGALG00000002855

ENSGALT00000049060 bidirectional + ENSGALG00000031283

NONGGAT007419.2 bidirectional - ENSGALG00000005787

ENSGALT00000057566 bidirectional - ENSGALG00000029573

NONGGAT003810.2 bidirectional - ENSGALG00000024485

ENSGALT00000082013 bidirectional + ENSGALG00000025924

NONGGAT005299.2 bidirectional - ENSGALG00000033064

NONGGAT008201.2 bidirectional - ENSGALG00000007489

NONGGAT015753.1 bidirectional + ENSGALG00000005587

ENSGALT00000064536 bidirectional + ENSGALG00000029246

NONGGAT006629.2 bidirectional - ENSGALG00000005475

NONGGAT004062.2 bidirectional - ENSGALG00000012685

NONGGAT007289.2 bidirectional + ENSGALG00000029456

ENSGALT00000053160 bidirectional - ENSGALG00000035630

NONGGAT008309.2 bidirectional - ENSGALG00000041666

ENSGALT00000088024 bidirectional + ENSGALG00000006465

NONGGAT003520.2 bidirectional - ENSGALG00000035831

NONGGAT007113.2 bidirectional + ENSGALG00000012185

NONGGAT009449.2 bidirectional + ENSGALG00000044293

NONGGAT005515.2 bidirectional + ENSGALG00000000461

NONGGAT008470.2 bidirectional + ENSGALG00000008493

NONGGAT008832.2 bidirectional - ENSGALG00000004554

ENSGALT00000073739 bidirectional + ENSGALG00000036519

NONGGAT009216.2 bidirectional - ENSGALG00000005171

NONGGAT008817.2 bidirectional - ENSGALG00000020976

NONGGAT001639.2 bidirectional + ENSGALG00000029828

NONGGAT006830.2 bidirectional + ENSGALG00000009782

NONGGAT000461.2 bidirectional + ENSGALG00000032595

ENSGALT00000082951 bidirectional + ENSGALG00000008383

ENSGALT00000088082 bidirectional - ENSGALG00000043725

ENSGALT00000072856 bidirectional - ENSGALG00000001420

ENSGALT00000065536 bidirectional - ENSGALG00000044574

ENSGALT00000069862 bidirectional - ENSGALG00000014361

NONGGAT000713.2 bidirectional + ENSGALG00000015094



NONGGAT008305.2 bidirectional + ENSGALG00000043307

NONGGAT005835.2 bidirectional - ENSGALG00000009028

NONGGAT002547.2 bidirectional + ENSGALG00000038768

NONGGAT004626.2 bidirectional - ENSGALG00000034971

ENSGALT00000065208 bidirectional + ENSGALG00000008806

ENSGALT00000090289 bidirectional + ENSGALG00000040720

ENSGALT00000071030 bidirectional - ENSGALG00000034768

NONGGAT008667.2 bidirectional + ENSGALG00000012197

NONGGAT002013.2 bidirectional - ENSGALG00000005845

NONGGAT005194.2 bidirectional - ENSGALG00000044737

ENSGALT00000074880 bidirectional + ENSGALG00000043172

ENSGALT00000059817 bidirectional + ENSGALG00000042330

ENSGALT00000057192 bidirectional - ENSGALG00000023881

ENSGALT00000066243 bidirectional + ENSGALG00000005872

NONGGAT004786.2 bidirectional - ENSGALG00000027484

ENSGALT00000080463 bidirectional + ENSGALG00000017026

ENSGALT00000066578 bidirectional - ENSGALG00000008553

NONGGAT005023.2 bidirectional + ENSGALG00000026250

NONGGAT005463.2 bidirectional + ENSGALG00000043002

NONGGAT000990.2 bidirectional - ENSGALG00000016265

NONGGAT000046.2 bidirectional - ENSGALG00000006356

NONGGAT005141.2 bidirectional - ENSGALG00000001051

NONGGAT003305.2 bidirectional - ENSGALG00000003260

NONGGAT000161.2 bidirectional + ENSGALG00000008953

ENSGALT00000076593 bidirectional + ENSGALG00000007516

ENSGALT00000054774 bidirectional - ENSGALG00000043164

NONGGAT005168.2 bidirectional - ENSGALG00000002319

NONGGAT005614.2 bidirectional - ENSGALG00000000812

ENSGALT00000076111 bidirectional - ENSGALG00000033447

NONGGAT005175.2 bidirectional + ENSGALG00000002514

NONGGAT005493.2 bidirectional + ENSGALG00000041926

NONGGAT004625.2 bidirectional - ENSGALG00000034971

NONGGAT006963.2 bidirectional - ENSGALG00000010745

ENSGALT00000072290 bidirectional + ENSGALG00000005066

NONGGAT005169.2 bidirectional - ENSGALG00000002319

NONGGAT004705.2 bidirectional + ENSGALG00000003658

NONGGAT005392.2 bidirectional + ENSGALG00000000636

ENSGALT00000053341 bidirectional - ENSGALG00000043005

NONGGAT002748.2 bidirectional - ENSGALG00000043373

ENSGALT00000068662 bidirectional + ENSGALG00000033274

NONGGAT008834.2 bidirectional + ENSGALG00000004591

ENSGALT00000069648 bidirectional - ENSGALG00000040085

NONGGAT003153.2 bidirectional - ENSGALG00000001797

NONGGAT003507.2 bidirectional + ENSGALG00000004082

ENSGALT00000081237 bidirectional + ENSGALG00000007664

NONGGAT001767.2 bidirectional - ENSGALG00000008054

ENSGALT00000046444 bidirectional - ENSGALG00000001107

NONGGAT005012.2 bidirectional - ENSGALG00000000311

ENSGALT00000049341 bidirectional - ENSGALG00000001621

ENSGALT00000082391 bidirectional - ENSGALG00000041279



ENSGALT00000082832 bidirectional - ENSGALG00000001153

ENSGALT00000054490 bidirectional - ENSGALG00000001797

ENSGALT00000077595 bidirectional - ENSGALG00000009792

NONGGAT013422.1 bidirectional + ENSGALG00000003479

ENSGALT00000067266 bidirectional + ENSGALG00000006787

ENSGALT00000083231 bidirectional + ENSGALG00000036935

ENSGALT00000087899 bidirectional + ENSGALG00000033063

NONGGAT007197.2 bidirectional - ENSGALG00000014290

ENSGALT00000055878 bidirectional + ENSGALG00000006979

ENSGALT00000074684 bidirectional + ENSGALG00000008595

NONGGAT007002.2 bidirectional - ENSGALG00000011210

NONGGAT011709.2 bidirectional - ENSGALG00000014716

NONGGAT003439.2 bidirectional - ENSGALG00000045886

ENSGALT00000061465 bidirectional - ENSGALG00000014081

NONGGAT003318.2 bidirectional + ENSGALG00000036028

NONGGAT003770.2 bidirectional - ENSGALG00000007677

ENSGALT00000077067 bidirectional + ENSGALG00000036225

NONGGAT002136.2 bidirectional - ENSGALG00000005128

NONGGAT005130.2 bidirectional - ENSGALG00000030706

NONGGAT000591.2 bidirectional + ENSGALG00000013272

ENSGALT00000066987 bidirectional - ENSGALG00000041036

NONGGAT008217.2 bidirectional - ENSGALG00000029617

ENSGALT00000077674 bidirectional + ENSGALG00000028262

NONGGAT002638.2 bidirectional + ENSGALG00000006933

NONGGAT002219.2 bidirectional + ENSGALG00000007467

ENSGALT00000087613 bidirectional - ENSGALG00000003732

NONGGAT005620.2 bidirectional + ENSGALG00000003845

ENSGALT00000051883 bidirectional + ENSGALG00000040471

NONGGAT001968.2 bidirectional - ENSGALG00000005006

ENSGALT00000075339 bidirectional - ENSGALG00000010007

ENSGALT00000071124 bidirectional + ENSGALG00000011827

ENSGALT00000057666 bidirectional - ENSGALG00000000998

ENSGALT00000082270 bidirectional - ENSGALG00000017099

ENSGALT00000071707 bidirectional + ENSGALG00000031980

ENSGALT00000083717 bidirectional + ENSGALG00000046212

ENSGALT00000046258 bidirectional + ENSGALG00000012292

ENSGALT00000076537 bidirectional + ENSGALG00000037504

NONGGAT005861.2 bidirectional - ENSGALG00000008808

NONGGAT003107.2 bidirectional + ENSGALG00000004052

ENSGALT00000057345 bidirectional - ENSGALG00000017099

NONGGAT011092.2 bidirectional + ENSGALG00000031011

NONGGAT003529.2 bidirectional + ENSGALG00000004727

NONGGAT000310.2 bidirectional + ENSGALG00000011295

ENSGALT00000081266 bidirectional - ENSGALG00000010774

NONGGAT006692.2 bidirectional + ENSGALG00000007131

NONGGAT000854.2 bidirectional + ENSGALG00000018244

NONGGAT008649.2 bidirectional - ENSGALG00000012059

NONGGAT002980.2 bidirectional + ENSGALG00000008238

NONGGAT000464.2 bidirectional + ENSGALG00000032595

NONGGAT003459.2 bidirectional + ENSGALG00000002598



NONGGAT005894.2 bidirectional - ENSGALG00000033786

NONGGAT009098.2 bidirectional + ENSGALG00000011284

ENSGALT00000063238 bidirectional - ENSGALG00000044521

ENSGALT00000058710 bidirectional - ENSGALG00000009315

NONGGAT002639.2 bidirectional + ENSGALG00000006964

NONGGAT008103.2 bidirectional - ENSGALG00000005299

NONGGAT006173.2 bidirectional - ENSGALG00000011555

NONGGAT007051.2 bidirectional - ENSGALG00000011642

ENSGALT00000062679 bidirectional - ENSGALG00000029892

ENSGALT00000059728 bidirectional - ENSGALG00000009368

ENSGALT00000063209 bidirectional - ENSGALG00000004788

ENSGALT00000082879 bidirectional - ENSGALG00000021171

NONGGAT006059.2 bidirectional + ENSGALG00000010554

NONGGAT001832.2 bidirectional - ENSGALG00000002690

ENSGALT00000060147 bidirectional + ENSGALG00000031987

ENSGALT00000069167 bidirectional - ENSGALG00000039713

NONGGAT003421.2 bidirectional + ENSGALG00000029449

NONGGAT001404.2 bidirectional + ENSGALG00000014066

ENSGALT00000077684 bidirectional + ENSGALG00000044404

ENSGALT00000078268 bidirectional - ENSGALG00000045177

NONGGAT005234.2 bidirectional - ENSGALG00000001442

ENSGALT00000056725 bidirectional - ENSGALG00000041078

NONGGAT005613.2 bidirectional - ENSGALG00000000812

NONGGAT006774.2 bidirectional - ENSGALG00000009063

ENSGALT00000064169 bidirectional + ENSGALG00000002789

ENSGALT00000053984 bidirectional - ENSGALG00000038998

NONGGAT007263.2 bidirectional + ENSGALG00000015688

ENSGALT00000049717 bidirectional + ENSGALG00000040827

NONGGAT006961.2 bidirectional + ENSGALG00000010744

NONGGAT009707.2 bidirectional - ENSGALG00000045706

ENSGALT00000089589 bidirectional - ENSGALG00000033940

ENSGALT00000060905 bidirectional - ENSGALG00000044805

ENSGALT00000077153 bidirectional + ENSGALG00000001201

ENSGALT00000073479 bidirectional + ENSGALG00000009252

NONGGAT006721.2 bidirectional - ENSGALG00000007710

ENSGALT00000047644 bidirectional - ENSGALG00000014258

NONGGAT013985.1 bidirectional - ENSGALG00000031248

NONGGAT003468.2 bidirectional + ENSGALG00000002656

NONGGAT002319.2 bidirectional + ENSGALG00000002363

NONGGAT005862.2 bidirectional - ENSGALG00000008749

NONGGAT011852.2 bidirectional + ENSGALG00000015166

NONGGAT000047.2 bidirectional - ENSGALG00000006356

NONGGAT008458.2 bidirectional - ENSGALG00000008370

ENSGALT00000071870 bidirectional + ENSGALG00000042640

ENSGALT00000066716 bidirectional + ENSGALG00000001901

NONGGAT003173.2 bidirectional - ENSGALG00000001253

ENSGALT00000069814 bidirectional + ENSGALG00000033274

ENSGALT00000086999 bidirectional - ENSGALG00000025788

NONGGAT001796.2 bidirectional + ENSGALG00000042201

ENSGALT00000051137 bidirectional - ENSGALG00000036536



ENSGALT00000089408 bidirectional + ENSGALG00000015027

NONGGAT008177.2 bidirectional - ENSGALG00000030597

ENSGALT00000053572 bidirectional + ENSGALG00000042242

NONGGAT002625.2 bidirectional - ENSGALG00000039815

NONGGAT011940.2 bidirectional + ENSGALG00000020538

ENSGALT00000089625 bidirectional + ENSGALG00000006465

ENSGALT00000058237 bidirectional + ENSGALG00000007543

NONGGAT012090.2 bidirectional + ENSGALG00000027140

ENSGALT00000082245 bidirectional - ENSGALG00000003628

NONGGAT005222.2 bidirectional + ENSGALG00000001331

NONGGAT002107.2 bidirectional - ENSGALG00000004937

ENSGALT00000084876 bidirectional + ENSGALG00000015399

ENSGALT00000080966 bidirectional + ENSGALG00000001597

ENSGALT00000079395 bidirectional + ENSGALG00000043208

ENSGALT00000062889 bidirectional + ENSGALG00000008559

ENSGALT00000073488 bidirectional - ENSGALG00000001777

NONGGAT004719.2 bidirectional + ENSGALG00000003932

ENSGALT00000049713 bidirectional + ENSGALG00000033792

NONGGAT008188.2 bidirectional + ENSGALG00000006951

ENSGALT00000047373 bidirectional + ENSGALG00000007017

ENSGALT00000087277 bidirectional + ENSGALG00000034702

NONGGAT009428.2 bidirectional + ENSGALG00000009699

ENSGALT00000087884 bidirectional - ENSGALG00000018815

ENSGALT00000052242 bidirectional - ENSGALG00000030979

NONGGAT016479.1 bidirectional - ENSGALG00000009593

ENSGALT00000065980 bidirectional - ENSGALG00000008393

NONGGAT009177.2 bidirectional + ENSGALG00000005667

ENSGALT00000066519 bidirectional - ENSGALG00000001275

NONGGAT005828.2 bidirectional - ENSGALG00000008757

NONGGAT003357.2 bidirectional + ENSGALG00000008023

NONGGAT008897.2 bidirectional - ENSGALG00000005647

NONGGAT005361.2 bidirectional + ENSGALG00000037744

ENSGALT00000064417 bidirectional + ENSGALG00000031122

ENSGALT00000074934 bidirectional + ENSGALG00000040827

NONGGAT009467.2 bidirectional - ENSGALG00000034965

NONGGAT000402.2 bidirectional - ENSGALG00000019316

ENSGALT00000077945 bidirectional + ENSGALG00000013348

ENSGALT00000049181 bidirectional - ENSGALG00000032234

ENSGALT00000062783 bidirectional - ENSGALG00000046367

NONGGAT005727.2 bidirectional - ENSGALG00000008166

NONGGAT005960.2 bidirectional + ENSGALG00000009861

NONGGAT009344.2 bidirectional - ENSGALG00000041873

ENSGALT00000073570 bidirectional - ENSGALG00000016241

NONGGAT008469.2 bidirectional + ENSGALG00000034101

NONGGAT001766.2 bidirectional - ENSGALG00000008054

ENSGALT00000084389 bidirectional - ENSGALG00000044173

ENSGALT00000077112 bidirectional + ENSGALG00000026981

ENSGALT00000059026 bidirectional + ENSGALG00000037438

NONGGAT006787.2 bidirectional + ENSGALG00000034722

NONGGAT009415.2 bidirectional - ENSGALG00000039468



NONGGAT007739.2 bidirectional - ENSGALG00000034354

ENSGALT00000067629 bidirectional - ENSGALG00000044335

ENSGALT00000063690 bidirectional - ENSGALG00000029811

ENSGALT00000061449 bidirectional - ENSGALG00000030640

ENSGALT00000075273 bidirectional + ENSGALG00000016661

NONGGAT002449.2 bidirectional - ENSGALG00000039781

NONGGAT002190.2 bidirectional - ENSGALG00000044333

ENSGALT00000070550 bidirectional + ENSGALG00000004587

ENSGALT00000085529 bidirectional + ENSGALG00000034702

ENSGALT00000089191 bidirectional - ENSGALG00000029296

NONGGAT005770.2 bidirectional - ENSGALG00000034768

ENSGALT00000086730 bidirectional + ENSGALG00000036935

ENSGALT00000084545 bidirectional + ENSGALG00000036935

ENSGALT00000056457 bidirectional + ENSGALG00000045461

ENSGALT00000047229 bidirectional - ENSGALG00000001925

NONGGAT005953.2 bidirectional + ENSGALG00000009858

NONGGAT004449.2 bidirectional - ENSGALG00000042599

ENSGALT00000080791 bidirectional - ENSGALG00000036940

NONGGAT007137.2 bidirectional + ENSGALG00000012304

NONGGAT002182.2 bidirectional - ENSGALG00000036133

ENSGALT00000066771 bidirectional - ENSGALG00000041280

ENSGALT00000079592 bidirectional + ENSGALG00000003814

ENSGALT00000059054 bidirectional - ENSGALG00000001750

NONGGAT007853.2 bidirectional - ENSGALG00000011715

NONGGAT001132.2 bidirectional - ENSGALG00000016801

ENSGALT00000046597 bidirectional - ENSGALG00000013824

ENSGALT00000081954 bidirectional + ENSGALG00000043578

NONGGAT004653.2 bidirectional - ENSGALG00000001420

ENSGALT00000051215 bidirectional + ENSGALG00000042109

NONGGAT006915.2 bidirectional - ENSGALG00000043555

ENSGALT00000066603 bidirectional - ENSGALG00000032324

ENSGALT00000053710 bidirectional - ENSGALG00000002499

NONGGAT007697.2 bidirectional + ENSGALG00000036364

NONGGAT007698.2 bidirectional + ENSGALG00000036364

NONGGAT003473.2 bidirectional + ENSGALG00000002656

NONGGAT003031.2 bidirectional - ENSGALG00000038789

ENSGALT00000076944 bidirectional + ENSGALG00000012239

NONGGAT000546.2 bidirectional - ENSGALG00000014189

NONGGAT005601.2 bidirectional + ENSGALG00000001800

NONGGAT002818.2 bidirectional - ENSGALG00000004412

NONGGAT011754.2 bidirectional - ENSGALG00000014983

ENSGALT00000050027 bidirectional + ENSGALG00000012525

NONGGAT009034.2 bidirectional - ENSGALG00000010798

ENSGALT00000087153 bidirectional - ENSGALG00000038143

ENSGALT00000054864 bidirectional + ENSGALG00000033216

NONGGAT002894.2 bidirectional - ENSGALG00000006766

ENSGALT00000069621 bidirectional - ENSGALG00000041294

NONGGAT013141.1 bidirectional + ENSGALG00000003107

NONGGAT000596.2 bidirectional - ENSGALG00000014331

NONGGAT006058.2 bidirectional + ENSGALG00000010554



NONGGAT005979.2 bidirectional + ENSGALG00000009954

NONGGAT001765.2 bidirectional - ENSGALG00000008054

ENSGALT00000049305 bidirectional - ENSGALG00000041455

NONGGAT000744.2 bidirectional + ENSGALG00000015342

NONGGAT007082.2 bidirectional - ENSGALG00000017858

NONGGAT007179.2 bidirectional + ENSGALG00000014144

ENSGALT00000077744 bidirectional - ENSGALG00000004412

ENSGALT00000060663 bidirectional - ENSGALG00000044053

NONGGAT008933.2 bidirectional + ENSGALG00000006804

NONGGAT002737.2 bidirectional + ENSGALG00000042803

ENSGALT00000056088 bidirectional - ENSGALG00000036659

NONGGAT005737.2 bidirectional - ENSGALG00000008350

NONGGAT000360.2 bidirectional + ENSGALG00000011866

NONGGAT007088.2 bidirectional + ENSGALG00000012015

NONGGAT002417.2 bidirectional + ENSGALG00000005924

NONGGAT002435.2 bidirectional + ENSGALG00000006160

ENSGALT00000086955 bidirectional - ENSGALG00000007381

NONGGAT001858.2 bidirectional + ENSGALG00000033378

ENSGALT00000057733 bidirectional - ENSGALG00000002500

ENSGALT00000047686 bidirectional - ENSGALG00000001042

NONGGAT006949.2 bidirectional - ENSGALG00000010659

ENSGALT00000063359 bidirectional - ENSGALG00000030280

ENSGALT00000064035 bidirectional - ENSGALG00000007393

NONGGAT006836.2 bidirectional + ENSGALG00000009813

NONGGAT005185.2 bidirectional + ENSGALG00000003408

NONGGAT005356.2 bidirectional + ENSGALG00000039170

NONGGAT001771.2 bidirectional - ENSGALG00000008054

NONGGAT002922.2 bidirectional - ENSGALG00000007205

NONGGAT006750.2 bidirectional + ENSGALG00000040784

NONGGAT009039.2 bidirectional - ENSGALG00000010798

NONGGAT001640.2 bidirectional + ENSGALG00000029828

NONGGAT006948.2 bidirectional - ENSGALG00000010659

NONGGAT000218.2 bidirectional + ENSGALG00000033074

NONGGAT002457.2 bidirectional + ENSGALG00000006474

ENSGALT00000085312 bidirectional - ENSGALG00000044314

ENSGALT00000072208 bidirectional + ENSGALG00000033274

ENSGALT00000061486 bidirectional - ENSGALG00000010177

NONGGAT000530.2 bidirectional + ENSGALG00000014011

ENSGALT00000081409 bidirectional - ENSGALG00000010547

ENSGALT00000063421 bidirectional - ENSGALG00000039408

NONGGAT004434.2 bidirectional - ENSGALG00000030011

NONGGAT003373.2 bidirectional - ENSGALG00000001031

ENSGALT00000081830 bidirectional - ENSGALG00000043633

ENSGALT00000060796 bidirectional + ENSGALG00000009885

NONGGAT000953.2 bidirectional - ENSGALG00000016217

ENSGALT00000053737 bidirectional + ENSGALG00000017034

NONGGAT005957.2 bidirectional + ENSGALG00000009858

ENSGALT00000058794 bidirectional - ENSGALG00000008808

NONGGAT011781.2 bidirectional + ENSGALG00000010166

NONGGAT009118.2 bidirectional + ENSGALG00000036687



ENSGALT00000079671 bidirectional + ENSGALG00000045600

ENSGALT00000060731 bidirectional - ENSGALG00000024081

NONGGAT008432.2 bidirectional + ENSGALG00000025884

ENSGALT00000069247 bidirectional + ENSGALG00000040471

ENSGALT00000071756 bidirectional + ENSGALG00000036547

NONGGAT008816.2 bidirectional - ENSGALG00000003893

ENSGALT00000059004 bidirectional + ENSGALG00000026470

NONGGAT001859.2 bidirectional + ENSGALG00000033378

ENSGALT00000062729 bidirectional - ENSGALG00000001362

NONGGAT007451.2 bidirectional - ENSGALG00000006368

NONGGAT006656.2 bidirectional - ENSGALG00000041423

NONGGAT005013.2 bidirectional - ENSGALG00000000311

ENSGALT00000064310 bidirectional + ENSGALG00000046006

NONGGAT007150.2 bidirectional + ENSGALG00000013535

ENSGALT00000067954 bidirectional + ENSGALG00000039296

ENSGALT00000074310 bidirectional + ENSGALG00000039738

NONGGAT006430.2 bidirectional - ENSGALG00000016283

NONGGAT003304.2 bidirectional + ENSGALG00000021737

ENSGALT00000067182 bidirectional + ENSGALG00000036873

NONGGAT003853.2 bidirectional - ENSGALG00000029856

NONGGAT009099.2 bidirectional + ENSGALG00000011284

NONGGAT013914.1 bidirectional + ENSGALG00000041452

ENSGALT00000068355 bidirectional - ENSGALG00000029095

ENSGALT00000073433 bidirectional + ENSGALG00000029366

ENSGALT00000071696 bidirectional - ENSGALG00000001042

ENSGALT00000083354 bidirectional + ENSGALG00000000275

ENSGALT00000054506 bidirectional + ENSGALG00000001946

ENSGALT00000068918 bidirectional + ENSGALG00000031891

ENSGALT00000079846 bidirectional + ENSGALG00000006043

ENSGALT00000052882 bidirectional - ENSGALG00000009792

ENSGALT00000049781 bidirectional - ENSGALG00000044737

ENSGALT00000083049 bidirectional - ENSGALG00000008404

ENSGALT00000063891 bidirectional + ENSGALG00000003059

ENSGALT00000084047 bidirectional + ENSGALG00000023157

NONGGAT005000.2 bidirectional + ENSGALG00000030432

ENSGALT00000058867 bidirectional + ENSGALG00000004082

ENSGALT00000053678 bidirectional - ENSGALG00000046495

ENSGALT00000055478 bidirectional - ENSGALG00000002145

ENSGALT00000083266 bidirectional - ENSGALG00000044963

NONGGAT003660.2 bidirectional + ENSGALG00000005476

NONGGAT003771.2 bidirectional + ENSGALG00000007680

NONGGAT001781.2 bidirectional - ENSGALG00000008199

NONGGAT006320.2 bidirectional + ENSGALG00000015304

NONGGAT009374.2 bidirectional - ENSGALG00000009379

NONGGAT002645.2 bidirectional + ENSGALG00000007044

NONGGAT009397.2 bidirectional + ENSGALG00000044013

NONGGAT001768.2 bidirectional - ENSGALG00000008054

NONGGAT005921.2 bidirectional + ENSGALG00000009392

ENSGALT00000055385 bidirectional - ENSGALG00000014347

NONGGAT005425.2 bidirectional - ENSGALG00000045039



NONGGAT002059.2 bidirectional - ENSGALG00000026965

ENSGALT00000052482 bidirectional - ENSGALG00000004937

NONGGAT008468.2 bidirectional + ENSGALG00000034101

NONGGAT005934.2 bidirectional + ENSGALG00000009645

NONGGAT003433.2 bidirectional - ENSGALG00000001737

NONGGAT006216.2 bidirectional - ENSGALG00000013834

NONGGAT002604.2 bidirectional + ENSGALG00000005767

NONGGAT007565.2 bidirectional + ENSGALG00000008247

ENSGALT00000078567 bidirectional + ENSGALG00000030321

NONGGAT009113.2 bidirectional - ENSGALG00000043797

ENSGALT00000086011 bidirectional - ENSGALG00000040354

ENSGALT00000053770 bidirectional + ENSGALG00000042400

ENSGALT00000046333 bidirectional - ENSGALG00000035944

ENSGALT00000066669 bidirectional - ENSGALG00000029896

ENSGALT00000069935 bidirectional - ENSGALG00000003799

NONGGAT009450.2 bidirectional + ENSGALG00000044293

NONGGAT005364.2 bidirectional + ENSGALG00000035499

ENSGALT00000057865 bidirectional - ENSGALG00000026426

NONGGAT004747.2 bidirectional + ENSGALG00000005460

ENSGALT00000059010 bidirectional - ENSGALG00000008286

NONGGAT006000.2 bidirectional + ENSGALG00000042797

ENSGALT00000089983 bidirectional + ENSGALG00000005316

NONGGAT009052.2 bidirectional - ENSGALG00000045609

ENSGALT00000077920 bidirectional - ENSGALG00000010798

ENSGALT00000082894 bidirectional - ENSGALG00000014085

ENSGALT00000082528 bidirectional - ENSGALG00000030843

ENSGALT00000054186 bidirectional + ENSGALG00000035633

ENSGALT00000090145 bidirectional + ENSGALG00000004243

ENSGALT00000050794 bidirectional + ENSGALG00000031426

NONGGAT009238.2 bidirectional + ENSGALG00000003067

ENSGALT00000051725 bidirectional + ENSGALG00000045552

NONGGAT001339.2 bidirectional + ENSGALG00000017135

ENSGALT00000088175 bidirectional - ENSGALG00000038587

ENSGALT00000074584 bidirectional + ENSGALG00000011515

ENSGALT00000066903 bidirectional + ENSGALG00000006267

ENSGALT00000079317 bidirectional - ENSGALG00000031712

NONGGAT005021.2 bidirectional + ENSGALG00000026250

ENSGALT00000087944 bidirectional - ENSGALG00000003260

NONGGAT006131.2 bidirectional - ENSGALG00000011008

NONGGAT000623.2 bidirectional + ENSGALG00000014467

ENSGALT00000050743 bidirectional + ENSGALG00000043053

NONGGAT005433.2 bidirectional + ENSGALG00000026182

NONGGAT001299.2 bidirectional + ENSGALG00000042339

NONGGAT009607.2 bidirectional - ENSGALG00000037031

ENSGALT00000086962 bidirectional + ENSGALG00000002286

ENSGALT00000072982 bidirectional + ENSGALG00000033274

NONGGAT007580.2 bidirectional + ENSGALG00000027874

NONGGAT000275.2 bidirectional + ENSGALG00000026490

NONGGAT005024.2 bidirectional + ENSGALG00000026250

ENSGALT00000082841 bidirectional + ENSGALG00000005200



NONGGAT009197.2 bidirectional + ENSGALG00000037387

ENSGALT00000069026 bidirectional - ENSGALG00000029864

ENSGALT00000083746 bidirectional - ENSGALG00000045659

NONGGAT007854.2 bidirectional - ENSGALG00000011715

ENSGALT00000055001 bidirectional + ENSGALG00000011541

ENSGALT00000085827 bidirectional - ENSGALG00000029296

NONGGAT007444.2 bidirectional - ENSGALG00000006266

NONGGAT005555.2 bidirectional - ENSGALG00000023881

NONGGAT007452.2 bidirectional - ENSGALG00000006368

NONGGAT012098.2 bidirectional + ENSGALG00000005316

NONGGAT009161.2 bidirectional + ENSGALG00000006609

ENSGALT00000078805 bidirectional - ENSGALG00000005647

NONGGAT006074.2 bidirectional - ENSGALG00000010641

ENSGALT00000073896 bidirectional - ENSGALG00000017333

NONGGAT003034.2 bidirectional - ENSGALG00000030913

ENSGALT00000058478 bidirectional + ENSGALG00000031411

NONGGAT000418.2 bidirectional - ENSGALG00000044768

ENSGALT00000053233 bidirectional + ENSGALG00000004386

NONGGAT005771.2 bidirectional - ENSGALG00000034768

NONGGAT004905.2 bidirectional - ENSGALG00000018296

ENSGALT00000055193 bidirectional + ENSGALG00000029456

ENSGALT00000072798 bidirectional + ENSGALG00000041556

NONGGAT012093.2 bidirectional + ENSGALG00000002439

NONGGAT006964.2 bidirectional + ENSGALG00000036252

NONGGAT005514.2 bidirectional + ENSGALG00000000461

ENSGALT00000051385 bidirectional - ENSGALG00000026896

ENSGALT00000079051 bidirectional - ENSGALG00000046085

NONGGAT000922.2 bidirectional + ENSGALG00000016128

ENSGALT00000062000 bidirectional + ENSGALG00000042109

NONGGAT003043.2 bidirectional + ENSGALG00000008750

ENSGALT00000068924 bidirectional - ENSGALG00000005999

ENSGALT00000060060 bidirectional - ENSGALG00000009330

NONGGAT002456.2 bidirectional + ENSGALG00000006474

NONGGAT001647.2 bidirectional - ENSGALG00000006399

NONGGAT001425.2 bidirectional - ENSGALG00000000845

NONGGAT004349.2 bidirectional + ENSGALG00000015211

ENSGALT00000085367 bidirectional - ENSGALG00000007300

NONGGAT009172.2 bidirectional + ENSGALG00000006375

NONGGAT007194.2 bidirectional + ENSGALG00000014286

ENSGALT00000046414 bidirectional - ENSGALG00000046367

ENSGALT00000049288 bidirectional - ENSGALG00000036728

ENSGALT00000065752 bidirectional - ENSGALG00000017155

ENSGALT00000076501 bidirectional + ENSGALG00000045986

ENSGALT00000078533 bidirectional + ENSGALG00000041556

NONGGAT012054.2 bidirectional + ENSGALG00000020523

ENSGALT00000042890 bidirectional + ENSGALG00000033126

ENSGALT00000088176 bidirectional - ENSGALG00000018815

NONGGAT003746.2 bidirectional - ENSGALG00000007351

ENSGALT00000053052 bidirectional + ENSGALG00000016238

ENSGALT00000086726 bidirectional + ENSGALG00000027446



NONGGAT000258.2 bidirectional + ENSGALG00000010163

ENSGALT00000079090 bidirectional - ENSGALG00000010055

NONGGAT004217.2 bidirectional - ENSGALG00000029935

NONGGAT007475.2 bidirectional + ENSGALG00000006830

NONGGAT005406.2 bidirectional - ENSGALG00000000703

ENSGALT00000080148 bidirectional + ENSGALG00000000814

ENSGALT00000070863 bidirectional - ENSGALG00000006623

NONGGAT014991.1 bidirectional - ENSGALG00000011111

NONGGAT007222.2 bidirectional + ENSGALG00000014485

ENSGALT00000086279 bidirectional + ENSGALG00000039160

NONGGAT007384.2 bidirectional + ENSGALG00000012032

TCONS_00073444 bidirectional + ENSGALG00000045102

TCONS_00006688 bidirectional - ENSGALG00000040855

TCONS_00014042 bidirectional + ENSGALG00000001201

TCONS_00024141 bidirectional + ENSGALG00000033369

TCONS_00053255 bidirectional - ENSGALG00000024049

TCONS_00047953 bidirectional + ENSGALG00000015889

TCONS_00006063 bidirectional + ENSGALG00000027067

TCONS_00090845 bidirectional + ENSGALG00000001918

TCONS_00077900 bidirectional - ENSGALG00000040915

TCONS_00036124 bidirectional + ENSGALG00000001219

TCONS_00010299 bidirectional - ENSGALG00000013911

TCONS_00008235 bidirectional + ENSGALG00000016893

TCONS_00016024 bidirectional + ENSGALG00000031797

TCONS_00013435 bidirectional + ENSGALG00000005872

TCONS_00043370 bidirectional + ENSGALG00000033926

TCONS_00025892 bidirectional - ENSGALG00000001531

TCONS_00022711 bidirectional + ENSGALG00000008859

TCONS_00024044 bidirectional + ENSGALG00000041111

TCONS_00087975 bidirectional + ENSGALG00000043964

TCONS_00089722 bidirectional - ENSGALG00000003295

TCONS_00051168 bidirectional + ENSGALG00000029343

TCONS_00073586 bidirectional - ENSGALG00000031839

TCONS_00050063 bidirectional + ENSGALG00000034008

TCONS_00049634 bidirectional + ENSGALG00000015889

TCONS_00090564 bidirectional - ENSGALG00000025694

TCONS_00006146 bidirectional - ENSGALG00000013911

TCONS_00055907 bidirectional + ENSGALG00000026741

TCONS_00011588 bidirectional - ENSGALG00000027805

TCONS_00014554 bidirectional - ENSGALG00000000707

TCONS_00054826 bidirectional - ENSGALG00000007443

TCONS_00056770 bidirectional - ENSGALG00000004063

TCONS_00032471 bidirectional - ENSGALG00000005934

TCONS_00078811 bidirectional - ENSGALG00000036831

TCONS_00032898 bidirectional - ENSGALG00000043642

TCONS_00022543 bidirectional + ENSGALG00000000122

TCONS_00072297 bidirectional + ENSGALG00000003052

TCONS_00037424 bidirectional - ENSGALG00000044581

TCONS_00077714 bidirectional - ENSGALG00000030239

TCONS_00025707 bidirectional + ENSGALG00000007974



TCONS_00082709 bidirectional + ENSGALG00000037152

TCONS_00022217 bidirectional - ENSGALG00000031511

TCONS_00049895 bidirectional - ENSGALG00000034716

TCONS_00078311 bidirectional - ENSGALG00000038207

TCONS_00042137 bidirectional - ENSGALG00000001462

TCONS_00008036 bidirectional - ENSGALG00000035614

TCONS_00004361 bidirectional - ENSGALG00000015038

TCONS_00023988 bidirectional - ENSGALG00000027242

TCONS_00066935 bidirectional - ENSGALG00000012526

TCONS_00007771 bidirectional + ENSGALG00000017072

TCONS_00053791 bidirectional + ENSGALG00000009836

TCONS_00073597 bidirectional - ENSGALG00000031839

TCONS_00044598 bidirectional - ENSGALG00000003499

TCONS_00007853 bidirectional + ENSGALG00000013811

TCONS_00072020 bidirectional + ENSGALG00000042159

TCONS_00084385 bidirectional + ENSGALG00000042989

TCONS_00044512 bidirectional + ENSGALG00000003047

TCONS_00010185 bidirectional + ENSGALG00000008280

TCONS_00016346 bidirectional + ENSGALG00000031797

TCONS_00033517 bidirectional + ENSGALG00000044019

TCONS_00006471 bidirectional + ENSGALG00000019094

TCONS_00051192 bidirectional + ENSGALG00000029343

TCONS_00007525 bidirectional - ENSGALG00000014708

TCONS_00010031 bidirectional - ENSGALG00000031375

TCONS_00006891 bidirectional - ENSGALG00000014662

TCONS_00017870 bidirectional - ENSGALG00000001942

NONGGAT000147.2 exonic_antisense - ENSGALG00000008635

ENSGALT00000073306 exonic_antisense - ENSGALG00000005687

NONGGAT005083.2 exonic_antisense - ENSGALG00000037136

NONGGAT011878.2 exonic_antisense + ENSGALG00000034702

NONGGAT016707.1 exonic_antisense + ENSGALG00000014788

NONGGAT000723.2 exonic_antisense - ENSGALG00000015246

NONGGAT005560.2 exonic_antisense + ENSGALG00000003464

NONGGAT000634.2 exonic_antisense - ENSGALG00000014723

ENSGALT00000053832 exonic_antisense - ENSGALG00000010881

NONGGAT009255.2 exonic_antisense - ENSGALG00000002623

NONGGAT001562.2 exonic_antisense + ENSGALG00000003930

NONGGAT007147.2 exonic_antisense - ENSGALG00000013427

NONGGAT008459.2 exonic_antisense + ENSGALG00000008373

NONGGAT008776.2 exonic_antisense + ENSGALG00000032398

NONGGAT001581.2 exonic_antisense + ENSGALG00000004270

NONGGAT008102.2 exonic_antisense - ENSGALG00000005299

NONGGAT000416.2 exonic_antisense + ENSGALG00000012540

NONGGAT008564.2 exonic_antisense - ENSGALG00000010971

ENSGALT00000062420 exonic_antisense + ENSGALG00000009378

NONGGAT016071.1 exonic_antisense - ENSGALG00000004363

NONGGAT013837.1 exonic_antisense - ENSGALG00000012709

NONGGAT003017.2 exonic_antisense - ENSGALG00000032221

NONGGAT003134.2 exonic_antisense - ENSGALG00000017909

NONGGAT005478.2 exonic_antisense + ENSGALG00000031259



NONGGAT008098.2 exonic_antisense + ENSGALG00000005107

NONGGAT016501.1 exonic_antisense + ENSGALG00000041744

NONGGAT000406.2 exonic_antisense + ENSGALG00000012285

NONGGAT003541.2 exonic_antisense + ENSGALG00000021733

NONGGAT000640.2 exonic_antisense + ENSGALG00000033889

NONGGAT008718.2 exonic_antisense + ENSGALG00000012536

ENSGALT00000089074 exonic_antisense - ENSGALG00000036842

NONGGAT008889.2 exonic_antisense - ENSGALG00000005407

NONGGAT003342.2 exonic_antisense - ENSGALG00000007386

NONGGAT006441.2 exonic_antisense + ENSGALG00000016325

NONGGAT004651.2 exonic_antisense - ENSGALG00000024081

NONGGAT001709.2 exonic_antisense + ENSGALG00000007012

NONGGAT007314.2 exonic_antisense - ENSGALG00000016001

NONGGAT004109.2 exonic_antisense - ENSGALG00000012732

NONGGAT005264.2 exonic_antisense + ENSGALG00000006507

ENSGALT00000028633 exonic_antisense + ENSGALG00000016321

NONGGAT006989.2 exonic_antisense + ENSGALG00000010963

NONGGAT006208.2 exonic_antisense + ENSGALG00000013737

NONGGAT009409.2 exonic_antisense - ENSGALG00000009553

ENSGALT00000083538 exonic_antisense + ENSGALG00000043758

NONGGAT014132.1 exonic_antisense + ENSGALG00000035492

NONGGAT012013.2 exonic_antisense + ENSGALG00000015577

NONGGAT006895.2 exonic_antisense + ENSGALG00000010214

NONGGAT014030.1 exonic_antisense + ENSGALG00000005826

NONGGAT016055.1 exonic_antisense + ENSGALG00000010471

NONGGAT003036.2 exonic_antisense + ENSGALG00000008952

NONGGAT004783.2 exonic_antisense + ENSGALG00000033562

NONGGAT007604.2 exonic_antisense + ENSGALG00000009145

NONGGAT004956.2 exonic_antisense - ENSGALG00000034777

NONGGAT009024.2 exonic_antisense - ENSGALG00000010673

NONGGAT016250.1 exonic_antisense + ENSGALG00000012561

NONGGAT004537.2 exonic_antisense + ENSGALG00000040768

NONGGAT008686.2 exonic_antisense - ENSGALG00000012424

NONGGAT005814.2 exonic_antisense + ENSGALG00000027096

NONGGAT003244.2 exonic_antisense - ENSGALG00000028979

NONGGAT001162.2 exonic_antisense + ENSGALG00000016870

NONGGAT016499.1 exonic_antisense + ENSGALG00000005809

NONGGAT003800.2 exonic_antisense + ENSGALG00000040724

NONGGAT005020.2 exonic_antisense + ENSGALG00000026250

NONGGAT002453.2 exonic_antisense - ENSGALG00000006417

NONGGAT007026.2 exonic_antisense + ENSGALG00000011444

NONGGAT001567.2 exonic_antisense - ENSGALG00000004096

NONGGAT002879.2 exonic_antisense - ENSGALG00000006565

NONGGAT004471.2 exonic_antisense + ENSGALG00000031424

NONGGAT004733.2 exonic_antisense + ENSGALG00000004663

ENSGALT00000068480 exonic_antisense - ENSGALG00000003580

NONGGAT007766.2 exonic_antisense - ENSGALG00000010665

NONGGAT005259.2 exonic_antisense - ENSGALG00000006494

ENSGALT00000075611 exonic_antisense - ENSGALG00000036582

ENSGALT00000055627 exonic_antisense + ENSGALG00000012834



NONGGAT005665.2 exonic_antisense + ENSGALG00000027132

NONGGAT000441.2 exonic_antisense - ENSGALG00000031457

ENSGALT00000061763 exonic_antisense - ENSGALG00000012744

NONGGAT007211.2 exonic_antisense - ENSGALG00000036621

NONGGAT000370.2 exonic_antisense + ENSGALG00000028594

NONGGAT002438.2 exonic_antisense + ENSGALG00000006297

NONGGAT002972.2 exonic_antisense - ENSGALG00000008149

NONGGAT005705.2 exonic_antisense + ENSGALG00000037504

NONGGAT014915.1 exonic_antisense + ENSGALG00000008827

ENSGALT00000062242 exonic_antisense + ENSGALG00000046635

NONGGAT004822.2 exonic_antisense - ENSGALG00000008014

NONGGAT014369.1 exonic_antisense - ENSGALG00000006974

NONGGAT002008.2 exonic_antisense - ENSGALG00000005757

NONGGAT011986.2 exonic_antisense + ENSGALG00000025915

NONGGAT007042.2 exonic_antisense + ENSGALG00000031105

NONGGAT000921.2 exonic_antisense + ENSGALG00000016128

NONGGAT015800.1 exonic_antisense + ENSGALG00000035537

ENSGALT00000070056 exonic_antisense + ENSGALG00000029261

NONGGAT008644.2 exonic_antisense - ENSGALG00000011704

NONGGAT002648.2 exonic_antisense + ENSGALG00000007149

NONGGAT002764.2 exonic_antisense + ENSGALG00000002579

NONGGAT006743.2 exonic_antisense - ENSGALG00000008058

NONGGAT002858.2 exonic_antisense - ENSGALG00000005695

NONGGAT007301.2 exonic_antisense - ENSGALG00000046009

NONGGAT008780.2 exonic_antisense + ENSGALG00000032398

NONGGAT005500.2 exonic_antisense - ENSGALG00000000249

NONGGAT006861.2 exonic_antisense - ENSGALG00000009982

NONGGAT000804.2 exonic_antisense + ENSGALG00000025782

NONGGAT001815.2 exonic_antisense + ENSGALG00000030055

ENSGALT00000051283 exonic_antisense - ENSGALG00000025841

NONGGAT003628.2 exonic_antisense - ENSGALG00000005303

NONGGAT008511.2 exonic_antisense - ENSGALG00000009264

ENSGALT00000057739 exonic_antisense + ENSGALG00000035211

ENSGALT00000088577 exonic_antisense - ENSGALG00000040704

ENSGALT00000054551 exonic_antisense - ENSGALG00000017103

NONGGAT005977.2 exonic_antisense - ENSGALG00000009932

NONGGAT004149.2 exonic_antisense - ENSGALG00000012827

NONGGAT004915.2 exonic_antisense - ENSGALG00000002820

NONGGAT014177.1 exonic_antisense + ENSGALG00000012809

NONGGAT007480.2 exonic_antisense - ENSGALG00000006837

NONGGAT004409.2 exonic_antisense + ENSGALG00000043570

NONGGAT007439.2 exonic_antisense - ENSGALG00000006172

NONGGAT006919.2 exonic_antisense - ENSGALG00000043555

NONGGAT003665.2 exonic_antisense + ENSGALG00000043906

NONGGAT001419.2 exonic_antisense + ENSGALG00000000838

NONGGAT008739.2 exonic_antisense + ENSGALG00000002001

NONGGAT002115.2 exonic_antisense - ENSGALG00000005022

NONGGAT001420.2 exonic_antisense + ENSGALG00000000838

NONGGAT000006.2 exonic_antisense + ENSGALG00000039165

NONGGAT009336.2 exonic_antisense + ENSGALG00000043386



NONGGAT005357.2 exonic_antisense + ENSGALG00000030966

NONGGAT002855.2 exonic_antisense - ENSGALG00000005676

NONGGAT007513.2 exonic_antisense - ENSGALG00000007330

NONGGAT001925.2 exonic_antisense - ENSGALG00000021158

NONGGAT002917.2 exonic_antisense - ENSGALG00000007102

NONGGAT000605.2 exonic_antisense + ENSGALG00000036447

NONGGAT007109.2 exonic_antisense + ENSGALG00000012126

NONGGAT008750.2 exonic_antisense - ENSGALG00000002182

ENSGALT00000076900 exonic_antisense - ENSGALG00000010953

NONGGAT006068.2 exonic_antisense - ENSGALG00000040335

NONGGAT008109.2 exonic_antisense + ENSGALG00000020899

NONGGAT005503.2 exonic_antisense - ENSGALG00000000249

NONGGAT006090.2 exonic_antisense - ENSGALG00000010678

NONGGAT002912.2 exonic_antisense - ENSGALG00000006968

NONGGAT007108.2 exonic_antisense + ENSGALG00000012126

NONGGAT007107.2 exonic_antisense + ENSGALG00000012126

ENSGALT00000077592 exonic_antisense + ENSGALG00000004328

NONGGAT007125.2 exonic_antisense - ENSGALG00000020160

NONGGAT006860.2 exonic_antisense - ENSGALG00000028322

NONGGAT001145.2 exonic_antisense - ENSGALG00000036798

ENSGALT00000085670 exonic_antisense - ENSGALG00000031355

NONGGAT016676.1 exonic_antisense - ENSGALG00000005423

NONGGAT005086.2 exonic_antisense - ENSGALG00000037136

NONGGAT016675.1 exonic_antisense - ENSGALG00000005423

ENSGALT00000056036 exonic_antisense - ENSGALG00000001420

NONGGAT000624.2 exonic_antisense + ENSGALG00000043468

NONGGAT005112.2 exonic_antisense - ENSGALG00000000783

NONGGAT015707.1 exonic_antisense - ENSGALG00000044836

NONGGAT007226.2 exonic_antisense + ENSGALG00000014496

NONGGAT008164.2 exonic_antisense - ENSGALG00000006670

NONGGAT002123.2 exonic_antisense - ENSGALG00000005078

NONGGAT009055.2 exonic_antisense - ENSGALG00000011394

NONGGAT010326.2 exonic_antisense - ENSGALG00000030554

NONGGAT010566.2 exonic_antisense - ENSGALG00000034970

NONGGAT002823.2 exonic_antisense - ENSGALG00000004550

ENSGALT00000050205 exonic_antisense - ENSGALG00000044986

NONGGAT011675.2 exonic_antisense + ENSGALG00000003373

NONGGAT007418.2 exonic_antisense - ENSGALG00000005750

ENSGALT00000059930 exonic_antisense + ENSGALG00000040216

NONGGAT006988.2 exonic_antisense + ENSGALG00000010963

NONGGAT009126.2 exonic_antisense - ENSGALG00000036327

NONGGAT002838.2 exonic_antisense + ENSGALG00000004858

NONGGAT006157.2 exonic_antisense - ENSGALG00000011299

ENSGALT00000084035 exonic_antisense - ENSGALG00000031355

NONGGAT007424.2 exonic_antisense + ENSGALG00000005815

NONGGAT007112.2 exonic_antisense + ENSGALG00000012126

NONGGAT007025.2 exonic_antisense + ENSGALG00000011444

NONGGAT001814.2 exonic_antisense + ENSGALG00000001817

NONGGAT002154.2 exonic_antisense - ENSGALG00000005656

NONGGAT005199.2 exonic_antisense + ENSGALG00000004268



NONGGAT001731.2 exonic_antisense - ENSGALG00000026468

NONGGAT006712.2 exonic_antisense - ENSGALG00000029462

NONGGAT000033.2 exonic_antisense + ENSGALG00000008153

NONGGAT002551.2 exonic_antisense + ENSGALG00000021238

NONGGAT002110.2 exonic_antisense + ENSGALG00000004955

NONGGAT003420.2 exonic_antisense + ENSGALG00000029449

NONGGAT001929.2 exonic_antisense - ENSGALG00000004756

NONGGAT011716.2 exonic_antisense - ENSGALG00000014725

NONGGAT005667.2 exonic_antisense + ENSGALG00000003794

NONGGAT009404.2 exonic_antisense + ENSGALG00000043623

NONGGAT003249.2 exonic_antisense + ENSGALG00000001563

NONGGAT003557.2 exonic_antisense - ENSGALG00000005360

NONGGAT001568.2 exonic_antisense - ENSGALG00000004096

NONGGAT005980.2 exonic_antisense - ENSGALG00000009955

NONGGAT014583.1 exonic_antisense + ENSGALG00000001962

NONGGAT002548.2 exonic_antisense + ENSGALG00000038768

NONGGAT015526.1 exonic_antisense + ENSGALG00000031105

NONGGAT006947.2 exonic_antisense + ENSGALG00000010645

NONGGAT013134.1 exonic_antisense + ENSGALG00000007930

NONGGAT003075.2 exonic_antisense + ENSGALG00000027734

NONGGAT006916.2 exonic_antisense - ENSGALG00000043555

NONGGAT002209.2 exonic_antisense - ENSGALG00000007172

ENSGALT00000049577 exonic_antisense - ENSGALG00000004670

NONGGAT002367.2 exonic_antisense - ENSGALG00000039628

NONGGAT011618.2 exonic_antisense + ENSGALG00000039434

NONGGAT002148.2 exonic_antisense - ENSGALG00000025886

ENSGALT00000072412 exonic_antisense + ENSGALG00000003397

NONGGAT000647.2 exonic_antisense + ENSGALG00000014901

NONGGAT010079.2 exonic_antisense - ENSGALG00000043112

NONGGAT000365.2 exonic_antisense + ENSGALG00000011894

ENSGALT00000078084 exonic_antisense - ENSGALG00000007330

NONGGAT016548.1 exonic_antisense + ENSGALG00000009306

NONGGAT008481.2 exonic_antisense - ENSGALG00000027444

NONGGAT011278.2 exonic_antisense + ENSGALG00000039982

NONGGAT001468.2 exonic_antisense - ENSGALG00000017320

NONGGAT002317.2 exonic_antisense + ENSGALG00000025482

NONGGAT000767.2 exonic_antisense - ENSGALG00000015398

NONGGAT002482.2 exonic_antisense + ENSGALG00000007663

NONGGAT003463.2 exonic_antisense + ENSGALG00000002631

NONGGAT004931.2 exonic_antisense + ENSGALG00000004039

NONGGAT006918.2 exonic_antisense - ENSGALG00000043555

NONGGAT006429.2 exonic_antisense - ENSGALG00000016283

NONGGAT007572.2 exonic_antisense - ENSGALG00000008418

NONGGAT006883.2 exonic_antisense + ENSGALG00000010122

NONGGAT006428.2 exonic_antisense + ENSGALG00000016279

NONGGAT009054.2 exonic_antisense - ENSGALG00000011394

NONGGAT011707.2 exonic_antisense - ENSGALG00000014716

NONGGAT006920.2 exonic_antisense - ENSGALG00000043555

NONGGAT007918.2 exonic_antisense - ENSGALG00000012263

NONGGAT008152.2 exonic_antisense + ENSGALG00000006351



NONGGAT008017.2 exonic_antisense - ENSGALG00000002967

NONGGAT001782.2 exonic_antisense - ENSGALG00000008199

NONGGAT004882.2 exonic_antisense - ENSGALG00000001714

NONGGAT013683.1 exonic_antisense + ENSGALG00000002656

NONGGAT012086.2 exonic_antisense + ENSGALG00000002294

NONGGAT001707.2 exonic_antisense + ENSGALG00000007012

NONGGAT001062.2 exonic_antisense - ENSGALG00000041433

ENSGALT00000085220 exonic_antisense + ENSGALG00000043758

NONGGAT002109.2 exonic_antisense + ENSGALG00000004955

NONGGAT014989.1 exonic_antisense + ENSGALG00000011106

NONGGAT005467.2 exonic_antisense - ENSGALG00000034067

NONGGAT002939.2 exonic_antisense + ENSGALG00000007247

ENSGALT00000048536 exonic_antisense + ENSGALG00000004184

NONGGAT009439.2 exonic_antisense - ENSGALG00000023531

ENSGALT00000055975 exonic_antisense - ENSGALG00000041678

NONGGAT008464.2 exonic_antisense + ENSGALG00000008459

NONGGAT007168.2 exonic_antisense + ENSGALG00000013715

ENSGALT00000073131 exonic_antisense + ENSGALG00000009298

NONGGAT012112.2 exonic_antisense + ENSGALG00000023036

NONGGAT003493.2 exonic_antisense - ENSGALG00000041939

NONGGAT003265.2 exonic_antisense + ENSGALG00000001883

NONGGAT002816.2 exonic_antisense - ENSGALG00000004440

NONGGAT006148.2 exonic_antisense - ENSGALG00000043572

NONGGAT001750.2 exonic_antisense - ENSGALG00000007649

NONGGAT012627.1 exonic_antisense + ENSGALG00000033074

NONGGAT011751.2 exonic_antisense - ENSGALG00000014983

ENSGALT00000086243 exonic_antisense + ENSGALG00000015627

NONGGAT008091.2 exonic_antisense - ENSGALG00000004871

NONGGAT003580.2 exonic_antisense + ENSGALG00000005737

NONGGAT003556.2 exonic_antisense - ENSGALG00000005360

NONGGAT007813.2 exonic_antisense + ENSGALG00000030673

ENSGALT00000069177 exonic_antisense + ENSGALG00000003464

NONGGAT013221.1 exonic_antisense + ENSGALG00000012978

NONGGAT000005.2 exonic_antisense + ENSGALG00000039165

NONGGAT004725.2 exonic_antisense - ENSGALG00000004309

NONGGAT004117.2 exonic_antisense + ENSGALG00000012778

NONGGAT008887.2 exonic_antisense + ENSGALG00000005284

NONGGAT000253.2 exonic_antisense + ENSGALG00000009940

NONGGAT005668.2 exonic_antisense + ENSGALG00000003794

NONGGAT006742.2 exonic_antisense - ENSGALG00000008058

NONGGAT001309.2 exonic_antisense - ENSGALG00000017079

NONGGAT008539.2 exonic_antisense - ENSGALG00000043694

ENSGALT00000077135 exonic_antisense + ENSGALG00000004980

NONGGAT006283.2 exonic_antisense + ENSGALG00000014950

NONGGAT003491.2 exonic_antisense - ENSGALG00000041939

ENSGALT00000074783 exonic_antisense + ENSGALG00000045102

NONGGAT009173.2 exonic_antisense - ENSGALG00000006354

NONGGAT005417.2 exonic_antisense + ENSGALG00000000883

NONGGAT007559.2 exonic_antisense + ENSGALG00000008100

ENSGALT00000083837 exonic_antisense - ENSGALG00000039959



NONGGAT005047.2 exonic_antisense - ENSGALG00000003245

NONGGAT004875.2 exonic_antisense + ENSGALG00000037713

NONGGAT001708.2 exonic_antisense + ENSGALG00000007012

NONGGAT000306.2 exonic_antisense + ENSGALG00000011293

NONGGAT002911.2 exonic_antisense - ENSGALG00000006968

NONGGAT007603.2 exonic_antisense + ENSGALG00000009145

NONGGAT005248.2 exonic_antisense - ENSGALG00000006494

NONGGAT002396.2 exonic_antisense + ENSGALG00000001158

NONGGAT014711.1 exonic_antisense - ENSGALG00000012364

NONGGAT002205.2 exonic_antisense - ENSGALG00000007139

NONGGAT014531.1 exonic_antisense - ENSGALG00000037597

NONGGAT007294.2 exonic_antisense + ENSGALG00000033083

NONGGAT005506.2 exonic_antisense - ENSGALG00000034427

NONGGAT006526.2 exonic_antisense + ENSGALG00000016475

NONGGAT004840.2 exonic_antisense + ENSGALG00000035211

NONGGAT004738.2 exonic_antisense - ENSGALG00000004859

NONGGAT012517.1 exonic_antisense - ENSGALG00000017092

NONGGAT006983.2 exonic_antisense - ENSGALG00000043675

NONGGAT013275.1 exonic_antisense - ENSGALG00000007431

NONGGAT012026.2 exonic_antisense + ENSGALG00000015544

NONGGAT005269.2 exonic_antisense - ENSGALG00000006527

NONGGAT007728.2 exonic_antisense + ENSGALG00000010225

NONGGAT004323.2 exonic_antisense - ENSGALG00000014922

NONGGAT004971.2 exonic_antisense + ENSGALG00000043014

NONGGAT006223.2 exonic_antisense + ENSGALG00000013869

NONGGAT006596.2 exonic_antisense + ENSGALG00000016720

NONGGAT006901.2 exonic_antisense - ENSGALG00000010316

ENSGALT00000057802 exonic_antisense - ENSGALG00000030219

NONGGAT005666.2 exonic_antisense + ENSGALG00000027132

NONGGAT015703.1 exonic_antisense - ENSGALG00000011548

NONGGAT001732.2 exonic_antisense - ENSGALG00000007170

NONGGAT008319.2 exonic_antisense + ENSGALG00000002632

NONGGAT005382.2 exonic_antisense - ENSGALG00000028346

NONGGAT006061.2 exonic_antisense + ENSGALG00000010554

NONGGAT003152.2 exonic_antisense - ENSGALG00000001797

NONGGAT002412.2 exonic_antisense + ENSGALG00000004134

ENSGALT00000073531 exonic_antisense - ENSGALG00000033116

NONGGAT000914.2 exonic_antisense + ENSGALG00000016027

NONGGAT014346.1 exonic_antisense - ENSGALG00000004837

NONGGAT008924.2 exonic_antisense + ENSGALG00000006188

NONGGAT007989.2 exonic_antisense - ENSGALG00000002638

ENSGALT00000048067 exonic_antisense + ENSGALG00000004782

NONGGAT002531.2 exonic_antisense - ENSGALG00000021314

NONGGAT005301.2 exonic_antisense - ENSGALG00000007685

NONGGAT003577.2 exonic_antisense + ENSGALG00000005549

NONGGAT014078.1 exonic_antisense + ENSGALG00000010836

NONGGAT005619.2 exonic_antisense + ENSGALG00000003845

NONGGAT003346.2 exonic_antisense - ENSGALG00000019768

NONGGAT007873.2 exonic_antisense + ENSGALG00000030245

ENSGALT00000059586 exonic_antisense + ENSGALG00000016808



ENSGALT00000061750 exonic_antisense - ENSGALG00000001480

NONGGAT005247.2 exonic_antisense + ENSGALG00000006490

NONGGAT003470.2 exonic_antisense + ENSGALG00000002656

ENSGALT00000067981 exonic_antisense + ENSGALG00000034621

NONGGAT011899.2 exonic_antisense - ENSGALG00000025694

NONGGAT013555.1 exonic_antisense + ENSGALG00000039903

NONGGAT005840.2 exonic_antisense + ENSGALG00000009020

NONGGAT016706.1 exonic_antisense + ENSGALG00000014788

NONGGAT007106.2 exonic_antisense + ENSGALG00000012131

NONGGAT001418.2 exonic_antisense + ENSGALG00000000838

NONGGAT012202.1 exonic_antisense - ENSGALG00000045093

NONGGAT003015.2 exonic_antisense - ENSGALG00000032221

NONGGAT002837.2 exonic_antisense + ENSGALG00000004858

NONGGAT003793.2 exonic_antisense - ENSGALG00000008912

NONGGAT008551.2 exonic_antisense - ENSGALG00000042928

NONGGAT002824.2 exonic_antisense - ENSGALG00000004550

NONGGAT003998.2 exonic_antisense + ENSGALG00000043243

NONGGAT004465.2 exonic_antisense - ENSGALG00000031131

NONGGAT001923.2 exonic_antisense - ENSGALG00000021158

NONGGAT005521.2 exonic_antisense - ENSGALG00000000625

NONGGAT007416.2 exonic_antisense - ENSGALG00000005750

NONGGAT009023.2 exonic_antisense - ENSGALG00000010647

NONGGAT000886.2 exonic_antisense - ENSGALG00000034317

NONGGAT001198.2 exonic_antisense - ENSGALG00000028761

NONGGAT009291.2 exonic_antisense - ENSGALG00000033604

NONGGAT006050.2 exonic_antisense - ENSGALG00000010541

NONGGAT002407.2 exonic_antisense + ENSGALG00000017362

NONGGAT003178.2 exonic_antisense - ENSGALG00000029927

NONGGAT015922.1 exonic_antisense - ENSGALG00000004809

NONGGAT006691.2 exonic_antisense - ENSGALG00000007128

NONGGAT005626.2 exonic_antisense + ENSGALG00000001096

NONGGAT002459.2 exonic_antisense + ENSGALG00000006503

NONGGAT007814.2 exonic_antisense + ENSGALG00000044919

ENSGALT00000073182 exonic_antisense + ENSGALG00000030110

ENSGALT00000086219 exonic_antisense - ENSGALG00000045643

NONGGAT005120.2 exonic_antisense + ENSGALG00000000820

NONGGAT002195.2 exonic_antisense + ENSGALG00000006544

NONGGAT013467.1 exonic_antisense + ENSGALG00000003479

NONGGAT005712.2 exonic_antisense + ENSGALG00000007832

NONGGAT004028.2 exonic_antisense - ENSGALG00000043006

NONGGAT000473.2 exonic_antisense - ENSGALG00000012874

ENSGALT00000059953 exonic_antisense - ENSGALG00000002374

NONGGAT005250.2 exonic_antisense - ENSGALG00000006494

NONGGAT005529.2 exonic_antisense + ENSGALG00000042521

NONGGAT007705.2 exonic_antisense + ENSGALG00000009936

NONGGAT002129.2 exonic_antisense - ENSGALG00000018265

NONGGAT001049.2 exonic_antisense - ENSGALG00000016547

NONGGAT002920.2 exonic_antisense - ENSGALG00000007102

NONGGAT005056.2 exonic_antisense + ENSGALG00000038155

NONGGAT006987.2 exonic_antisense + ENSGALG00000010963



NONGGAT005959.2 exonic_antisense + ENSGALG00000009861

NONGGAT013470.1 exonic_antisense + ENSGALG00000003596

NONGGAT003584.2 exonic_antisense + ENSGALG00000033885

NONGGAT003544.2 exonic_antisense - ENSGALG00000005173

NONGGAT011871.2 exonic_antisense + ENSGALG00000012608

NONGGAT002878.2 exonic_antisense + ENSGALG00000040504

ENSGALT00000065948 exonic_antisense - ENSGALG00000007330

NONGGAT008668.2 exonic_antisense + ENSGALG00000012197

NONGGAT007721.2 exonic_antisense - ENSGALG00000010052

ENSGALT00000040513 exonic_antisense - ENSGALG00000001006

NONGGAT004821.2 exonic_antisense - ENSGALG00000008014

NONGGAT016046.1 exonic_antisense + ENSGALG00000009336

ENSGALT00000073653 exonic_antisense + ENSGALG00000040348

NONGGAT002887.2 exonic_antisense - ENSGALG00000006648

NONGGAT014079.1 exonic_antisense + ENSGALG00000010836

ENSGALT00000078204 exonic_antisense + ENSGALG00000029977

NONGGAT003651.2 exonic_antisense - ENSGALG00000005412

ENSGALT00000080154 exonic_antisense + ENSGALG00000003189

NONGGAT002189.2 exonic_antisense + ENSGALG00000006325

NONGGAT002586.2 exonic_antisense - ENSGALG00000005096

NONGGAT001741.2 exonic_antisense + ENSGALG00000007495

ENSGALT00000084419 exonic_antisense - ENSGALG00000027170

NONGGAT003216.2 exonic_antisense - ENSGALG00000025352

NONGGAT004913.2 exonic_antisense + ENSGALG00000002649

NONGGAT014558.1 exonic_antisense + ENSGALG00000000510

NONGGAT008183.2 exonic_antisense + ENSGALG00000006912

NONGGAT002158.2 exonic_antisense + ENSGALG00000005678

NONGGAT013462.1 exonic_antisense + ENSGALG00000003391

NONGGAT000917.2 exonic_antisense - ENSGALG00000038098

NONGGAT008787.2 exonic_antisense - ENSGALG00000033328

NONGGAT006176.2 exonic_antisense + ENSGALG00000011615

NONGGAT016280.1 exonic_antisense - ENSGALG00000005953

ENSGALT00000086359 exonic_antisense - ENSGALG00000040704

NONGGAT016550.1 exonic_antisense + ENSGALG00000034860

NONGGAT015720.1 exonic_antisense - ENSGALG00000031182

NONGGAT009215.2 exonic_antisense - ENSGALG00000005171

NONGGAT003347.2 exonic_antisense - ENSGALG00000019768

NONGGAT013444.1 exonic_antisense - ENSGALG00000041213

NONGGAT013353.1 exonic_antisense - ENSGALG00000001826

NONGGAT000291.2 exonic_antisense - ENSGALG00000011177

NONGGAT006902.2 exonic_antisense - ENSGALG00000010316

NONGGAT006424.2 exonic_antisense + ENSGALG00000031590

NONGGAT012113.2 exonic_antisense + ENSGALG00000023036

NONGGAT000027.2 exonic_antisense + ENSGALG00000041065

NONGGAT008961.2 exonic_antisense + ENSGALG00000020716

NONGGAT007685.2 exonic_antisense + ENSGALG00000009817

NONGGAT001577.2 exonic_antisense - ENSGALG00000036680

NONGGAT011877.2 exonic_antisense + ENSGALG00000034702

ENSGALT00000090245 exonic_antisense + ENSGALG00000045881

NONGGAT004145.2 exonic_antisense - ENSGALG00000043751



NONGGAT002460.2 exonic_antisense + ENSGALG00000006503

NONGGAT013601.1 exonic_antisense - ENSGALG00000003532

ENSGALT00000051686 exonic_antisense + ENSGALG00000037314

NONGGAT006303.2 exonic_antisense + ENSGALG00000015057

NONGGAT001283.2 exonic_antisense + ENSGALG00000017039

NONGGAT014934.1 exonic_antisense + ENSGALG00000009503

NONGGAT015167.1 exonic_antisense - ENSGALG00000043447

NONGGAT004265.2 exonic_antisense + ENSGALG00000013703

NONGGAT005566.2 exonic_antisense - ENSGALG00000003162

ENSGALT00000079922 exonic_antisense + ENSGALG00000043243

ENSGALT00000083152 exonic_antisense - ENSGALG00000042684

NONGGAT016372.1 exonic_antisense + ENSGALG00000008939

NONGGAT000426.2 exonic_antisense - ENSGALG00000012658

NONGGAT008553.2 exonic_antisense + ENSGALG00000010891

NONGGAT007110.2 exonic_antisense + ENSGALG00000012126

NONGGAT006903.2 exonic_antisense - ENSGALG00000010316

ENSGALT00000065266 exonic_antisense - ENSGALG00000045139

NONGGAT002541.2 exonic_antisense - ENSGALG00000003462

NONGGAT008640.2 exonic_antisense - ENSGALG00000011686

NONGGAT007736.2 exonic_antisense - ENSGALG00000028515

NONGGAT008643.2 exonic_antisense - ENSGALG00000011704

NONGGAT003057.2 exonic_antisense + ENSGALG00000007186

NONGGAT006892.2 exonic_antisense + ENSGALG00000010170

NONGGAT000175.2 exonic_antisense - ENSGALG00000037206

NONGGAT005944.2 exonic_antisense - ENSGALG00000025887

ENSGALT00000049333 exonic_antisense + ENSGALG00000008750

NONGGAT001924.2 exonic_antisense - ENSGALG00000021158

NONGGAT003369.2 exonic_antisense - ENSGALG00000042533

ENSGALT00000067282 exonic_antisense - ENSGALG00000030065

NONGGAT001039.2 exonic_antisense - ENSGALG00000016522

NONGGAT000454.2 exonic_antisense - ENSGALG00000034511

NONGGAT009292.2 exonic_antisense - ENSGALG00000033604

NONGGAT002542.2 exonic_antisense - ENSGALG00000003462

NONGGAT007367.2 exonic_antisense + ENSGALG00000004280

NONGGAT006723.2 exonic_antisense - ENSGALG00000007750

NONGGAT005436.2 exonic_antisense + ENSGALG00000034196

NONGGAT002876.2 exonic_antisense - ENSGALG00000006422

NONGGAT003236.2 exonic_antisense - ENSGALG00000001375

NONGGAT001846.2 exonic_antisense - ENSGALG00000003580

NONGGAT002546.2 exonic_antisense - ENSGALG00000003569

NONGGAT005227.2 exonic_antisense + ENSGALG00000001331

NONGGAT002938.2 exonic_antisense + ENSGALG00000007247

NONGGAT006542.2 exonic_antisense - ENSGALG00000016505

NONGGAT013429.1 exonic_antisense - ENSGALG00000004104

NONGGAT005917.2 exonic_antisense + ENSGALG00000009392

NONGGAT011585.2 exonic_antisense - ENSGALG00000003134

NONGGAT016224.1 exonic_antisense + ENSGALG00000011141

NONGGAT000366.2 exonic_antisense + ENSGALG00000011894

ENSGALT00000081149 exonic_antisense - ENSGALG00000037167

NONGGAT002873.2 exonic_antisense + ENSGALG00000030121



NONGGAT001034.2 exonic_antisense + ENSGALG00000016420

NONGGAT000339.2 exonic_antisense + ENSGALG00000011643

NONGGAT008070.2 exonic_antisense + ENSGALG00000031604

NONGGAT007144.2 exonic_antisense + ENSGALG00000027860

NONGGAT005863.2 exonic_antisense + ENSGALG00000008731

NONGGAT003792.2 exonic_antisense + ENSGALG00000008791

NONGGAT002797.2 exonic_antisense - ENSGALG00000032287

NONGGAT004103.2 exonic_antisense + ENSGALG00000012712

NONGGAT003457.2 exonic_antisense - ENSGALG00000002558

NONGGAT007142.2 exonic_antisense + ENSGALG00000027860

NONGGAT007635.2 exonic_antisense - ENSGALG00000043908

NONGGAT014108.1 exonic_antisense + ENSGALG00000011248

NONGGAT007024.2 exonic_antisense + ENSGALG00000038585

ENSGALT00000055041 exonic_antisense - ENSGALG00000043393

NONGGAT004818.2 exonic_antisense - ENSGALG00000008010

NONGGAT007602.2 exonic_antisense + ENSGALG00000009145

ENSGALT00000089872 exonic_antisense - ENSGALG00000038892

NONGGAT008781.2 exonic_antisense + ENSGALG00000032398

NONGGAT002427.2 exonic_antisense - ENSGALG00000037494

NONGGAT013036.1 exonic_antisense + ENSGALG00000017047

ENSGALT00000079562 exonic_antisense + ENSGALG00000027869

ENSGALT00000083521 exonic_antisense - ENSGALG00000040704

NONGGAT016211.1 exonic_antisense + ENSGALG00000014209

NONGGAT003936.2 exonic_antisense - ENSGALG00000040902

NONGGAT012816.1 exonic_antisense + ENSGALG00000044391

NONGGAT014284.1 exonic_antisense + ENSGALG00000035932

NONGGAT000607.2 exonic_antisense + ENSGALG00000014252

NONGGAT001479.2 exonic_antisense + ENSGALG00000022696

NONGGAT013240.1 exonic_antisense + ENSGALG00000000913

NONGGAT003984.2 exonic_antisense + ENSGALG00000035453

ENSGALT00000079369 exonic_antisense - ENSGALG00000015012

NONGGAT013477.1 exonic_antisense + ENSGALG00000004953

NONGGAT007389.2 exonic_antisense + ENSGALG00000011685

NONGGAT004817.2 exonic_antisense - ENSGALG00000008010

NONGGAT014219.1 exonic_antisense + ENSGALG00000013197

NONGGAT002890.2 exonic_antisense - ENSGALG00000006695

NONGGAT002408.2 exonic_antisense - ENSGALG00000003886

NONGGAT003355.2 exonic_antisense + ENSGALG00000007955

ENSGALT00000062803 exonic_antisense + ENSGALG00000029977

NONGGAT007104.2 exonic_antisense - ENSGALG00000031410

NONGGAT014902.1 exonic_antisense + ENSGALG00000020084

NONGGAT005796.2 exonic_antisense + ENSGALG00000008937

NONGGAT000800.2 exonic_antisense + ENSGALG00000015474

NONGGAT002905.2 exonic_antisense + ENSGALG00000006942

NONGGAT011794.2 exonic_antisense + ENSGALG00000031794

NONGGAT002667.2 exonic_antisense - ENSGALG00000007334

NONGGAT000566.2 exonic_antisense - ENSGALG00000028840

NONGGAT003530.2 exonic_antisense - ENSGALG00000037828

NONGGAT005505.2 exonic_antisense - ENSGALG00000034427

NONGGAT007048.2 exonic_antisense - ENSGALG00000011623



NONGGAT000798.2 exonic_antisense + ENSGALG00000015474

NONGGAT012754.1 exonic_antisense + ENSGALG00000014970

NONGGAT007043.2 exonic_antisense + ENSGALG00000031105

ENSGALT00000078377 exonic_antisense + ENSGALG00000019030

ENSGALT00000051182 exonic_antisense - ENSGALG00000034461

NONGGAT015799.1 exonic_antisense + ENSGALG00000035537

NONGGAT003623.2 exonic_antisense + ENSGALG00000005209

NONGGAT005353.2 exonic_antisense + ENSGALG00000032955

NONGGAT004957.2 exonic_antisense - ENSGALG00000034777

NONGGAT011918.2 exonic_antisense - ENSGALG00000027512

NONGGAT012670.1 exonic_antisense + ENSGALG00000032257

NONGGAT016400.1 exonic_antisense + ENSGALG00000011016

NONGGAT015205.1 exonic_antisense - ENSGALG00000009139

NONGGAT009021.2 exonic_antisense + ENSGALG00000010633

NONGGAT000083.2 exonic_antisense + ENSGALG00000008312

ENSGALT00000066314 exonic_antisense + ENSGALG00000015822

NONGGAT002700.2 exonic_antisense - ENSGALG00000002276

NONGGAT007594.2 exonic_antisense - ENSGALG00000008615

NONGGAT007377.2 exonic_antisense + ENSGALG00000013297

NONGGAT015758.1 exonic_antisense + ENSGALG00000005643

NONGGAT007720.2 exonic_antisense + ENSGALG00000010046

NONGGAT001611.2 exonic_antisense - ENSGALG00000004960

NONGGAT014368.1 exonic_antisense - ENSGALG00000007246

NONGGAT004970.2 exonic_antisense + ENSGALG00000004568

NONGGAT006045.2 exonic_antisense + ENSGALG00000010341

NONGGAT005026.2 exonic_antisense + ENSGALG00000001693

NONGGAT000592.2 exonic_antisense - ENSGALG00000013424

NONGGAT005019.2 exonic_antisense + ENSGALG00000026250

ENSGALT00000048959 exonic_antisense + ENSGALG00000043672

NONGGAT011923.2 exonic_antisense - ENSGALG00000026203

NONGGAT008554.2 exonic_antisense + ENSGALG00000010891

NONGGAT010375.2 exonic_antisense + ENSGALG00000013495

ENSGALT00000056790 exonic_antisense + ENSGALG00000038287

ENSGALT00000051355 exonic_antisense + ENSGALG00000026348

NONGGAT005263.2 exonic_antisense + ENSGALG00000006507

NONGGAT015714.1 exonic_antisense - ENSGALG00000012404

ENSGALT00000047100 exonic_antisense + ENSGALG00000016099

NONGGAT015522.1 exonic_antisense + ENSGALG00000011564

NONGGAT007619.2 exonic_antisense + ENSGALG00000026215

NONGGAT007406.2 exonic_antisense - ENSGALG00000005569

NONGGAT007489.2 exonic_antisense + ENSGALG00000014297

NONGGAT007383.2 exonic_antisense + ENSGALG00000012032

NONGGAT005618.2 exonic_antisense + ENSGALG00000003845

NONGGAT005195.2 exonic_antisense + ENSGALG00000034625

NONGGAT013364.1 exonic_antisense - ENSGALG00000001750

NONGGAT009371.2 exonic_antisense - ENSGALG00000009379

NONGGAT001530.2 exonic_antisense - ENSGALG00000003063

NONGGAT010372.2 exonic_antisense + ENSGALG00000013495

ENSGALT00000066560 exonic_antisense + ENSGALG00000043243

NONGGAT005918.2 exonic_antisense + ENSGALG00000009392



NONGGAT005479.2 exonic_antisense + ENSGALG00000031259

NONGGAT007417.2 exonic_antisense - ENSGALG00000005750

NONGGAT006758.2 exonic_antisense + ENSGALG00000008507

NONGGAT005255.2 exonic_antisense - ENSGALG00000006494

NONGGAT012571.1 exonic_antisense + ENSGALG00000032868

NONGGAT014530.1 exonic_antisense - ENSGALG00000028655

NONGGAT001955.2 exonic_antisense + ENSGALG00000032365

NONGGAT001282.2 exonic_antisense + ENSGALG00000017038

ENSGALT00000074956 exonic_antisense - ENSGALG00000016357

NONGGAT002263.2 exonic_antisense - ENSGALG00000008546

ENSGALT00000075923 exonic_antisense + ENSGALG00000040546

NONGGAT009364.2 exonic_antisense + ENSGALG00000009170

NONGGAT003298.2 exonic_antisense - ENSGALG00000003144

NONGGAT014682.1 exonic_antisense - ENSGALG00000010620

NONGGAT008778.2 exonic_antisense + ENSGALG00000032398

NONGGAT001896.2 exonic_antisense + ENSGALG00000027610

NONGGAT001543.2 exonic_antisense + ENSGALG00000003705

NONGGAT002108.2 exonic_antisense + ENSGALG00000004955

NONGGAT000243.2 exonic_antisense + ENSGALG00000009840

NONGGAT003454.2 exonic_antisense - ENSGALG00000002576

ENSGALT00000088886 exonic_antisense - ENSGALG00000027170

NONGGAT000610.2 exonic_antisense + ENSGALG00000040424

NONGGAT008634.2 exonic_antisense + ENSGALG00000011652

NONGGAT002332.2 exonic_antisense - ENSGALG00000033591

NONGGAT007725.2 exonic_antisense - ENSGALG00000010150

ENSGALT00000055266 exonic_antisense + ENSGALG00000012781

NONGGAT006749.2 exonic_antisense + ENSGALG00000040784

NONGGAT003540.2 exonic_antisense + ENSGALG00000028801

ENSGALT00000080337 exonic_antisense + ENSGALG00000043758

NONGGAT012095.2 exonic_antisense + ENSGALG00000008174

NONGGAT003929.2 exonic_antisense + ENSGALG00000030322

NONGGAT002679.2 exonic_antisense - ENSGALG00000031303

ENSGALT00000083643 exonic_antisense - ENSGALG00000045801

NONGGAT001655.2 exonic_antisense + ENSGALG00000023395

NONGGAT009192.2 exonic_antisense + ENSGALG00000005543

NONGGAT014809.1 exonic_antisense - ENSGALG00000015969

NONGGAT016060.1 exonic_antisense - ENSGALG00000034011

ENSGALT00000086714 exonic_antisense - ENSGALG00000026991

NONGGAT005914.2 exonic_antisense + ENSGALG00000009388

NONGGAT008574.2 exonic_antisense - ENSGALG00000010971

NONGGAT003516.2 exonic_antisense - ENSGALG00000004503

ENSGALT00000086616 exonic_antisense + ENSGALG00000029545

NONGGAT004467.2 exonic_antisense + ENSGALG00000040366

NONGGAT003533.2 exonic_antisense - ENSGALG00000004820

NONGGAT005504.2 exonic_antisense - ENSGALG00000000249

ENSGALT00000072642 exonic_antisense - ENSGALG00000040101

NONGGAT008831.2 exonic_antisense - ENSGALG00000004554

NONGGAT011879.2 exonic_antisense + ENSGALG00000034702

NONGGAT009254.2 exonic_antisense - ENSGALG00000002663

NONGGAT013430.1 exonic_antisense - ENSGALG00000039611



NONGGAT008682.2 exonic_antisense - ENSGALG00000029083

ENSGALT00000064812 exonic_antisense - ENSGALG00000045359

ENSGALT00000069012 exonic_antisense + ENSGALG00000033562

ENSGALT00000076141 exonic_antisense + ENSGALG00000009100

NONGGAT007443.2 exonic_antisense - ENSGALG00000006231

NONGGAT001870.2 exonic_antisense - ENSGALG00000003753

NONGGAT003653.2 exonic_antisense - ENSGALG00000005412

ENSGALT00000081558 exonic_antisense + ENSGALG00000039012

NONGGAT016329.1 exonic_antisense + ENSGALG00000002305

NONGGAT004873.2 exonic_antisense - ENSGALG00000021676

NONGGAT007111.2 exonic_antisense + ENSGALG00000012126

ENSGALT00000085551 exonic_antisense - ENSGALG00000027258

NONGGAT015250.1 exonic_antisense - ENSGALG00000009982

NONGGAT003448.2 exonic_antisense + ENSGALG00000002151

ENSGALT00000064855 exonic_antisense + ENSGALG00000032402

NONGGAT012789.1 exonic_antisense + ENSGALG00000015474

NONGGAT007425.2 exonic_antisense + ENSGALG00000005815

NONGGAT000100.2 exonic_antisense + ENSGALG00000008109

NONGGAT000472.2 exonic_antisense - ENSGALG00000012874

ENSGALT00000052857 exonic_antisense - ENSGALG00000030219

NONGGAT008085.2 exonic_antisense - ENSGALG00000004809

NONGGAT005815.2 exonic_antisense + ENSGALG00000027096

NONGGAT014472.1 exonic_antisense + ENSGALG00000003518

NONGGAT013856.1 exonic_antisense - ENSGALG00000036713

NONGGAT006722.2 exonic_antisense - ENSGALG00000007710

ENSGALT00000049573 exonic_antisense + ENSGALG00000036101

ENSGALT00000049453 exonic_antisense - ENSGALG00000044802

NONGGAT016059.1 exonic_antisense - ENSGALG00000034011

NONGGAT003455.2 exonic_antisense - ENSGALG00000002558

NONGGAT007180.2 exonic_antisense + ENSGALG00000014210

ENSGALT00000065426 exonic_antisense - ENSGALG00000002319

NONGGAT011922.2 exonic_antisense - ENSGALG00000026203

NONGGAT003513.2 exonic_antisense - ENSGALG00000004262

NONGGAT013767.1 exonic_antisense - ENSGALG00000011036

ENSGALT00000082407 exonic_antisense + ENSGALG00000045025

NONGGAT011679.2 exonic_antisense - ENSGALG00000003558

NONGGAT007081.2 exonic_antisense + ENSGALG00000012004

NONGGAT000768.2 exonic_antisense - ENSGALG00000015398

NONGGAT011143.2 exonic_antisense - ENSGALG00000003663

NONGGAT008642.2 exonic_antisense - ENSGALG00000031244

NONGGAT000429.2 exonic_antisense + ENSGALG00000012662

ENSGALT00000083209 exonic_antisense + ENSGALG00000030707

NONGGAT007502.2 exonic_antisense + ENSGALG00000007037

NONGGAT013655.1 exonic_antisense - ENSGALG00000005295

NONGGAT007874.2 exonic_antisense + ENSGALG00000011921

NONGGAT003453.2 exonic_antisense - ENSGALG00000002576

NONGGAT004663.2 exonic_antisense + ENSGALG00000034085

NONGGAT008189.2 exonic_antisense + ENSGALG00000006951

NONGGAT008466.2 exonic_antisense + ENSGALG00000008474

ENSGALT00000070793 exonic_antisense - ENSGALG00000045483



NONGGAT007797.2 exonic_antisense + ENSGALG00000011088

NONGGAT007791.2 exonic_antisense - ENSGALG00000011076

NONGGAT006150.2 exonic_antisense + ENSGALG00000011182

NONGGAT004914.2 exonic_antisense + ENSGALG00000002649

NONGGAT002628.2 exonic_antisense - ENSGALG00000038152

NONGGAT002815.2 exonic_antisense - ENSGALG00000004412

NONGGAT001115.2 exonic_antisense - ENSGALG00000016792

NONGGAT001239.2 exonic_antisense - ENSGALG00000016946

ENSGALT00000075887 exonic_antisense + ENSGALG00000015458

NONGGAT004831.2 exonic_antisense + ENSGALG00000000535

NONGGAT014535.1 exonic_antisense - ENSGALG00000002556

NONGGAT004721.2 exonic_antisense - ENSGALG00000031331

ENSGALT00000081259 exonic_antisense - ENSGALG00000007299

NONGGAT005813.2 exonic_antisense + ENSGALG00000027096

NONGGAT001347.2 exonic_antisense + ENSGALG00000027243

NONGGAT012659.1 exonic_antisense + ENSGALG00000011594

NONGGAT005145.2 exonic_antisense - ENSGALG00000030900

NONGGAT013955.1 exonic_antisense - ENSGALG00000029435

ENSGALT00000067190 exonic_antisense + ENSGALG00000004189

NONGGAT008187.2 exonic_antisense + ENSGALG00000006951

ENSGALT00000089025 exonic_antisense - ENSGALG00000035424

NONGGAT003932.2 exonic_antisense + ENSGALG00000043415

NONGGAT013452.1 exonic_antisense - ENSGALG00000043363

NONGGAT010857.2 exonic_antisense + ENSGALG00000000091

NONGGAT003441.2 exonic_antisense - ENSGALG00000001844

NONGGAT002073.2 exonic_antisense + ENSGALG00000002335

NONGGAT006069.2 exonic_antisense + ENSGALG00000032440

NONGGAT003035.2 exonic_antisense - ENSGALG00000030255

NONGGAT004967.2 exonic_antisense + ENSGALG00000004568

NONGGAT001926.2 exonic_antisense - ENSGALG00000004756

NONGGAT002882.2 exonic_antisense + ENSGALG00000006607

NONGGAT003352.2 exonic_antisense - ENSGALG00000035816

ENSGALT00000082472 exonic_antisense - ENSGALG00000045483

NONGGAT008610.2 exonic_antisense - ENSGALG00000011492

NONGGAT003169.2 exonic_antisense + ENSGALG00000001419

NONGGAT005466.2 exonic_antisense - ENSGALG00000034067

ENSGALT00000046445 exonic_antisense - ENSGALG00000044629

NONGGAT008928.2 exonic_antisense - ENSGALG00000006252

ENSGALT00000050871 exonic_antisense - ENSGALG00000030076

NONGGAT000646.2 exonic_antisense + ENSGALG00000014820

NONGGAT006761.2 exonic_antisense + ENSGALG00000008559

NONGGAT005502.2 exonic_antisense - ENSGALG00000000249

NONGGAT007479.2 exonic_antisense - ENSGALG00000006837

NONGGAT003517.2 exonic_antisense - ENSGALG00000004503

NONGGAT007369.2 exonic_antisense + ENSGALG00000004280

NONGGAT003456.2 exonic_antisense - ENSGALG00000002558

NONGGAT016633.1 exonic_antisense - ENSGALG00000015433

NONGGAT008280.2 exonic_antisense - ENSGALG00000009738

NONGGAT004823.2 exonic_antisense - ENSGALG00000008014

NONGGAT008133.2 exonic_antisense - ENSGALG00000005795



NONGGAT002527.2 exonic_antisense + ENSGALG00000027668

NONGGAT007077.2 exonic_antisense + ENSGALG00000011849

NONGGAT001137.2 exonic_antisense - ENSGALG00000016815

NONGGAT005632.2 exonic_antisense + ENSGALG00000026055

ENSGALT00000050150 exonic_antisense + ENSGALG00000046317

NONGGAT015249.1 exonic_antisense - ENSGALG00000009968

NONGGAT002359.2 exonic_antisense + ENSGALG00000001409

NONGGAT005061.2 exonic_antisense + ENSGALG00000026948

NONGGAT002520.2 exonic_antisense + ENSGALG00000002981

NONGGAT003103.2 exonic_antisense + ENSGALG00000004052

NONGGAT003270.2 exonic_antisense + ENSGALG00000021539

NONGGAT016469.1 exonic_antisense - ENSGALG00000009458

NONGGAT000936.2 exonic_antisense + ENSGALG00000016186

NONGGAT015446.1 exonic_antisense + ENSGALG00000009262

ENSGALT00000073961 exonic_antisense - ENSGALG00000005096

NONGGAT009087.2 exonic_antisense - ENSGALG00000026591

NONGGAT004814.2 exonic_antisense - ENSGALG00000008010

ENSGALT00000084665 exonic_antisense - ENSGALG00000027170

NONGGAT005119.2 exonic_antisense + ENSGALG00000000820

ENSGALT00000087433 exonic_antisense - ENSGALG00000042684

NONGGAT008779.2 exonic_antisense + ENSGALG00000032398

NONGGAT005596.2 exonic_antisense + ENSGALG00000000795

NONGGAT008566.2 exonic_antisense - ENSGALG00000010971

NONGGAT013457.1 exonic_antisense - ENSGALG00000009297

NONGGAT001895.2 exonic_antisense + ENSGALG00000003907

NONGGAT010459.2 exonic_antisense - ENSGALG00000032156

ENSGALT00000057118 exonic_antisense + ENSGALG00000045063

NONGGAT004195.2 exonic_antisense + ENSGALG00000028336

NONGGAT003545.2 exonic_antisense - ENSGALG00000005173

NONGGAT007227.2 exonic_antisense + ENSGALG00000014501

NONGGAT016364.1 exonic_antisense + ENSGALG00000001863

NONGGAT001845.2 exonic_antisense - ENSGALG00000003580

NONGGAT003450.2 exonic_antisense + ENSGALG00000002388

NONGGAT005249.2 exonic_antisense - ENSGALG00000006494

NONGGAT011872.2 exonic_antisense + ENSGALG00000040796

NONGGAT003093.2 exonic_antisense - ENSGALG00000004622

NONGGAT010050.2 exonic_antisense + ENSGALG00000040265

NONGGAT002538.2 exonic_antisense - ENSGALG00000003462

ENSGALT00000053348 exonic_antisense + ENSGALG00000009537

NONGGAT008822.2 exonic_antisense - ENSGALG00000004323

ENSGALT00000086680 exonic_antisense - ENSGALG00000027170

NONGGAT004992.2 exonic_antisense - ENSGALG00000004874

NONGGAT010388.2 exonic_antisense - ENSGALG00000039883

NONGGAT002829.2 exonic_antisense + ENSGALG00000028177

NONGGAT004633.2 exonic_antisense + ENSGALG00000045966

NONGGAT008006.2 exonic_antisense + ENSGALG00000002769

ENSGALT00000075421 exonic_antisense + ENSGALG00000004980

NONGGAT000639.2 exonic_antisense + ENSGALG00000014772

NONGGAT011741.2 exonic_antisense - ENSGALG00000004518

NONGGAT008185.2 exonic_antisense - ENSGALG00000020775



NONGGAT008049.2 exonic_antisense - ENSGALG00000003689

NONGGAT009296.2 exonic_antisense - ENSGALG00000008369

NONGGAT005594.2 exonic_antisense + ENSGALG00000000795

NONGGAT003047.2 exonic_antisense + ENSGALG00000008616

ENSGALT00000068096 exonic_antisense + ENSGALG00000004743

NONGGAT001937.2 exonic_antisense - ENSGALG00000004729

NONGGAT002970.2 exonic_antisense - ENSGALG00000008085

ENSGALT00000076683 exonic_antisense + ENSGALG00000034115

NONGGAT005642.2 exonic_antisense - ENSGALG00000002969

NONGGAT001599.2 exonic_antisense + ENSGALG00000030542

NONGGAT006151.2 exonic_antisense + ENSGALG00000011182

NONGGAT008104.2 exonic_antisense - ENSGALG00000005326

NONGGAT005165.2 exonic_antisense - ENSGALG00000002021

NONGGAT005825.2 exonic_antisense - ENSGALG00000008757

NONGGAT008777.2 exonic_antisense + ENSGALG00000032398

NONGGAT001173.2 exonic_antisense - ENSGALG00000031299

NONGGAT008022.2 exonic_antisense + ENSGALG00000002980

ENSGALT00000081745 exonic_antisense + ENSGALG00000009192

ENSGALT00000059490 exonic_antisense + ENSGALG00000009861

NONGGAT004316.2 exonic_antisense + ENSGALG00000014847

ENSGALT00000007639 exonic_antisense + ENSGALG00000004782

NONGGAT012750.1 exonic_antisense + ENSGALG00000037173

NONGGAT003350.2 exonic_antisense - ENSGALG00000007702

NONGGAT010373.2 exonic_antisense + ENSGALG00000013495

NONGGAT005950.2 exonic_antisense + ENSGALG00000009848

NONGGAT005027.2 exonic_antisense + ENSGALG00000001693

NONGGAT007242.2 exonic_antisense + ENSGALG00000014931

TCONS_00055296 exonic_antisense + ENSGALG00000011133

TCONS_00071843 exonic_antisense - ENSGALG00000002729

TCONS_00007772 exonic_antisense - ENSGALG00000017076

TCONS_00014775 exonic_antisense + ENSGALG00000005483

TCONS_00081244 exonic_antisense + ENSGALG00000039287

TCONS_00012705 exonic_antisense + ENSGALG00000004270

TCONS_00062104 exonic_antisense + ENSGALG00000028942

TCONS_00014616 exonic_antisense + ENSGALG00000005483

TCONS_00034344 exonic_antisense - ENSGALG00000044347

TCONS_00081807 exonic_antisense - ENSGALG00000039088

TCONS_00086904 exonic_antisense - ENSGALG00000046170

TCONS_00009422 exonic_antisense + ENSGALG00000045145

TCONS_00032944 exonic_antisense + ENSGALG00000012798

TCONS_00060489 exonic_antisense + ENSGALG00000038596

TCONS_00007595 exonic_antisense - ENSGALG00000028382

TCONS_00007022 exonic_antisense + ENSGALG00000016406

TCONS_00086883 exonic_antisense - ENSGALG00000046170

TCONS_00085389 exonic_antisense + ENSGALG00000037569

TCONS_00032474 exonic_antisense - ENSGALG00000006025

TCONS_00025253 exonic_antisense - ENSGALG00000027771

TCONS_00025252 exonic_antisense - ENSGALG00000027771

TCONS_00082435 exonic_antisense + ENSGALG00000030749

TCONS_00014105 exonic_antisense - ENSGALG00000034990



TCONS_00043365 exonic_antisense - ENSGALG00000009935

TCONS_00060658 exonic_antisense - ENSGALG00000009705

TCONS_00028760 exonic_antisense - ENSGALG00000013568

TCONS_00057640 exonic_antisense - ENSGALG00000006121

TCONS_00012237 exonic_antisense + ENSGALG00000002708

TCONS_00085913 exonic_antisense - ENSGALG00000044124

TCONS_00061091 exonic_antisense - ENSGALG00000007562

TCONS_00031549 exonic_antisense - ENSGALG00000044347

TCONS_00082812 exonic_antisense + ENSGALG00000040825

TCONS_00049697 exonic_antisense + ENSGALG00000040238

TCONS_00079516 exonic_antisense + ENSGALG00000034746

TCONS_00031839 exonic_antisense - ENSGALG00000030112

TCONS_00031838 exonic_antisense - ENSGALG00000030112

TCONS_00078640 exonic_antisense + ENSGALG00000045200

TCONS_00033397 exonic_antisense - ENSGALG00000040180

TCONS_00032473 exonic_antisense - ENSGALG00000006025

TCONS_00083049 exonic_antisense + ENSGALG00000034766

TCONS_00025445 exonic_antisense - ENSGALG00000027771

TCONS_00086106 exonic_antisense + ENSGALG00000031147

TCONS_00033158 exonic_antisense - ENSGALG00000005517

TCONS_00083750 exonic_antisense + ENSGALG00000042980

TCONS_00061060 exonic_antisense - ENSGALG00000006121

TCONS_00078454 exonic_antisense + ENSGALG00000038224

TCONS_00008719 exonic_antisense - ENSGALG00000016251

TCONS_00009375 exonic_antisense + ENSGALG00000017142

TCONS_00014897 exonic_antisense + ENSGALG00000005483

TCONS_00037593 exonic_antisense - ENSGALG00000021778

TCONS_00081246 exonic_antisense + ENSGALG00000039287

TCONS_00012621 exonic_antisense - ENSGALG00000006388

TCONS_00009117 exonic_antisense + ENSGALG00000014551

TCONS_00082434 exonic_antisense + ENSGALG00000030749

TCONS_00027264 exonic_antisense + ENSGALG00000024470

TCONS_00031195 exonic_antisense + ENSGALG00000038915

TCONS_00043366 exonic_antisense - ENSGALG00000009935

TCONS_00060511 exonic_antisense + ENSGALG00000011443

TCONS_00034345 exonic_antisense - ENSGALG00000006025

TCONS_00012622 exonic_antisense - ENSGALG00000021183

TCONS_00079837 exonic_antisense + ENSGALG00000033689

TCONS_00012150 exonic_antisense - ENSGALG00000021183

TCONS_00082813 exonic_antisense + ENSGALG00000040825

TCONS_00025254 exonic_antisense - ENSGALG00000027771

TCONS_00032623 exonic_antisense - ENSGALG00000031495

NONGGAT000401.2 exonic_sense + ENSGALG00000028230

NONGGAT003090.2 exonic_sense + ENSGALG00000004767

NONGGAT006384.2 exonic_sense + ENSGALG00000015836

NONGGAT007522.2 exonic_sense - ENSGALG00000007556

NONGGAT014656.1 exonic_sense + ENSGALG00000010020

NONGGAT001434.2 exonic_sense - ENSGALG00000036106

ENSGALT00000054595 exonic_sense - ENSGALG00000036558

NONGGAT004566.2 exonic_sense + ENSGALG00000043439



NONGGAT000143.2 exonic_sense + ENSGALG00000038467

NONGGAT000192.2 exonic_sense - ENSGALG00000009454

NONGGAT003273.2 exonic_sense + ENSGALG00000028301

NONGGAT009763.2 exonic_sense - ENSGALG00000040844

NONGGAT004039.2 exonic_sense - ENSGALG00000045051

NONGGAT005335.2 exonic_sense - ENSGALG00000006229

NONGGAT012748.1 exonic_sense - ENSGALG00000014570

ENSGALT00000062850 exonic_sense + ENSGALG00000035505

ENSGALT00000053641 exonic_sense + ENSGALG00000029070

NONGGAT011144.2 exonic_sense - ENSGALG00000031281

NONGGAT013109.1 exonic_sense - ENSGALG00000001362

NONGGAT006271.2 exonic_sense - ENSGALG00000027036

NONGGAT010062.2 exonic_sense + ENSGALG00000038109

NONGGAT000760.2 exonic_sense + ENSGALG00000026299

NONGGAT002575.2 exonic_sense - ENSGALG00000004629

NONGGAT003913.2 exonic_sense - ENSGALG00000040363

NONGGAT013648.1 exonic_sense + ENSGALG00000021611

NONGGAT013553.1 exonic_sense - ENSGALG00000007072

NONGGAT013329.1 exonic_sense - ENSGALG00000007652

NONGGAT013136.1 exonic_sense - ENSGALG00000008302

NONGGAT005281.2 exonic_sense - ENSGALG00000044053

NONGGAT006065.2 exonic_sense - ENSGALG00000010561

NONGGAT000758.2 exonic_sense + ENSGALG00000026299

NONGGAT001863.2 exonic_sense + ENSGALG00000039238

NONGGAT016418.1 exonic_sense + ENSGALG00000005809

NONGGAT010795.2 exonic_sense + ENSGALG00000009564

ENSGALT00000066830 exonic_sense + ENSGALG00000041626

NONGGAT014089.1 exonic_sense - ENSGALG00000034024

NONGGAT001829.2 exonic_sense - ENSGALG00000028466

NONGGAT016365.1 exonic_sense - ENSGALG00000028790

NONGGAT010019.2 exonic_sense + ENSGALG00000039549

NONGGAT007525.2 exonic_sense - ENSGALG00000007556

NONGGAT001600.2 exonic_sense + ENSGALG00000038266

NONGGAT007649.2 exonic_sense - ENSGALG00000009611

NONGGAT014243.1 exonic_sense - ENSGALG00000013785

NONGGAT011824.2 exonic_sense + ENSGALG00000028298

NONGGAT003423.2 exonic_sense - ENSGALG00000036568

NONGGAT010080.2 exonic_sense - ENSGALG00000043112

NONGGAT015840.1 exonic_sense - ENSGALG00000010969

NONGGAT003225.2 exonic_sense + ENSGALG00000001163

ENSGALT00000083329 exonic_sense - ENSGALG00000027170

ENSGALT00000061881 exonic_sense - ENSGALG00000005567

NONGGAT001070.2 exonic_sense - ENSGALG00000016622

ENSGALT00000088117 exonic_sense - ENSGALG00000031355

NONGGAT012674.1 exonic_sense - ENSGALG00000026311

NONGGAT015674.1 exonic_sense + ENSGALG00000010432

NONGGAT000222.2 exonic_sense - ENSGALG00000028849

NONGGAT003589.2 exonic_sense - ENSGALG00000006069

NONGGAT011421.2 exonic_sense - ENSGALG00000042476

ENSGALT00000058686 exonic_sense - ENSGALG00000042501



NONGGAT000245.2 exonic_sense + ENSGALG00000009875

NONGGAT003089.2 exonic_sense + ENSGALG00000004767

NONGGAT005663.2 exonic_sense + ENSGALG00000043456

NONGGAT011677.2 exonic_sense + ENSGALG00000031393

NONGGAT000433.2 exonic_sense - ENSGALG00000026311

ENSGALT00000077863 exonic_sense - ENSGALG00000025339

NONGGAT010597.2 exonic_sense - ENSGALG00000028119

NONGGAT001792.2 exonic_sense + ENSGALG00000045045

NONGGAT004942.2 exonic_sense - ENSGALG00000034761

NONGGAT002698.2 exonic_sense - ENSGALG00000036577

NONGGAT011362.2 exonic_sense - ENSGALG00000041473

NONGGAT002480.2 exonic_sense - ENSGALG00000007593

ENSGALT00000061384 exonic_sense - ENSGALG00000035780

NONGGAT001445.2 exonic_sense - ENSGALG00000027762

NONGGAT011422.2 exonic_sense - ENSGALG00000042476

NONGGAT001443.2 exonic_sense - ENSGALG00000027762

NONGGAT001074.2 exonic_sense - ENSGALG00000016622

ENSGALT00000051119 exonic_sense - ENSGALG00000029724

NONGGAT008404.2 exonic_sense + ENSGALG00000004272

NONGGAT012468.1 exonic_sense + ENSGALG00000016912

NONGGAT007827.2 exonic_sense - ENSGALG00000037017

NONGGAT014444.1 exonic_sense + ENSGALG00000002906

NONGGAT008775.2 exonic_sense + ENSGALG00000032398

NONGGAT000431.2 exonic_sense - ENSGALG00000026311

NONGGAT000379.2 exonic_sense - ENSGALG00000012050

NONGGAT001696.2 exonic_sense + ENSGALG00000006949

NONGGAT010551.2 exonic_sense + ENSGALG00000028691

ENSGALT00000067804 exonic_sense + ENSGALG00000038704

NONGGAT015285.1 exonic_sense + ENSGALG00000011403

NONGGAT012747.1 exonic_sense - ENSGALG00000032599

NONGGAT011718.2 exonic_sense - ENSGALG00000014727

NONGGAT010840.2 exonic_sense - ENSGALG00000005011

NONGGAT001809.2 exonic_sense + ENSGALG00000001256

NONGGAT010983.2 exonic_sense - ENSGALG00000044678

NONGGAT005981.2 exonic_sense + ENSGALG00000030691

NONGGAT015569.1 exonic_sense - ENSGALG00000031415

NONGGAT002104.2 exonic_sense + ENSGALG00000004932

NONGGAT006094.2 exonic_sense - ENSGALG00000010713

NONGGAT004123.2 exonic_sense - ENSGALG00000012795

ENSGALT00000048635 exonic_sense - ENSGALG00000010646

NONGGAT010280.2 exonic_sense + ENSGALG00000014551

NONGGAT001522.2 exonic_sense + ENSGALG00000001586

NONGGAT006675.2 exonic_sense + ENSGALG00000006906

NONGGAT001342.2 exonic_sense + ENSGALG00000017142

NONGGAT009731.2 exonic_sense - ENSGALG00000037261

NONGGAT002994.2 exonic_sense - ENSGALG00000032231

NONGGAT014490.1 exonic_sense - ENSGALG00000001038

NONGGAT014121.1 exonic_sense - ENSGALG00000039920

ENSGALT00000084150 exonic_sense + ENSGALG00000034827

NONGGAT009237.2 exonic_sense - ENSGALG00000004959



ENSGALT00000047661 exonic_sense + ENSGALG00000017282

NONGGAT007783.2 exonic_sense + ENSGALG00000017387

ENSGALT00000087783 exonic_sense + ENSGALG00000045025

NONGGAT000987.2 exonic_sense + ENSGALG00000036284

NONGGAT011470.2 exonic_sense - ENSGALG00000003204

NONGGAT001632.2 exonic_sense + ENSGALG00000033654

NONGGAT014672.1 exonic_sense + ENSGALG00000010341

NONGGAT002389.2 exonic_sense + ENSGALG00000003113

NONGGAT013033.1 exonic_sense - ENSGALG00000017040

NONGGAT014026.1 exonic_sense - ENSGALG00000005412

NONGGAT008952.2 exonic_sense + ENSGALG00000008939

NONGGAT007894.2 exonic_sense - ENSGALG00000032563

NONGGAT004850.2 exonic_sense - ENSGALG00000027265

NONGGAT007969.2 exonic_sense + ENSGALG00000030461

NONGGAT000011.2 exonic_sense + ENSGALG00000029341

NONGGAT008829.2 exonic_sense + ENSGALG00000030543

NONGGAT003192.2 exonic_sense + ENSGALG00000000906

ENSGALT00000089899 exonic_sense - ENSGALG00000012176

NONGGAT004163.2 exonic_sense + ENSGALG00000028822

NONGGAT006737.2 exonic_sense + ENSGALG00000007952

NONGGAT003790.2 exonic_sense - ENSGALG00000008728

NONGGAT009862.2 exonic_sense - ENSGALG00000026836

NONGGAT007786.2 exonic_sense - ENSGALG00000020392

NONGGAT002394.2 exonic_sense - ENSGALG00000026159

NONGGAT002180.2 exonic_sense - ENSGALG00000034289

ENSGALT00000084893 exonic_sense - ENSGALG00000012177

NONGGAT005383.2 exonic_sense - ENSGALG00000028346

NONGGAT015936.1 exonic_sense + ENSGALG00000043909

NONGGAT004921.2 exonic_sense - ENSGALG00000039895

NONGGAT006104.2 exonic_sense + ENSGALG00000033992

ENSGALT00000085372 exonic_sense - ENSGALG00000038892

NONGGAT011950.2 exonic_sense - ENSGALG00000015386

NONGGAT002311.2 exonic_sense + ENSGALG00000024379

NONGGAT008100.2 exonic_sense - ENSGALG00000005156

NONGGAT009677.2 exonic_sense - ENSGALG00000016105

NONGGAT002899.2 exonic_sense + ENSGALG00000006872

NONGGAT005590.2 exonic_sense - ENSGALG00000000748

NONGGAT001908.2 exonic_sense + ENSGALG00000041972

NONGGAT008648.2 exonic_sense - ENSGALG00000011813

NONGGAT001493.2 exonic_sense + ENSGALG00000046611

NONGGAT001258.2 exonic_sense - ENSGALG00000016998

NONGGAT013259.1 exonic_sense + ENSGALG00000005907

NONGGAT002256.2 exonic_sense - ENSGALG00000008487

NONGGAT001448.2 exonic_sense - ENSGALG00000027762

NONGGAT001241.2 exonic_sense - ENSGALG00000016951

NONGGAT007802.2 exonic_sense + ENSGALG00000045399

ENSGALT00000051406 exonic_sense - ENSGALG00000041986

NONGGAT004144.2 exonic_sense - ENSGALG00000043751

NONGGAT008523.2 exonic_sense + ENSGALG00000009286

NONGGAT006660.2 exonic_sense - ENSGALG00000006457



NONGGAT001439.2 exonic_sense + ENSGALG00000017341

NONGGAT002309.2 exonic_sense + ENSGALG00000042423

NONGGAT009088.2 exonic_sense - ENSGALG00000026591

NONGGAT011087.2 exonic_sense - ENSGALG00000030702

NONGGAT011323.2 exonic_sense - ENSGALG00000037261

NONGGAT009801.2 exonic_sense - ENSGALG00000036949

NONGGAT003675.2 exonic_sense + ENSGALG00000027320

NONGGAT005319.2 exonic_sense + ENSGALG00000044505

NONGGAT016260.1 exonic_sense + ENSGALG00000004587

ENSGALT00000075746 exonic_sense + ENSGALG00000032602

NONGGAT002080.2 exonic_sense - ENSGALG00000033303

NONGGAT007975.2 exonic_sense + ENSGALG00000028439

NONGGAT002112.2 exonic_sense - ENSGALG00000025959

NONGGAT007346.2 exonic_sense - ENSGALG00000036199

NONGGAT010696.2 exonic_sense + ENSGALG00000035717

NONGGAT015198.1 exonic_sense + ENSGALG00000008507

ENSGALT00000076097 exonic_sense + ENSGALG00000046006

NONGGAT003460.2 exonic_sense + ENSGALG00000002598

NONGGAT002331.2 exonic_sense - ENSGALG00000040205

NONGGAT004856.2 exonic_sense - ENSGALG00000001207

NONGGAT007638.2 exonic_sense - ENSGALG00000009611

ENSGALT00000071532 exonic_sense - ENSGALG00000027363

NONGGAT014367.1 exonic_sense + ENSGALG00000006040

NONGGAT013076.1 exonic_sense + ENSGALG00000001572

NONGGAT005211.2 exonic_sense + ENSGALG00000029747

NONGGAT008923.2 exonic_sense - ENSGALG00000006167

NONGGAT011150.2 exonic_sense + ENSGALG00000014428

NONGGAT000025.2 exonic_sense + ENSGALG00000041065

ENSGALT00000085799 exonic_sense - ENSGALG00000014226

ENSGALT00000084462 exonic_sense - ENSGALG00000045864

NONGGAT010518.2 exonic_sense - ENSGALG00000037031

NONGGAT009149.2 exonic_sense - ENSGALG00000041128

NONGGAT001146.2 exonic_sense + ENSGALG00000016843

NONGGAT002481.2 exonic_sense - ENSGALG00000007593

NONGGAT016695.1 exonic_sense - ENSGALG00000014906

NONGGAT010005.2 exonic_sense + ENSGALG00000036627

NONGGAT010522.2 exonic_sense - ENSGALG00000031286

NONGGAT000780.2 exonic_sense + ENSGALG00000040426

NONGGAT015783.1 exonic_sense - ENSGALG00000028047

NONGGAT007127.2 exonic_sense - ENSGALG00000030614

NONGGAT013525.1 exonic_sense + ENSGALG00000043053

NONGGAT001449.2 exonic_sense - ENSGALG00000027762

NONGGAT011047.2 exonic_sense - ENSGALG00000014064

NONGGAT009964.2 exonic_sense - ENSGALG00000036949

NONGGAT013845.1 exonic_sense + ENSGALG00000012712

NONGGAT003331.2 exonic_sense + ENSGALG00000026940

NONGGAT010956.2 exonic_sense + ENSGALG00000024077

ENSGALT00000083071 exonic_sense + ENSGALG00000018335

NONGGAT007652.2 exonic_sense - ENSGALG00000009611

NONGGAT005657.2 exonic_sense - ENSGALG00000003572



NONGGAT007247.2 exonic_sense + ENSGALG00000015537

NONGGAT006840.2 exonic_sense + ENSGALG00000009868

NONGGAT001248.2 exonic_sense + ENSGALG00000016974

NONGGAT007612.2 exonic_sense + ENSGALG00000009352

NONGGAT012204.1 exonic_sense + ENSGALG00000033106

NONGGAT012365.1 exonic_sense + ENSGALG00000035096

NONGGAT009795.2 exonic_sense - ENSGALG00000031282

ENSGALT00000059563 exonic_sense - ENSGALG00000002499

NONGGAT008413.2 exonic_sense + ENSGALG00000004322

NONGGAT012283.1 exonic_sense + ENSGALG00000014603

NONGGAT010832.2 exonic_sense + ENSGALG00000023749

NONGGAT003129.2 exonic_sense + ENSGALG00000033597

NONGGAT003521.2 exonic_sense + ENSGALG00000040395

ENSGALT00000071270 exonic_sense + ENSGALG00000029977

NONGGAT008015.2 exonic_sense + ENSGALG00000002980

ENSGALT00000090358 exonic_sense - ENSGALG00000040040

NONGGAT002723.2 exonic_sense + ENSGALG00000027173

NONGGAT009683.2 exonic_sense + ENSGALG00000030705

NONGGAT002951.2 exonic_sense + ENSGALG00000028830

NONGGAT002566.2 exonic_sense - ENSGALG00000004310

NONGGAT001618.2 exonic_sense - ENSGALG00000005703

NONGGAT010574.2 exonic_sense - ENSGALG00000038420

NONGGAT013795.1 exonic_sense + ENSGALG00000011465

NONGGAT009874.2 exonic_sense - ENSGALG00000039203

NONGGAT003476.2 exonic_sense + ENSGALG00000026822

NONGGAT004235.2 exonic_sense - ENSGALG00000013189

NONGGAT003889.2 exonic_sense + ENSGALG00000033593

NONGGAT002831.2 exonic_sense - ENSGALG00000032685

NONGGAT001676.2 exonic_sense - ENSGALG00000027704

NONGGAT010319.2 exonic_sense + ENSGALG00000030941

NONGGAT014562.1 exonic_sense - ENSGALG00000002880

NONGGAT013305.1 exonic_sense - ENSGALG00000004670

NONGGAT014982.1 exonic_sense - ENSGALG00000013950

ENSGALT00000086471 exonic_sense + ENSGALG00000043758

NONGGAT005351.2 exonic_sense - ENSGALG00000030502

NONGGAT006228.2 exonic_sense + ENSGALG00000013892

ENSGALT00000085578 exonic_sense - ENSGALG00000033530

NONGGAT010233.2 exonic_sense - ENSGALG00000029295

NONGGAT005559.2 exonic_sense - ENSGALG00000003536

NONGGAT002260.2 exonic_sense - ENSGALG00000008519

NONGGAT009642.2 exonic_sense - ENSGALG00000027592

ENSGALT00000088055 exonic_sense + ENSGALG00000045575

NONGGAT000400.2 exonic_sense + ENSGALG00000028230

NONGGAT001340.2 exonic_sense + ENSGALG00000017142

NONGGAT011471.2 exonic_sense + ENSGALG00000043092

NONGGAT011855.2 exonic_sense + ENSGALG00000015170

NONGGAT001625.2 exonic_sense + ENSGALG00000033654

NONGGAT001841.2 exonic_sense - ENSGALG00000003323

NONGGAT014692.1 exonic_sense + ENSGALG00000013952

NONGGAT004975.2 exonic_sense + ENSGALG00000004640



NONGGAT008213.2 exonic_sense - ENSGALG00000034645

ENSGALT00000061996 exonic_sense + ENSGALG00000001901

NONGGAT007265.2 exonic_sense + ENSGALG00000032175

NONGGAT007583.2 exonic_sense - ENSGALG00000041449

NONGGAT003198.2 exonic_sense + ENSGALG00000000906

ENSGALT00000077640 exonic_sense + ENSGALG00000026321

NONGGAT005072.2 exonic_sense + ENSGALG00000038783

NONGGAT015104.1 exonic_sense - ENSGALG00000019894

ENSGALT00000089450 exonic_sense + ENSGALG00000027671

NONGGAT001621.2 exonic_sense + ENSGALG00000033654

NONGGAT004074.2 exonic_sense + ENSGALG00000046032

ENSGALT00000088961 exonic_sense + ENSGALG00000043758

NONGGAT002262.2 exonic_sense - ENSGALG00000008519

NONGGAT004495.2 exonic_sense - ENSGALG00000038772

NONGGAT002863.2 exonic_sense - ENSGALG00000032916

NONGGAT013373.1 exonic_sense + ENSGALG00000005802

NONGGAT003128.2 exonic_sense + ENSGALG00000033597

NONGGAT004940.2 exonic_sense - ENSGALG00000038313

NONGGAT002897.2 exonic_sense - ENSGALG00000006838

NONGGAT008307.2 exonic_sense - ENSGALG00000033017

NONGGAT007646.2 exonic_sense - ENSGALG00000009611

NONGGAT015441.1 exonic_sense - ENSGALG00000009168

NONGGAT002898.2 exonic_sense + ENSGALG00000006872

ENSGALT00000066033 exonic_sense + ENSGALG00000045697

NONGGAT005210.2 exonic_sense + ENSGALG00000040224

NONGGAT007796.2 exonic_sense + ENSGALG00000038596

NONGGAT001614.2 exonic_sense - ENSGALG00000000404

NONGGAT002257.2 exonic_sense - ENSGALG00000008506

ENSGALT00000051733 exonic_sense - ENSGALG00000036582

NONGGAT009877.2 exonic_sense - ENSGALG00000025788

NONGGAT002259.2 exonic_sense - ENSGALG00000008519

NONGGAT009652.2 exonic_sense - ENSGALG00000043209

NONGGAT014912.1 exonic_sense - ENSGALG00000025215

ENSGALT00000076456 exonic_sense + ENSGALG00000016904

ENSGALT00000052828 exonic_sense - ENSGALG00000006623

NONGGAT007823.2 exonic_sense - ENSGALG00000037017

NONGGAT014638.1 exonic_sense + ENSGALG00000009228

NONGGAT009776.2 exonic_sense + ENSGALG00000033597

NONGGAT013835.1 exonic_sense + ENSGALG00000012702

NONGGAT006770.2 exonic_sense + ENSGALG00000008689

NONGGAT008724.2 exonic_sense + ENSGALG00000012584

NONGGAT004640.2 exonic_sense - ENSGALG00000045170

NONGGAT009089.2 exonic_sense - ENSGALG00000026591

NONGGAT011676.2 exonic_sense + ENSGALG00000031393

NONGGAT000404.2 exonic_sense + ENSGALG00000012236

NONGGAT004143.2 exonic_sense - ENSGALG00000043751

NONGGAT006992.2 exonic_sense + ENSGALG00000011017

ENSGALT00000065479 exonic_sense + ENSGALG00000033599

ENSGALT00000046711 exonic_sense - ENSGALG00000025339

NONGGAT000410.2 exonic_sense - ENSGALG00000042419



NONGGAT006484.2 exonic_sense - ENSGALG00000016421

NONGGAT001623.2 exonic_sense + ENSGALG00000033654

NONGGAT016555.1 exonic_sense + ENSGALG00000046217

NONGGAT001492.2 exonic_sense + ENSGALG00000046611

NONGGAT001593.2 exonic_sense + ENSGALG00000004545

NONGGAT007869.2 exonic_sense + ENSGALG00000011904

NONGGAT005115.2 exonic_sense + ENSGALG00000000814

NONGGAT004070.2 exonic_sense + ENSGALG00000012689

NONGGAT014269.1 exonic_sense - ENSGALG00000033304

NONGGAT008793.2 exonic_sense - ENSGALG00000033244

ENSGALT00000051183 exonic_sense - ENSGALG00000004959

NONGGAT002701.2 exonic_sense + ENSGALG00000031416

NONGGAT006618.2 exonic_sense + ENSGALG00000028084

ENSGALT00000086989 exonic_sense + ENSGALG00000038257

ENSGALT00000087215 exonic_sense + ENSGALG00000030707

NONGGAT016066.1 exonic_sense + ENSGALG00000041563

NONGGAT013227.1 exonic_sense - ENSGALG00000005845

NONGGAT010187.2 exonic_sense + ENSGALG00000014121

NONGGAT007647.2 exonic_sense - ENSGALG00000009611

NONGGAT010069.2 exonic_sense + ENSGALG00000041298

NONGGAT008454.2 exonic_sense + ENSGALG00000029851

NONGGAT006106.2 exonic_sense + ENSGALG00000030930

NONGGAT015175.1 exonic_sense + ENSGALG00000005957

NONGGAT000435.2 exonic_sense - ENSGALG00000026311

NONGGAT011268.2 exonic_sense + ENSGALG00000036085

NONGGAT013243.1 exonic_sense + ENSGALG00000026978

NONGGAT005800.2 exonic_sense - ENSGALG00000026491

NONGGAT003879.2 exonic_sense + ENSGALG00000011170

NONGGAT011085.2 exonic_sense + ENSGALG00000045908

ENSGALT00000052169 exonic_sense - ENSGALG00000025681

NONGGAT013004.1 exonic_sense - ENSGALG00000016951

NONGGAT003674.2 exonic_sense + ENSGALG00000027320

NONGGAT008601.2 exonic_sense - ENSGALG00000026687

NONGGAT001507.2 exonic_sense + ENSGALG00000001774

NONGGAT009412.2 exonic_sense + ENSGALG00000023546

NONGGAT004066.2 exonic_sense - ENSGALG00000012685

NONGGAT000399.2 exonic_sense + ENSGALG00000028230

NONGGAT006827.2 exonic_sense - ENSGALG00000046580

NONGGAT010519.2 exonic_sense - ENSGALG00000033770

ENSGALT00000085093 exonic_sense + ENSGALG00000032301

NONGGAT005123.2 exonic_sense - ENSGALG00000035721

NONGGAT005163.2 exonic_sense + ENSGALG00000001475

NONGGAT007727.2 exonic_sense + ENSGALG00000045856

NONGGAT005114.2 exonic_sense + ENSGALG00000000814

ENSGALT00000053162 exonic_sense + ENSGALG00000038668

NONGGAT012007.2 exonic_sense - ENSGALG00000015620

NONGGAT006296.2 exonic_sense + ENSGALG00000015026

NONGGAT003629.2 exonic_sense - ENSGALG00000032534

NONGGAT013140.1 exonic_sense + ENSGALG00000003107

NONGGAT005524.2 exonic_sense + ENSGALG00000009943



NONGGAT002773.2 exonic_sense - ENSGALG00000002899

NONGGAT001179.2 exonic_sense - ENSGALG00000016890

NONGGAT003500.2 exonic_sense - ENSGALG00000004042

NONGGAT007132.2 exonic_sense - ENSGALG00000046550

NONGGAT004076.2 exonic_sense + ENSGALG00000046032

NONGGAT002391.2 exonic_sense - ENSGALG00000026159

NONGGAT009185.2 exonic_sense + ENSGALG00000028636

NONGGAT004194.2 exonic_sense - ENSGALG00000027654

NONGGAT003163.2 exonic_sense - ENSGALG00000001595

NONGGAT013678.1 exonic_sense - ENSGALG00000002542

ENSGALT00000062294 exonic_sense - ENSGALG00000037525

NONGGAT005659.2 exonic_sense + ENSGALG00000037144

NONGGAT011251.2 exonic_sense + ENSGALG00000033507

ENSGALT00000058393 exonic_sense - ENSGALG00000011475

ENSGALT00000083173 exonic_sense - ENSGALG00000031355

NONGGAT016736.1 exonic_sense - ENSGALG00000015155

NONGGAT000632.2 exonic_sense - ENSGALG00000042936

NONGGAT006302.2 exonic_sense + ENSGALG00000015055

NONGGAT005617.2 exonic_sense - ENSGALG00000000843

NONGGAT004893.2 exonic_sense - ENSGALG00000027363

NONGGAT011248.2 exonic_sense - ENSGALG00000043089

NONGGAT003666.2 exonic_sense + ENSGALG00000044874

NONGGAT013508.1 exonic_sense - ENSGALG00000009297

NONGGAT003315.2 exonic_sense + ENSGALG00000034989

NONGGAT008925.2 exonic_sense - ENSGALG00000006237

NONGGAT010982.2 exonic_sense - ENSGALG00000044678

NONGGAT012908.1 exonic_sense - ENSGALG00000016766

NONGGAT014509.1 exonic_sense + ENSGALG00000011902

NONGGAT008621.2 exonic_sense - ENSGALG00000027645

NONGGAT009639.2 exonic_sense - ENSGALG00000043363

NONGGAT003711.2 exonic_sense - ENSGALG00000030054

NONGGAT013427.1 exonic_sense + ENSGALG00000004058

ENSGALT00000052376 exonic_sense - ENSGALG00000001130

NONGGAT005334.2 exonic_sense - ENSGALG00000006229

NONGGAT000529.2 exonic_sense + ENSGALG00000014011

NONGGAT007309.2 exonic_sense + ENSGALG00000027533

NONGGAT004367.2 exonic_sense + ENSGALG00000043676

NONGGAT000221.2 exonic_sense - ENSGALG00000028849

NONGGAT004140.2 exonic_sense + ENSGALG00000027339

NONGGAT001177.2 exonic_sense - ENSGALG00000016890

NONGGAT011229.2 exonic_sense + ENSGALG00000032875

NONGGAT005974.2 exonic_sense + ENSGALG00000009925

NONGGAT013652.1 exonic_sense + ENSGALG00000042071

NONGGAT005673.2 exonic_sense - ENSGALG00000002563

NONGGAT007348.2 exonic_sense - ENSGALG00000036044

NONGGAT001341.2 exonic_sense + ENSGALG00000017142

NONGGAT015715.1 exonic_sense + ENSGALG00000012408

NONGGAT007726.2 exonic_sense - ENSGALG00000010196

NONGGAT006591.2 exonic_sense + ENSGALG00000044279

NONGGAT003040.2 exonic_sense + ENSGALG00000008806



NONGGAT000737.2 exonic_sense - ENSGALG00000015253

NONGGAT006716.2 exonic_sense - ENSGALG00000007703

NONGGAT003372.2 exonic_sense - ENSGALG00000001028

NONGGAT000150.2 exonic_sense - ENSGALG00000039861

ENSGALT00000057107 exonic_sense + ENSGALG00000012285

NONGGAT010605.2 exonic_sense + ENSGALG00000007387

NONGGAT010327.2 exonic_sense - ENSGALG00000019384

NONGGAT006897.2 exonic_sense + ENSGALG00000028608

NONGGAT012367.1 exonic_sense + ENSGALG00000016059

NONGGAT013829.1 exonic_sense + ENSGALG00000036829

NONGGAT014528.1 exonic_sense + ENSGALG00000037540

ENSGALT00000090378 exonic_sense + ENSGALG00000029545

ENSGALT00000077260 exonic_sense - ENSGALG00000009205

ENSGALT00000067679 exonic_sense + ENSGALG00000029712

NONGGAT014848.1 exonic_sense + ENSGALG00000016475

NONGGAT006506.2 exonic_sense + ENSGALG00000016449

ENSGALT00000088086 exonic_sense - ENSGALG00000030382

NONGGAT010572.2 exonic_sense + ENSGALG00000031863

NONGGAT002285.2 exonic_sense - ENSGALG00000000946

NONGGAT002024.2 exonic_sense - ENSGALG00000000632

NONGGAT007366.2 exonic_sense + ENSGALG00000004280

NONGGAT011270.2 exonic_sense - ENSGALG00000003500

NONGGAT003165.2 exonic_sense + ENSGALG00000001446

NONGGAT006227.2 exonic_sense + ENSGALG00000013892

NONGGAT013126.1 exonic_sense - ENSGALG00000005894

NONGGAT005664.2 exonic_sense + ENSGALG00000043456

NONGGAT001578.2 exonic_sense - ENSGALG00000036680

NONGGAT009278.2 exonic_sense + ENSGALG00000027983

NONGGAT010752.2 exonic_sense + ENSGALG00000009564

NONGGAT003367.2 exonic_sense - ENSGALG00000031263

NONGGAT002689.2 exonic_sense - ENSGALG00000031841

NONGGAT015472.1 exonic_sense - ENSGALG00000038140

ENSGALT00000081433 exonic_sense + ENSGALG00000044196

ENSGALT00000052879 exonic_sense + ENSGALG00000044606

NONGGAT003701.2 exonic_sense + ENSGALG00000029137

NONGGAT006270.2 exonic_sense - ENSGALG00000027036

NONGGAT007826.2 exonic_sense - ENSGALG00000037017

ENSGALT00000046546 exonic_sense + ENSGALG00000026321

NONGGAT002995.2 exonic_sense + ENSGALG00000026396

NONGGAT016394.1 exonic_sense - ENSGALG00000042168

NONGGAT004034.2 exonic_sense - ENSGALG00000035669

NONGGAT013671.1 exonic_sense - ENSGALG00000002288

NONGGAT009151.2 exonic_sense - ENSGALG00000041128

NONGGAT007825.2 exonic_sense - ENSGALG00000037017

NONGGAT005876.2 exonic_sense - ENSGALG00000023506

NONGGAT016298.1 exonic_sense + ENSGALG00000010613

ENSGALT00000067067 exonic_sense + ENSGALG00000035225

NONGGAT013346.1 exonic_sense + ENSGALG00000042423

ENSGALT00000071962 exonic_sense - ENSGALG00000010646

NONGGAT000064.2 exonic_sense - ENSGALG00000030140



NONGGAT008013.2 exonic_sense - ENSGALG00000002959

ENSGALT00000090365 exonic_sense + ENSGALG00000034488

NONGGAT014735.1 exonic_sense + ENSGALG00000013962

ENSGALT00000087316 exonic_sense + ENSGALG00000045803

NONGGAT002716.2 exonic_sense - ENSGALG00000028197

NONGGAT008883.2 exonic_sense + ENSGALG00000005203

NONGGAT004067.2 exonic_sense - ENSGALG00000012685

NONGGAT008488.2 exonic_sense - ENSGALG00000008786

NONGGAT011898.2 exonic_sense + ENSGALG00000045797

NONGGAT001569.2 exonic_sense - ENSGALG00000004103

NONGGAT009150.2 exonic_sense - ENSGALG00000041128

NONGGAT014630.1 exonic_sense + ENSGALG00000009020

NONGGAT002615.2 exonic_sense - ENSGALG00000035918

NONGGAT010377.2 exonic_sense + ENSGALG00000014607

NONGGAT013660.1 exonic_sense + ENSGALG00000006011

NONGGAT001720.2 exonic_sense - ENSGALG00000007092

NONGGAT009680.2 exonic_sense + ENSGALG00000038604

NONGGAT007014.2 exonic_sense + ENSGALG00000011319

ENSGALT00000056022 exonic_sense - ENSGALG00000040387

NONGGAT013339.1 exonic_sense - ENSGALG00000008286

NONGGAT008830.2 exonic_sense + ENSGALG00000030543

NONGGAT013922.1 exonic_sense + ENSGALG00000013720

NONGGAT004567.2 exonic_sense + ENSGALG00000043439

NONGGAT014363.1 exonic_sense + ENSGALG00000005781

NONGGAT010481.2 exonic_sense - ENSGALG00000003081

NONGGAT001866.2 exonic_sense + ENSGALG00000039238

ENSGALT00000084237 exonic_sense + ENSGALG00000014784

ENSGALT00000084130 exonic_sense + ENSGALG00000045699

ENSGALT00000047626 exonic_sense + ENSGALG00000006077

NONGGAT015721.1 exonic_sense + ENSGALG00000012466

NONGGAT004941.2 exonic_sense - ENSGALG00000034761

NONGGAT001692.2 exonic_sense + ENSGALG00000006949

NONGGAT000999.2 exonic_sense - ENSGALG00000016285

NONGGAT013747.1 exonic_sense + ENSGALG00000010809

NONGGAT010445.2 exonic_sense - ENSGALG00000044581

NONGGAT001405.2 exonic_sense - ENSGALG00000039605

NONGGAT002066.2 exonic_sense + ENSGALG00000002253

NONGGAT004842.2 exonic_sense + ENSGALG00000039646

NONGGAT006820.2 exonic_sense - ENSGALG00000038140

NONGGAT006544.2 exonic_sense - ENSGALG00000016508

NONGGAT010447.2 exonic_sense + ENSGALG00000043044

NONGGAT006568.2 exonic_sense + ENSGALG00000016651

NONGGAT004777.2 exonic_sense - ENSGALG00000006586

NONGGAT009790.2 exonic_sense + ENSGALG00000035923

NONGGAT002454.2 exonic_sense - ENSGALG00000006417

NONGGAT002616.2 exonic_sense - ENSGALG00000006078

NONGGAT014090.1 exonic_sense - ENSGALG00000034024

NONGGAT012363.1 exonic_sense + ENSGALG00000015844

NONGGAT013913.1 exonic_sense + ENSGALG00000041452

NONGGAT015657.1 exonic_sense + ENSGALG00000014537



NONGGAT005982.2 exonic_sense + ENSGALG00000030691

NONGGAT009000.2 exonic_sense - ENSGALG00000023296

NONGGAT005344.2 exonic_sense - ENSGALG00000043416

ENSGALT00000087686 exonic_sense - ENSGALG00000026991

NONGGAT009678.2 exonic_sense - ENSGALG00000016105

NONGGAT005701.2 exonic_sense - ENSGALG00000013061

NONGGAT000756.2 exonic_sense + ENSGALG00000026299

NONGGAT008926.2 exonic_sense - ENSGALG00000006237

NONGGAT009282.2 exonic_sense + ENSGALG00000007691

NONGGAT015009.1 exonic_sense - ENSGALG00000013625

NONGGAT007200.2 exonic_sense + ENSGALG00000027093

ENSGALT00000055220 exonic_sense + ENSGALG00000031897

NONGGAT003311.2 exonic_sense + ENSGALG00000046212

NONGGAT014064.1 exonic_sense - ENSGALG00000008912

NONGGAT014140.1 exonic_sense - ENSGALG00000029378

NONGGAT009115.2 exonic_sense + ENSGALG00000034512

NONGGAT005621.2 exonic_sense - ENSGALG00000027540

NONGGAT004494.2 exonic_sense - ENSGALG00000038772

NONGGAT000057.2 exonic_sense - ENSGALG00000009279

NONGGAT012710.1 exonic_sense - ENSGALG00000031293

NONGGAT003502.2 exonic_sense - ENSGALG00000004042

NONGGAT011281.2 exonic_sense - ENSGALG00000013950

NONGGAT006383.2 exonic_sense + ENSGALG00000015836

NONGGAT004339.2 exonic_sense - ENSGALG00000036534

NONGGAT009791.2 exonic_sense + ENSGALG00000035923

NONGGAT007484.2 exonic_sense + ENSGALG00000040729

NONGGAT012817.1 exonic_sense - ENSGALG00000019201

NONGGAT004917.2 exonic_sense + ENSGALG00000033034

NONGGAT003282.2 exonic_sense - ENSGALG00000028121

NONGGAT007277.2 exonic_sense + ENSGALG00000045173

NONGGAT012072.2 exonic_sense + ENSGALG00000001947

NONGGAT012070.2 exonic_sense + ENSGALG00000001947

NONGGAT009552.2 exonic_sense - ENSGALG00000028499

NONGGAT013614.1 exonic_sense - ENSGALG00000041778

ENSGALT00000087371 exonic_sense - ENSGALG00000031355

NONGGAT008873.2 exonic_sense + ENSGALG00000033635

NONGGAT015724.1 exonic_sense + ENSGALG00000037497

NONGGAT001957.2 exonic_sense + ENSGALG00000004903

NONGGAT009880.2 exonic_sense + ENSGALG00000033956

NONGGAT007731.2 exonic_sense - ENSGALG00000026557

NONGGAT007650.2 exonic_sense - ENSGALG00000009611

NONGGAT008823.2 exonic_sense - ENSGALG00000004323

NONGGAT013426.1 exonic_sense + ENSGALG00000004058

NONGGAT006628.2 exonic_sense - ENSGALG00000023937

NONGGAT009559.2 exonic_sense - ENSGALG00000027506

ENSGALT00000085229 exonic_sense + ENSGALG00000035118

NONGGAT003321.2 exonic_sense + ENSGALG00000004193

NONGGAT006782.2 exonic_sense - ENSGALG00000044816

NONGGAT007653.2 exonic_sense - ENSGALG00000009611

NONGGAT009961.2 exonic_sense - ENSGALG00000028871



NONGGAT003320.2 exonic_sense + ENSGALG00000004193

NONGGAT003337.2 exonic_sense + ENSGALG00000032889

NONGGAT004916.2 exonic_sense + ENSGALG00000033034

NONGGAT015406.1 exonic_sense + ENSGALG00000016094

NONGGAT007963.2 exonic_sense - ENSGALG00000001907

NONGGAT013796.1 exonic_sense + ENSGALG00000011465

NONGGAT008077.2 exonic_sense - ENSGALG00000004345

NONGGAT010278.2 exonic_sense - ENSGALG00000008439

NONGGAT006839.2 exonic_sense + ENSGALG00000009868

NONGGAT010027.2 exonic_sense + ENSGALG00000014859

NONGGAT003673.2 exonic_sense + ENSGALG00000027320

NONGGAT005183.2 exonic_sense - ENSGALG00000000466

NONGGAT010873.2 exonic_sense - ENSGALG00000013967

NONGGAT012768.1 exonic_sense - ENSGALG00000015398

NONGGAT003733.2 exonic_sense + ENSGALG00000007125

NONGGAT010671.2 exonic_sense - ENSGALG00000039450

NONGGAT015991.1 exonic_sense - ENSGALG00000004345

NONGGAT003065.2 exonic_sense + ENSGALG00000007003

NONGGAT001691.2 exonic_sense + ENSGALG00000006949

NONGGAT005345.2 exonic_sense - ENSGALG00000043416

NONGGAT007639.2 exonic_sense - ENSGALG00000009611

NONGGAT007648.2 exonic_sense - ENSGALG00000009611

NONGGAT008943.2 exonic_sense + ENSGALG00000008722

NONGGAT011663.2 exonic_sense + ENSGALG00000021355

NONGGAT000918.2 exonic_sense + ENSGALG00000016050

ENSGALT00000089787 exonic_sense + ENSGALG00000041767

ENSGALT00000088651 exonic_sense + ENSGALG00000031327

NONGGAT006341.2 exonic_sense + ENSGALG00000015465

NONGGAT008953.2 exonic_sense + ENSGALG00000008939

NONGGAT008132.2 exonic_sense + ENSGALG00000005794

NONGGAT016532.1 exonic_sense - ENSGALG00000007607

NONGGAT006527.2 exonic_sense + ENSGALG00000016475

NONGGAT012675.1 exonic_sense - ENSGALG00000029824

NONGGAT011920.2 exonic_sense + ENSGALG00000026768

NONGGAT006142.2 exonic_sense - ENSGALG00000039349

NONGGAT002330.2 exonic_sense - ENSGALG00000040205

NONGGAT004874.2 exonic_sense + ENSGALG00000001382

ENSGALT00000051334 exonic_sense + ENSGALG00000042931

NONGGAT004271.2 exonic_sense + ENSGALG00000013745

NONGGAT000448.2 exonic_sense - ENSGALG00000012791

NONGGAT004926.2 exonic_sense - ENSGALG00000003774

NONGGAT009778.2 exonic_sense - ENSGALG00000026983

ENSGALT00000067704 exonic_sense - ENSGALG00000043103

NONGGAT006543.2 exonic_sense - ENSGALG00000016508

NONGGAT012102.2 exonic_sense + ENSGALG00000005330

NONGGAT008994.2 exonic_sense + ENSGALG00000010313

ENSGALT00000078135 exonic_sense + ENSGALG00000003757

NONGGAT014950.1 exonic_sense - ENSGALG00000010017

NONGGAT000583.2 exonic_sense + ENSGALG00000031666

NONGGAT001840.2 exonic_sense - ENSGALG00000003323



NONGGAT011550.2 exonic_sense - ENSGALG00000031388

ENSGALT00000087731 exonic_sense - ENSGALG00000033951

NONGGAT004142.2 exonic_sense - ENSGALG00000043751

NONGGAT014419.1 exonic_sense - ENSGALG00000006842

NONGGAT006023.2 exonic_sense - ENSGALG00000030587

NONGGAT000869.2 exonic_sense + ENSGALG00000018245

NONGGAT001053.2 exonic_sense + ENSGALG00000016551

NONGGAT004809.2 exonic_sense + ENSGALG00000007989

NONGGAT009941.2 exonic_sense + ENSGALG00000046607

NONGGAT004659.2 exonic_sense - ENSGALG00000001522

NONGGAT000958.2 exonic_sense + ENSGALG00000028187

NONGGAT003499.2 exonic_sense - ENSGALG00000004042

NONGGAT009152.2 exonic_sense - ENSGALG00000041128

NONGGAT005702.2 exonic_sense - ENSGALG00000013061

ENSGALT00000080500 exonic_sense + ENSGALG00000045158

NONGGAT013681.1 exonic_sense - ENSGALG00000002653

NONGGAT011275.2 exonic_sense + ENSGALG00000041973

NONGGAT004717.2 exonic_sense + ENSGALG00000003855

NONGGAT009182.2 exonic_sense + ENSGALG00000041744

ENSGALT00000047412 exonic_sense + ENSGALG00000034394

NONGGAT016531.1 exonic_sense - ENSGALG00000007607

NONGGAT014349.1 exonic_sense + ENSGALG00000005125

NONGGAT016193.1 exonic_sense - ENSGALG00000007996

NONGGAT004475.2 exonic_sense + ENSGALG00000030866

NONGGAT007645.2 exonic_sense - ENSGALG00000009611

ENSGALT00000067892 exonic_sense + ENSGALG00000028789

ENSGALT00000068416 exonic_sense - ENSGALG00000025698

NONGGAT006528.2 exonic_sense + ENSGALG00000016475

NONGGAT004033.2 exonic_sense - ENSGALG00000035669

NONGGAT014990.1 exonic_sense - ENSGALG00000011111

NONGGAT015374.1 exonic_sense + ENSGALG00000015529

NONGGAT003319.2 exonic_sense + ENSGALG00000004193

ENSGALT00000068731 exonic_sense - ENSGALG00000036840

NONGGAT005142.2 exonic_sense + ENSGALG00000038748

NONGGAT005662.2 exonic_sense + ENSGALG00000043456

ENSGALT00000070129 exonic_sense + ENSGALG00000045265

NONGGAT009001.2 exonic_sense - ENSGALG00000023296

NONGGAT001523.2 exonic_sense + ENSGALG00000001586

ENSGALT00000084646 exonic_sense - ENSGALG00000014226

ENSGALT00000088245 exonic_sense + ENSGALG00000015077

NONGGAT007931.2 exonic_sense - ENSGALG00000043613

NONGGAT013647.1 exonic_sense + ENSGALG00000021611

NONGGAT002554.2 exonic_sense + ENSGALG00000004189

NONGGAT008226.2 exonic_sense - ENSGALG00000037714

NONGGAT008857.2 exonic_sense + ENSGALG00000020922

NONGGAT016310.1 exonic_sense + ENSGALG00000011331

NONGGAT007308.2 exonic_sense + ENSGALG00000027533

NONGGAT002611.2 exonic_sense + ENSGALG00000006043

NONGGAT007644.2 exonic_sense - ENSGALG00000009611

NONGGAT006767.2 exonic_sense + ENSGALG00000008689



NONGGAT007642.2 exonic_sense - ENSGALG00000009611

NONGGAT000998.2 exonic_sense - ENSGALG00000016285

NONGGAT008032.2 exonic_sense + ENSGALG00000003073

NONGGAT002523.2 exonic_sense + ENSGALG00000003026

NONGGAT009869.2 exonic_sense + ENSGALG00000033014

NONGGAT007651.2 exonic_sense - ENSGALG00000009611

ENSGALT00000085450 exonic_sense + ENSGALG00000038064

NONGGAT001931.2 exonic_sense + ENSGALG00000034534

NONGGAT008981.2 exonic_sense + ENSGALG00000028978

NONGGAT007893.2 exonic_sense - ENSGALG00000032563

NONGGAT001620.2 exonic_sense + ENSGALG00000033654

NONGGAT013228.1 exonic_sense - ENSGALG00000005855

NONGGAT009153.2 exonic_sense - ENSGALG00000041128

NONGGAT011183.2 exonic_sense - ENSGALG00000009381

NONGGAT004635.2 exonic_sense - ENSGALG00000037014

NONGGAT007834.2 exonic_sense + ENSGALG00000011608

NONGGAT007962.2 exonic_sense - ENSGALG00000001907

ENSGALT00000081182 exonic_sense - ENSGALG00000044737

NONGGAT009279.2 exonic_sense + ENSGALG00000027983

NONGGAT009681.2 exonic_sense + ENSGALG00000038604

NONGGAT010197.2 exonic_sense - ENSGALG00000032790

ENSGALT00000080846 exonic_sense + ENSGALG00000046233

NONGGAT005715.2 exonic_sense - ENSGALG00000004455

NONGGAT004652.2 exonic_sense + ENSGALG00000029033

ENSGALT00000080413 exonic_sense + ENSGALG00000001828

NONGGAT010456.2 exonic_sense + ENSGALG00000038467

NONGGAT010352.2 exonic_sense - ENSGALG00000036625

NONGGAT012271.1 exonic_sense + ENSGALG00000014551

NONGGAT008019.2 exonic_sense + ENSGALG00000002980

ENSGALT00000053498 exonic_sense - ENSGALG00000042762

NONGGAT007491.2 exonic_sense - ENSGALG00000006873

NONGGAT008455.2 exonic_sense + ENSGALG00000029851

NONGGAT003734.2 exonic_sense + ENSGALG00000007125

NONGGAT002844.2 exonic_sense + ENSGALG00000013851

NONGGAT006103.2 exonic_sense + ENSGALG00000033992

NONGGAT007654.2 exonic_sense - ENSGALG00000009611

NONGGAT015981.1 exonic_sense - ENSGALG00000002904

NONGGAT013250.1 exonic_sense + ENSGALG00000001697

NONGGAT012734.1 exonic_sense - ENSGALG00000028155

ENSGALT00000076622 exonic_sense - ENSGALG00000035810

ENSGALT00000085912 exonic_sense + ENSGALG00000029545

NONGGAT001178.2 exonic_sense - ENSGALG00000016890

NONGGAT015572.1 exonic_sense - ENSGALG00000014281

NONGGAT002860.2 exonic_sense - ENSGALG00000032916

ENSGALT00000077093 exonic_sense - ENSGALG00000018256

NONGGAT009304.2 exonic_sense + ENSGALG00000025876

NONGGAT004994.2 exonic_sense + ENSGALG00000031343

NONGGAT004839.2 exonic_sense - ENSGALG00000033569

NONGGAT000759.2 exonic_sense + ENSGALG00000026299

NONGGAT003503.2 exonic_sense - ENSGALG00000004042



NONGGAT001695.2 exonic_sense + ENSGALG00000006949

ENSGALT00000078863 exonic_sense + ENSGALG00000001546

NONGGAT005557.2 exonic_sense - ENSGALG00000003536

ENSGALT00000089921 exonic_sense - ENSGALG00000045912

NONGGAT002286.2 exonic_sense - ENSGALG00000000946

NONGGAT005231.2 exonic_sense - ENSGALG00000001341

NONGGAT010872.2 exonic_sense + ENSGALG00000003674

NONGGAT004338.2 exonic_sense - ENSGALG00000036534

NONGGAT007547.2 exonic_sense + ENSGALG00000033100

NONGGAT016620.1 exonic_sense + ENSGALG00000000241

NONGGAT005488.2 exonic_sense - ENSGALG00000045212

NONGGAT008960.2 exonic_sense + ENSGALG00000010053

NONGGAT001827.2 exonic_sense - ENSGALG00000028466

NONGGAT008824.2 exonic_sense - ENSGALG00000025650

NONGGAT007640.2 exonic_sense - ENSGALG00000009611

NONGGAT009094.2 exonic_sense - ENSGALG00000026591

ENSGALT00000075470 exonic_sense - ENSGALG00000005263

NONGGAT013682.1 exonic_sense - ENSGALG00000002653

ENSGALT00000085409 exonic_sense - ENSGALG00000033951

NONGGAT003745.2 exonic_sense + ENSGALG00000007266

NONGGAT013003.1 exonic_sense - ENSGALG00000016947

NONGGAT000127.2 exonic_sense + ENSGALG00000032659

ENSGALT00000055916 exonic_sense + ENSGALG00000042230

NONGGAT002339.2 exonic_sense + ENSGALG00000001916

NONGGAT003193.2 exonic_sense + ENSGALG00000000906

NONGGAT004252.2 exonic_sense + ENSGALG00000013438

NONGGAT015129.1 exonic_sense - ENSGALG00000016454

NONGGAT007000.2 exonic_sense - ENSGALG00000011190

NONGGAT012469.1 exonic_sense + ENSGALG00000016912

NONGGAT008386.2 exonic_sense + ENSGALG00000003812

ENSGALT00000066555 intergenic . .

NONGGAT013551.1 intergenic . .

NONGGAT000764.2 intergenic . .

ENSGALT00000050714 intergenic . .

NONGGAT009188.2 intergenic . .

ENSGALT00000085628 intergenic . .

ENSGALT00000085028 intergenic . .

ENSGALT00000048761 intergenic . .

ENSGALT00000086858 intergenic . .

NONGGAT006174.2 intergenic . .

ENSGALT00000065202 intergenic . .

NONGGAT004051.2 intergenic . .

ENSGALT00000080852 intergenic . .

ENSGALT00000048621 intergenic . .

ENSGALT00000052170 intergenic . .

ENSGALT00000075403 intergenic . .

ENSGALT00000059087 intergenic . .

ENSGALT00000081678 intergenic . .

ENSGALT00000055659 intergenic . .

NONGGAT001014.2 intergenic . .



ENSGALT00000058763 intergenic . .

ENSGALT00000065257 intergenic . .

NONGGAT008362.2 intergenic . .

NONGGAT008125.2 intergenic . .

ENSGALT00000052550 intergenic . .

NONGGAT006378.2 intergenic . .

ENSGALT00000087324 intergenic . .

NONGGAT001280.2 intergenic . .

ENSGALT00000090386 intergenic . .

NONGGAT002111.2 intergenic . .

ENSGALT00000086611 intergenic . .

ENSGALT00000081613 intergenic . .

NONGGAT000228.2 intergenic . .

ENSGALT00000079259 intergenic . .

ENSGALT00000047673 intergenic . .

NONGGAT007438.2 intergenic . .

ENSGALT00000086737 intergenic . .

ENSGALT00000071986 intergenic . .

ENSGALT00000078599 intergenic . .

NONGGAT015754.1 intergenic . .

ENSGALT00000052127 intergenic . .

NONGGAT005819.2 intergenic . .

ENSGALT00000060785 intergenic . .

ENSGALT00000075624 intergenic . .

ENSGALT00000072443 intergenic . .

ENSGALT00000064118 intergenic . .

ENSGALT00000059265 intergenic . .

NONGGAT007585.2 intergenic . .

ENSGALT00000047758 intergenic . .

NONGGAT003880.2 intergenic . .

NONGGAT001852.2 intergenic . .

NONGGAT001270.2 intergenic . .

NONGGAT008138.2 intergenic . .

NONGGAT004692.2 intergenic . .

ENSGALT00000077423 intergenic . .

ENSGALT00000084798 intergenic . .

ENSGALT00000083158 intergenic . .

ENSGALT00000070400 intergenic . .

ENSGALT00000069887 intergenic . .

NONGGAT015347.1 intergenic . .

NONGGAT005726.2 intergenic . .

ENSGALT00000070692 intergenic . .

ENSGALT00000069547 intergenic . .

NONGGAT007055.2 intergenic . .

NONGGAT006953.2 intergenic . .

NONGGAT004205.2 intergenic . .

ENSGALT00000083762 intergenic . .

ENSGALT00000089237 intergenic . .

ENSGALT00000076611 intergenic . .

ENSGALT00000081708 intergenic . .



ENSGALT00000078014 intergenic . .

ENSGALT00000076129 intergenic . .

NONGGAT009389.2 intergenic . .

NONGGAT011868.2 intergenic . .

ENSGALT00000061677 intergenic . .

ENSGALT00000068057 intergenic . .

NONGGAT014644.1 intergenic . .

ENSGALT00000075472 intergenic . .

NONGGAT000029.2 intergenic . .

ENSGALT00000082740 intergenic . .

ENSGALT00000081725 intergenic . .

ENSGALT00000073631 intergenic . .

ENSGALT00000090142 intergenic . .

NONGGAT009307.2 intergenic . .

ENSGALT00000067467 intergenic . .

ENSGALT00000069672 intergenic . .

NONGGAT000455.2 intergenic . .

ENSGALT00000061997 intergenic . .

ENSGALT00000051842 intergenic . .

ENSGALT00000063833 intergenic . .

ENSGALT00000086579 intergenic . .

NONGGAT002595.2 intergenic . .

ENSGALT00000079978 intergenic . .

ENSGALT00000070627 intergenic . .

ENSGALT00000079785 intergenic . .

ENSGALT00000087461 intergenic . .

ENSGALT00000090030 intergenic . .

ENSGALT00000084515 intergenic . .

NONGGAT005358.2 intergenic . .

NONGGAT005376.2 intergenic . .

ENSGALT00000059339 intergenic . .

ENSGALT00000048414 intergenic . .

ENSGALT00000056955 intergenic . .

ENSGALT00000073087 intergenic . .

ENSGALT00000083664 intergenic . .

ENSGALT00000073196 intergenic . .

ENSGALT00000065198 intergenic . .

ENSGALT00000089843 intergenic . .

ENSGALT00000053056 intergenic . .

ENSGALT00000088094 intergenic . .

ENSGALT00000064205 intergenic . .

NONGGAT005052.2 intergenic . .

NONGGAT008679.2 intergenic . .

ENSGALT00000072379 intergenic . .

ENSGALT00000087995 intergenic . .

ENSGALT00000064268 intergenic . .

NONGGAT006935.2 intergenic . .

ENSGALT00000057757 intergenic . .

ENSGALT00000061659 intergenic . .

ENSGALT00000084276 intergenic . .



ENSGALT00000082473 intergenic . .

ENSGALT00000074089 intergenic . .

ENSGALT00000058457 intergenic . .

ENSGALT00000072101 intergenic . .

NONGGAT002983.2 intergenic . .

NONGGAT007148.2 intergenic . .

ENSGALT00000078941 intergenic . .

NONGGAT005246.2 intergenic . .

ENSGALT00000071758 intergenic . .

ENSGALT00000059036 intergenic . .

NONGGAT003561.2 intergenic . .

ENSGALT00000053823 intergenic . .

NONGGAT001869.2 intergenic . .

ENSGALT00000089571 intergenic . .

ENSGALT00000078245 intergenic . .

ENSGALT00000052604 intergenic . .

ENSGALT00000078169 intergenic . .

ENSGALT00000076136 intergenic . .

ENSGALT00000084829 intergenic . .

NONGGAT002534.2 intergenic . .

NONGGAT000062.2 intergenic . .

ENSGALT00000067139 intergenic . .

ENSGALT00000066914 intergenic . .

ENSGALT00000066266 intergenic . .

NONGGAT001272.2 intergenic . .

NONGGAT003307.2 intergenic . .

NONGGAT003596.2 intergenic . .

ENSGALT00000083769 intergenic . .

NONGGAT012230.1 intergenic . .

NONGGAT004226.2 intergenic . .

ENSGALT00000072316 intergenic . .

ENSGALT00000059853 intergenic . .

ENSGALT00000073413 intergenic . .

NONGGAT003504.2 intergenic . .

NONGGAT001345.2 intergenic . .

NONGGAT004810.2 intergenic . .

ENSGALT00000085823 intergenic . .

ENSGALT00000068915 intergenic . .

ENSGALT00000051819 intergenic . .

ENSGALT00000069622 intergenic . .

ENSGALT00000082310 intergenic . .

ENSGALT00000055691 intergenic . .

ENSGALT00000079979 intergenic . .

NONGGAT006088.2 intergenic . .

ENSGALT00000055072 intergenic . .

ENSGALT00000090007 intergenic . .

NONGGAT002039.2 intergenic . .

NONGGAT012749.1 intergenic . .

ENSGALT00000088621 intergenic . .

NONGGAT001316.2 intergenic . .



ENSGALT00000075552 intergenic . .

NONGGAT012053.2 intergenic . .

ENSGALT00000059177 intergenic . .

ENSGALT00000055985 intergenic . .

NONGGAT002752.2 intergenic . .

NONGGAT002688.2 intergenic . .

NONGGAT005440.2 intergenic . .

NONGGAT003458.2 intergenic . .

ENSGALT00000087499 intergenic . .

ENSGALT00000085651 intergenic . .

ENSGALT00000070959 intergenic . .

NONGGAT005468.2 intergenic . .

ENSGALT00000079589 intergenic . .

ENSGALT00000056786 intergenic . .

ENSGALT00000065652 intergenic . .

ENSGALT00000056449 intergenic . .

NONGGAT005330.2 intergenic . .

ENSGALT00000066877 intergenic . .

ENSGALT00000066978 intergenic . .

NONGGAT012089.2 intergenic . .

ENSGALT00000053545 intergenic . .

ENSGALT00000047311 intergenic . .

ENSGALT00000066768 intergenic . .

NONGGAT016206.1 intergenic . .

ENSGALT00000085534 intergenic . .

ENSGALT00000047631 intergenic . .

NONGGAT000014.2 intergenic . .

ENSGALT00000071391 intergenic . .

NONGGAT005931.2 intergenic . .

NONGGAT008231.2 intergenic . .

ENSGALT00000060754 intergenic . .

ENSGALT00000088989 intergenic . .

ENSGALT00000063949 intergenic . .

ENSGALT00000058166 intergenic . .

ENSGALT00000062578 intergenic . .

ENSGALT00000078123 intergenic . .

ENSGALT00000079995 intergenic . .

ENSGALT00000086145 intergenic . .

NONGGAT000492.2 intergenic . .

ENSGALT00000079688 intergenic . .

ENSGALT00000078171 intergenic . .

ENSGALT00000083982 intergenic . .

ENSGALT00000084569 intergenic . .

ENSGALT00000087707 intergenic . .

ENSGALT00000073280 intergenic . .

NONGGAT006944.2 intergenic . .

ENSGALT00000072575 intergenic . .

ENSGALT00000089508 intergenic . .

ENSGALT00000075178 intergenic . .

ENSGALT00000083122 intergenic . .



ENSGALT00000055888 intergenic . .

ENSGALT00000079453 intergenic . .

ENSGALT00000073466 intergenic . .

ENSGALT00000051534 intergenic . .

ENSGALT00000059245 intergenic . .

ENSGALT00000057363 intergenic . .

ENSGALT00000074293 intergenic . .

ENSGALT00000069146 intergenic . .

NONGGAT014671.1 intergenic . .

NONGGAT004830.2 intergenic . .

NONGGAT002567.2 intergenic . .

NONGGAT001972.2 intergenic . .

ENSGALT00000055248 intergenic . .

ENSGALT00000088510 intergenic . .

NONGGAT009435.2 intergenic . .

ENSGALT00000072167 intergenic . .

ENSGALT00000089407 intergenic . .

ENSGALT00000085897 intergenic . .

NONGGAT012593.1 intergenic . .

ENSGALT00000052596 intergenic . .

ENSGALT00000046816 intergenic . .

ENSGALT00000057646 intergenic . .

ENSGALT00000057047 intergenic . .

NONGGAT000925.2 intergenic . .

NONGGAT008136.2 intergenic . .

ENSGALT00000086098 intergenic . .

ENSGALT00000084401 intergenic . .

ENSGALT00000080298 intergenic . .

ENSGALT00000088495 intergenic . .

ENSGALT00000062584 intergenic . .

NONGGAT008278.2 intergenic . .

ENSGALT00000052011 intergenic . .

ENSGALT00000057814 intergenic . .

ENSGALT00000062055 intergenic . .

ENSGALT00000086655 intergenic . .

ENSGALT00000061892 intergenic . .

ENSGALT00000089669 intergenic . .

NONGGAT004691.2 intergenic . .

ENSGALT00000087520 intergenic . .

ENSGALT00000088810 intergenic . .

ENSGALT00000065522 intergenic . .

ENSGALT00000080826 intergenic . .

ENSGALT00000048246 intergenic . .

NONGGAT006492.2 intergenic . .

ENSGALT00000064614 intergenic . .

ENSGALT00000083325 intergenic . .

ENSGALT00000090151 intergenic . .

NONGGAT000582.2 intergenic . .

NONGGAT008719.2 intergenic . .

ENSGALT00000048033 intergenic . .



ENSGALT00000050880 intergenic . .

ENSGALT00000062302 intergenic . .

ENSGALT00000066320 intergenic . .

ENSGALT00000088045 intergenic . .

NONGGAT007387.2 intergenic . .

ENSGALT00000061457 intergenic . .

NONGGAT009017.2 intergenic . .

ENSGALT00000054322 intergenic . .

ENSGALT00000067818 intergenic . .

NONGGAT002754.2 intergenic . .

NONGGAT009229.2 intergenic . .

NONGGAT002484.2 intergenic . .

ENSGALT00000066668 intergenic . .

ENSGALT00000059205 intergenic . .

ENSGALT00000057640 intergenic . .

ENSGALT00000075257 intergenic . .

NONGGAT011295.2 intergenic . .

ENSGALT00000069807 intergenic . .

ENSGALT00000058719 intergenic . .

ENSGALT00000067685 intergenic . .

NONGGAT001643.2 intergenic . .

ENSGALT00000077611 intergenic . .

ENSGALT00000082916 intergenic . .

ENSGALT00000089291 intergenic . .

ENSGALT00000072197 intergenic . .

ENSGALT00000049202 intergenic . .

ENSGALT00000051747 intergenic . .

ENSGALT00000050394 intergenic . .

NONGGAT005489.2 intergenic . .

NONGGAT003699.2 intergenic . .

ENSGALT00000078025 intergenic . .

NONGGAT007706.2 intergenic . .

NONGGAT004097.2 intergenic . .

ENSGALT00000089882 intergenic . .

ENSGALT00000075850 intergenic . .

NONGGAT006377.2 intergenic . .

NONGGAT012032.2 intergenic . .

ENSGALT00000073620 intergenic . .

ENSGALT00000084279 intergenic . .

ENSGALT00000085046 intergenic . .

ENSGALT00000084768 intergenic . .

ENSGALT00000055954 intergenic . .

NONGGAT004598.2 intergenic . .

ENSGALT00000067301 intergenic . .

ENSGALT00000087081 intergenic . .

NONGGAT002913.2 intergenic . .

ENSGALT00000071049 intergenic . .

NONGGAT011797.2 intergenic . .

ENSGALT00000062372 intergenic . .

ENSGALT00000074336 intergenic . .



ENSGALT00000076697 intergenic . .

NONGGAT010503.2 intergenic . .

ENSGALT00000047605 intergenic . .

ENSGALT00000057315 intergenic . .

ENSGALT00000084772 intergenic . .

ENSGALT00000049274 intergenic . .

ENSGALT00000083909 intergenic . .

ENSGALT00000070471 intergenic . .

ENSGALT00000083337 intergenic . .

NONGGAT006707.2 intergenic . .

NONGGAT006914.2 intergenic . .

NONGGAT006431.2 intergenic . .

ENSGALT00000065447 intergenic . .

ENSGALT00000051646 intergenic . .

ENSGALT00000064805 intergenic . .

ENSGALT00000058202 intergenic . .

ENSGALT00000089997 intergenic . .

NONGGAT004998.2 intergenic . .

NONGGAT004935.2 intergenic . .

NONGGAT001939.2 intergenic . .

ENSGALT00000062606 intergenic . .

NONGGAT008837.2 intergenic . .

ENSGALT00000049220 intergenic . .

NONGGAT000667.2 intergenic . .

NONGGAT008306.2 intergenic . .

ENSGALT00000050995 intergenic . .

NONGGAT009053.2 intergenic . .

ENSGALT00000067987 intergenic . .

NONGGAT006204.2 intergenic . .

ENSGALT00000073886 intergenic . .

NONGGAT003374.2 intergenic . .

ENSGALT00000090180 intergenic . .

NONGGAT005283.2 intergenic . .

ENSGALT00000083658 intergenic . .

ENSGALT00000048074 intergenic . .

ENSGALT00000059774 intergenic . .

ENSGALT00000060701 intergenic . .

ENSGALT00000050900 intergenic . .

ENSGALT00000081327 intergenic . .

NONGGAT002405.2 intergenic . .

ENSGALT00000060484 intergenic . .

NONGGAT006246.2 intergenic . .

ENSGALT00000019269 intergenic . .

ENSGALT00000086706 intergenic . .

ENSGALT00000048740 intergenic . .

ENSGALT00000058095 intergenic . .

NONGGAT007118.2 intergenic . .

ENSGALT00000054488 intergenic . .

ENSGALT00000060328 intergenic . .

ENSGALT00000089730 intergenic . .



ENSGALT00000088976 intergenic . .

NONGGAT000198.2 intergenic . .

ENSGALT00000068292 intergenic . .

ENSGALT00000074754 intergenic . .

ENSGALT00000082087 intergenic . .

ENSGALT00000087287 intergenic . .

ENSGALT00000089381 intergenic . .

ENSGALT00000072892 intergenic . .

NONGGAT008998.2 intergenic . .

ENSGALT00000049757 intergenic . .

ENSGALT00000072391 intergenic . .

ENSGALT00000071595 intergenic . .

ENSGALT00000088347 intergenic . .

ENSGALT00000066281 intergenic . .

NONGGAT004497.2 intergenic . .

NONGGAT009223.2 intergenic . .

ENSGALT00000071882 intergenic . .

ENSGALT00000050835 intergenic . .

ENSGALT00000090257 intergenic . .

ENSGALT00000053367 intergenic . .

ENSGALT00000068375 intergenic . .

ENSGALT00000080979 intergenic . .

ENSGALT00000052489 intergenic . .

ENSGALT00000003481 intergenic . .

ENSGALT00000054737 intergenic . .

ENSGALT00000058866 intergenic . .

ENSGALT00000086009 intergenic . .

ENSGALT00000077204 intergenic . .

ENSGALT00000057476 intergenic . .

NONGGAT007953.2 intergenic . .

NONGGAT003598.2 intergenic . .

ENSGALT00000078794 intergenic . .

ENSGALT00000068595 intergenic . .

ENSGALT00000083924 intergenic . .

NONGGAT009219.2 intergenic . .

ENSGALT00000054175 intergenic . .

ENSGALT00000084221 intergenic . .

ENSGALT00000084853 intergenic . .

NONGGAT008852.2 intergenic . .

ENSGALT00000075439 intergenic . .

ENSGALT00000070157 intergenic . .

NONGGAT011606.2 intergenic . .

ENSGALT00000089753 intergenic . .

ENSGALT00000077882 intergenic . .

NONGGAT012756.1 intergenic . .

ENSGALT00000086383 intergenic . .

NONGGAT004081.2 intergenic . .

NONGGAT003564.2 intergenic . .

NONGGAT002924.2 intergenic . .

ENSGALT00000064302 intergenic . .



NONGGAT000211.2 intergenic . .

ENSGALT00000089952 intergenic . .

ENSGALT00000066166 intergenic . .

NONGGAT000096.2 intergenic . .

NONGGAT002732.2 intergenic . .

ENSGALT00000088332 intergenic . .

ENSGALT00000071681 intergenic . .

ENSGALT00000080233 intergenic . .

NONGGAT003941.2 intergenic . .

ENSGALT00000089061 intergenic . .

ENSGALT00000046297 intergenic . .

NONGGAT001311.2 intergenic . .

ENSGALT00000055846 intergenic . .

ENSGALT00000088865 intergenic . .

ENSGALT00000083947 intergenic . .

ENSGALT00000049177 intergenic . .

NONGGAT005447.2 intergenic . .

ENSGALT00000052818 intergenic . .

ENSGALT00000074791 intergenic . .

ENSGALT00000081451 intergenic . .

ENSGALT00000082197 intergenic . .

NONGGAT012009.2 intergenic . .

ENSGALT00000067461 intergenic . .

NONGGAT006912.2 intergenic . .

ENSGALT00000047936 intergenic . .

NONGGAT000906.2 intergenic . .

NONGGAT002036.2 intergenic . .

ENSGALT00000060787 intergenic . .

ENSGALT00000090017 intergenic . .

ENSGALT00000054534 intergenic . .

NONGGAT000831.2 intergenic . .

ENSGALT00000073981 intergenic . .

ENSGALT00000088682 intergenic . .

ENSGALT00000083946 intergenic . .

ENSGALT00000079826 intergenic . .

ENSGALT00000063879 intergenic . .

NONGGAT006748.2 intergenic . .

NONGGAT003621.2 intergenic . .

ENSGALT00000079731 intergenic . .

ENSGALT00000080674 intergenic . .

ENSGALT00000078539 intergenic . .

NONGGAT005294.2 intergenic . .

ENSGALT00000063217 intergenic . .

ENSGALT00000061703 intergenic . .

NONGGAT002535.2 intergenic . .

ENSGALT00000085954 intergenic . .

ENSGALT00000050511 intergenic . .

ENSGALT00000083929 intergenic . .

ENSGALT00000065378 intergenic . .

ENSGALT00000060844 intergenic . .



ENSGALT00000061830 intergenic . .

ENSGALT00000089756 intergenic . .

ENSGALT00000083193 intergenic . .

NONGGAT000490.2 intergenic . .

ENSGALT00000079285 intergenic . .

NONGGAT008054.2 intergenic . .

ENSGALT00000077184 intergenic . .

NONGGAT000810.2 intergenic . .

ENSGALT00000089514 intergenic . .

ENSGALT00000088840 intergenic . .

ENSGALT00000079009 intergenic . .

ENSGALT00000082723 intergenic . .

ENSGALT00000051910 intergenic . .

ENSGALT00000058682 intergenic . .

ENSGALT00000065102 intergenic . .

ENSGALT00000077348 intergenic . .

ENSGALT00000088078 intergenic . .

ENSGALT00000046607 intergenic . .

NONGGAT002982.2 intergenic . .

ENSGALT00000058271 intergenic . .

ENSGALT00000088984 intergenic . .

ENSGALT00000060366 intergenic . .

NONGGAT002949.2 intergenic . .

NONGGAT000712.2 intergenic . .

ENSGALT00000062287 intergenic . .

NONGGAT008502.2 intergenic . .

NONGGAT003243.2 intergenic . .

ENSGALT00000083360 intergenic . .

ENSGALT00000089665 intergenic . .

NONGGAT006719.2 intergenic . .

ENSGALT00000088835 intergenic . .

NONGGAT000598.2 intergenic . .

NONGGAT002804.2 intergenic . .

ENSGALT00000087492 intergenic . .

ENSGALT00000083823 intergenic . .

ENSGALT00000087310 intergenic . .

ENSGALT00000066075 intergenic . .

ENSGALT00000080371 intergenic . .

ENSGALT00000086665 intergenic . .

ENSGALT00000082628 intergenic . .

NONGGAT005274.2 intergenic . .

ENSGALT00000079294 intergenic . .

ENSGALT00000069493 intergenic . .

ENSGALT00000089825 intergenic . .

ENSGALT00000064259 intergenic . .

NONGGAT009308.2 intergenic . .

ENSGALT00000083832 intergenic . .

ENSGALT00000062549 intergenic . .

ENSGALT00000055363 intergenic . .

NONGGAT005360.2 intergenic . .



ENSGALT00000068339 intergenic . .

ENSGALT00000074420 intergenic . .

NONGGAT007724.2 intergenic . .

ENSGALT00000084355 intergenic . .

ENSGALT00000087069 intergenic . .

NONGGAT005584.2 intergenic . .

ENSGALT00000047990 intergenic . .

ENSGALT00000090036 intergenic . .

ENSGALT00000074466 intergenic . .

NONGGAT001288.2 intergenic . .

ENSGALT00000050942 intergenic . .

ENSGALT00000088624 intergenic . .

NONGGAT011770.2 intergenic . .

ENSGALT00000081293 intergenic . .

NONGGAT006478.2 intergenic . .

NONGGAT007469.2 intergenic . .

ENSGALT00000085393 intergenic . .

ENSGALT00000088093 intergenic . .

NONGGAT006454.2 intergenic . .

ENSGALT00000090136 intergenic . .

NONGGAT004863.2 intergenic . .

NONGGAT005158.2 intergenic . .

ENSGALT00000052704 intergenic . .

ENSGALT00000067677 intergenic . .

NONGGAT000981.2 intergenic . .

ENSGALT00000074097 intergenic . .

ENSGALT00000058513 intergenic . .

NONGGAT008010.2 intergenic . .

ENSGALT00000046606 intergenic . .

ENSGALT00000071737 intergenic . .

NONGGAT000453.2 intergenic . .

ENSGALT00000067075 intergenic . .

ENSGALT00000063499 intergenic . .

ENSGALT00000061327 intergenic . .

NONGGAT008071.2 intergenic . .

ENSGALT00000088034 intergenic . .

ENSGALT00000081832 intergenic . .

ENSGALT00000084049 intergenic . .

ENSGALT00000049923 intergenic . .

ENSGALT00000057248 intergenic . .

ENSGALT00000076089 intergenic . .

ENSGALT00000076138 intergenic . .

ENSGALT00000074181 intergenic . .

ENSGALT00000060980 intergenic . .

NONGGAT003704.2 intergenic . .

NONGGAT011607.2 intergenic . .

NONGGAT008182.2 intergenic . .

ENSGALT00000089368 intergenic . .

ENSGALT00000054931 intergenic . .

ENSGALT00000054032 intergenic . .



ENSGALT00000087341 intergenic . .

ENSGALT00000053147 intergenic . .

ENSGALT00000060192 intergenic . .

ENSGALT00000090037 intergenic . .

ENSGALT00000051696 intergenic . .

NONGGAT008014.2 intergenic . .

ENSGALT00000071852 intergenic . .

NONGGAT005655.2 intergenic . .

ENSGALT00000083403 intergenic . .

ENSGALT00000090166 intergenic . .

NONGGAT005161.2 intergenic . .

NONGGAT002439.2 intergenic . .

NONGGAT003863.2 intergenic . .

ENSGALT00000083388 intergenic . .

ENSGALT00000059397 intergenic . .

NONGGAT002532.2 intergenic . .

NONGGAT000564.2 intergenic . .

ENSGALT00000051672 intergenic . .

NONGGAT002826.2 intergenic . .

ENSGALT00000060798 intergenic . .

ENSGALT00000067521 intergenic . .

NONGGAT007707.2 intergenic . .

ENSGALT00000077220 intergenic . .

ENSGALT00000088726 intergenic . .

NONGGAT000773.2 intergenic . .

NONGGAT007402.2 intergenic . .

NONGGAT013263.1 intergenic . .

NONGGAT009283.2 intergenic . .

ENSGALT00000068766 intergenic . .

NONGGAT007679.2 intergenic . .

NONGGAT006226.2 intergenic . .

NONGGAT007138.2 intergenic . .

ENSGALT00000052303 intergenic . .

ENSGALT00000087443 intergenic . .

NONGGAT003981.2 intergenic . .

ENSGALT00000054339 intergenic . .

ENSGALT00000077688 intergenic . .

ENSGALT00000064046 intergenic . .

ENSGALT00000058032 intergenic . .

ENSGALT00000075028 intergenic . .

ENSGALT00000087804 intergenic . .

NONGGAT000590.2 intergenic . .

NONGGAT004102.2 intergenic . .

NONGGAT015378.1 intergenic . .

ENSGALT00000087042 intergenic . .

ENSGALT00000088717 intergenic . .

NONGGAT000477.2 intergenic . .

ENSGALT00000081383 intergenic . .

ENSGALT00000072518 intergenic . .

ENSGALT00000062158 intergenic . .



NONGGAT000774.2 intergenic . .

ENSGALT00000077375 intergenic . .

NONGGAT002747.2 intergenic . .

NONGGAT002358.2 intergenic . .

NONGGAT004986.2 intergenic . .

NONGGAT003612.2 intergenic . .

ENSGALT00000073934 intergenic . .

ENSGALT00000073179 intergenic . .

NONGGAT003703.2 intergenic . .

ENSGALT00000062191 intergenic . .

NONGGAT004580.2 intergenic . .

ENSGALT00000084882 intergenic . .

ENSGALT00000055002 intergenic . .

NONGGAT007037.2 intergenic . .

ENSGALT00000058809 intergenic . .

NONGGAT008092.2 intergenic . .

NONGGAT004990.2 intergenic . .

NONGGAT001649.2 intergenic . .

ENSGALT00000082792 intergenic . .

ENSGALT00000081698 intergenic . .

NONGGAT002377.2 intergenic . .

NONGGAT007249.2 intergenic . .

ENSGALT00000053903 intergenic . .

ENSGALT00000046837 intergenic . .

NONGGAT014959.1 intergenic . .

ENSGALT00000088981 intergenic . .

ENSGALT00000073171 intergenic . .

ENSGALT00000058575 intergenic . .

ENSGALT00000052488 intergenic . .

ENSGALT00000087354 intergenic . .

ENSGALT00000074375 intergenic . .

ENSGALT00000041273 intergenic . .

NONGGAT003512.2 intergenic . .

ENSGALT00000083771 intergenic . .

NONGGAT001915.2 intergenic . .

ENSGALT00000086751 intergenic . .

ENSGALT00000053254 intergenic . .

NONGGAT007970.2 intergenic . .

ENSGALT00000089318 intergenic . .

ENSGALT00000062140 intergenic . .

NONGGAT000199.2 intergenic . .

ENSGALT00000072001 intergenic . .

NONGGAT013472.1 intergenic . .

ENSGALT00000061738 intergenic . .

ENSGALT00000070825 intergenic . .

NONGGAT001304.2 intergenic . .

NONGGAT010460.2 intergenic . .

NONGGAT004348.2 intergenic . .

ENSGALT00000067567 intergenic . .

ENSGALT00000064249 intergenic . .



ENSGALT00000051535 intergenic . .

ENSGALT00000067513 intergenic . .

NONGGAT011698.2 intergenic . .

NONGGAT002001.2 intergenic . .

ENSGALT00000064167 intergenic . .

ENSGALT00000087911 intergenic . .

ENSGALT00000077567 intergenic . .

NONGGAT016168.1 intergenic . .

NONGGAT006911.2 intergenic . .

NONGGAT000087.2 intergenic . .

NONGGAT007956.2 intergenic . .

NONGGAT004129.2 intergenic . .

ENSGALT00000083205 intergenic . .

NONGGAT002584.2 intergenic . .

NONGGAT007075.2 intergenic . .

ENSGALT00000065866 intergenic . .

ENSGALT00000066415 intergenic . .

ENSGALT00000046413 intergenic . .

ENSGALT00000068195 intergenic . .

ENSGALT00000085649 intergenic . .

ENSGALT00000060030 intergenic . .

ENSGALT00000066384 intergenic . .

NONGGAT007238.2 intergenic . .

NONGGAT009073.2 intergenic . .

ENSGALT00000079947 intergenic . .

NONGGAT007478.2 intergenic . .

NONGGAT000991.2 intergenic . .

NONGGAT007629.2 intergenic . .

ENSGALT00000026524 intergenic . .

NONGGAT006652.2 intergenic . .

ENSGALT00000089404 intergenic . .

ENSGALT00000082943 intergenic . .

ENSGALT00000088833 intergenic . .

NONGGAT011619.2 intergenic . .

NONGGAT000708.2 intergenic . .

ENSGALT00000076632 intergenic . .

ENSGALT00000067453 intergenic . .

NONGGAT006946.2 intergenic . .

ENSGALT00000063188 intergenic . .

ENSGALT00000073147 intergenic . .

ENSGALT00000075669 intergenic . .

NONGGAT003264.2 intergenic . .

ENSGALT00000061162 intergenic . .

ENSGALT00000058968 intergenic . .

ENSGALT00000080404 intergenic . .

NONGGAT011726.2 intergenic . .

NONGGAT003654.2 intergenic . .

ENSGALT00000068524 intergenic . .

ENSGALT00000066453 intergenic . .

ENSGALT00000064339 intergenic . .



ENSGALT00000067686 intergenic . .

ENSGALT00000083703 intergenic . .

NONGGAT000881.2 intergenic . .

NONGGAT011045.2 intergenic . .

NONGGAT004803.2 intergenic . .

ENSGALT00000066486 intergenic . .

NONGGAT000038.2 intergenic . .

ENSGALT00000084082 intergenic . .

ENSGALT00000084259 intergenic . .

ENSGALT00000049411 intergenic . .

NONGGAT002299.2 intergenic . .

ENSGALT00000053565 intergenic . .

NONGGAT004373.2 intergenic . .

ENSGALT00000061448 intergenic . .

ENSGALT00000063171 intergenic . .

NONGGAT000662.2 intergenic . .

ENSGALT00000066752 intergenic . .

NONGGAT013979.1 intergenic . .

NONGGAT002504.2 intergenic . .

ENSGALT00000071446 intergenic . .

ENSGALT00000066636 intergenic . .

ENSGALT00000059987 intergenic . .

ENSGALT00000070202 intergenic . .

ENSGALT00000084213 intergenic . .

ENSGALT00000089011 intergenic . .

ENSGALT00000054893 intergenic . .

NONGGAT013020.1 intergenic . .

ENSGALT00000061874 intergenic . .

ENSGALT00000080823 intergenic . .

ENSGALT00000063588 intergenic . .

NONGGAT001662.2 intergenic . .

NONGGAT005198.2 intergenic . .

ENSGALT00000067059 intergenic . .

ENSGALT00000083424 intergenic . .

NONGGAT004569.2 intergenic . .

ENSGALT00000078502 intergenic . .

NONGGAT011837.2 intergenic . .

NONGGAT001337.2 intergenic . .

ENSGALT00000076753 intergenic . .

ENSGALT00000056524 intergenic . .

NONGGAT000436.2 intergenic . .

NONGGAT008639.2 intergenic . .

ENSGALT00000058131 intergenic . .

ENSGALT00000073399 intergenic . .

ENSGALT00000054815 intergenic . .

ENSGALT00000057927 intergenic . .

ENSGALT00000089056 intergenic . .

ENSGALT00000055150 intergenic . .

ENSGALT00000087932 intergenic . .

ENSGALT00000074469 intergenic . .



ENSGALT00000056166 intergenic . .

ENSGALT00000079885 intergenic . .

ENSGALT00000055739 intergenic . .

NONGGAT001279.2 intergenic . .

ENSGALT00000074828 intergenic . .

ENSGALT00000083317 intergenic . .

ENSGALT00000083297 intergenic . .

NONGGAT007835.2 intergenic . .

NONGGAT010500.2 intergenic . .

ENSGALT00000069179 intergenic . .

NONGGAT000811.2 intergenic . .

ENSGALT00000061087 intergenic . .

ENSGALT00000047676 intergenic . .

ENSGALT00000060955 intergenic . .

NONGGAT009043.2 intergenic . .

ENSGALT00000053159 intergenic . .

ENSGALT00000064668 intergenic . .

ENSGALT00000088267 intergenic . .

ENSGALT00000079482 intergenic . .

NONGGAT014043.1 intergenic . .

NONGGAT008123.2 intergenic . .

ENSGALT00000049927 intergenic . .

NONGGAT004654.2 intergenic . .

ENSGALT00000084766 intergenic . .

ENSGALT00000067135 intergenic . .

ENSGALT00000051701 intergenic . .

ENSGALT00000064533 intergenic . .

ENSGALT00000079629 intergenic . .

NONGGAT003113.2 intergenic . .

ENSGALT00000086355 intergenic . .

ENSGALT00000065393 intergenic . .

ENSGALT00000085648 intergenic . .

NONGGAT005449.2 intergenic . .

NONGGAT003199.2 intergenic . .

NONGGAT004989.2 intergenic . .

ENSGALT00000088017 intergenic . .

NONGGAT002300.2 intergenic . .

NONGGAT009157.2 intergenic . .

ENSGALT00000084543 intergenic . .

ENSGALT00000052188 intergenic . .

ENSGALT00000079469 intergenic . .

ENSGALT00000068482 intergenic . .

NONGGAT001312.2 intergenic . .

ENSGALT00000078867 intergenic . .

NONGGAT002902.2 intergenic . .

ENSGALT00000059514 intergenic . .

ENSGALT00000088368 intergenic . .

ENSGALT00000055010 intergenic . .

ENSGALT00000079328 intergenic . .

ENSGALT00000059376 intergenic . .



ENSGALT00000069053 intergenic . .

NONGGAT009046.2 intergenic . .

ENSGALT00000066652 intergenic . .

NONGGAT010461.2 intergenic . .

ENSGALT00000084554 intergenic . .

ENSGALT00000083250 intergenic . .

ENSGALT00000084142 intergenic . .

NONGGAT011960.2 intergenic . .

NONGGAT008611.2 intergenic . .

NONGGAT005103.2 intergenic . .

ENSGALT00000088775 intergenic . .

ENSGALT00000048283 intergenic . .

ENSGALT00000062423 intergenic . .

NONGGAT004146.2 intergenic . .

NONGGAT002632.2 intergenic . .

NONGGAT005933.2 intergenic . .

ENSGALT00000084884 intergenic . .

NONGGAT005583.2 intergenic . .

ENSGALT00000088565 intergenic . .

ENSGALT00000047444 intergenic . .

ENSGALT00000084356 intergenic . .

ENSGALT00000077820 intergenic . .

NONGGAT003136.2 intergenic . .

ENSGALT00000058764 intergenic . .

ENSGALT00000078431 intergenic . .

NONGGAT004624.2 intergenic . .

NONGGAT005359.2 intergenic . .

NONGGAT000458.2 intergenic . .

ENSGALT00000083673 intergenic . .

ENSGALT00000088749 intergenic . .

ENSGALT00000085101 intergenic . .

ENSGALT00000075890 intergenic . .

ENSGALT00000067662 intergenic . .

ENSGALT00000087696 intergenic . .

NONGGAT000226.2 intergenic . .

NONGGAT006530.2 intergenic . .

NONGGAT004790.2 intergenic . .

ENSGALT00000082079 intergenic . .

ENSGALT00000087688 intergenic . .

ENSGALT00000056991 intergenic . .

NONGGAT009233.2 intergenic . .

ENSGALT00000069541 intergenic . .

ENSGALT00000083378 intergenic . .

NONGGAT001330.2 intergenic . .

NONGGAT006480.2 intergenic . .

NONGGAT002533.2 intergenic . .

NONGGAT009258.2 intergenic . .

ENSGALT00000046792 intergenic . .

NONGGAT002487.2 intergenic . .

ENSGALT00000077209 intergenic . .



ENSGALT00000059573 intergenic . .

NONGGAT001174.2 intergenic . .

ENSGALT00000047246 intergenic . .

ENSGALT00000064929 intergenic . .

ENSGALT00000089572 intergenic . .

ENSGALT00000089699 intergenic . .

NONGGAT002033.2 intergenic . .

NONGGAT003736.2 intergenic . .

ENSGALT00000067529 intergenic . .

ENSGALT00000072244 intergenic . .

NONGGAT007161.2 intergenic . .

NONGGAT010474.2 intergenic . .

ENSGALT00000087423 intergenic . .

ENSGALT00000086255 intergenic . .

NONGGAT000766.2 intergenic . .

NONGGAT008555.2 intergenic . .

NONGGAT001665.2 intergenic . .

NONGGAT012066.2 intergenic . .

ENSGALT00000047445 intergenic . .

NONGGAT001804.2 intergenic . .

ENSGALT00000049366 intergenic . .

ENSGALT00000079186 intergenic . .

NONGGAT000491.2 intergenic . .

NONGGAT006510.2 intergenic . .

ENSGALT00000089136 intergenic . .

NONGGAT005155.2 intergenic . .

ENSGALT00000084219 intergenic . .

NONGGAT008919.2 intergenic . .

ENSGALT00000047865 intergenic . .

NONGGAT012946.1 intergenic . .

NONGGAT007577.2 intergenic . .

ENSGALT00000069784 intergenic . .

ENSGALT00000046580 intergenic . .

ENSGALT00000088540 intergenic . .

ENSGALT00000065489 intergenic . .

ENSGALT00000066227 intergenic . .

ENSGALT00000055610 intergenic . .

ENSGALT00000051933 intergenic . .

ENSGALT00000074904 intergenic . .

NONGGAT002885.2 intergenic . .

NONGGAT005197.2 intergenic . .

NONGGAT008107.2 intergenic . .

ENSGALT00000071293 intergenic . .

ENSGALT00000048721 intergenic . .

NONGGAT007506.2 intergenic . .

ENSGALT00000079193 intergenic . .

NONGGAT002763.2 intergenic . .

ENSGALT00000062016 intergenic . .

NONGGAT001941.2 intergenic . .

ENSGALT00000084520 intergenic . .



NONGGAT007867.2 intergenic . .

ENSGALT00000088216 intergenic . .

ENSGALT00000057813 intergenic . .

ENSGALT00000086905 intergenic . .

NONGGAT004233.2 intergenic . .

ENSGALT00000058695 intergenic . .

ENSGALT00000087774 intergenic . .

ENSGALT00000054491 intergenic . .

ENSGALT00000052203 intergenic . .

ENSGALT00000075464 intergenic . .

ENSGALT00000088190 intergenic . .

ENSGALT00000087481 intergenic . .

NONGGAT005738.2 intergenic . .

ENSGALT00000075683 intergenic . .

ENSGALT00000034549 intergenic . .

NONGGAT004937.2 intergenic . .

ENSGALT00000090158 intergenic . .

NONGGAT007056.2 intergenic . .

ENSGALT00000069627 intergenic . .

ENSGALT00000083630 intergenic . .

ENSGALT00000056539 intergenic . .

ENSGALT00000051968 intergenic . .

ENSGALT00000084157 intergenic . .

ENSGALT00000064250 intergenic . .

NONGGAT001944.2 intergenic . .

NONGGAT011807.2 intergenic . .

ENSGALT00000088853 intergenic . .

ENSGALT00000075039 intergenic . .

ENSGALT00000049426 intergenic . .

ENSGALT00000085522 intergenic . .

ENSGALT00000088821 intergenic . .

NONGGAT009424.2 intergenic . .

NONGGAT011712.2 intergenic . .

NONGGAT000182.2 intergenic . .

ENSGALT00000053559 intergenic . .

NONGGAT002488.2 intergenic . .

NONGGAT009179.2 intergenic . .

ENSGALT00000054145 intergenic . .

NONGGAT004847.2 intergenic . .

NONGGAT000539.2 intergenic . .

ENSGALT00000079165 intergenic . .

NONGGAT002649.2 intergenic . .

ENSGALT00000048978 intergenic . .

ENSGALT00000057241 intergenic . .

ENSGALT00000066927 intergenic . .

NONGGAT001046.2 intergenic . .

NONGGAT002711.2 intergenic . .

ENSGALT00000051509 intergenic . .

ENSGALT00000062196 intergenic . .

ENSGALT00000055344 intergenic . .



ENSGALT00000055091 intergenic . .

NONGGAT003892.2 intergenic . .

NONGGAT005408.2 intergenic . .

ENSGALT00000062451 intergenic . .

NONGGAT001015.2 intergenic . .

ENSGALT00000056733 intergenic . .

ENSGALT00000058377 intergenic . .

ENSGALT00000088240 intergenic . .

ENSGALT00000075113 intergenic . .

NONGGAT000928.2 intergenic . .

NONGGAT008099.2 intergenic . .

NONGGAT009289.2 intergenic . .

ENSGALT00000057542 intergenic . .

NONGGAT009144.2 intergenic . .

ENSGALT00000089536 intergenic . .

ENSGALT00000068738 intergenic . .

ENSGALT00000087785 intergenic . .

ENSGALT00000054240 intergenic . .

ENSGALT00000049154 intergenic . .

NONGGAT011962.2 intergenic . .

ENSGALT00000084894 intergenic . .

ENSGALT00000090382 intergenic . .

ENSGALT00000069569 intergenic . .

NONGGAT000920.2 intergenic . .

ENSGALT00000063380 intergenic . .

ENSGALT00000089718 intergenic . .

ENSGALT00000072628 intergenic . .

NONGGAT001494.2 intergenic . .

ENSGALT00000076162 intergenic . .

ENSGALT00000052435 intergenic . .

ENSGALT00000064193 intergenic . .

ENSGALT00000081972 intergenic . .

ENSGALT00000087692 intergenic . .

ENSGALT00000047026 intergenic . .

ENSGALT00000070507 intergenic . .

NONGGAT002597.2 intergenic . .

ENSGALT00000047423 intergenic . .

ENSGALT00000089142 intergenic . .

ENSGALT00000059995 intergenic . .

ENSGALT00000051214 intergenic . .

ENSGALT00000086263 intergenic . .

ENSGALT00000088541 intergenic . .

NONGGAT007628.2 intergenic . .

NONGGAT006616.2 intergenic . .

ENSGALT00000060633 intergenic . .

ENSGALT00000065161 intergenic . .

ENSGALT00000069658 intergenic . .

NONGGAT011827.2 intergenic . .

ENSGALT00000088924 intergenic . .

NONGGAT006077.2 intergenic . .



ENSGALT00000060021 intergenic . .

NONGGAT006219.2 intergenic . .

ENSGALT00000057285 intergenic . .

ENSGALT00000076808 intergenic . .

ENSGALT00000089561 intergenic . .

NONGGAT014344.1 intergenic . .

ENSGALT00000056584 intergenic . .

ENSGALT00000074092 intergenic . .

NONGGAT000304.2 intergenic . .

ENSGALT00000062658 intergenic . .

NONGGAT001654.2 intergenic . .

NONGGAT006037.2 intergenic . .

NONGGAT004007.2 intergenic . .

ENSGALT00000087097 intergenic . .

ENSGALT00000061602 intergenic . .

ENSGALT00000080216 intergenic . .

NONGGAT002281.2 intergenic . .

ENSGALT00000074320 intergenic . .

NONGGAT006651.2 intergenic . .

ENSGALT00000076149 intergenic . .

ENSGALT00000088932 intergenic . .

ENSGALT00000057181 intergenic . .

NONGGAT007074.2 intergenic . .

NONGGAT010465.2 intergenic . .

NONGGAT005897.2 intergenic . .

ENSGALT00000089446 intergenic . .

NONGGAT003575.2 intergenic . .

ENSGALT00000055857 intergenic . .

ENSGALT00000085194 intergenic . .

ENSGALT00000050072 intergenic . .

ENSGALT00000081134 intergenic . .

ENSGALT00000052007 intergenic . .

ENSGALT00000067841 intergenic . .

NONGGAT002040.2 intergenic . .

ENSGALT00000063307 intergenic . .

ENSGALT00000067511 intergenic . .

ENSGALT00000081845 intergenic . .

NONGGAT015074.1 intergenic . .

ENSGALT00000052902 intergenic . .

NONGGAT003440.2 intergenic . .

ENSGALT00000089309 intergenic . .

ENSGALT00000089978 intergenic . .

ENSGALT00000076332 intergenic . .

ENSGALT00000058656 intergenic . .

ENSGALT00000069472 intergenic . .

ENSGALT00000089732 intergenic . .

ENSGALT00000082192 intergenic . .

ENSGALT00000084359 intergenic . .

ENSGALT00000054746 intergenic . .

ENSGALT00000054331 intergenic . .



ENSGALT00000084120 intergenic . .

NONGGAT005127.2 intergenic . .

ENSGALT00000085158 intergenic . .

ENSGALT00000051114 intergenic . .

ENSGALT00000083826 intergenic . .

ENSGALT00000049195 intergenic . .

NONGGAT003910.2 intergenic . .

ENSGALT00000069163 intergenic . .

NONGGAT011889.2 intergenic . .

NONGGAT003258.2 intergenic . .

NONGGAT005405.2 intergenic . .

ENSGALT00000085933 intergenic . .

ENSGALT00000055513 intergenic . .

NONGGAT013896.1 intergenic . .

ENSGALT00000057647 intergenic . .

ENSGALT00000077236 intergenic . .

NONGGAT006207.2 intergenic . .

NONGGAT009221.2 intergenic . .

NONGGAT004997.2 intergenic . .

NONGGAT009224.2 intergenic . .

NONGGAT003205.2 intergenic . .

ENSGALT00000068081 intergenic . .

ENSGALT00000087407 intergenic . .

NONGGAT007151.2 intergenic . .

NONGGAT009207.2 intergenic . .

NONGGAT008999.2 intergenic . .

ENSGALT00000068494 intergenic . .

ENSGALT00000048675 intergenic . .

NONGGAT001951.2 intergenic . .

ENSGALT00000063631 intergenic . .

ENSGALT00000049624 intergenic . .

ENSGALT00000055539 intergenic . .

ENSGALT00000069126 intergenic . .

ENSGALT00000085652 intergenic . .

ENSGALT00000077675 intergenic . .

ENSGALT00000070887 intergenic . .

ENSGALT00000089336 intergenic . .

ENSGALT00000057895 intergenic . .

ENSGALT00000086538 intergenic . .

NONGGAT009433.2 intergenic . .

NONGGAT007053.2 intergenic . .

ENSGALT00000049989 intergenic . .

ENSGALT00000035473 intergenic . .

ENSGALT00000059192 intergenic . .

ENSGALT00000054869 intergenic . .

ENSGALT00000049882 intergenic . .

ENSGALT00000087923 intergenic . .

NONGGAT015529.1 intergenic . .

ENSGALT00000054851 intergenic . .

ENSGALT00000089995 intergenic . .



NONGGAT000812.2 intergenic . .

NONGGAT011786.2 intergenic . .

ENSGALT00000053483 intergenic . .

ENSGALT00000072780 intergenic . .

ENSGALT00000071425 intergenic . .

NONGGAT002536.2 intergenic . .

ENSGALT00000087342 intergenic . .

ENSGALT00000054839 intergenic . .

NONGGAT013646.1 intergenic . .

NONGGAT009143.2 intergenic . .

NONGGAT000733.2 intergenic . .

ENSGALT00000089582 intergenic . .

ENSGALT00000084301 intergenic . .

ENSGALT00000087289 intergenic . .

ENSGALT00000054529 intergenic . .

ENSGALT00000071625 intergenic . .

ENSGALT00000077459 intergenic . .

ENSGALT00000074851 intergenic . .

ENSGALT00000062895 intergenic . .

NONGGAT003409.2 intergenic . .

NONGGAT004314.2 intergenic . .

ENSGALT00000049394 intergenic . .

NONGGAT008186.2 intergenic . .

NONGGAT005402.2 intergenic . .

NONGGAT007152.2 intergenic . .

NONGGAT005569.2 intergenic . .

ENSGALT00000086745 intergenic . .

ENSGALT00000083264 intergenic . .

ENSGALT00000047653 intergenic . .

ENSGALT00000076085 intergenic . .

ENSGALT00000083962 intergenic . .

ENSGALT00000084021 intergenic . .

ENSGALT00000084366 intergenic . .

ENSGALT00000048491 intergenic . .

ENSGALT00000066934 intergenic . .

NONGGAT007467.2 intergenic . .

ENSGALT00000052619 intergenic . .

ENSGALT00000078297 intergenic . .

NONGGAT006205.2 intergenic . .

NONGGAT000357.2 intergenic . .

ENSGALT00000067012 intergenic . .

ENSGALT00000085865 intergenic . .

ENSGALT00000048209 intergenic . .

NONGGAT001133.2 intergenic . .

ENSGALT00000063366 intergenic . .

ENSGALT00000057756 intergenic . .

ENSGALT00000082806 intergenic . .

ENSGALT00000087854 intergenic . .

ENSGALT00000059100 intergenic . .

ENSGALT00000064582 intergenic . .



ENSGALT00000080023 intergenic . .

ENSGALT00000057375 intergenic . .

ENSGALT00000076521 intergenic . .

ENSGALT00000049893 intergenic . .

ENSGALT00000052549 intergenic . .

ENSGALT00000080482 intergenic . .

ENSGALT00000087611 intergenic . .

ENSGALT00000063839 intergenic . .

ENSGALT00000058831 intergenic . .

ENSGALT00000090371 intergenic . .

ENSGALT00000017565 intergenic . .

NONGGAT006768.2 intergenic . .

ENSGALT00000053362 intergenic . .

NONGGAT010173.2 intergenic . .

ENSGALT00000049197 intergenic . .

NONGGAT007182.2 intergenic . .

NONGGAT000183.2 intergenic . .

ENSGALT00000065901 intergenic . .

ENSGALT00000071492 intergenic . .

ENSGALT00000089020 intergenic . .

ENSGALT00000072192 intergenic . .

ENSGALT00000062861 intergenic . .

ENSGALT00000069834 intergenic . .

ENSGALT00000086047 intergenic . .

ENSGALT00000075748 intergenic . .

ENSGALT00000076074 intergenic . .

NONGGAT012114.2 intergenic . .

ENSGALT00000062867 intergenic . .

ENSGALT00000088132 intergenic . .

NONGGAT006677.2 intergenic . .

ENSGALT00000056140 intergenic . .

NONGGAT005895.2 intergenic . .

ENSGALT00000069232 intergenic . .

ENSGALT00000070556 intergenic . .

NONGGAT011884.2 intergenic . .

NONGGAT004757.2 intergenic . .

ENSGALT00000051219 intergenic . .

ENSGALT00000057724 intergenic . .

ENSGALT00000061413 intergenic . .

ENSGALT00000076527 intergenic . .

ENSGALT00000061655 intergenic . .

NONGGAT009181.2 intergenic . .

ENSGALT00000055656 intergenic . .

ENSGALT00000085189 intergenic . .

ENSGALT00000053596 intergenic . .

NONGGAT002174.2 intergenic . .

ENSGALT00000058641 intergenic . .

NONGGAT004218.2 intergenic . .

ENSGALT00000079893 intergenic . .

ENSGALT00000052859 intergenic . .



NONGGAT000078.2 intergenic . .

NONGGAT000210.2 intergenic . .

ENSGALT00000053021 intergenic . .

ENSGALT00000046545 intergenic . .

ENSGALT00000069758 intergenic . .

ENSGALT00000068833 intergenic . .

NONGGAT005104.2 intergenic . .

ENSGALT00000086618 intergenic . .

NONGGAT006337.2 intergenic . .

NONGGAT008359.2 intergenic . .

ENSGALT00000087930 intergenic . .

ENSGALT00000059911 intergenic . .

ENSGALT00000083376 intergenic . .

ENSGALT00000074241 intergenic . .

NONGGAT002357.2 intergenic . .

ENSGALT00000060374 intergenic . .

ENSGALT00000052845 intergenic . .

ENSGALT00000089173 intergenic . .

ENSGALT00000057076 intergenic . .

NONGGAT004781.2 intergenic . .

NONGGAT008192.2 intergenic . .

ENSGALT00000005214 intergenic . .

ENSGALT00000083606 intergenic . .

ENSGALT00000067023 intergenic . .

NONGGAT011788.2 intergenic . .

ENSGALT00000069802 intergenic . .

ENSGALT00000058355 intergenic . .

ENSGALT00000054531 intergenic . .

ENSGALT00000057524 intergenic . .

ENSGALT00000071296 intergenic . .

NONGGAT009119.2 intergenic . .

NONGGAT002379.2 intergenic . .

ENSGALT00000053487 intergenic . .

NONGGAT006509.2 intergenic . .

ENSGALT00000088305 intergenic . .

ENSGALT00000089941 intergenic . .

ENSGALT00000046523 intergenic . .

ENSGALT00000061635 intergenic . .

NONGGAT007128.2 intergenic . .

ENSGALT00000070485 intergenic . .

ENSGALT00000088289 intergenic . .

ENSGALT00000054753 intergenic . .

ENSGALT00000053906 intergenic . .

ENSGALT00000063040 intergenic . .

ENSGALT00000049592 intergenic . .

ENSGALT00000078598 intergenic . .

NONGGAT005106.2 intergenic . .

ENSGALT00000079132 intergenic . .

ENSGALT00000083477 intergenic . .

NONGGAT009189.2 intergenic . .



ENSGALT00000059716 intergenic . .

NONGGAT008733.2 intergenic . .

ENSGALT00000088816 intergenic . .

ENSGALT00000081555 intergenic . .

ENSGALT00000052876 intergenic . .

ENSGALT00000066961 intergenic . .

NONGGAT001942.2 intergenic . .

ENSGALT00000075986 intergenic . .

ENSGALT00000053518 intergenic . .

ENSGALT00000049875 intergenic . .

NONGGAT004991.2 intergenic . .

NONGGAT006306.2 intergenic . .

ENSGALT00000047241 intergenic . .

ENSGALT00000083125 intergenic . .

ENSGALT00000059409 intergenic . .

ENSGALT00000088228 intergenic . .

ENSGALT00000086782 intergenic . .

ENSGALT00000083180 intergenic . .

NONGGAT014992.1 intergenic . .

ENSGALT00000060460 intergenic . .

ENSGALT00000052622 intergenic . .

ENSGALT00000088600 intergenic . .

ENSGALT00000083319 intergenic . .

ENSGALT00000066459 intergenic . .

NONGGAT003208.2 intergenic . .

ENSGALT00000082845 intergenic . .

NONGGAT000377.2 intergenic . .

ENSGALT00000051012 intergenic . .

NONGGAT013425.1 intergenic . .

ENSGALT00000078939 intergenic . .

ENSGALT00000066089 intergenic . .

ENSGALT00000056139 intergenic . .

ENSGALT00000052458 intergenic . .

NONGGAT002633.2 intergenic . .

ENSGALT00000071732 intergenic . .

ENSGALT00000066599 intergenic . .

NONGGAT003940.2 intergenic . .

ENSGALT00000076120 intergenic . .

ENSGALT00000085858 intergenic . .

ENSGALT00000061502 intergenic . .

ENSGALT00000076546 intergenic . .

NONGGAT008199.2 intergenic . .

NONGGAT007139.2 intergenic . .

ENSGALT00000047826 intergenic . .

ENSGALT00000079897 intergenic . .

NONGGAT006974.2 intergenic . .

NONGGAT012117.2 intergenic . .

ENSGALT00000054619 intergenic . .

ENSGALT00000053240 intergenic . .

NONGGAT009281.2 intergenic . .



NONGGAT012116.2 intergenic . .

NONGGAT008042.2 intergenic . .

NONGGAT006399.2 intergenic . .

ENSGALT00000057564 intergenic . .

NONGGAT010414.2 intergenic . .

ENSGALT00000083653 intergenic . .

NONGGAT015673.1 intergenic . .

ENSGALT00000077076 intergenic . .

ENSGALT00000069661 intergenic . .

NONGGAT001421.2 intergenic . .

ENSGALT00000081664 intergenic . .

ENSGALT00000046663 intergenic . .

NONGGAT005025.2 intergenic . .

ENSGALT00000066629 intergenic . .

ENSGALT00000078119 intergenic . .

NONGGAT007448.2 intergenic . .

ENSGALT00000083470 intergenic . .

ENSGALT00000067592 intergenic . .

NONGGAT005867.2 intergenic . .

ENSGALT00000089213 intergenic . .

ENSGALT00000089934 intergenic . .

NONGGAT001156.2 intergenic . .

NONGGAT004356.2 intergenic . .

ENSGALT00000072278 intergenic . .

NONGGAT010174.2 intergenic . .

ENSGALT00000073094 intergenic . .

ENSGALT00000052632 intergenic . .

ENSGALT00000056461 intergenic . .

ENSGALT00000083876 intergenic . .

NONGGAT004832.2 intergenic . .

NONGGAT004642.2 intergenic . .

NONGGAT005229.2 intergenic . .

ENSGALT00000083175 intergenic . .

ENSGALT00000089123 intergenic . .

ENSGALT00000084168 intergenic . .

NONGGAT000465.2 intergenic . .

ENSGALT00000073015 intergenic . .

ENSGALT00000079564 intergenic . .

ENSGALT00000052677 intergenic . .

ENSGALT00000060783 intergenic . .

ENSGALT00000076951 intergenic . .

ENSGALT00000084818 intergenic . .

ENSGALT00000064847 intergenic . .

ENSGALT00000061704 intergenic . .

ENSGALT00000066174 intergenic . .

ENSGALT00000070147 intergenic . .

NONGGAT002370.2 intergenic . .

NONGGAT008127.2 intergenic . .

NONGGAT000565.2 intergenic . .

ENSGALT00000054951 intergenic . .



NONGGAT013569.1 intergenic . .

NONGGAT001966.2 intergenic . .

NONGGAT009423.2 intergenic . .

ENSGALT00000047745 intergenic . .

ENSGALT00000082969 intergenic . .

NONGGAT008033.2 intergenic . .

ENSGALT00000067899 intergenic . .

ENSGALT00000055733 intergenic . .

NONGGAT007251.2 intergenic . .

ENSGALT00000077197 intergenic . .

ENSGALT00000051360 intergenic . .

ENSGALT00000058675 intergenic . .

ENSGALT00000086563 intergenic . .

ENSGALT00000074346 intergenic . .

NONGGAT009158.2 intergenic . .

NONGGAT004222.2 intergenic . .

ENSGALT00000071846 intergenic . .

ENSGALT00000076324 intergenic . .

ENSGALT00000089415 intergenic . .

NONGGAT005587.2 intergenic . .

ENSGALT00000049858 intergenic . .

ENSGALT00000056727 intergenic . .

ENSGALT00000090160 intergenic . .

NONGGAT006924.2 intergenic . .

ENSGALT00000071452 intergenic . .

NONGGAT002976.2 intergenic . .

ENSGALT00000080589 intergenic . .

ENSGALT00000057182 intergenic . .

ENSGALT00000055208 intergenic . .

NONGGAT004695.2 intergenic . .

ENSGALT00000053461 intergenic . .

ENSGALT00000048899 intergenic . .

ENSGALT00000075721 intergenic . .

NONGGAT004688.2 intergenic . .

ENSGALT00000068798 intergenic . .

ENSGALT00000068102 intergenic . .

ENSGALT00000071629 intergenic . .

NONGGAT013711.1 intergenic . .

ENSGALT00000076496 intergenic . .

NONGGAT011724.2 intergenic . .

ENSGALT00000086374 intergenic . .

ENSGALT00000087231 intergenic . .

NONGGAT003715.2 intergenic . .

ENSGALT00000056240 intergenic . .

ENSGALT00000061810 intergenic . .

NONGGAT007191.2 intergenic . .

NONGGAT007237.2 intergenic . .

ENSGALT00000052035 intergenic . .

NONGGAT005649.2 intergenic . .

NONGGAT003422.2 intergenic . .



ENSGALT00000073014 intergenic . .

NONGGAT000657.2 intergenic . .

ENSGALT00000051273 intergenic . .

NONGGAT002755.2 intergenic . .

NONGGAT007435.2 intergenic . .

NONGGAT002943.2 intergenic . .

ENSGALT00000069292 intergenic . .

NONGGAT003898.2 intergenic . .

NONGGAT004906.2 intergenic . .

NONGGAT009019.2 intergenic . .

ENSGALT00000068394 intergenic . .

NONGGAT002807.2 intergenic . .

ENSGALT00000059058 intergenic . .

ENSGALT00000088102 intergenic . .

NONGGAT000710.2 intergenic . .

ENSGALT00000068861 intergenic . .

NONGGAT008666.2 intergenic . .

ENSGALT00000049626 intergenic . .

ENSGALT00000070847 intergenic . .

ENSGALT00000084937 intergenic . .

ENSGALT00000048485 intergenic . .

ENSGALT00000058308 intergenic . .

NONGGAT005228.2 intergenic . .

ENSGALT00000055373 intergenic . .

NONGGAT009784.2 intergenic . .

ENSGALT00000089367 intergenic . .

ENSGALT00000050974 intergenic . .

ENSGALT00000063374 intergenic . .

NONGGAT000604.2 intergenic . .

NONGGAT005295.2 intergenic . .

NONGGAT005090.2 intergenic . .

ENSGALT00000087468 intergenic . .

NONGGAT000440.2 intergenic . .

ENSGALT00000061964 intergenic . .

ENSGALT00000051325 intergenic . .

ENSGALT00000071656 intergenic . .

ENSGALT00000090045 intergenic . .

ENSGALT00000046735 intergenic . .

NONGGAT004615.2 intergenic . .

NONGGAT008043.2 intergenic . .

ENSGALT00000089525 intergenic . .

NONGGAT004002.2 intergenic . .

ENSGALT00000062672 intergenic . .

NONGGAT005615.2 intergenic . .

ENSGALT00000086978 intergenic . .

ENSGALT00000059459 intergenic . .

ENSGALT00000052961 intergenic . .

ENSGALT00000087836 intergenic . .

NONGGAT000993.2 intergenic . .

NONGGAT003692.2 intergenic . .



ENSGALT00000061515 intergenic . .

ENSGALT00000058664 intergenic . .

NONGGAT007694.2 intergenic . .

ENSGALT00000084507 intergenic . .

NONGGAT008485.2 intergenic . .

NONGGAT011601.2 intergenic . .

ENSGALT00000086360 intergenic . .

ENSGALT00000064630 intergenic . .

ENSGALT00000069234 intergenic . .

ENSGALT00000082212 intergenic . .

NONGGAT006720.2 intergenic . .

NONGGAT005855.2 intergenic . .

NONGGAT003702.2 intergenic . .

NONGGAT004108.2 intergenic . .

ENSGALT00000056127 intergenic . .

NONGGAT013607.1 intergenic . .

NONGGAT005448.2 intergenic . .

ENSGALT00000051106 intergenic . .

ENSGALT00000084869 intergenic . .

NONGGAT014665.1 intergenic . .

NONGGAT007358.2 intergenic . .

ENSGALT00000087125 intergenic . .

ENSGALT00000085923 intergenic . .

ENSGALT00000089929 intergenic . .

ENSGALT00000055045 intergenic . .

ENSGALT00000049412 intergenic . .

ENSGALT00000058754 intergenic . .

ENSGALT00000088361 intergenic . .

ENSGALT00000087192 intergenic . .

ENSGALT00000079956 intergenic . .

ENSGALT00000067108 intergenic . .

ENSGALT00000089488 intergenic . .

ENSGALT00000059580 intergenic . .

ENSGALT00000088665 intergenic . .

NONGGAT004112.2 intergenic . .

ENSGALT00000080087 intergenic . .

ENSGALT00000062902 intergenic . .

ENSGALT00000087418 intergenic . .

ENSGALT00000080621 intergenic . .

NONGGAT004374.2 intergenic . .

ENSGALT00000079457 intergenic . .

ENSGALT00000047728 intergenic . .

ENSGALT00000056925 intergenic . .

ENSGALT00000088337 intergenic . .

NONGGAT008154.2 intergenic . .

ENSGALT00000089884 intergenic . .

ENSGALT00000074596 intergenic . .

ENSGALT00000052325 intergenic . .

ENSGALT00000059171 intergenic . .

ENSGALT00000082488 intergenic . .



NONGGAT004699.2 intergenic . .

ENSGALT00000065024 intergenic . .

ENSGALT00000055815 intergenic . .

NONGGAT000063.2 intergenic . .

ENSGALT00000078022 intergenic . .

ENSGALT00000060604 intergenic . .

NONGGAT007805.2 intergenic . .

NONGGAT003978.2 intergenic . .

ENSGALT00000068042 intergenic . .

ENSGALT00000088444 intergenic . .

NONGGAT007057.2 intergenic . .

NONGGAT008096.2 intergenic . .

NONGGAT001157.2 intergenic . .

ENSGALT00000086225 intergenic . .

ENSGALT00000053118 intergenic . .

NONGGAT000930.2 intergenic . .

ENSGALT00000088764 intergenic . .

ENSGALT00000059156 intergenic . .

ENSGALT00000084269 intergenic . .

ENSGALT00000087574 intergenic . .

ENSGALT00000085941 intergenic . .

ENSGALT00000049353 intergenic . .

ENSGALT00000059260 intergenic . .

ENSGALT00000049123 intergenic . .

ENSGALT00000071172 intergenic . .

ENSGALT00000077679 intergenic . .

NONGGAT005739.2 intergenic . .

ENSGALT00000086873 intergenic . .

ENSGALT00000048567 intergenic . .

NONGGAT003059.2 intergenic . .

ENSGALT00000079903 intergenic . .

ENSGALT00000087378 intergenic . .

NONGGAT004377.2 intergenic . .

ENSGALT00000056549 intergenic . .

ENSGALT00000066454 intergenic . .

ENSGALT00000062301 intergenic . .

NONGGAT000361.2 intergenic . .

NONGGAT006307.2 intergenic . .

NONGGAT003679.2 intergenic . .

NONGGAT004206.2 intergenic . .

ENSGALT00000085626 intergenic . .

NONGGAT008988.2 intergenic . .

ENSGALT00000081009 intergenic . .

NONGGAT000217.2 intergenic . .

ENSGALT00000078660 intergenic . .

NONGGAT008465.2 intergenic . .

ENSGALT00000086064 intergenic . .

ENSGALT00000061650 intergenic . .

ENSGALT00000050661 intergenic . .

ENSGALT00000087640 intergenic . .



ENSGALT00000082559 intergenic . .

ENSGALT00000087549 intergenic . .

ENSGALT00000084536 intergenic . .

ENSGALT00000063663 intergenic . .

ENSGALT00000051591 intergenic . .

ENSGALT00000053135 intergenic . .

ENSGALT00000079798 intergenic . .

ENSGALT00000048988 intergenic . .

ENSGALT00000082080 intergenic . .

ENSGALT00000087942 intergenic . .

NONGGAT003560.2 intergenic . .

ENSGALT00000083633 intergenic . .

NONGGAT003729.2 intergenic . .

NONGGAT003657.2 intergenic . .

ENSGALT00000053248 intergenic . .

NONGGAT013688.1 intergenic . .

ENSGALT00000077594 intergenic . .

ENSGALT00000088375 intergenic . .

ENSGALT00000069585 intergenic . .

ENSGALT00000059180 intergenic . .

ENSGALT00000059423 intergenic . .

ENSGALT00000064635 intergenic . .

NONGGAT001271.2 intergenic . .

ENSGALT00000084518 intergenic . .

NONGGAT008879.2 intergenic . .

ENSGALT00000066875 intergenic . .

ENSGALT00000063796 intergenic . .

NONGGAT011956.2 intergenic . .

NONGGAT000955.2 intergenic . .

ENSGALT00000065995 intergenic . .

ENSGALT00000046310 intergenic . .

ENSGALT00000072082 intergenic . .

ENSGALT00000062819 intergenic . .

ENSGALT00000051561 intergenic . .

ENSGALT00000065314 intergenic . .

NONGGAT003893.2 intergenic . .

ENSGALT00000075827 intergenic . .

NONGGAT002440.2 intergenic . .

ENSGALT00000073706 intergenic . .

ENSGALT00000088667 intergenic . .

NONGGAT006181.2 intergenic . .

ENSGALT00000068007 intergenic . .

NONGGAT006038.2 intergenic . .

ENSGALT00000057677 intergenic . .

ENSGALT00000082907 intergenic . .

NONGGAT008101.2 intergenic . .

ENSGALT00000077355 intergenic . .

ENSGALT00000065942 intergenic . .

NONGGAT007032.2 intergenic . .

ENSGALT00000078163 intergenic . .



ENSGALT00000052155 intergenic . .

NONGGAT003037.2 intergenic . .

ENSGALT00000088902 intergenic . .

NONGGAT008012.2 intergenic . .

ENSGALT00000055218 intergenic . .

NONGGAT008264.2 intergenic . .

NONGGAT006966.2 intergenic . .

ENSGALT00000072550 intergenic . .

ENSGALT00000088996 intergenic . .

NONGGAT008157.2 intergenic . .

ENSGALT00000057243 intergenic . .

ENSGALT00000056300 intergenic . .

ENSGALT00000019366 intergenic . .

ENSGALT00000052865 intergenic . .

NONGGAT005743.2 intergenic . .

NONGGAT004433.2 intergenic . .

ENSGALT00000084769 intergenic . .

ENSGALT00000076084 intergenic . .

NONGGAT000216.2 intergenic . .

ENSGALT00000086107 intergenic . .

ENSGALT00000085707 intergenic . .

ENSGALT00000065457 intergenic . .

ENSGALT00000055225 intergenic . .

NONGGAT001175.2 intergenic . .

ENSGALT00000049496 intergenic . .

ENSGALT00000067323 intergenic . .

ENSGALT00000077547 intergenic . .

NONGGAT002265.2 intergenic . .

NONGGAT014740.1 intergenic . .

ENSGALT00000046282 intergenic . .

ENSGALT00000063254 intergenic . .

NONGGAT000256.2 intergenic . .

NONGGAT006872.2 intergenic . .

ENSGALT00000056366 intergenic . .

ENSGALT00000087565 intergenic . .

NONGGAT004655.2 intergenic . .

NONGGAT007803.2 intergenic . .

ENSGALT00000069728 intergenic . .

ENSGALT00000067543 intergenic . .

ENSGALT00000064553 intergenic . .

NONGGAT006397.2 intergenic . .

ENSGALT00000047247 intergenic . .

NONGGAT006457.2 intergenic . .

NONGGAT005725.2 intergenic . .

ENSGALT00000073569 intergenic . .

ENSGALT00000053774 intergenic . .

NONGGAT002631.2 intergenic . .

NONGGAT001634.2 intergenic . .

ENSGALT00000064385 intergenic . .

NONGGAT008704.2 intergenic . .



ENSGALT00000068262 intergenic . .

NONGGAT015959.1 intergenic . .

ENSGALT00000085452 intergenic . .

ENSGALT00000057882 intergenic . .

NONGGAT004003.2 intergenic . .

ENSGALT00000072013 intergenic . .

NONGGAT008696.2 intergenic . .

NONGGAT013578.1 intergenic . .

ENSGALT00000053221 intergenic . .

NONGGAT011605.2 intergenic . .

ENSGALT00000068774 intergenic . .

ENSGALT00000089664 intergenic . .

NONGGAT003563.2 intergenic . .

ENSGALT00000062872 intergenic . .

ENSGALT00000061591 intergenic . .

NONGGAT003525.2 intergenic . .

NONGGAT003914.2 intergenic . .

ENSGALT00000047664 intergenic . .

NONGGAT004518.2 intergenic . .

ENSGALT00000086028 intergenic . .

NONGGAT008135.2 intergenic . .

NONGGAT008880.2 intergenic . .

ENSGALT00000049120 intergenic . .

ENSGALT00000083505 intergenic . .

ENSGALT00000084817 intergenic . .

NONGGAT008497.2 intergenic . .

ENSGALT00000067735 intergenic . .

ENSGALT00000070972 intergenic . .

ENSGALT00000070617 intergenic . .

ENSGALT00000089468 intergenic . .

ENSGALT00000066920 intergenic . .

NONGGAT009220.2 intergenic . .

ENSGALT00000076609 intergenic . .

ENSGALT00000085666 intergenic . .

ENSGALT00000054371 intergenic . .

NONGGAT010182.2 intergenic . .

ENSGALT00000068939 intergenic . .

NONGGAT008591.2 intergenic . .

ENSGALT00000062533 intergenic . .

NONGGAT006294.2 intergenic . .

ENSGALT00000052452 intergenic . .

ENSGALT00000067278 intergenic . .

ENSGALT00000083192 intergenic . .

ENSGALT00000062383 intergenic . .

NONGGAT003137.2 intergenic . .

ENSGALT00000050152 intergenic . .

ENSGALT00000064761 intergenic . .

ENSGALT00000080735 intergenic . .

NONGGAT001664.2 intergenic . .

ENSGALT00000072952 intergenic . .



ENSGALT00000071059 intergenic . .

ENSGALT00000051065 intergenic . .

ENSGALT00000075496 intergenic . .

NONGGAT005126.2 intergenic . .

ENSGALT00000076389 intergenic . .

ENSGALT00000048527 intergenic . .

NONGGAT006025.2 intergenic . .

ENSGALT00000077987 intergenic . .

ENSGALT00000089900 intergenic . .

ENSGALT00000089046 intergenic . .

ENSGALT00000062115 intergenic . .

NONGGAT000037.2 intergenic . .

NONGGAT006030.2 intergenic . .

NONGGAT002034.2 intergenic . .

NONGGAT007930.2 intergenic . .

ENSGALT00000063426 intergenic . .

ENSGALT00000084962 intergenic . .

NONGGAT009388.2 intergenic . .

ENSGALT00000084238 intergenic . .

NONGGAT007190.2 intergenic . .

ENSGALT00000052605 intergenic . .

NONGGAT011767.2 intergenic . .

NONGGAT000227.2 intergenic . .

ENSGALT00000076025 intergenic . .

ENSGALT00000070827 intergenic . .

ENSGALT00000063991 intergenic . .

NONGGAT001996.2 intergenic . .

NONGGAT007046.2 intergenic . .

ENSGALT00000083682 intergenic . .

ENSGALT00000061723 intergenic . .

ENSGALT00000078907 intergenic . .

ENSGALT00000073386 intergenic . .

ENSGALT00000079862 intergenic . .

ENSGALT00000032726 intergenic . .

NONGGAT001585.2 intergenic . .

NONGGAT012120.2 intergenic . .

NONGGAT011847.2 intergenic . .

ENSGALT00000089460 intergenic . .

ENSGALT00000080405 intergenic . .

ENSGALT00000079190 intergenic . .

ENSGALT00000058528 intergenic . .

NONGGAT004702.2 intergenic . .

NONGGAT004693.2 intergenic . .

ENSGALT00000085533 intergenic . .

ENSGALT00000066207 intergenic . .

ENSGALT00000088728 intergenic . .

NONGGAT000007.2 intergenic . .

ENSGALT00000048888 intergenic . .

ENSGALT00000064024 intergenic . .

ENSGALT00000055629 intergenic . .



NONGGAT005230.2 intergenic . .

ENSGALT00000049064 intergenic . .

NONGGAT006433.2 intergenic . .

ENSGALT00000061398 intergenic . .

NONGGAT006798.2 intergenic . .

NONGGAT008940.2 intergenic . .

ENSGALT00000087279 intergenic . .

ENSGALT00000088250 intergenic . .

ENSGALT00000055315 intergenic . .

NONGGAT006762.2 intergenic . .

ENSGALT00000062211 intergenic . .

ENSGALT00000081866 intergenic . .

NONGGAT001666.2 intergenic . .

ENSGALT00000083986 intergenic . .

ENSGALT00000051719 intergenic . .

ENSGALT00000068093 intergenic . .

ENSGALT00000050402 intergenic . .

ENSGALT00000080467 intergenic . .

NONGGAT000714.2 intergenic . .

NONGGAT008352.2 intergenic . .

NONGGAT007929.2 intergenic . .

ENSGALT00000071004 intergenic . .

ENSGALT00000073039 intergenic . .

NONGGAT008141.2 intergenic . .

ENSGALT00000084296 intergenic . .

ENSGALT00000070168 intergenic . .

NONGGAT012922.1 intergenic . .

ENSGALT00000080418 intergenic . .

NONGGAT008592.2 intergenic . .

ENSGALT00000078126 intergenic . .

NONGGAT013021.1 intergenic . .

ENSGALT00000078921 intergenic . .

ENSGALT00000087228 intergenic . .

ENSGALT00000063136 intergenic . .

ENSGALT00000090188 intergenic . .

ENSGALT00000084456 intergenic . .

ENSGALT00000048724 intergenic . .

ENSGALT00000079570 intergenic . .

ENSGALT00000052731 intergenic . .

ENSGALT00000071006 intergenic . .

ENSGALT00000065252 intergenic . .

NONGGAT002987.2 intergenic . .

NONGGAT014629.1 intergenic . .

ENSGALT00000051741 intergenic . .

ENSGALT00000089553 intergenic . .

ENSGALT00000087544 intergenic . .

ENSGALT00000075271 intergenic . .

NONGGAT012087.2 intergenic . .

ENSGALT00000065612 intergenic . .

ENSGALT00000054301 intergenic . .



ENSGALT00000054230 intergenic . .

ENSGALT00000084549 intergenic . .

ENSGALT00000047759 intergenic . .

ENSGALT00000060562 intergenic . .

ENSGALT00000085547 intergenic . .

ENSGALT00000087274 intergenic . .

ENSGALT00000057020 intergenic . .

ENSGALT00000072660 intergenic . .

NONGGAT000341.2 intergenic . .

ENSGALT00000084022 intergenic . .

ENSGALT00000083007 intergenic . .

ENSGALT00000087781 intergenic . .

ENSGALT00000075079 intergenic . .

ENSGALT00000070258 intergenic . .

NONGGAT006476.2 intergenic . .

ENSGALT00000078757 intergenic . .

ENSGALT00000047582 intergenic . .

NONGGAT005307.2 intergenic . .

NONGGAT004987.2 intergenic . .

ENSGALT00000063774 intergenic . .

ENSGALT00000085063 intergenic . .

ENSGALT00000087314 intergenic . .

NONGGAT007533.2 intergenic . .

NONGGAT002004.2 intergenic . .

ENSGALT00000083301 intergenic . .

ENSGALT00000083327 intergenic . .

NONGGAT008232.2 intergenic . .

NONGGAT011515.2 intergenic . .

ENSGALT00000064654 intergenic . .

ENSGALT00000085810 intergenic . .

ENSGALT00000088425 intergenic . .

ENSGALT00000084420 intergenic . .

ENSGALT00000069639 intergenic . .

NONGGAT004634.2 intergenic . .

NONGGAT006316.2 intergenic . .

ENSGALT00000084699 intergenic . .

NONGGAT003667.2 intergenic . .

ENSGALT00000086273 intergenic . .

NONGGAT001482.2 intergenic . .

ENSGALT00000056514 intergenic . .

ENSGALT00000048321 intergenic . .

NONGGAT009018.2 intergenic . .

ENSGALT00000088478 intergenic . .

NONGGAT006396.2 intergenic . .

ENSGALT00000058799 intergenic . .

ENSGALT00000046685 intergenic . .

NONGGAT002035.2 intergenic . .

NONGGAT004896.2 intergenic . .

ENSGALT00000060523 intergenic . .

ENSGALT00000082220 intergenic . .



ENSGALT00000065837 intergenic . .

ENSGALT00000053069 intergenic . .

ENSGALT00000088428 intergenic . .

ENSGALT00000082112 intergenic . .

NONGGAT004581.2 intergenic . .

NONGGAT004098.2 intergenic . .

ENSGALT00000082588 intergenic . .

NONGGAT009235.2 intergenic . .

NONGGAT003490.2 intergenic . .

NONGGAT012527.1 intergenic . .

ENSGALT00000053403 intergenic . .

ENSGALT00000052919 intergenic . .

NONGGAT008265.2 intergenic . .

ENSGALT00000088872 intergenic . .

NONGGAT002065.2 intergenic . .

ENSGALT00000064042 intergenic . .

NONGGAT002079.2 intergenic . .

NONGGAT000313.2 intergenic . .

ENSGALT00000054021 intergenic . .

ENSGALT00000077852 intergenic . .

NONGGAT009391.2 intergenic . .

ENSGALT00000054300 intergenic . .

NONGGAT011736.2 intergenic . .

NONGGAT000450.2 intergenic . .

NONGGAT008179.2 intergenic . .

NONGGAT004689.2 intergenic . .

ENSGALT00000085084 intergenic . .

NONGGAT000259.2 intergenic . .

ENSGALT00000071577 intergenic . .

NONGGAT009234.2 intergenic . .

NONGGAT007044.2 intergenic . .

ENSGALT00000052963 intergenic . .

NONGGAT006211.2 intergenic . .

ENSGALT00000052571 intergenic . .

ENSGALT00000059168 intergenic . .

NONGGAT011934.2 intergenic . .

ENSGALT00000080119 intergenic . .

ENSGALT00000063461 intergenic . .

ENSGALT00000053463 intergenic . .

NONGGAT004284.2 intergenic . .

ENSGALT00000079658 intergenic . .

ENSGALT00000067490 intergenic . .

ENSGALT00000083114 intergenic . .

ENSGALT00000090331 intergenic . .

NONGGAT002406.2 intergenic . .

ENSGALT00000085924 intergenic . .

ENSGALT00000076207 intergenic . .

ENSGALT00000086646 intergenic . .

ENSGALT00000058041 intergenic . .

NONGGAT002945.2 intergenic . .



ENSGALT00000073572 intergenic . .

NONGGAT000904.2 intergenic . .

ENSGALT00000074393 intergenic . .

ENSGALT00000064701 intergenic . .

ENSGALT00000088953 intergenic . .

ENSGALT00000083688 intergenic . .

ENSGALT00000089340 intergenic . .

NONGGAT004889.2 intergenic . .

ENSGALT00000051493 intergenic . .

ENSGALT00000065587 intergenic . .

ENSGALT00000088870 intergenic . .

NONGGAT005774.2 intergenic . .

NONGGAT003309.2 intergenic . .

NONGGAT009438.2 intergenic . .

NONGGAT005050.2 intergenic . .

NONGGAT011885.2 intergenic . .

ENSGALT00000065474 intergenic . .

ENSGALT00000081011 intergenic . .

NONGGAT000050.2 intergenic . .

ENSGALT00000046898 intergenic . .

ENSGALT00000066209 intergenic . .

NONGGAT011638.2 intergenic . .

ENSGALT00000054365 intergenic . .

ENSGALT00000079045 intergenic . .

NONGGAT009186.2 intergenic . .

ENSGALT00000068458 intergenic . .

ENSGALT00000083576 intergenic . .

ENSGALT00000083513 intergenic . .

ENSGALT00000063946 intergenic . .

ENSGALT00000073555 intergenic . .

ENSGALT00000048903 intergenic . .

NONGGAT007807.2 intergenic . .

NONGGAT002710.2 intergenic . .

NONGGAT008126.2 intergenic . .

ENSGALT00000087806 intergenic . .

ENSGALT00000056469 intergenic . .

ENSGALT00000046541 intergenic . .

ENSGALT00000085460 intergenic . .

NONGGAT009045.2 intergenic . .

ENSGALT00000049842 intergenic . .

NONGGAT007857.2 intergenic . .

ENSGALT00000048985 intergenic . .

ENSGALT00000057497 intergenic . .

NONGGAT002813.2 intergenic . .

ENSGALT00000080388 intergenic . .

NONGGAT001358.2 intergenic . .

ENSGALT00000060765 intergenic . .

ENSGALT00000085285 intergenic . .

ENSGALT00000071759 intergenic . .

ENSGALT00000085067 intergenic . .



ENSGALT00000068587 intergenic . .

ENSGALT00000069943 intergenic . .

NONGGAT004884.2 intergenic . .

ENSGALT00000080065 intergenic . .

NONGGAT002378.2 intergenic . .

ENSGALT00000049729 intergenic . .

ENSGALT00000085791 intergenic . .

NONGGAT002501.2 intergenic . .

ENSGALT00000071235 intergenic . .

ENSGALT00000067411 intergenic . .

NONGGAT009429.2 intergenic . .

ENSGALT00000053319 intergenic . .

ENSGALT00000073885 intergenic . .

ENSGALT00000064480 intergenic . .

NONGGAT009434.2 intergenic . .

NONGGAT002276.2 intergenic . .

ENSGALT00000049376 intergenic . .

NONGGAT008850.2 intergenic . .

NONGGAT006588.2 intergenic . .

ENSGALT00000054198 intergenic . .

NONGGAT006376.2 intergenic . .

NONGGAT003101.2 intergenic . .

ENSGALT00000072758 intergenic . .

NONGGAT001702.2 intergenic . .

ENSGALT00000054628 intergenic . .

ENSGALT00000061911 intergenic . .

NONGGAT007858.2 intergenic . .

NONGGAT002249.2 intergenic . .

ENSGALT00000047722 intergenic . .

ENSGALT00000067556 intergenic . .

NONGGAT004539.2 intergenic . .

NONGGAT012941.1 intergenic . .

NONGGAT005820.2 intergenic . .

ENSGALT00000076251 intergenic . .

ENSGALT00000065261 intergenic . .

NONGGAT004704.2 intergenic . .

NONGGAT001016.2 intergenic . .

ENSGALT00000066693 intergenic . .

ENSGALT00000087351 intergenic . .

ENSGALT00000065329 intergenic . .

NONGGAT008108.2 intergenic . .

NONGGAT003562.2 intergenic . .

NONGGAT001648.2 intergenic . .

ENSGALT00000075372 intergenic . .

ENSGALT00000087260 intergenic . .

NONGGAT005724.2 intergenic . .

NONGGAT009321.2 intergenic . .

NONGGAT001427.2 intergenic . .

ENSGALT00000069905 intergenic . .

NONGGAT003915.2 intergenic . .



ENSGALT00000079548 intergenic . .

ENSGALT00000089673 intergenic . .

ENSGALT00000085837 intergenic . .

ENSGALT00000062286 intergenic . .

ENSGALT00000070742 intergenic . .

NONGGAT007465.2 intergenic . .

NONGGAT006653.2 intergenic . .

NONGGAT003119.2 intergenic . .

ENSGALT00000073529 intergenic . .

NONGGAT010908.2 intergenic . .

ENSGALT00000053684 intergenic . .

ENSGALT00000061688 intergenic . .

NONGGAT016612.1 intergenic . .

ENSGALT00000047296 intergenic . .

ENSGALT00000053100 intergenic . .

ENSGALT00000082300 intergenic . .

NONGGAT004364.2 intergenic . .

NONGGAT012940.1 intergenic . .

ENSGALT00000084477 intergenic . .

ENSGALT00000088702 intergenic . .

ENSGALT00000083220 intergenic . .

ENSGALT00000063503 intergenic . .

NONGGAT006607.2 intergenic . .

ENSGALT00000067783 intergenic . .

ENSGALT00000071522 intergenic . .

ENSGALT00000066316 intergenic . .

ENSGALT00000065772 intergenic . .

ENSGALT00000087266 intergenic . .

ENSGALT00000056911 intergenic . .

NONGGAT000229.2 intergenic . .

NONGGAT001997.2 intergenic . .

NONGGAT003996.2 intergenic . .

ENSGALT00000064484 intergenic . .

ENSGALT00000083151 intergenic . .

NONGGAT006076.2 intergenic . .

ENSGALT00000058849 intergenic . .

ENSGALT00000088070 intergenic . .

NONGGAT005125.2 intergenic . .

ENSGALT00000086202 intergenic . .

ENSGALT00000055582 intergenic . .

ENSGALT00000061533 intergenic . .

ENSGALT00000083474 intergenic . .

ENSGALT00000053656 intergenic . .

ENSGALT00000087988 intergenic . .

ENSGALT00000073997 intergenic . .

ENSGALT00000060654 intergenic . .

NONGGAT005526.2 intergenic . .

ENSGALT00000077264 intergenic . .

NONGGAT000209.2 intergenic . .

ENSGALT00000048908 intergenic . .



NONGGAT000272.2 intergenic . .

NONGGAT008294.2 intergenic . .

ENSGALT00000050875 intergenic . .

ENSGALT00000081331 intergenic . .

NONGGAT009132.2 intergenic . .

NONGGAT000314.2 intergenic . .

ENSGALT00000072304 intergenic . .

NONGGAT011682.2 intergenic . .

ENSGALT00000066017 intergenic . .

ENSGALT00000048900 intergenic . .

ENSGALT00000079442 intergenic . .

ENSGALT00000076383 intergenic . .

ENSGALT00000050547 intergenic . .

ENSGALT00000087210 intergenic . .

ENSGALT00000064365 intergenic . .

NONGGAT002975.2 intergenic . .

ENSGALT00000065421 intergenic . .

ENSGALT00000060332 intergenic . .

NONGGAT005465.2 intergenic . .

NONGGAT002007.2 intergenic . .

ENSGALT00000063466 intergenic . .

ENSGALT00000058265 intergenic . .

ENSGALT00000064603 intergenic . .

ENSGALT00000090333 intergenic . .

NONGGAT008763.2 intergenic . .

NONGGAT000709.2 intergenic . .

NONGGAT007258.2 intergenic . .

ENSGALT00000071481 intergenic . .

ENSGALT00000087690 intergenic . .

ENSGALT00000084468 intergenic . .

ENSGALT00000064810 intergenic . .

ENSGALT00000065833 intergenic . .

NONGGAT007162.2 intergenic . .

ENSGALT00000078715 intergenic . .

ENSGALT00000071818 intergenic . .

ENSGALT00000084185 intergenic . .

ENSGALT00000013546 intergenic . .

ENSGALT00000084924 intergenic . .

NONGGAT001243.2 intergenic . .

NONGGAT008221.2 intergenic . .

NONGGAT004553.2 intergenic . .

ENSGALT00000048214 intergenic . .

NONGGAT007058.2 intergenic . .

NONGGAT006128.2 intergenic . .

ENSGALT00000089116 intergenic . .

ENSGALT00000090203 intergenic . .

ENSGALT00000066163 intergenic . .

NONGGAT005245.2 intergenic . .

NONGGAT007593.2 intergenic . .

ENSGALT00000088473 intergenic . .



NONGGAT005773.2 intergenic . .

ENSGALT00000050984 intergenic . .

ENSGALT00000072888 intergenic . .

NONGGAT015856.1 intergenic . .

ENSGALT00000066654 intergenic . .

NONGGAT008106.2 intergenic . .

ENSGALT00000069048 intergenic . .

ENSGALT00000084105 intergenic . .

NONGGAT004435.2 intergenic . .

ENSGALT00000085967 intergenic . .

ENSGALT00000086137 intergenic . .

NONGGAT004706.2 intergenic . .

ENSGALT00000077879 intergenic . .

ENSGALT00000056423 intergenic . .

NONGGAT003755.2 intergenic . .

ENSGALT00000084921 intergenic . .

ENSGALT00000054467 intergenic . .

ENSGALT00000055895 intergenic . .

NONGGAT005728.2 intergenic . .

ENSGALT00000088874 intergenic . .

ENSGALT00000065654 intergenic . .

ENSGALT00000068920 intergenic . .

ENSGALT00000088481 intergenic . .

NONGGAT008812.2 intergenic . .

ENSGALT00000069035 intergenic . .

ENSGALT00000077371 intergenic . .

ENSGALT00000016740 intergenic . .

ENSGALT00000056136 intergenic . .

NONGGAT005446.2 intergenic . .

NONGGAT002303.2 intergenic . .

NONGGAT011792.2 intergenic . .

NONGGAT009180.2 intergenic . .

ENSGALT00000049072 intergenic . .

ENSGALT00000089504 intergenic . .

NONGGAT000405.2 intergenic . .

NONGGAT004299.2 intergenic . .

ENSGALT00000072095 intergenic . .

NONGGAT008660.2 intergenic . .

ENSGALT00000083893 intergenic . .

ENSGALT00000083238 intergenic . .

ENSGALT00000083670 intergenic . .

ENSGALT00000063427 intergenic . .

ENSGALT00000069187 intergenic . .

ENSGALT00000079588 intergenic . .

ENSGALT00000049547 intergenic . .

ENSGALT00000086557 intergenic . .

ENSGALT00000087719 intergenic . .

ENSGALT00000076214 intergenic . .

ENSGALT00000074270 intergenic . .

ENSGALT00000066904 intergenic . .



ENSGALT00000075596 intergenic . .

NONGGAT001424.2 intergenic . .

NONGGAT000949.2 intergenic . .

NONGGAT005998.2 intergenic . .

NONGGAT006789.2 intergenic . .

NONGGAT002278.2 intergenic . .

NONGGAT005318.2 intergenic . .

ENSGALT00000058100 intergenic . .

ENSGALT00000084856 intergenic . .

NONGGAT004782.2 intergenic . .

NONGGAT015447.1 intergenic . .

ENSGALT00000080729 intergenic . .

ENSGALT00000083590 intergenic . .

NONGGAT008740.2 intergenic . .

NONGGAT009352.2 intergenic . .

NONGGAT008590.2 intergenic . .

NONGGAT001773.2 intergenic . .

ENSGALT00000064093 intergenic . .

ENSGALT00000067147 intergenic . .

NONGGAT014343.1 intergenic . .

ENSGALT00000084129 intergenic . .

NONGGAT007855.2 intergenic . .

ENSGALT00000089455 intergenic . .

ENSGALT00000075121 intergenic . .

ENSGALT00000083726 intergenic . .

ENSGALT00000084460 intergenic . .

ENSGALT00000080475 intergenic . .

ENSGALT00000076063 intergenic . .

ENSGALT00000076029 intergenic . .

NONGGAT004132.2 intergenic . .

ENSGALT00000086399 intergenic . .

NONGGAT006395.2 intergenic . .

ENSGALT00000049449 intergenic . .

ENSGALT00000070366 intergenic . .

ENSGALT00000088037 intergenic . .

ENSGALT00000051711 intergenic . .

ENSGALT00000059410 intergenic . .

ENSGALT00000051442 intergenic . .

ENSGALT00000073564 intergenic . .

ENSGALT00000087136 intergenic . .

ENSGALT00000058149 intergenic . .

ENSGALT00000076041 intergenic . .

ENSGALT00000090391 intergenic . .

NONGGAT003559.2 intergenic . .

NONGGAT007149.2 intergenic . .

NONGGAT009469.2 intergenic . .

ENSGALT00000090328 intergenic . .

NONGGAT003604.2 intergenic . .

ENSGALT00000070536 intergenic . .

NONGGAT002916.2 intergenic . .



NONGGAT003658.2 intergenic . .

ENSGALT00000047064 intergenic . .

NONGGAT003073.2 intergenic . .

ENSGALT00000071683 intergenic . .

NONGGAT000097.2 intergenic . .

ENSGALT00000082439 intergenic . .

ENSGALT00000086319 intergenic . .

ENSGALT00000072276 intergenic . .

NONGGAT002691.2 intergenic . .

NONGGAT005069.2 intergenic . .

ENSGALT00000083117 intergenic . .

NONGGAT007528.2 intergenic . .

NONGGAT008041.2 intergenic . .

NONGGAT000095.2 intergenic . .

NONGGAT000098.2 intergenic . .

ENSGALT00000069454 intergenic . .

ENSGALT00000064142 intergenic . .

ENSGALT00000079837 intergenic . .

NONGGAT001963.2 intergenic . .

ENSGALT00000050906 intergenic . .

ENSGALT00000084919 intergenic . .

ENSGALT00000089775 intergenic . .

NONGGAT001158.2 intergenic . .

NONGGAT009846.2 intergenic . .

ENSGALT00000084429 intergenic . .

ENSGALT00000051964 intergenic . .

NONGGAT003633.2 intergenic . .

ENSGALT00000062405 intergenic . .

ENSGALT00000086196 intergenic . .

ENSGALT00000087513 intergenic . .

ENSGALT00000061102 intergenic . .

ENSGALT00000053123 intergenic . .

ENSGALT00000056878 intergenic . .

ENSGALT00000066471 intergenic . .

ENSGALT00000068713 intergenic . .

ENSGALT00000054561 intergenic . .

ENSGALT00000084678 intergenic . .

NONGGAT003328.2 intergenic . .

ENSGALT00000063015 intergenic . .

ENSGALT00000078852 intergenic . .

ENSGALT00000090027 intergenic . .

NONGGAT004538.2 intergenic . .

ENSGALT00000052904 intergenic . .

NONGGAT006962.2 intergenic . .

NONGGAT004519.2 intergenic . .

NONGGAT004833.2 intergenic . .

NONGGAT006239.2 intergenic . .

ENSGALT00000076143 intergenic . .

NONGGAT002583.2 intergenic . .

ENSGALT00000076725 intergenic . .



ENSGALT00000055247 intergenic . .

ENSGALT00000087212 intergenic . .

ENSGALT00000050435 intergenic . .

ENSGALT00000066634 intergenic . .

ENSGALT00000075414 intergenic . .

ENSGALT00000063488 intergenic . .

ENSGALT00000053687 intergenic . .

NONGGAT004892.2 intergenic . .

ENSGALT00000071715 intergenic . .

ENSGALT00000059806 intergenic . .

ENSGALT00000074948 intergenic . .

NONGGAT000572.2 intergenic . .

ENSGALT00000090064 intergenic . .

ENSGALT00000075538 intergenic . .

NONGGAT000205.2 intergenic . .

ENSGALT00000087838 intergenic . .

ENSGALT00000089416 intergenic . .

ENSGALT00000046339 intergenic . .

ENSGALT00000051237 intergenic . .

ENSGALT00000084662 intergenic . .

ENSGALT00000051280 intergenic . .

ENSGALT00000073568 intergenic . .

ENSGALT00000079715 intergenic . .

NONGGAT002005.2 intergenic . .

NONGGAT006210.2 intergenic . .

ENSGALT00000078786 intergenic . .

NONGGAT006898.2 intergenic . .

ENSGALT00000082312 intergenic . .

ENSGALT00000058833 intergenic . .

NONGGAT008046.2 intergenic . .

ENSGALT00000059644 intergenic . .

ENSGALT00000062673 intergenic . .

ENSGALT00000079163 intergenic . .

ENSGALT00000083671 intergenic . .

ENSGALT00000084319 intergenic . .

ENSGALT00000050098 intergenic . .

ENSGALT00000056943 intergenic . .

NONGGAT002113.2 intergenic . .

ENSGALT00000068473 intergenic . .

ENSGALT00000083969 intergenic . .

ENSGALT00000052206 intergenic . .

ENSGALT00000047568 intergenic . .

ENSGALT00000049367 intergenic . .

ENSGALT00000060676 intergenic . .

ENSGALT00000075303 intergenic . .

ENSGALT00000084064 intergenic . .

ENSGALT00000086345 intergenic . .

ENSGALT00000048715 intergenic . .

ENSGALT00000069083 intergenic . .

ENSGALT00000087044 intergenic . .



ENSGALT00000070112 intergenic . .

ENSGALT00000076262 intergenic . .

ENSGALT00000080397 intergenic . .

ENSGALT00000074432 intergenic . .

NONGGAT002279.2 intergenic . .

ENSGALT00000079360 intergenic . .

ENSGALT00000068757 intergenic . .

NONGGAT005616.2 intergenic . .

NONGGAT007588.2 intergenic . .

ENSGALT00000085505 intergenic . .

ENSGALT00000074248 intergenic . .

ENSGALT00000058634 intergenic . .

ENSGALT00000090015 intergenic . .

ENSGALT00000072561 intergenic . .

ENSGALT00000063561 intergenic . .

ENSGALT00000066844 intergenic . .

ENSGALT00000089619 intergenic . .

ENSGALT00000072771 intergenic . .

ENSGALT00000083715 intergenic . .

ENSGALT00000087789 intergenic . .

NONGGAT001144.2 intergenic . .

ENSGALT00000047855 intergenic . .

ENSGALT00000084969 intergenic . .

ENSGALT00000067276 intergenic . .

ENSGALT00000088999 intergenic . .

ENSGALT00000086314 intergenic . .

NONGGAT002811.2 intergenic . .

NONGGAT003228.2 intergenic . .

ENSGALT00000076032 intergenic . .

NONGGAT004234.2 intergenic . .

ENSGALT00000054630 intergenic . .

ENSGALT00000089202 intergenic . .

ENSGALT00000071711 intergenic . .

ENSGALT00000053030 intergenic . .

NONGGAT000762.2 intergenic . .

ENSGALT00000088004 intergenic . .

ENSGALT00000077801 intergenic . .

NONGGAT007403.2 intergenic . .

NONGGAT000814.2 intergenic . .

NONGGAT003759.2 intergenic . .

ENSGALT00000070518 intergenic . .

ENSGALT00000080240 intergenic . .

ENSGALT00000090368 intergenic . .

ENSGALT00000078225 intergenic . .

ENSGALT00000081177 intergenic . .

NONGGAT004266.2 intergenic . .

ENSGALT00000060511 intergenic . .

ENSGALT00000073722 intergenic . .

ENSGALT00000054049 intergenic . .

ENSGALT00000089977 intergenic . .



ENSGALT00000085188 intergenic . .

NONGGAT011808.2 intergenic . .

ENSGALT00000084178 intergenic . .

ENSGALT00000066027 intergenic . .

ENSGALT00000087498 intergenic . .

ENSGALT00000071055 intergenic . .

NONGGAT002828.2 intergenic . .

ENSGALT00000079081 intergenic . .

ENSGALT00000084422 intergenic . .

ENSGALT00000073584 intergenic . .

ENSGALT00000084580 intergenic . .

ENSGALT00000083748 intergenic . .

ENSGALT00000048396 intergenic . .

ENSGALT00000054195 intergenic . .

ENSGALT00000070238 intergenic . .

NONGGAT001130.2 intergenic . .

NONGGAT000456.2 intergenic . .

ENSGALT00000067967 intergenic . .

ENSGALT00000084207 intergenic . .

ENSGALT00000056000 intergenic . .

ENSGALT00000069479 intergenic . .

ENSGALT00000054699 intergenic . .

ENSGALT00000081818 intergenic . .

ENSGALT00000073378 intergenic . .

ENSGALT00000075576 intergenic . .

ENSGALT00000075497 intergenic . .

ENSGALT00000069309 intergenic . .

ENSGALT00000057793 intergenic . .

NONGGAT009280.2 intergenic . .

ENSGALT00000048211 intergenic . .

ENSGALT00000088978 intergenic . .

NONGGAT000584.2 intergenic . .

ENSGALT00000052765 intergenic . .

ENSGALT00000073299 intergenic . .

ENSGALT00000076988 intergenic . .

ENSGALT00000064636 intergenic . .

NONGGAT001226.2 intergenic . .

NONGGAT011810.2 intergenic . .

ENSGALT00000084994 intergenic . .

ENSGALT00000062370 intergenic . .

NONGGAT006370.2 intergenic . .

ENSGALT00000050224 intergenic . .

ENSGALT00000084913 intergenic . .

ENSGALT00000056760 intergenic . .

ENSGALT00000088339 intergenic . .

ENSGALT00000058515 intergenic . .

ENSGALT00000064955 intergenic . .

ENSGALT00000080896 intergenic . .

ENSGALT00000056805 intergenic . .

NONGGAT001950.2 intergenic . .



ENSGALT00000051000 intergenic . .

ENSGALT00000085938 intergenic . .

NONGGAT008354.2 intergenic . .

ENSGALT00000064090 intergenic . .

ENSGALT00000079684 intergenic . .

ENSGALT00000049011 intergenic . .

ENSGALT00000078981 intergenic . .

ENSGALT00000050000 intergenic . .

ENSGALT00000047340 intergenic . .

ENSGALT00000084615 intergenic . .

NONGGAT002884.2 intergenic . .

NONGGAT009231.2 intergenic . .

NONGGAT009058.2 intergenic . .

NONGGAT002485.2 intergenic . .

NONGGAT000184.2 intergenic . .

NONGGAT016202.1 intergenic . .

NONGGAT005128.2 intergenic . .

ENSGALT00000080071 intergenic . .

ENSGALT00000078186 intergenic . .

ENSGALT00000074593 intergenic . .

NONGGAT005105.2 intergenic . .

NONGGAT000452.2 intergenic . .

NONGGAT002277.2 intergenic . .

ENSGALT00000056679 intergenic . .

ENSGALT00000072579 intergenic . .

ENSGALT00000085091 intergenic . .

NONGGAT008088.2 intergenic . .

NONGGAT002733.2 intergenic . .

ENSGALT00000069897 intergenic . .

NONGGAT002685.2 intergenic . .

ENSGALT00000056020 intergenic . .

ENSGALT00000087965 intergenic . .

ENSGALT00000081707 intergenic . .

ENSGALT00000050271 intergenic . .

ENSGALT00000073410 intergenic . .

ENSGALT00000066010 intergenic . .

ENSGALT00000050615 intergenic . .

ENSGALT00000078775 intergenic . .

NONGGAT000884.2 intergenic . .

ENSGALT00000087623 intergenic . .

NONGGAT004907.2 intergenic . .

ENSGALT00000062554 intergenic . .

NONGGAT003855.2 intergenic . .

NONGGAT009230.2 intergenic . .

ENSGALT00000061640 intergenic . .

ENSGALT00000082433 intergenic . .

NONGGAT016137.1 intergenic . .

ENSGALT00000087450 intergenic . .

ENSGALT00000086060 intergenic . .

NONGGAT005654.2 intergenic . .



ENSGALT00000072331 intergenic . .

ENSGALT00000063269 intergenic . .

ENSGALT00000080897 intergenic . .

ENSGALT00000089000 intergenic . .

ENSGALT00000065736 intergenic . .

ENSGALT00000050423 intergenic . .

ENSGALT00000087164 intergenic . .

ENSGALT00000084879 intergenic . .

ENSGALT00000064343 intergenic . .

ENSGALT00000066497 intergenic . .

ENSGALT00000076045 intergenic . .

ENSGALT00000065206 intergenic . .

ENSGALT00000083384 intergenic . .

NONGGAT000905.2 intergenic . .

ENSGALT00000089999 intergenic . .

ENSGALT00000088836 intergenic . .

ENSGALT00000081373 intergenic . .

NONGGAT002646.2 intergenic . .

NONGGAT009269.2 intergenic . .

ENSGALT00000017057 intergenic . .

ENSGALT00000048671 intergenic . .

ENSGALT00000047834 intergenic . .

ENSGALT00000084989 intergenic . .

NONGGAT013497.1 intergenic . .

NONGGAT006102.2 intergenic . .

NONGGAT007671.2 intergenic . .

ENSGALT00000074785 intergenic . .

NONGGAT002326.2 intergenic . .

ENSGALT00000047490 intergenic . .

ENSGALT00000087826 intergenic . .

ENSGALT00000069213 intergenic . .

ENSGALT00000060117 intergenic . .

ENSGALT00000048035 intergenic . .

ENSGALT00000068892 intergenic . .

ENSGALT00000057432 intergenic . .

ENSGALT00000067021 intergenic . .

ENSGALT00000090094 intergenic . .

ENSGALT00000084865 intergenic . .

NONGGAT000294.2 intergenic . .

NONGGAT007587.2 intergenic . .

NONGGAT003327.2 intergenic . .

NONGGAT006209.2 intergenic . .

ENSGALT00000087039 intergenic . .

NONGGAT007045.2 intergenic . .

ENSGALT00000084466 intergenic . .

NONGGAT007927.2 intergenic . .

ENSGALT00000079118 intergenic . .

NONGGAT016069.1 intergenic . .

NONGGAT008055.2 intergenic . .

NONGGAT004574.2 intergenic . .



ENSGALT00000070436 intergenic . .

NONGGAT004128.2 intergenic . .

ENSGALT00000066333 intergenic . .

ENSGALT00000090020 intergenic . .

ENSGALT00000088862 intergenic . .

ENSGALT00000072846 intergenic . .

ENSGALT00000076263 intergenic . .

ENSGALT00000053631 intergenic . .

ENSGALT00000087704 intergenic . .

NONGGAT002959.2 intergenic . .

ENSGALT00000067089 intergenic . .

NONGGAT010502.2 intergenic . .

ENSGALT00000090133 intergenic . .

NONGGAT011761.2 intergenic . .

ENSGALT00000084160 intergenic . .

NONGGAT005533.2 intergenic . .

ENSGALT00000063259 intergenic . .

ENSGALT00000054448 intergenic . .

ENSGALT00000048738 intergenic . .

ENSGALT00000070912 intergenic . .

NONGGAT006633.2 intergenic . .

ENSGALT00000088913 intergenic . .

NONGGAT001426.2 intergenic . .

ENSGALT00000069623 intergenic . .

ENSGALT00000068004 intergenic . .

ENSGALT00000085425 intergenic . .

NONGGAT000028.2 intergenic . .

ENSGALT00000065824 intergenic . .

NONGGAT000212.2 intergenic . .

NONGGAT000309.2 intergenic . .

ENSGALT00000055118 intergenic . .

ENSGALT00000057001 intergenic . .

ENSGALT00000074329 intergenic . .

NONGGAT007767.2 intergenic . .

ENSGALT00000086654 intergenic . .

NONGGAT014666.1 intergenic . .

ENSGALT00000077354 intergenic . .

ENSGALT00000071477 intergenic . .

ENSGALT00000054392 intergenic . .

ENSGALT00000083153 intergenic . .

ENSGALT00000084681 intergenic . .

ENSGALT00000084582 intergenic . .

ENSGALT00000071226 intergenic . .

ENSGALT00000072334 intergenic . .

ENSGALT00000073630 intergenic . .

ENSGALT00000052040 intergenic . .

ENSGALT00000071916 intergenic . .

ENSGALT00000057060 intergenic . .

ENSGALT00000088695 intergenic . .

NONGGAT005660.2 intergenic . .



NONGGAT008229.2 intergenic . .

ENSGALT00000065638 intergenic . .

ENSGALT00000047355 intergenic . .

ENSGALT00000083720 intergenic . .

ENSGALT00000067681 intergenic . .

ENSGALT00000049176 intergenic . .

ENSGALT00000077717 intergenic . .

ENSGALT00000069787 intergenic . .

ENSGALT00000081466 intergenic . .

ENSGALT00000070031 intergenic . .

ENSGALT00000059783 intergenic . .

NONGGAT004080.2 intergenic . .

NONGGAT009051.2 intergenic . .

ENSGALT00000090202 intergenic . .

ENSGALT00000086888 intergenic . .

ENSGALT00000067401 intergenic . .

ENSGALT00000079786 intergenic . .

NONGGAT001131.2 intergenic . .

ENSGALT00000075657 intergenic . .

ENSGALT00000068461 intergenic . .

ENSGALT00000090090 intergenic . .

ENSGALT00000056842 intergenic . .

NONGGAT001651.2 intergenic . .

ENSGALT00000087737 intergenic . .

ENSGALT00000050864 intergenic . .

ENSGALT00000064358 intergenic . .

ENSGALT00000055770 intergenic . .

ENSGALT00000065440 intergenic . .

NONGGAT008137.2 intergenic . .

ENSGALT00000071214 intergenic . .

ENSGALT00000083733 intergenic . .

NONGGAT001143.2 intergenic . .

ENSGALT00000085808 intergenic . .

ENSGALT00000055626 intergenic . .

NONGGAT002915.2 intergenic . .

ENSGALT00000085755 intergenic . .

NONGGAT009462.2 intergenic . .

NONGGAT009082.2 intergenic . .

ENSGALT00000079265 intergenic . .

NONGGAT005661.2 intergenic . .

ENSGALT00000070845 intergenic . .

ENSGALT00000087245 intergenic . .

NONGGAT013712.1 intergenic . .

ENSGALT00000050535 intergenic . .

ENSGALT00000046595 intergenic . .

ENSGALT00000071980 intergenic . .

NONGGAT005010.2 intergenic . .

ENSGALT00000066546 intergenic . .

ENSGALT00000087990 intergenic . .

ENSGALT00000070821 intergenic . .



ENSGALT00000077814 intergenic . .

NONGGAT011325.2 intergenic . .

ENSGALT00000056082 intergenic . .

NONGGAT010463.2 intergenic . .

ENSGALT00000062403 intergenic . .

ENSGALT00000072199 intergenic . .

ENSGALT00000081886 intergenic . .

NONGGAT009272.2 intergenic . .

ENSGALT00000075197 intergenic . .

NONGGAT002282.2 intergenic . .

ENSGALT00000053072 intergenic . .

ENSGALT00000067918 intergenic . .

NONGGAT004891.2 intergenic . .

ENSGALT00000077186 intergenic . .

ENSGALT00000063957 intergenic . .

NONGGAT002145.2 intergenic . .

NONGGAT008314.2 intergenic . .

NONGGAT007790.2 intergenic . .

ENSGALT00000089694 intergenic . .

NONGGAT010912.2 intergenic . .

NONGGAT005494.2 intergenic . .

ENSGALT00000077462 intergenic . .

ENSGALT00000074300 intergenic . .

ENSGALT00000082119 intergenic . .

NONGGAT007680.2 intergenic . .

ENSGALT00000076794 intergenic . .

ENSGALT00000071419 intergenic . .

ENSGALT00000085443 intergenic . .

ENSGALT00000046600 intergenic . .

ENSGALT00000048124 intergenic . .

ENSGALT00000057786 intergenic . .

ENSGALT00000064817 intergenic . .

NONGGAT002068.2 intergenic . .

ENSGALT00000060702 intergenic . .

NONGGAT007415.2 intergenic . .

NONGGAT005252.2 intergenic . .

ENSGALT00000080884 intergenic . .

ENSGALT00000055573 intergenic . .

ENSGALT00000060734 intergenic . .

ENSGALT00000062573 intergenic . .

ENSGALT00000090050 intergenic . .

NONGGAT005932.2 intergenic . .

ENSGALT00000081514 intergenic . .

NONGGAT007482.2 intergenic . .

NONGGAT012108.2 intergenic . .

ENSGALT00000083064 intergenic . .

ENSGALT00000087666 intergenic . .

ENSGALT00000082646 intergenic . .

ENSGALT00000066750 intergenic . .

ENSGALT00000066451 intergenic . .



NONGGAT007862.2 intergenic . .

NONGGAT003735.2 intergenic . .

ENSGALT00000056080 intergenic . .

ENSGALT00000087225 intergenic . .

ENSGALT00000060878 intergenic . .

ENSGALT00000054084 intergenic . .

ENSGALT00000047248 intergenic . .

NONGGAT007246.2 intergenic . .

NONGGAT014178.1 intergenic . .

NONGGAT008772.2 intergenic . .

ENSGALT00000067669 intergenic . .

ENSGALT00000074552 intergenic . .

NONGGAT005121.2 intergenic . .

ENSGALT00000082549 intergenic . .

ENSGALT00000052333 intergenic . .

NONGGAT005426.2 intergenic . .

ENSGALT00000082686 intergenic . .

ENSGALT00000052004 intergenic . .

ENSGALT00000086331 intergenic . .

ENSGALT00000085499 intergenic . .

ENSGALT00000062422 intergenic . .

ENSGALT00000089459 intergenic . .

NONGGAT014670.1 intergenic . .

ENSGALT00000063915 intergenic . .

ENSGALT00000083686 intergenic . .

NONGGAT007187.2 intergenic . .

ENSGALT00000052123 intergenic . .

ENSGALT00000057799 intergenic . .

ENSGALT00000062418 intergenic . .

ENSGALT00000066423 intergenic . .

ENSGALT00000076075 intergenic . .

ENSGALT00000084928 intergenic . .

ENSGALT00000054453 intergenic . .

NONGGAT006529.2 intergenic . .

ENSGALT00000089064 intergenic . .

NONGGAT003210.2 intergenic . .

ENSGALT00000070576 intergenic . .

ENSGALT00000049979 intergenic . .

ENSGALT00000067445 intergenic . .

ENSGALT00000047729 intergenic . .

ENSGALT00000056341 intergenic . .

ENSGALT00000054772 intergenic . .

NONGGAT000885.2 intergenic . .

ENSGALT00000080571 intergenic . .

ENSGALT00000087047 intergenic . .

ENSGALT00000071617 intergenic . .

NONGGAT008153.2 intergenic . .

ENSGALT00000072853 intergenic . .

ENSGALT00000066019 intergenic . .

ENSGALT00000049678 intergenic . .



NONGGAT000840.2 intergenic . .

NONGGAT005797.2 intergenic . .

ENSGALT00000089128 intergenic . .

NONGGAT009156.2 intergenic . .

NONGGAT004690.2 intergenic . .

ENSGALT00000062680 intergenic . .

ENSGALT00000063846 intergenic . .

ENSGALT00000084290 intergenic . .

ENSGALT00000071216 intergenic . .

NONGGAT004092.2 intergenic . .

ENSGALT00000059697 intergenic . .

ENSGALT00000048987 intergenic . .

NONGGAT006475.2 intergenic . .

ENSGALT00000050323 intergenic . .

NONGGAT011044.2 intergenic . .

ENSGALT00000060304 intergenic . .

ENSGALT00000066151 intergenic . .

NONGGAT001484.2 intergenic . .

ENSGALT00000081217 intergenic . .

ENSGALT00000051636 intergenic . .

ENSGALT00000052224 intergenic . .

ENSGALT00000053839 intergenic . .

ENSGALT00000087767 intergenic . .

NONGGAT006899.2 intergenic . .

ENSGALT00000066728 intergenic . .

NONGGAT009682.2 intergenic . .

ENSGALT00000080469 intergenic . .

NONGGAT004973.2 intergenic . .

ENSGALT00000061349 intergenic . .

ENSGALT00000086142 intergenic . .

NONGGAT005275.2 intergenic . .

ENSGALT00000085120 intergenic . .

ENSGALT00000062780 intergenic . .

NONGGAT002947.2 intergenic . .

ENSGALT00000065441 intergenic . .

ENSGALT00000074123 intergenic . .

NONGGAT009468.2 intergenic . .

ENSGALT00000087968 intergenic . .

NONGGAT005824.2 intergenic . .

ENSGALT00000082700 intergenic . .

NONGGAT004520.2 intergenic . .

NONGGAT001020.2 intergenic . .

ENSGALT00000052950 intergenic . .

ENSGALT00000063294 intergenic . .

ENSGALT00000088407 intergenic . .

NONGGAT001406.2 intergenic . .

ENSGALT00000059702 intergenic . .

ENSGALT00000061191 intergenic . .

ENSGALT00000075408 intergenic . .

NONGGAT001315.2 intergenic . .



ENSGALT00000081911 intergenic . .

ENSGALT00000055570 intergenic . .

ENSGALT00000088864 intergenic . .

NONGGAT006127.2 intergenic . .

NONGGAT002779.2 intergenic . .

NONGGAT006747.2 intergenic . .

NONGGAT008665.2 intergenic . .

NONGGAT012118.2 intergenic . .

ENSGALT00000089797 intergenic . .

NONGGAT002914.2 intergenic . .

ENSGALT00000061765 intergenic . .

ENSGALT00000082843 intergenic . .

ENSGALT00000077942 intergenic . .

ENSGALT00000084001 intergenic . .

NONGGAT005384.2 intergenic . .

ENSGALT00000080990 intergenic . .

NONGGAT005450.2 intergenic . .

ENSGALT00000083214 intergenic . .

NONGGAT005320.2 intergenic . .

ENSGALT00000047299 intergenic . .

ENSGALT00000086724 intergenic . .

ENSGALT00000062266 intergenic . .

ENSGALT00000052087 intergenic . .

ENSGALT00000051620 intergenic . .

ENSGALT00000071662 intergenic . .

NONGGAT004554.2 intergenic . .

ENSGALT00000066480 intergenic . .

ENSGALT00000081379 intergenic . .

NONGGAT011725.2 intergenic . .

ENSGALT00000069713 intergenic . .

NONGGAT008204.2 intergenic . .

NONGGAT003864.2 intergenic . .

ENSGALT00000085916 intergenic . .

ENSGALT00000075378 intergenic . .

ENSGALT00000047283 intergenic . .

ENSGALT00000071191 intergenic . .

NONGGAT008353.2 intergenic . .

ENSGALT00000051916 intergenic . .

ENSGALT00000089253 intergenic . .

ENSGALT00000064546 intergenic . .

ENSGALT00000083227 intergenic . .

NONGGAT008058.2 intergenic . .

ENSGALT00000047318 intergenic . .

ENSGALT00000087508 intergenic . .

ENSGALT00000058490 intergenic . .

ENSGALT00000058962 intergenic . .

NONGGAT001478.2 intergenic . .

ENSGALT00000046757 intergenic . .

ENSGALT00000058280 intergenic . .

ENSGALT00000075744 intergenic . .



ENSGALT00000086402 intergenic . .

ENSGALT00000080445 intergenic . .

ENSGALT00000073255 intergenic . .

NONGGAT008886.2 intergenic . .

ENSGALT00000049767 intergenic . .

ENSGALT00000061875 intergenic . .

NONGGAT005407.2 intergenic . .

NONGGAT007398.2 intergenic . .

NONGGAT004219.2 intergenic . .

ENSGALT00000082515 intergenic . .

NONGGAT006458.2 intergenic . .

NONGGAT008312.2 intergenic . .

ENSGALT00000062111 intergenic . .

ENSGALT00000084780 intergenic . .

ENSGALT00000084338 intergenic . .

ENSGALT00000088170 intergenic . .

ENSGALT00000087103 intergenic . .

ENSGALT00000088378 intergenic . .

ENSGALT00000060082 intergenic . .

ENSGALT00000042608 intergenic . .

NONGGAT007468.2 intergenic . .

ENSGALT00000083918 intergenic . .

ENSGALT00000083683 intergenic . .

ENSGALT00000086484 intergenic . .

ENSGALT00000047660 intergenic . .

NONGGAT003299.2 intergenic . .

NONGGAT001306.2 intergenic . .

ENSGALT00000085244 intergenic . .

ENSGALT00000067253 intergenic . .

ENSGALT00000081333 intergenic . .

ENSGALT00000069786 intergenic . .

ENSGALT00000061744 intergenic . .

ENSGALT00000059510 intergenic . .

ENSGALT00000076628 intergenic . .

NONGGAT003505.2 intergenic . .

ENSGALT00000047678 intergenic . .

ENSGALT00000083282 intergenic . .

ENSGALT00000077415 intergenic . .

ENSGALT00000051682 intergenic . .

NONGGAT001663.2 intergenic . .

NONGGAT008951.2 intergenic . .

ENSGALT00000048521 intergenic . .

ENSGALT00000069636 intergenic . .

ENSGALT00000060571 intergenic . .

ENSGALT00000089878 intergenic . .

ENSGALT00000072203 intergenic . .

NONGGAT003207.2 intergenic . .

NONGGAT008029.2 intergenic . .

ENSGALT00000067277 intergenic . .

ENSGALT00000052717 intergenic . .



NONGGAT008044.2 intergenic . .

ENSGALT00000068428 intergenic . .

ENSGALT00000055163 intergenic . .

NONGGAT006869.2 intergenic . .

ENSGALT00000088118 intergenic . .

ENSGALT00000081586 intergenic . .

ENSGALT00000050172 intergenic . .

ENSGALT00000066773 intergenic . .

ENSGALT00000082011 intergenic . .

NONGGAT003209.2 intergenic . .

NONGGAT002734.2 intergenic . .

NONGGAT004313.2 intergenic . .

ENSGALT00000077616 intergenic . .

NONGGAT004792.2 intergenic . .

ENSGALT00000083025 intergenic . .

ENSGALT00000068016 intergenic . .

NONGGAT005051.2 intergenic . .

ENSGALT00000051823 intergenic . .

ENSGALT00000058920 intergenic . .

NONGGAT009932.2 intergenic . .

ENSGALT00000048996 intergenic . .

ENSGALT00000082461 intergenic . .

ENSGALT00000090223 intergenic . .

NONGGAT000195.2 intergenic . .

ENSGALT00000049377 intergenic . .

ENSGALT00000085553 intergenic . .

ENSGALT00000049528 intergenic . .

NONGGAT004999.2 intergenic . .

NONGGAT003899.2 intergenic . .

ENSGALT00000053939 intergenic . .

ENSGALT00000066814 intergenic . .

ENSGALT00000062284 intergenic . .

NONGGAT003599.2 intergenic . .

ENSGALT00000083371 intergenic . .

ENSGALT00000077992 intergenic . .

ENSGALT00000054711 intergenic . .

NONGGAT011743.2 intergenic . .

ENSGALT00000058649 intergenic . .

NONGGAT000765.2 intergenic . .

NONGGAT000631.2 intergenic . .

NONGGAT009367.2 intergenic . .

ENSGALT00000082266 intergenic . .

ENSGALT00000081779 intergenic . .

NONGGAT007386.2 intergenic . .

ENSGALT00000047470 intergenic . .

ENSGALT00000071131 intergenic . .

ENSGALT00000078239 intergenic . .

ENSGALT00000053266 intergenic . .

NONGGAT003326.2 intergenic . .

ENSGALT00000075519 intergenic . .



NONGGAT009232.2 intergenic . .

NONGGAT002474.2 intergenic . .

NONGGAT002871.2 intergenic . .

NONGGAT003567.2 intergenic . .

ENSGALT00000085224 intergenic . .

ENSGALT00000065140 intergenic . .

NONGGAT005759.2 intergenic . .

ENSGALT00000060831 intergenic . .

ENSGALT00000087295 intergenic . .

NONGGAT009187.2 intergenic . .

ENSGALT00000074984 intergenic . .

ENSGALT00000086304 intergenic . .

ENSGALT00000084369 intergenic . .

ENSGALT00000087952 intergenic . .

ENSGALT00000061525 intergenic . .

ENSGALT00000068951 intergenic . .

ENSGALT00000066213 intergenic . .

ENSGALT00000080035 intergenic . .

ENSGALT00000056412 intergenic . .

NONGGAT000451.2 intergenic . .

NONGGAT011892.2 intergenic . .

NONGGAT010685.2 intergenic . .

NONGGAT003656.2 intergenic . .

ENSGALT00000090087 intergenic . .

ENSGALT00000072591 intergenic . .

NONGGAT006126.2 intergenic . .

ENSGALT00000064327 intergenic . .

NONGGAT010501.2 intergenic . .

ENSGALT00000080042 intergenic . .

NONGGAT016495.1 intergenic . .

ENSGALT00000057144 intergenic . .

NONGGAT007896.2 intergenic . .

NONGGAT004273.2 intergenic . .

ENSGALT00000063484 intergenic . .

ENSGALT00000086372 intergenic . .

ENSGALT00000085172 intergenic . .

ENSGALT00000089958 intergenic . .

ENSGALT00000089499 intergenic . .

ENSGALT00000076246 intergenic . .

ENSGALT00000078566 intergenic . .

ENSGALT00000062282 intergenic . .

NONGGAT016091.1 intergenic . .

ENSGALT00000051124 intergenic . .

ENSGALT00000087213 intergenic . .

ENSGALT00000079822 intergenic . .

ENSGALT00000057309 intergenic . .

ENSGALT00000084432 intergenic . .

NONGGAT006394.2 intergenic . .

ENSGALT00000084936 intergenic . .

ENSGALT00000076297 intergenic . .



NONGGAT001032.2 intergenic . .

ENSGALT00000089469 intergenic . .

NONGGAT005729.2 intergenic . .

NONGGAT006453.2 intergenic . .

ENSGALT00000056104 intergenic . .

ENSGALT00000089251 intergenic . .

NONGGAT002925.2 intergenic . .

ENSGALT00000047407 intergenic . .

ENSGALT00000085336 intergenic . .

NONGGAT000763.2 intergenic . .

ENSGALT00000050122 intergenic . .

ENSGALT00000049659 intergenic . .

ENSGALT00000085317 intergenic . .

ENSGALT00000064186 intergenic . .

ENSGALT00000063173 intergenic . .

ENSGALT00000085146 intergenic . .

ENSGALT00000073387 intergenic . .

NONGGAT005076.2 intergenic . .

NONGGAT006913.2 intergenic . .

ENSGALT00000056742 intergenic . .

NONGGAT002944.2 intergenic . .

NONGGAT003224.2 intergenic . .

ENSGALT00000081533 intergenic . .

NONGGAT004300.2 intergenic . .

ENSGALT00000066074 intergenic . .

ENSGALT00000059428 intergenic . .

ENSGALT00000053204 intergenic . .

ENSGALT00000066775 intergenic . .

NONGGAT004499.2 intergenic . .

NONGGAT003568.2 intergenic . .

ENSGALT00000073415 intergenic . .

ENSGALT00000059877 intergenic . .

NONGGAT008230.2 intergenic . .

ENSGALT00000047768 intergenic . .

ENSGALT00000056251 intergenic . .

ENSGALT00000085294 intergenic . .

ENSGALT00000058142 intergenic . .

NONGGAT000303.2 intergenic . .

ENSGALT00000047918 intergenic . .

ENSGALT00000046338 intergenic . .

NONGGAT015962.1 intergenic . .

ENSGALT00000042470 intergenic . .

ENSGALT00000058145 intergenic . .

NONGGAT001917.2 intergenic . .

ENSGALT00000085246 intergenic . .

ENSGALT00000088547 intergenic . .

ENSGALT00000065188 intergenic . .

ENSGALT00000050492 intergenic . .

ENSGALT00000083356 intergenic . .

NONGGAT006991.2 intergenic . .



NONGGAT006474.2 intergenic . .

NONGGAT004267.2 intergenic . .

NONGGAT006931.2 intergenic . .

ENSGALT00000075914 intergenic . .

ENSGALT00000054348 intergenic . .

NONGGAT002313.2 intergenic . .

NONGGAT002684.2 intergenic . .

ENSGALT00000086927 intergenic . .

ENSGALT00000089942 intergenic . .

NONGGAT007176.2 intergenic . .

ENSGALT00000078896 intergenic . .

NONGGAT013264.1 intergenic . .

ENSGALT00000068618 intergenic . .

ENSGALT00000057985 intergenic . .

ENSGALT00000085472 intergenic . .

ENSGALT00000089757 intergenic . .

ENSGALT00000074766 intergenic . .

ENSGALT00000090233 intergenic . .

NONGGAT011620.2 intergenic . .

ENSGALT00000082688 intergenic . .

NONGGAT003410.2 intergenic . .

ENSGALT00000081256 intergenic . .

ENSGALT00000053308 intergenic . .

NONGGAT004778.2 intergenic . .

ENSGALT00000058558 intergenic . .

ENSGALT00000042856 intergenic . .

ENSGALT00000060985 intergenic . .

NONGGAT007427.2 intergenic . .

ENSGALT00000074701 intergenic . .

ENSGALT00000087720 intergenic . .

ENSGALT00000052356 intergenic . .

ENSGALT00000077737 intergenic . .

NONGGAT002206.2 intergenic . .

ENSGALT00000064789 intergenic . .

NONGGAT001949.2 intergenic . .

NONGGAT002280.2 intergenic . .

ENSGALT00000083744 intergenic . .

NONGGAT000049.2 intergenic . .

ENSGALT00000085449 intergenic . .

ENSGALT00000050760 intergenic . .

NONGGAT006212.2 intergenic . .

NONGGAT001331.2 intergenic . .

ENSGALT00000089164 intergenic . .

ENSGALT00000089169 intergenic . .

NONGGAT008057.2 intergenic . .

NONGGAT007599.2 intergenic . .

ENSGALT00000057126 intergenic . .

NONGGAT007239.2 intergenic . .

ENSGALT00000050556 intergenic . .

ENSGALT00000084054 intergenic . .



NONGGAT001940.2 intergenic . .

ENSGALT00000086727 intergenic . .

ENSGALT00000073435 intergenic . .

ENSGALT00000077819 intergenic . .

ENSGALT00000076153 intergenic . .

NONGGAT008929.2 intergenic . .

ENSGALT00000088893 intergenic . .

ENSGALT00000057557 intergenic . .

ENSGALT00000079887 intergenic . .

ENSGALT00000047397 intergenic . .

ENSGALT00000086282 intergenic . .

NONGGAT004972.2 intergenic . .

ENSGALT00000064622 intergenic . .

ENSGALT00000081600 intergenic . .

ENSGALT00000080567 intergenic . .

ENSGALT00000074120 intergenic . .

ENSGALT00000083919 intergenic . .

ENSGALT00000083116 intergenic . .

ENSGALT00000085750 intergenic . .

ENSGALT00000080634 intergenic . .

ENSGALT00000075626 intergenic . .

ENSGALT00000070345 intergenic . .

ENSGALT00000069563 intergenic . .

ENSGALT00000060302 intergenic . .

ENSGALT00000057004 intergenic . .

ENSGALT00000058287 intergenic . .

NONGGAT001943.2 intergenic . .

ENSGALT00000088842 intergenic . .

NONGGAT006400.2 intergenic . .

NONGGAT000051.2 intergenic . .

ENSGALT00000081113 intergenic . .

ENSGALT00000049168 intergenic . .

NONGGAT006760.2 intergenic . .

ENSGALT00000068227 intergenic . .

NONGGAT006125.2 intergenic . .

ENSGALT00000086703 intergenic . .

NONGGAT002467.2 intergenic . .

ENSGALT00000072728 intergenic . .

ENSGALT00000052714 intergenic . .

ENSGALT00000069416 intergenic . .

NONGGAT004298.2 intergenic . .

ENSGALT00000084088 intergenic . .

ENSGALT00000057768 intergenic . .

NONGGAT001953.2 intergenic . .

ENSGALT00000075737 intergenic . .

ENSGALT00000080876 intergenic . .

ENSGALT00000086774 intergenic . .

ENSGALT00000069783 intergenic . .

ENSGALT00000080338 intergenic . .

NONGGAT003565.2 intergenic . .



NONGGAT011851.2 intergenic . .

ENSGALT00000065272 intergenic . .

ENSGALT00000069893 intergenic . .

ENSGALT00000072621 intergenic . .

ENSGALT00000064079 intergenic . .

ENSGALT00000048330 intergenic . .

ENSGALT00000055296 intergenic . .

ENSGALT00000086799 intergenic . .

ENSGALT00000052837 intergenic . .

ENSGALT00000077026 intergenic . .

NONGGAT000381.2 intergenic . .

ENSGALT00000073004 intergenic . .

ENSGALT00000088958 intergenic . .

NONGGAT003526.2 intergenic . .

NONGGAT001266.2 intergenic . .

ENSGALT00000083440 intergenic . .

NONGGAT010236.2 intergenic . .

ENSGALT00000055795 intergenic . .

ENSGALT00000047674 intergenic . .

NONGGAT002762.2 intergenic . .

ENSGALT00000048549 intergenic . .

NONGGAT007119.2 intergenic . .

ENSGALT00000055367 intergenic . .

NONGGAT000036.2 intergenic . .

ENSGALT00000047941 intergenic . .

ENSGALT00000086285 intergenic . .

NONGGAT000489.2 intergenic . .

ENSGALT00000051021 intergenic . .

ENSGALT00000084792 intergenic . .

ENSGALT00000070257 intergenic . .

ENSGALT00000089515 intergenic . .

NONGGAT008122.2 intergenic . .

ENSGALT00000050049 intergenic . .

NONGGAT008838.2 intergenic . .

ENSGALT00000084697 intergenic . .

ENSGALT00000065867 intergenic . .

ENSGALT00000076504 intergenic . .

ENSGALT00000065409 intergenic . .

ENSGALT00000083768 intergenic . .

ENSGALT00000075396 intergenic . .

NONGGAT004687.2 intergenic . .

ENSGALT00000088567 intergenic . .

ENSGALT00000053231 intergenic . .

NONGGAT000257.2 intergenic . .

ENSGALT00000087170 intergenic . .

NONGGAT006364.2 intergenic . .

ENSGALT00000065309 intergenic . .

ENSGALT00000068755 intergenic . .

NONGGAT005602.2 intergenic . .

ENSGALT00000079620 intergenic . .



ENSGALT00000052404 intergenic . .

ENSGALT00000066368 intergenic . .

NONGGAT006036.2 intergenic . .

ENSGALT00000053997 intergenic . .

ENSGALT00000066888 intergenic . .

NONGGAT011799.2 intergenic . .

ENSGALT00000084981 intergenic . .

NONGGAT008156.2 intergenic . .

ENSGALT00000054323 intergenic . .

ENSGALT00000069430 intergenic . .

NONGGAT000213.2 intergenic . .

ENSGALT00000088452 intergenic . .

ENSGALT00000073850 intergenic . .

ENSGALT00000070689 intergenic . .

ENSGALT00000086592 intergenic . .

NONGGAT000595.2 intergenic . .

ENSGALT00000086781 intergenic . .

NONGGAT003602.2 intergenic . .

ENSGALT00000054166 intergenic . .

ENSGALT00000081979 intergenic . .

NONGGAT001469.2 intergenic . .

ENSGALT00000067558 intergenic . .

ENSGALT00000085232 intergenic . .

ENSGALT00000059288 intergenic . .

ENSGALT00000084683 intergenic . .

NONGGAT004550.2 intergenic . .

NONGGAT006312.2 intergenic . .

NONGGAT006033.2 intergenic . .

NONGGAT007609.2 intergenic . .

ENSGALT00000083211 intergenic . .

ENSGALT00000047142 intergenic . .

ENSGALT00000084193 intergenic . .

NONGGAT002958.2 intergenic . .

NONGGAT006647.2 intergenic . .

ENSGALT00000058051 intergenic . .

NONGGAT000206.2 intergenic . .

NONGGAT003411.2 intergenic . .

ENSGALT00000087876 intergenic . .

NONGGAT002808.2 intergenic . .

ENSGALT00000086270 intergenic . .

ENSGALT00000047875 intergenic . .

ENSGALT00000058512 intergenic . .

ENSGALT00000078770 intergenic . .

ENSGALT00000076070 intergenic . .

ENSGALT00000048098 intergenic . .

ENSGALT00000084751 intergenic . .

NONGGAT004246.2 intergenic . .

NONGGAT008851.2 intergenic . .

NONGGAT003045.2 intergenic . .

NONGGAT001332.2 intergenic . .



ENSGALT00000054784 intergenic . .

NONGGAT005984.2 intergenic . .

ENSGALT00000058689 intergenic . .

ENSGALT00000083535 intergenic . .

ENSGALT00000087018 intergenic . .

ENSGALT00000089313 intergenic . .

NONGGAT001159.2 intergenic . .

ENSGALT00000058087 intergenic . .

NONGGAT003519.2 intergenic . .

ENSGALT00000077698 intergenic . .

ENSGALT00000060846 intergenic . .

ENSGALT00000061653 intergenic . .

ENSGALT00000079439 intergenic . .

NONGGAT007681.2 intergenic . .

ENSGALT00000087224 intergenic . .

ENSGALT00000065918 intergenic . .

ENSGALT00000069609 intergenic . .

ENSGALT00000033720 intergenic . .

ENSGALT00000052606 intergenic . .

NONGGAT008810.2 intergenic . .

ENSGALT00000083528 intergenic . .

NONGGAT000295.2 intergenic . .

ENSGALT00000085697 intergenic . .

NONGGAT005603.2 intergenic . .

ENSGALT00000056849 intergenic . .

ENSGALT00000063137 intergenic . .

NONGGAT007477.2 intergenic . .

ENSGALT00000056922 intergenic . .

ENSGALT00000084978 intergenic . .

ENSGALT00000082292 intergenic . .

NONGGAT006803.2 intergenic . .

NONGGAT000012.2 intergenic . .

ENSGALT00000065000 intergenic . .

TCONS_00084144 intergenic . .

TCONS_00085803 intergenic . .

TCONS_00071617 intergenic . .

TCONS_00063119 intergenic . .

TCONS_00022203 intergenic . .

TCONS_00083121 intergenic . .

TCONS_00085886 intergenic . .

TCONS_00080959 intergenic . .

TCONS_00028301 intergenic . .

TCONS_00077250 intergenic . .

TCONS_00072635 intergenic . .

TCONS_00090310 intergenic . .

TCONS_00050519 intergenic . .

TCONS_00082569 intergenic . .

TCONS_00023799 intergenic . .

TCONS_00036755 intergenic . .

TCONS_00048850 intergenic . .



TCONS_00082574 intergenic . .

TCONS_00084811 intergenic . .

TCONS_00084753 intergenic . .

TCONS_00023771 intergenic . .

TCONS_00081381 intergenic . .

TCONS_00083474 intergenic . .

TCONS_00084348 intergenic . .

TCONS_00080006 intergenic . .

TCONS_00022104 intergenic . .

TCONS_00084505 intergenic . .

TCONS_00048618 intergenic . .

TCONS_00050218 intergenic . .

TCONS_00037476 intergenic . .

TCONS_00000106 intergenic . .

TCONS_00081618 intergenic . .

TCONS_00033685 intergenic . .

TCONS_00060312 intergenic . .

TCONS_00031550 intergenic . .

TCONS_00078786 intergenic . .

TCONS_00010110 intergenic . .

TCONS_00086614 intergenic . .

TCONS_00009087 intergenic . .

TCONS_00051087 intergenic . .

TCONS_00055174 intergenic . .

TCONS_00070161 intergenic . .

TCONS_00075433 intergenic . .

TCONS_00077807 intergenic . .

TCONS_00055324 intergenic . .

TCONS_00048540 intergenic . .

TCONS_00090935 intergenic . .

TCONS_00074305 intergenic . .

TCONS_00061431 intergenic . .

TCONS_00066439 intergenic . .

TCONS_00060427 intergenic . .

TCONS_00031637 intergenic . .

TCONS_00007265 intergenic . .

TCONS_00039349 intergenic . .

TCONS_00077252 intergenic . .

TCONS_00030727 intergenic . .

TCONS_00012302 intergenic . .

TCONS_00064641 intergenic . .

TCONS_00079216 intergenic . .

TCONS_00080529 intergenic . .

TCONS_00066314 intergenic . .

TCONS_00090938 intergenic . .

TCONS_00033686 intergenic . .

TCONS_00080379 intergenic . .

TCONS_00080798 intergenic . .

TCONS_00082853 intergenic . .

TCONS_00049987 intergenic . .



TCONS_00056686 intergenic . .

TCONS_00082345 intergenic . .

TCONS_00019520 intergenic . .

TCONS_00046754 intergenic . .

TCONS_00056493 intergenic . .

TCONS_00020286 intergenic . .

TCONS_00032897 intergenic . .

TCONS_00022113 intergenic . .

TCONS_00090142 intergenic . .

TCONS_00084136 intergenic . .

TCONS_00064356 intergenic . .

TCONS_00007581 intergenic . .

TCONS_00010619 intergenic . .

TCONS_00037430 intergenic . .

TCONS_00036024 intergenic . .

TCONS_00050877 intergenic . .

TCONS_00081256 intergenic . .

TCONS_00064434 intergenic . .

TCONS_00000295 intergenic . .

TCONS_00085811 intergenic . .

TCONS_00031927 intergenic . .

TCONS_00010570 intergenic . .

TCONS_00076403 intergenic . .

TCONS_00080378 intergenic . .

TCONS_00084388 intergenic . .

TCONS_00072628 intergenic . .

TCONS_00086754 intergenic . .

TCONS_00066970 intergenic . .

TCONS_00043330 intergenic . .

TCONS_00049819 intergenic . .

TCONS_00047126 intergenic . .

TCONS_00073441 intergenic . .

TCONS_00044796 intergenic . .

TCONS_00032252 intergenic . .

TCONS_00012403 intergenic . .

TCONS_00050818 intergenic . .

TCONS_00088454 intergenic . .

TCONS_00030687 intergenic . .

TCONS_00073937 intergenic . .

TCONS_00033769 intergenic . .

TCONS_00073574 intergenic . .

TCONS_00084012 intergenic . .

TCONS_00034233 intergenic . .

TCONS_00042134 intergenic . .

TCONS_00063809 intergenic . .

TCONS_00063650 intergenic . .

TCONS_00032975 intergenic . .

TCONS_00014098 intergenic . .

TCONS_00080110 intergenic . .

TCONS_00082640 intergenic . .



TCONS_00090131 intergenic . .

TCONS_00049559 intergenic . .

TCONS_00016260 intergenic . .

TCONS_00033684 intergenic . .

TCONS_00073594 intergenic . .

TCONS_00028052 intergenic . .

TCONS_00085851 intergenic . .

TCONS_00061449 intergenic . .

TCONS_00059967 intergenic . .

TCONS_00075435 intergenic . .

TCONS_00079217 intergenic . .

TCONS_00072734 intergenic . .

TCONS_00090062 intergenic . .

TCONS_00052656 intergenic . .

TCONS_00053759 intergenic . .

TCONS_00089080 intergenic . .

TCONS_00008718 intergenic . .

TCONS_00084734 intergenic . .

TCONS_00081030 intergenic . .

TCONS_00051627 intergenic . .

TCONS_00056506 intergenic . .

TCONS_00014422 intergenic . .

TCONS_00013307 intergenic . .

TCONS_00080532 intergenic . .

TCONS_00069630 intergenic . .

TCONS_00053116 intergenic . .

TCONS_00055225 intergenic . .

TCONS_00067247 intergenic . .

TCONS_00033432 intergenic . .

TCONS_00084108 intergenic . .

TCONS_00066438 intergenic . .

TCONS_00056893 intergenic . .

TCONS_00086705 intergenic . .

TCONS_00032984 intergenic . .

TCONS_00054072 intergenic . .

TCONS_00033773 intergenic . .

TCONS_00083764 intergenic . .

TCONS_00008071 intergenic . .

TCONS_00056423 intergenic . .

TCONS_00080013 intergenic . .

TCONS_00020154 intergenic . .

TCONS_00048617 intergenic . .

TCONS_00055891 intergenic . .

TCONS_00034024 intergenic . .

TCONS_00072641 intergenic . .

TCONS_00019337 intergenic . .

TCONS_00007273 intergenic . .

TCONS_00051167 intergenic . .

TCONS_00031686 intergenic . .

TCONS_00060662 intergenic . .



TCONS_00010710 intergenic . .

TCONS_00079039 intergenic . .

TCONS_00014335 intergenic . .

TCONS_00010530 intergenic . .

TCONS_00090470 intergenic . .

TCONS_00012632 intergenic . .

TCONS_00036459 intergenic . .

TCONS_00085054 intergenic . .

TCONS_00043259 intergenic . .

TCONS_00034720 intergenic . .

TCONS_00082285 intergenic . .

TCONS_00034687 intergenic . .

TCONS_00032348 intergenic . .

TCONS_00078309 intergenic . .

TCONS_00083037 intergenic . .

TCONS_00089720 intergenic . .

TCONS_00006476 intergenic . .

TCONS_00061394 intergenic . .

TCONS_00061074 intergenic . .

TCONS_00039193 intergenic . .

TCONS_00009372 intergenic . .

TCONS_00064359 intergenic . .

TCONS_00077751 intergenic . .

TCONS_00022114 intergenic . .

TCONS_00077066 intergenic . .

TCONS_00086566 intergenic . .

TCONS_00082102 intergenic . .

TCONS_00071777 intergenic . .

TCONS_00014418 intergenic . .

TCONS_00060772 intergenic . .

TCONS_00079699 intergenic . .

TCONS_00089539 intergenic . .

TCONS_00034631 intergenic . .

TCONS_00084410 intergenic . .

TCONS_00080512 intergenic . .

TCONS_00012879 intergenic . .

TCONS_00060520 intergenic . .

TCONS_00027695 intergenic . .

TCONS_00084657 intergenic . .

TCONS_00014334 intergenic . .

TCONS_00037558 intergenic . .

TCONS_00047249 intergenic . .

TCONS_00074801 intergenic . .

TCONS_00006699 intergenic . .

TCONS_00090979 intergenic . .

TCONS_00084387 intergenic . .

TCONS_00050913 intergenic . .

TCONS_00049796 intergenic . .

TCONS_00055683 intergenic . .

TCONS_00083848 intergenic . .



TCONS_00075436 intergenic . .

TCONS_00034711 intergenic . .

TCONS_00019952 intergenic . .

TCONS_00076523 intergenic . .

TCONS_00073445 intergenic . .

TCONS_00033691 intergenic . .

TCONS_00085175 intergenic . .

TCONS_00017906 intergenic . .

TCONS_00034419 intergenic . .

TCONS_00050507 intergenic . .

TCONS_00010508 intergenic . .

TCONS_00064338 intergenic . .

TCONS_00073611 intergenic . .

TCONS_00085653 intergenic . .

TCONS_00014420 intergenic . .

TCONS_00085358 intergenic . .

TCONS_00022252 intergenic . .

TCONS_00013305 intergenic . .

TCONS_00032175 intergenic . .

TCONS_00056135 intergenic . .

TCONS_00074507 intergenic . .

TCONS_00077007 intergenic . .

TCONS_00023194 intergenic . .

TCONS_00056925 intergenic . .

TCONS_00055295 intergenic . .

TCONS_00012484 intergenic . .

TCONS_00062773 intergenic . .

TCONS_00083259 intergenic . .

TCONS_00084483 intergenic . .

TCONS_00018141 intergenic . .

TCONS_00059000 intergenic . .

TCONS_00081612 intergenic . .

TCONS_00010165 intergenic . .

TCONS_00012724 intergenic . .

TCONS_00083741 intergenic . .

TCONS_00072953 intergenic . .

TCONS_00005431 intergenic . .

TCONS_00051191 intergenic . .

TCONS_00083278 intergenic . .

TCONS_00082111 intergenic . .

TCONS_00091009 intergenic . .

TCONS_00066469 intergenic . .

TCONS_00068155 intergenic . .

TCONS_00089731 intergenic . .

TCONS_00016863 intergenic . .

TCONS_00032715 intergenic . .

TCONS_00084104 intergenic . .

TCONS_00086707 intergenic . .

TCONS_00067035 intergenic . .

TCONS_00072949 intergenic . .



TCONS_00075549 intergenic . .

TCONS_00062172 intergenic . .

TCONS_00061891 intergenic . .

TCONS_00082290 intergenic . .

TCONS_00015418 intergenic . .

TCONS_00027272 intergenic . .

TCONS_00084504 intergenic . .

TCONS_00032624 intergenic . .

TCONS_00074814 intergenic . .

TCONS_00014358 intergenic . .

TCONS_00034287 intergenic . .

TCONS_00069394 intergenic . .

TCONS_00059982 intergenic . .

TCONS_00072967 intergenic . .

TCONS_00008412 intergenic . .

TCONS_00089733 intergenic . .

TCONS_00076697 intergenic . .

TCONS_00009147 intergenic . .

TCONS_00077106 intergenic . .

TCONS_00014421 intergenic . .

TCONS_00062059 intergenic . .

TCONS_00062478 intergenic . .

TCONS_00084506 intergenic . .

TCONS_00001808 intergenic . .

TCONS_00061907 intergenic . .

TCONS_00078384 intergenic . .

TCONS_00082677 intergenic . .

TCONS_00083147 intergenic . .

TCONS_00080561 intergenic . .

TCONS_00085509 intergenic . .

TCONS_00073440 intergenic . .

TCONS_00050238 intergenic . .

TCONS_00085355 intergenic . .

TCONS_00064337 intergenic . .

TCONS_00055359 intergenic . .

TCONS_00084897 intergenic . .

TCONS_00049296 intergenic . .

TCONS_00090941 intergenic . .

TCONS_00069914 intergenic . .

TCONS_00079789 intergenic . .

TCONS_00018262 intergenic . .

TCONS_00061395 intergenic . .

TCONS_00050223 intergenic . .

TCONS_00014444 intergenic . .

TCONS_00063924 intergenic . .

TCONS_00032672 intergenic . .

TCONS_00058296 intergenic . .

TCONS_00008145 intergenic . .

TCONS_00034681 intergenic . .

TCONS_00083573 intergenic . .



TCONS_00082134 intergenic . .

TCONS_00017470 intergenic . .

TCONS_00047417 intergenic . .

TCONS_00077966 intergenic . .

TCONS_00036269 intergenic . .

TCONS_00084996 intergenic . .

TCONS_00082639 intergenic . .

TCONS_00006652 intergenic . .

TCONS_00009292 intergenic . .

TCONS_00080037 intergenic . .

TCONS_00064345 intergenic . .

TCONS_00088381 intergenic . .

TCONS_00080055 intergenic . .

TCONS_00057191 intergenic . .

TCONS_00083847 intergenic . .

TCONS_00081443 intergenic . .

TCONS_00014517 intergenic . .

TCONS_00034836 intergenic . .

TCONS_00079665 intergenic . .

TCONS_00079416 intergenic . .

TCONS_00076730 intergenic . .

TCONS_00080349 intergenic . .

TCONS_00079233 intergenic . .

TCONS_00049737 intergenic . .

TCONS_00075227 intergenic . .

TCONS_00071327 intergenic . .

TCONS_00049594 intergenic . .

TCONS_00059981 intergenic . .

TCONS_00021784 intergenic . .

TCONS_00082643 intergenic . .

TCONS_00008143 intergenic . .

TCONS_00059149 intergenic . .

TCONS_00078993 intergenic . .

TCONS_00071417 intergenic . .

TCONS_00060426 intergenic . .

TCONS_00010554 intergenic . .

TCONS_00080850 intergenic . .

TCONS_00083120 intergenic . .

TCONS_00081420 intergenic . .

TCONS_00037477 intergenic . .

TCONS_00034229 intergenic . .

TCONS_00062058 intergenic . .

TCONS_00049530 intergenic . .

TCONS_00079886 intergenic . .

TCONS_00008915 intergenic . .

TCONS_00060699 intergenic . .

TCONS_00003266 intergenic . .

TCONS_00049311 intergenic . .

TCONS_00063381 intergenic . .

TCONS_00071509 intergenic . .



TCONS_00086764 intergenic . .

TCONS_00069372 intergenic . .

TCONS_00079864 intergenic . .

TCONS_00055906 intergenic . .

TCONS_00090494 intergenic . .

TCONS_00083359 intergenic . .

TCONS_00009881 intergenic . .

TCONS_00023646 intergenic . .

TCONS_00090143 intergenic . .

TCONS_00032264 intergenic . .

TCONS_00014419 intergenic . .

TCONS_00074300 intergenic . .

TCONS_00037301 intergenic . .

TCONS_00082372 intergenic . .

TCONS_00049802 intergenic . .

TCONS_00033067 intergenic . .

TCONS_00082105 intergenic . .

TCONS_00073605 intergenic . .

TCONS_00080531 intergenic . .

TCONS_00089732 intergenic . .

TCONS_00032661 intergenic . .

TCONS_00080752 intergenic . .

TCONS_00073755 intergenic . .

TCONS_00036169 intergenic . .

TCONS_00055022 intergenic . .

TCONS_00067122 intergenic . .

TCONS_00077602 intergenic . .

TCONS_00074012 intergenic . .

TCONS_00031859 intergenic . .

TCONS_00082747 intergenic . .

TCONS_00050047 intergenic . .

TCONS_00023812 intergenic . .

TCONS_00062094 intergenic . .

TCONS_00035555 intergenic . .

TCONS_00084416 intergenic . .

TCONS_00049080 intergenic . .

TCONS_00022500 intergenic . .

TCONS_00061422 intergenic . .

TCONS_00086706 intergenic . .

TCONS_00072640 intergenic . .

TCONS_00090666 intergenic . .

TCONS_00085198 intergenic . .

TCONS_00080189 intergenic . .

TCONS_00066971 intergenic . .

TCONS_00069078 intergenic . .

TCONS_00048777 intergenic . .

TCONS_00034787 intergenic . .

TCONS_00076408 intergenic . .

TCONS_00002551 intergenic . .

TCONS_00090236 intergenic . .



TCONS_00080530 intergenic . .

TCONS_00082642 intergenic . .

TCONS_00027127 intergenic . .

TCONS_00081416 intergenic . .

NONGGAT011257.2 intronic_antisense - ENSGALG00000041762

ENSGALT00000077146 intronic_antisense + ENSGALG00000040896

NONGGAT005378.2 intronic_antisense - ENSGALG00000000417

NONGGAT004124.2 intronic_antisense - ENSGALG00000012799

ENSGALT00000061042 intronic_antisense + ENSGALG00000031119

NONGGAT016590.1 intronic_antisense - ENSGALG00000015050

NONGGAT003322.2 intronic_antisense - ENSGALG00000040655

ENSGALT00000053959 intronic_antisense + ENSGALG00000034342

NONGGAT000589.2 intronic_antisense - ENSGALG00000017272

NONGGAT008572.2 intronic_antisense - ENSGALG00000010971

NONGGAT007851.2 intronic_antisense - ENSGALG00000011705

NONGGAT005721.2 intronic_antisense + ENSGALG00000029261

NONGGAT005519.2 intronic_antisense + ENSGALG00000000603

ENSGALT00000029552 intronic_antisense - ENSGALG00000028205

ENSGALT00000060094 intronic_antisense + ENSGALG00000044478

NONGGAT012085.2 intronic_antisense + ENSGALG00000002294

ENSGALT00000079679 intronic_antisense - ENSGALG00000039977

ENSGALT00000073019 intronic_antisense - ENSGALG00000037139

ENSGALT00000068634 intronic_antisense - ENSGALG00000005660

NONGGAT002820.2 intronic_antisense - ENSGALG00000004467

NONGGAT007164.2 intronic_antisense - ENSGALG00000013646

NONGGAT008576.2 intronic_antisense - ENSGALG00000010971

NONGGAT002791.2 intronic_antisense + ENSGALG00000003314

NONGGAT004816.2 intronic_antisense - ENSGALG00000008010

NONGGAT003141.2 intronic_antisense + ENSGALG00000042055

ENSGALT00000083194 intronic_antisense - ENSGALG00000031355

NONGGAT013197.1 intronic_antisense - ENSGALG00000037315

ENSGALT00000060155 intronic_antisense - ENSGALG00000028205

NONGGAT002468.2 intronic_antisense - ENSGALG00000034187

NONGGAT006979.2 intronic_antisense - ENSGALG00000010837

ENSGALT00000088067 intronic_antisense - ENSGALG00000037301

NONGGAT007806.2 intronic_antisense + ENSGALG00000011365

ENSGALT00000061105 intronic_antisense + ENSGALG00000006363

NONGGAT013143.1 intronic_antisense - ENSGALG00000003323

NONGGAT008753.2 intronic_antisense - ENSGALG00000002182

ENSGALT00000055681 intronic_antisense - ENSGALG00000011695

ENSGALT00000052196 intronic_antisense - ENSGALG00000014064

NONGGAT003115.2 intronic_antisense - ENSGALG00000041473

ENSGALT00000047420 intronic_antisense - ENSGALG00000002723

ENSGALT00000086152 intronic_antisense + ENSGALG00000030707

NONGGAT007778.2 intronic_antisense - ENSGALG00000010734

NONGGAT001168.2 intronic_antisense - ENSGALG00000016875

NONGGAT005276.2 intronic_antisense + ENSGALG00000042360

NONGGAT003140.2 intronic_antisense + ENSGALG00000042055

NONGGAT008570.2 intronic_antisense - ENSGALG00000010971

NONGGAT004264.2 intronic_antisense + ENSGALG00000013703



NONGGAT003542.2 intronic_antisense + ENSGALG00000005160

NONGGAT012626.1 intronic_antisense + ENSGALG00000033074

NONGGAT015659.1 intronic_antisense - ENSGALG00000009611

NONGGAT013786.1 intronic_antisense - ENSGALG00000011251

ENSGALT00000048449 intronic_antisense + ENSGALG00000010924

NONGGAT008569.2 intronic_antisense - ENSGALG00000010971

NONGGAT006092.2 intronic_antisense - ENSGALG00000010678

ENSGALT00000047882 intronic_antisense - ENSGALG00000015360

NONGGAT005312.2 intronic_antisense - ENSGALG00000031401

NONGGAT013948.1 intronic_antisense - ENSGALG00000015259

NONGGAT008912.2 intronic_antisense - ENSGALG00000005953

ENSGALT00000047473 intronic_antisense + ENSGALG00000005512

NONGGAT007741.2 intronic_antisense + ENSGALG00000041775

NONGGAT016484.1 intronic_antisense - ENSGALG00000010370

NONGGAT003496.2 intronic_antisense - ENSGALG00000003741

NONGGAT003162.2 intronic_antisense + ENSGALG00000001620

NONGGAT004713.2 intronic_antisense + ENSGALG00000003681

NONGGAT008756.2 intronic_antisense - ENSGALG00000002182

NONGGAT006735.2 intronic_antisense + ENSGALG00000007936

NONGGAT005694.2 intronic_antisense + ENSGALG00000026716

NONGGAT002642.2 intronic_antisense + ENSGALG00000007008

NONGGAT011259.2 intronic_antisense - ENSGALG00000041762

ENSGALT00000088212 intronic_antisense - ENSGALG00000017197

NONGGAT005723.2 intronic_antisense + ENSGALG00000029261

NONGGAT009314.2 intronic_antisense - ENSGALG00000008545

NONGGAT013366.1 intronic_antisense - ENSGALG00000001416

NONGGAT007041.2 intronic_antisense + ENSGALG00000031105

NONGGAT011816.2 intronic_antisense - ENSGALG00000015101

NONGGAT000428.2 intronic_antisense + ENSGALG00000012662

NONGGAT007159.2 intronic_antisense + ENSGALG00000013606

NONGGAT011947.2 intronic_antisense - ENSGALG00000015349

NONGGAT013613.1 intronic_antisense + ENSGALG00000001725

NONGGAT015713.1 intronic_antisense - ENSGALG00000012273

NONGGAT008946.2 intronic_antisense + ENSGALG00000001863

NONGGAT003138.2 intronic_antisense + ENSGALG00000042055

NONGGAT001580.2 intronic_antisense + ENSGALG00000004270

NONGGAT002241.2 intronic_antisense + ENSGALG00000008263

NONGGAT005693.2 intronic_antisense + ENSGALG00000026716

NONGGAT000659.2 intronic_antisense + ENSGALG00000033186

NONGGAT013976.1 intronic_antisense - ENSGALG00000040167

NONGGAT003870.2 intronic_antisense - ENSGALG00000025929

ENSGALT00000065541 intronic_antisense + ENSGALG00000003226

NONGGAT005518.2 intronic_antisense + ENSGALG00000000603

NONGGAT005520.2 intronic_antisense + ENSGALG00000000603

ENSGALT00000051089 intronic_antisense - ENSGALG00000040298

ENSGALT00000070768 intronic_antisense - ENSGALG00000002963

NONGGAT011813.2 intronic_antisense - ENSGALG00000015101

NONGGAT002909.2 intronic_antisense - ENSGALG00000006960

NONGGAT000034.2 intronic_antisense + ENSGALG00000008169

NONGGAT003092.2 intronic_antisense + ENSGALG00000043394



NONGGAT003313.2 intronic_antisense - ENSGALG00000026816

NONGGAT004040.2 intronic_antisense + ENSGALG00000043150

NONGGAT005588.2 intronic_antisense - ENSGALG00000000726

NONGGAT013946.1 intronic_antisense - ENSGALG00000042469

ENSGALT00000081931 intronic_antisense + ENSGALG00000009848

ENSGALT00000050948 intronic_antisense + ENSGALG00000041775

NONGGAT005456.2 intronic_antisense + ENSGALG00000031493

ENSGALT00000078895 intronic_antisense + ENSGALG00000015286

NONGGAT007521.2 intronic_antisense + ENSGALG00000007555

ENSGALT00000074026 intronic_antisense - ENSGALG00000012799

NONGGAT004037.2 intronic_antisense + ENSGALG00000043150

NONGGAT009990.2 intronic_antisense + ENSGALG00000024172

ENSGALT00000077340 intronic_antisense - ENSGALG00000028506

NONGGAT011815.2 intronic_antisense - ENSGALG00000015101

NONGGAT003246.2 intronic_antisense + ENSGALG00000001545

ENSGALT00000084684 intronic_antisense - ENSGALG00000017271

NONGGAT009312.2 intronic_antisense - ENSGALG00000008545

NONGGAT000187.2 intronic_antisense + ENSGALG00000009443

NONGGAT009241.2 intronic_antisense - ENSGALG00000002963

NONGGAT009079.2 intronic_antisense + ENSGALG00000011094

NONGGAT007169.2 intronic_antisense + ENSGALG00000013728

ENSGALT00000051931 intronic_antisense - ENSGALG00000014680

ENSGALT00000049587 intronic_antisense - ENSGALG00000028205

NONGGAT003247.2 intronic_antisense + ENSGALG00000001545

NONGGAT011814.2 intronic_antisense - ENSGALG00000015101

NONGGAT008303.2 intronic_antisense - ENSGALG00000041884

NONGGAT012434.1 intronic_antisense - ENSGALG00000016847

NONGGAT006887.2 intronic_antisense + ENSGALG00000010130

NONGGAT004711.2 intronic_antisense + ENSGALG00000003681

NONGGAT004531.2 intronic_antisense - ENSGALG00000039013

NONGGAT009363.2 intronic_antisense + ENSGALG00000009170

NONGGAT001538.2 intronic_antisense - ENSGALG00000003521

NONGGAT011812.2 intronic_antisense - ENSGALG00000015101

NONGGAT001510.2 intronic_antisense + ENSGALG00000001774

NONGGAT008571.2 intronic_antisense - ENSGALG00000010971

ENSGALT00000064818 intronic_antisense - ENSGALG00000003396

NONGGAT013512.1 intronic_antisense - ENSGALG00000041760

NONGGAT012043.2 intronic_antisense + ENSGALG00000015689

NONGGAT003016.2 intronic_antisense - ENSGALG00000024357

ENSGALT00000080077 intronic_antisense - ENSGALG00000031401

ENSGALT00000046625 intronic_antisense - ENSGALG00000004304

NONGGAT014432.1 intronic_antisense - ENSGALG00000001229

ENSGALT00000063628 intronic_antisense + ENSGALG00000031015

NONGGAT002240.2 intronic_antisense + ENSGALG00000008263

NONGGAT008474.2 intronic_antisense - ENSGALG00000008582

NONGGAT004662.2 intronic_antisense + ENSGALG00000030253

NONGGAT005978.2 intronic_antisense - ENSGALG00000009932

NONGGAT001369.2 intronic_antisense + ENSGALG00000017199

NONGGAT006864.2 intronic_antisense - ENSGALG00000009982

ENSGALT00000050657 intronic_antisense + ENSGALG00000009645



NONGGAT001956.2 intronic_antisense + ENSGALG00000032365

ENSGALT00000089234 intronic_antisense - ENSGALG00000028205

NONGGAT014436.1 intronic_antisense - ENSGALG00000001714

ENSGALT00000046093 intronic_antisense + ENSGALG00000032220

NONGGAT007889.2 intronic_antisense + ENSGALG00000012145

NONGGAT006039.2 intronic_antisense - ENSGALG00000010290

NONGGAT011146.2 intronic_antisense - ENSGALG00000038780

NONGGAT016281.1 intronic_antisense - ENSGALG00000005953

NONGGAT008754.2 intronic_antisense - ENSGALG00000002182

NONGGAT016171.1 intronic_antisense + ENSGALG00000007513

ENSGALT00000054782 intronic_antisense - ENSGALG00000012025

NONGGAT010809.2 intronic_antisense - ENSGALG00000031401

NONGGAT008757.2 intronic_antisense - ENSGALG00000002182

NONGGAT000745.2 intronic_antisense + ENSGALG00000015346

NONGGAT001509.2 intronic_antisense + ENSGALG00000001774

NONGGAT015363.1 intronic_antisense - ENSGALG00000015012

NONGGAT013124.1 intronic_antisense + ENSGALG00000023451

NONGGAT005346.2 intronic_antisense - ENSGALG00000028205

ENSGALT00000089559 intronic_antisense - ENSGALG00000028205

NONGGAT010440.2 intronic_antisense + ENSGALG00000028749

NONGGAT009313.2 intronic_antisense - ENSGALG00000008545

NONGGAT007266.2 intronic_antisense + ENSGALG00000015692

NONGGAT010116.2 intronic_antisense - ENSGALG00000041643

ENSGALT00000083352 intronic_antisense - ENSGALG00000017197

ENSGALT00000079607 intronic_antisense - ENSGALG00000009881

ENSGALT00000080248 intronic_antisense - ENSGALG00000040298

NONGGAT008751.2 intronic_antisense - ENSGALG00000002182

NONGGAT008948.2 intronic_antisense + ENSGALG00000001863

NONGGAT005935.2 intronic_antisense + ENSGALG00000009645

NONGGAT004710.2 intronic_antisense + ENSGALG00000003681

NONGGAT002162.2 intronic_antisense - ENSGALG00000005902

ENSGALT00000088776 intronic_antisense + ENSGALG00000036547

NONGGAT006393.2 intronic_antisense + ENSGALG00000015849

NONGGAT015177.1 intronic_antisense - ENSGALG00000041423

NONGGAT009311.2 intronic_antisense - ENSGALG00000008545

ENSGALT00000050765 intronic_antisense + ENSGALG00000040348

NONGGAT004712.2 intronic_antisense + ENSGALG00000003681

NONGGAT007267.2 intronic_antisense + ENSGALG00000015692

NONGGAT002717.2 intronic_antisense - ENSGALG00000002119

NONGGAT005720.2 intronic_antisense + ENSGALG00000029261

NONGGAT001698.2 intronic_antisense + ENSGALG00000006949

NONGGAT000997.2 intronic_antisense + ENSGALG00000016281

ENSGALT00000071039 intronic_antisense - ENSGALG00000008945

ENSGALT00000075148 intronic_antisense - ENSGALG00000026816

NONGGAT006804.2 intronic_antisense + ENSGALG00000009554

NONGGAT014088.1 intronic_antisense + ENSGALG00000039454

NONGGAT014557.1 intronic_antisense + ENSGALG00000000510

ENSGALT00000076017 intronic_antisense - ENSGALG00000040298

TCONS_00071300 intronic_antisense + ENSGALG00000038747

TCONS_00014778 intronic_antisense + ENSGALG00000005483



TCONS_00014896 intronic_antisense + ENSGALG00000005483

TCONS_00054359 intronic_antisense + ENSGALG00000039168

TCONS_00054900 intronic_antisense - ENSGALG00000010119

TCONS_00071569 intronic_antisense + ENSGALG00000038747

TCONS_00042282 intronic_antisense + ENSGALG00000000318

TCONS_00055379 intronic_antisense + ENSGALG00000039168

TCONS_00082523 intronic_antisense - ENSGALG00000040576

TCONS_00025449 intronic_antisense - ENSGALG00000026091

TCONS_00008811 intronic_antisense - ENSGALG00000016902

TCONS_00014779 intronic_antisense + ENSGALG00000005483

TCONS_00034555 intronic_antisense - ENSGALG00000041969

ENSGALT00000049530 intronic_sense + ENSGALG00000003227

NONGGAT015929.1 intronic_sense + ENSGALG00000004947

ENSGALT00000065417 intronic_sense + ENSGALG00000006802

NONGGAT013271.1 intronic_sense + ENSGALG00000007177

ENSGALT00000079057 intronic_sense - ENSGALG00000037109

NONGGAT012528.1 intronic_sense + ENSGALG00000017153

NONGGAT008947.2 intronic_sense + ENSGALG00000001863

NONGGAT004665.2 intronic_sense - ENSGALG00000041093

NONGGAT015650.1 intronic_sense + ENSGALG00000009338

NONGGAT003356.2 intronic_sense - ENSGALG00000007971

NONGGAT006773.2 intronic_sense + ENSGALG00000009040

ENSGALT00000042566 intronic_sense + ENSGALG00000039448

NONGGAT003359.2 intronic_sense + ENSGALG00000008057

ENSGALT00000053190 intronic_sense + ENSGALG00000009974

NONGGAT007722.2 intronic_sense - ENSGALG00000010088

NONGGAT014442.1 intronic_sense + ENSGALG00000002583

NONGGAT010118.2 intronic_sense - ENSGALG00000041643

ENSGALT00000072761 intronic_sense + ENSGALG00000012830

NONGGAT003261.2 intronic_sense + ENSGALG00000001805

ENSGALT00000082264 intronic_sense + ENSGALG00000011614

NONGGAT004461.2 intronic_sense + ENSGALG00000029287

NONGGAT005153.2 intronic_sense - ENSGALG00000037539

ENSGALT00000046482 intronic_sense - ENSGALG00000030791

NONGGAT006888.2 intronic_sense + ENSGALG00000038336

NONGGAT000191.2 intronic_sense - ENSGALG00000009448

NONGGAT009493.2 intronic_sense - ENSGALG00000044326

ENSGALT00000075160 intronic_sense - ENSGALG00000004937

NONGGAT004215.2 intronic_sense - ENSGALG00000025792

ENSGALT00000054335 intronic_sense + ENSGALG00000011614

ENSGALT00000054722 intronic_sense - ENSGALG00000032656

NONGGAT005746.2 intronic_sense - ENSGALG00000008386

NONGGAT002258.2 intronic_sense - ENSGALG00000008519

NONGGAT006757.2 intronic_sense - ENSGALG00000008491

ENSGALT00000081971 intronic_sense + ENSGALG00000009293

ENSGALT00000081421 intronic_sense - ENSGALG00000005610

NONGGAT001487.2 intronic_sense - ENSGALG00000035749

NONGGAT000985.2 intronic_sense + ENSGALG00000036284

NONGGAT015548.1 intronic_sense - ENSGALG00000014026

NONGGAT000674.2 intronic_sense - ENSGALG00000015016



NONGGAT012241.1 intronic_sense + ENSGALG00000012754

NONGGAT014332.1 intronic_sense + ENSGALG00000040254

NONGGAT004748.2 intronic_sense + ENSGALG00000005524

NONGGAT006889.2 intronic_sense + ENSGALG00000038336

ENSGALT00000054304 intronic_sense + ENSGALG00000004049

NONGGAT005089.2 intronic_sense - ENSGALG00000029909

NONGGAT002722.2 intronic_sense + ENSGALG00000002273

NONGGAT002550.2 intronic_sense - ENSGALG00000003675

ENSGALT00000052850 intronic_sense - ENSGALG00000016880

NONGGAT007704.2 intronic_sense + ENSGALG00000009920

NONGGAT003142.2 intronic_sense + ENSGALG00000042055

NONGGAT001322.2 intronic_sense + ENSGALG00000017097

NONGGAT016420.1 intronic_sense + ENSGALG00000005788

NONGGAT013963.1 intronic_sense + ENSGALG00000031693

NONGGAT013507.1 intronic_sense - ENSGALG00000009297

NONGGAT014145.1 intronic_sense - ENSGALG00000040298

NONGGAT014618.1 intronic_sense + ENSGALG00000008931

NONGGAT006857.2 intronic_sense + ENSGALG00000009974

NONGGAT014550.1 intronic_sense + ENSGALG00000009939

NONGGAT000466.2 intronic_sense - ENSGALG00000012865

NONGGAT004871.2 intronic_sense + ENSGALG00000001334

NONGGAT014904.1 intronic_sense - ENSGALG00000008866

ENSGALT00000052721 intronic_sense - ENSGALG00000007330

ENSGALT00000051295 intronic_sense + ENSGALG00000009549

NONGGAT002398.2 intronic_sense + ENSGALG00000001158

NONGGAT015098.1 intronic_sense - ENSGALG00000016267

NONGGAT014146.1 intronic_sense - ENSGALG00000040298

ENSGALT00000081853 intronic_sense - ENSGALG00000032656

NONGGAT004872.2 intronic_sense + ENSGALG00000001334

NONGGAT014129.1 intronic_sense - ENSGALG00000035630

ENSGALT00000071160 intronic_sense + ENSGALG00000007374

NONGGAT002652.2 intronic_sense + ENSGALG00000035113

NONGGAT002250.2 intronic_sense - ENSGALG00000008378

ENSGALT00000058275 intronic_sense - ENSGALG00000028205

NONGGAT008018.2 intronic_sense + ENSGALG00000002980

NONGGAT007568.2 intronic_sense + ENSGALG00000042357

NONGGAT003697.2 intronic_sense - ENSGALG00000045067

NONGGAT005689.2 intronic_sense - ENSGALG00000012860

NONGGAT006858.2 intronic_sense + ENSGALG00000009974

ENSGALT00000051629 intronic_sense - ENSGALG00000027704

NONGGAT011472.2 intronic_sense - ENSGALG00000039624

ENSGALT00000043193 intronic_sense - ENSGALG00000005037

ENSGALT00000046855 intronic_sense + ENSGALG00000033847

NONGGAT004815.2 intronic_sense - ENSGALG00000008010

NONGGAT003591.2 intronic_sense - ENSGALG00000043137

NONGGAT016335.1 intronic_sense - ENSGALG00000002803

ENSGALT00000086284 intronic_sense - ENSGALG00000028205

NONGGAT013650.1 intronic_sense + ENSGALG00000004326

ENSGALT00000057891 intronic_sense + ENSGALG00000001619

NONGGAT011256.2 intronic_sense - ENSGALG00000041762



NONGGAT005766.2 intronic_sense + ENSGALG00000008609

NONGGAT011241.2 intronic_sense - ENSGALG00000030112

NONGGAT000340.2 intronic_sense - ENSGALG00000011651

ENSGALT00000064554 intronic_sense + ENSGALG00000007777

ENSGALT00000074818 intronic_sense + ENSGALG00000001619

NONGGAT009362.2 intronic_sense + ENSGALG00000009170

NONGGAT009310.2 intronic_sense - ENSGALG00000008545

ENSGALT00000051525 intronic_sense + ENSGALG00000041792

ENSGALT00000042288 intronic_sense + ENSGALG00000005054

NONGGAT004460.2 intronic_sense + ENSGALG00000029287

NONGGAT014476.1 intronic_sense + ENSGALG00000001329

NONGGAT011252.2 intronic_sense - ENSGALG00000021972

NONGGAT014903.1 intronic_sense - ENSGALG00000008866

NONGGAT003795.2 intronic_sense + ENSGALG00000009004

NONGGAT005764.2 intronic_sense + ENSGALG00000035047

NONGGAT008437.2 intronic_sense - ENSGALG00000008038

NONGGAT015771.1 intronic_sense - ENSGALG00000039191

ENSGALT00000046820 intronic_sense - ENSGALG00000028205

NONGGAT008872.2 intronic_sense - ENSGALG00000005065

NONGGAT003698.2 intronic_sense - ENSGALG00000006189

ENSGALT00000041877 intronic_sense + ENSGALG00000011514

NONGGAT005785.2 intronic_sense - ENSGALG00000009092

ENSGALT00000067327 intronic_sense - ENSGALG00000002155

NONGGAT004472.2 intronic_sense + ENSGALG00000031424

NONGGAT014617.1 intronic_sense + ENSGALG00000008931

NONGGAT013456.1 intronic_sense + ENSGALG00000009318

NONGGAT003407.2 intronic_sense + ENSGALG00000036742

NONGGAT008078.2 intronic_sense - ENSGALG00000004345

NONGGAT009420.2 intronic_sense + ENSGALG00000009594

NONGGAT005117.2 intronic_sense + ENSGALG00000000814

NONGGAT012080.2 intronic_sense - ENSGALG00000002142

NONGGAT013961.1 intronic_sense + ENSGALG00000031693

ENSGALT00000058019 intronic_sense + ENSGALG00000037738

NONGGAT004333.2 intronic_sense - ENSGALG00000015112

NONGGAT005116.2 intronic_sense + ENSGALG00000000814

ENSGALT00000082880 intronic_sense + ENSGALG00000004839

ENSGALT00000084017 intronic_sense - ENSGALG00000010958

ENSGALT00000054857 intronic_sense + ENSGALG00000016281

NONGGAT014109.1 intronic_sense - ENSGALG00000011254

NONGGAT007298.2 intronic_sense + ENSGALG00000015815

NONGGAT007299.2 intronic_sense + ENSGALG00000015815

NONGGAT011936.2 intronic_sense - ENSGALG00000015331

NONGGAT002399.2 intronic_sense + ENSGALG00000036895

NONGGAT005144.2 intronic_sense - ENSGALG00000001262

ENSGALT00000051830 intronic_sense + ENSGALG00000001863

NONGGAT005591.2 intronic_sense + ENSGALG00000000784

ENSGALT00000047915 intronic_sense - ENSGALG00000006074

NONGGAT003857.2 intronic_sense - ENSGALG00000010973

ENSGALT00000081317 intronic_sense + ENSGALG00000012153

ENSGALT00000085108 intronic_sense + ENSGALG00000001225



NONGGAT005690.2 intronic_sense + ENSGALG00000026716

NONGGAT013559.1 intronic_sense - ENSGALG00000008207

NONGGAT014166.1 intronic_sense - ENSGALG00000012739

NONGGAT002605.2 intronic_sense - ENSGALG00000041213

NONGGAT006859.2 intronic_sense + ENSGALG00000009974

ENSGALT00000042254 intronic_sense + ENSGALG00000005054

NONGGAT015127.1 intronic_sense - ENSGALG00000016412

ENSGALT00000046868 intronic_sense - ENSGALG00000036871

ENSGALT00000073481 intronic_sense - ENSGALG00000032656

ENSGALT00000086698 intronic_sense - ENSGALG00000031401

NONGGAT008959.2 intronic_sense - ENSGALG00000033943

ENSGALT00000051241 intronic_sense - ENSGALG00000031401

NONGGAT013445.1 intronic_sense + ENSGALG00000006043

NONGGAT004974.2 intronic_sense - ENSGALG00000004631

ENSGALT00000084232 intronic_sense - ENSGALG00000028205

ENSGALT00000046279 intronic_sense - ENSGALG00000001577

NONGGAT001565.2 intronic_sense - ENSGALG00000042552

NONGGAT016203.1 intronic_sense - ENSGALG00000008435

ENSGALT00000046797 intronic_sense - ENSGALG00000031401

NONGGAT005480.2 intronic_sense - ENSGALG00000043654

TCONS_00025316 intronic_sense - ENSGALG00000001577

TCONS_00022554 intronic_sense - ENSGALG00000040101

TCONS_00010079 intronic_sense - ENSGALG00000016902

TCONS_00069069 intronic_sense + ENSGALG00000011392

TCONS_00062042 intronic_sense - ENSGALG00000009491

TCONS_00025780 intronic_sense - ENSGALG00000001577

TCONS_00086867 intronic_sense + ENSGALG00000044592

TCONS_00085825 intronic_sense - ENSGALG00000037946

TCONS_00022553 intronic_sense - ENSGALG00000040101

TCONS_00022507 intronic_sense - ENSGALG00000040101

TCONS_00054860 intronic_sense + ENSGALG00000009230

TCONS_00025634 intronic_sense - ENSGALG00000001577

TCONS_00042859 intronic_sense - ENSGALG00000027010

TCONS_00014171 intronic_sense - ENSGALG00000001779

TCONS_00022506 intronic_sense - ENSGALG00000040101

TCONS_00017686 intronic_sense - ENSGALG00000033641

TCONS_00060686 intronic_sense + ENSGALG00000027255

TCONS_00066275 intronic_sense + ENSGALG00000007527

TCONS_00025484 intronic_sense - ENSGALG00000001577

TCONS_00022405 intronic_sense - ENSGALG00000040101

TCONS_00043506 intronic_sense - ENSGALG00000011937

TCONS_00009310 intronic_sense - ENSGALG00000016902

TCONS_00024826 intronic_sense - ENSGALG00000001577

TCONS_00022617 intronic_sense - ENSGALG00000044585

TCONS_00047830 intronic_sense - ENSGALG00000015303

TCONS_00041162 intronic_sense - ENSGALG00000028205



Supplementary Table 4 The target genes function enrichment analysis of up- and down-regulated DE lncRNAs

##Databases: KEGG PATHWAY, Gene Ontology

##Statistical test method: hypergeometric test / Fisher's exact test

##FDR correction method: Benjamini and Hochberg

#Term Database ID Input number Background number P-Value Corrected P-Value Input

Phenylalanine, tyrosine and tryptophan biosynthesis KEGG PATHWAY gga00400 1 5 0,012664742 0,169628397 ENSGALG00000002321

Neuroactive ligand-receptor interaction KEGG PATHWAY gga04080 3 235 0,013524951 0,169628397 ENSGALG00000015117|ENSGALG00000007125|ENSGALG00000005524

2-Oxocarboxylic acid metabolism KEGG PATHWAY gga01210 1 12 0,027245382 0,176121931 ENSGALG00000002321

Phenylalanine metabolism KEGG PATHWAY gga00360 1 13 0,029311353 0,177969025 ENSGALG00000002321

Primary bile acid biosynthesis KEGG PATHWAY gga00120 1 14 0,031373105 0,177969025 ENSGALG00000006352

Arginine biosynthesis KEGG PATHWAY gga00220 1 15 0,033430645 0,177969025 ENSGALG00000002321

Steroid biosynthesis KEGG PATHWAY gga00100 1 15 0,033430645 0,177969025 ENSGALG00000010798

Biosynthesis of unsaturated fatty acids KEGG PATHWAY gga01040 1 18 0,039578084 0,187284527 ENSGALG00000005739

Homologous recombination KEGG PATHWAY gga03440 1 24 0,051760371 0,195179731 ENSGALG00000009491

Retinol metabolism KEGG PATHWAY gga00830 1 26 0,055788013 0,202967443 ENSGALG00000004270

Alanine, aspartate and glutamate metabolism KEGG PATHWAY gga00250 1 29 0,061798648 0,20981737 ENSGALG00000002321

Tyrosine metabolism KEGG PATHWAY gga00350 1 30 0,063794004 0,20981737 ENSGALG00000002321

Cysteine and methionine metabolism KEGG PATHWAY gga00270 1 36 0,075680727 0,220458528 ENSGALG00000002321

Arginine and proline metabolism KEGG PATHWAY gga00330 1 37 0,077647686 0,220458528 ENSGALG00000002321

Fatty acid metabolism KEGG PATHWAY gga01212 1 39 0,081569536 0,222854129 ENSGALG00000005739

Glycerolipid metabolism KEGG PATHWAY gga00561 1 50 0,102854733 0,240033621 ENSGALG00000016412

Biosynthesis of amino acids KEGG PATHWAY gga01230 1 52 0,106673462 0,241348708 ENSGALG00000002321

PPAR signaling pathway KEGG PATHWAY gga03320 1 53 0,108576961 0,242638207 ENSGALG00000005739

Adherens junction KEGG PATHWAY gga04520 1 61 0,123665182 0,254356794 ENSGALG00000007125

Metabolic pathways KEGG PATHWAY gga01100 4 911 0,124816864 0,255275168 ENSGALG00000004270|ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000016412

Glycerophospholipid metabolism KEGG PATHWAY gga00564 1 70 0,140345909 0,268810683 ENSGALG00000016412

Carbon metabolism KEGG PATHWAY gga01200 1 86 0,1692496 0,299608919 ENSGALG00000002321

Tight junction KEGG PATHWAY gga04530 1 103 0,198935248 0,327002142 ENSGALG00000007125

Calcium signaling pathway KEGG PATHWAY gga04020 1 142 0,263233211 0,393278419 ENSGALG00000005524

Endocytosis KEGG PATHWAY gga04144 1 200 0,349762011 0,465492088 ENSGALG00000007125

#Term Database ID Input number Background number P-Value Corrected P-Value Input

small molecule biosynthetic process Gene Ontology GO:0044283 4 117 0,000114266 0,042704928 ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000006968|ENSGALG00000006352

lipid biosynthetic process Gene Ontology GO:0008610 4 118 0,000117969 0,042704928 ENSGALG00000010798|ENSGALG00000006968|ENSGALG00000016412|ENSGALG00000006352

alcohol metabolic process Gene Ontology GO:0006066 3 50 0,000185104 0,044671873 ENSGALG00000004270|ENSGALG00000010798|ENSGALG00000006968

lipid metabolic process Gene Ontology GO:0006629 5 274 0,000262118 0,047443367 ENSGALG00000004270|ENSGALG00000010798|ENSGALG00000006968|ENSGALG00000016412|ENSGALG00000006352

single-organism biosynthetic process Gene Ontology GO:0044711 5 310 0,000458461 0,066385146 ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000006968|ENSGALG00000016412|ENSGALG00000006352

cellular lipid metabolic process Gene Ontology GO:0044255 4 199 0,000821016 0,085376042 ENSGALG00000004270|ENSGALG00000006968|ENSGALG00000016412|ENSGALG00000006352

organic hydroxy compound metabolic process Gene Ontology GO:1901615 3 85 0,000825459 0,085376042 ENSGALG00000004270|ENSGALG00000010798|ENSGALG00000006968

cholesterol metabolic process Gene Ontology GO:0008203 2 22 0,001160808 0,093380538 ENSGALG00000010798|ENSGALG00000006968

secondary alcohol metabolic process Gene Ontology GO:1902652 2 22 0,001160808 0,093380538 ENSGALG00000010798|ENSGALG00000006968

sterol metabolic process Gene Ontology GO:0016125 2 25 0,001470483 0,10409372 ENSGALG00000010798|ENSGALG00000006968

single-stranded DNA binding Gene Ontology GO:0003697 2 26 0,001581534 0,10409372 ENSGALG00000009491|ENSGALG00000008595

small molecule metabolic process Gene Ontology GO:0044281 5 426 0,001875761 0,1079288 ENSGALG00000004270|ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000006968|ENSGALG00000006352

steroid biosynthetic process Gene Ontology GO:0006694 2 29 0,001937948 0,1079288 ENSGALG00000010798|ENSGALG00000006968

formation of primary germ layer Gene Ontology GO:0001704 2 31 0,002194783 0,113501645 ENSGALG00000006968|ENSGALG00000008595

fatty acid biosynthetic process Gene Ontology GO:0006633 2 35 0,002754036 0,132928159 ENSGALG00000006968|ENSGALG00000006352

monocarboxylic acid biosynthetic process Gene Ontology GO:0072330 2 42 0,003876412 0,169628397 ENSGALG00000006968|ENSGALG00000006352

gastrulation Gene Ontology GO:0007369 2 45 0,004412348 0,169628397 ENSGALG00000006968|ENSGALG00000008595

steroid metabolic process Gene Ontology GO:0008202 2 48 0,004980648 0,169628397 ENSGALG00000010798|ENSGALG00000006968

reproduction Gene Ontology GO:0000003 3 188 0,007442136 0,169628397 ENSGALG00000009491|ENSGALG00000006968|ENSGALG00000010798

reproductive process Gene Ontology GO:0022414 3 188 0,007442136 0,169628397 ENSGALG00000009491|ENSGALG00000006968|ENSGALG00000010798

carboxylic acid metabolic process Gene Ontology GO:0019752 3 191 0,007767569 0,169628397 ENSGALG00000002321|ENSGALG00000006968|ENSGALG00000006352

response to oxidative stress Gene Ontology GO:0006979 2 61 0,007807581 0,169628397 ENSGALG00000010798|ENSGALG00000006968

oxoacid metabolic process Gene Ontology GO:0043436 3 192 0,007877902 0,169628397 ENSGALG00000002321|ENSGALG00000006968|ENSGALG00000006352

reproductive system development Gene Ontology GO:0061458 2 66 0,009047932 0,169628397 ENSGALG00000010798|ENSGALG00000006968

carboxylic acid biosynthetic process Gene Ontology GO:0046394 2 66 0,009047932 0,169628397 ENSGALG00000006968|ENSGALG00000006352

reproductive structure development Gene Ontology GO:0048608 2 66 0,009047932 0,169628397 ENSGALG00000010798|ENSGALG00000006968

organic acid metabolic process Gene Ontology GO:0006082 3 206 0,009521123 0,169628397 ENSGALG00000002321|ENSGALG00000006968|ENSGALG00000006352

embryo development Gene Ontology GO:0009790 3 207 0,009645607 0,169628397 ENSGALG00000009491|ENSGALG00000008595|ENSGALG00000006968

cofactor binding Gene Ontology GO:0048037 2 70 0,010099565 0,169628397 ENSGALG00000002321|ENSGALG00000010798

fatty acid metabolic process Gene Ontology GO:0006631 2 70 0,010099565 0,169628397 ENSGALG00000006968|ENSGALG00000006352

lipid transport Gene Ontology GO:0006869 2 71 0,0103706 0,169628397 ENSGALG00000001863|ENSGALG00000006968

organic acid biosynthetic process Gene Ontology GO:0016053 2 71 0,0103706 0,169628397 ENSGALG00000006968|ENSGALG00000006352

oxidoreductase activity Gene Ontology GO:0016491 3 215 0,010676056 0,169628397 ENSGALG00000004270|ENSGALG00000010798|ENSGALG00000006352

tissue development Gene Ontology GO:0009888 4 414 0,010999488 0,169628397 ENSGALG00000009491|ENSGALG00000006968|ENSGALG00000008595|ENSGALG00000010798

lipid localization Gene Ontology GO:0010876 2 77 0,012064012 0,169628397 ENSGALG00000001863|ENSGALG00000006968

Cdc73/Paf1 complex Gene Ontology GO:0016593 1 5 0,012664742 0,169628397 ENSGALG00000008595

aspartate metabolic process Gene Ontology GO:0006531 1 5 0,012664742 0,169628397 ENSGALG00000002321

pronucleus Gene Ontology GO:0045120 1 5 0,012664742 0,169628397 ENSGALG00000006968

paraxial mesoderm development Gene Ontology GO:0048339 1 5 0,012664742 0,169628397 ENSGALG00000006968

paraxial mesoderm morphogenesis Gene Ontology GO:0048340 1 5 0,012664742 0,169628397 ENSGALG00000006968

strand invasion Gene Ontology GO:0042148 1 5 0,012664742 0,169628397 ENSGALG00000009491

kynurenine metabolic process Gene Ontology GO:0070189 1 5 0,012664742 0,169628397 ENSGALG00000002321

recombinase activity Gene Ontology GO:0000150 1 5 0,012664742 0,169628397 ENSGALG00000009491

bile acid and bile salt transport Gene Ontology GO:0015721 1 5 0,012664742 0,169628397 ENSGALG00000006968

2-oxoglutarate metabolic process Gene Ontology GO:0006103 1 5 0,012664742 0,169628397 ENSGALG00000002321

positive regulation of histone H3-K4 methylation Gene Ontology GO:0051571 1 5 0,012664742 0,169628397 ENSGALG00000008595

benzene-containing compound metabolic process Gene Ontology GO:0042537 1 5 0,012664742 0,169628397 ENSGALG00000002321

peptidyl-lysine modification Gene Ontology GO:0018205 2 84 0,014182366 0,169628397 ENSGALG00000006968|ENSGALG00000008595

single-organism metabolic process Gene Ontology GO:0044710 6 966 0,0142413 0,169628397 ENSGALG00000006968|ENSGALG00000006352|ENSGALG00000004270|ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000016412

porphyrin-containing compound biosynthetic process Gene Ontology GO:0006779 1 6 0,014760482 0,169628397 ENSGALG00000006968

bile acid metabolic process Gene Ontology GO:0008206 1 6 0,014760482 0,169628397 ENSGALG00000006968

oxidoreductase activity, acting on the CH-CH group of donors, NAD or NADP as acceptor Gene Ontology GO:0016628 1 6 0,014760482 0,169628397 ENSGALG00000010798

tetrapyrrole biosynthetic process Gene Ontology GO:0033014 1 6 0,014760482 0,169628397 ENSGALG00000006968

heme biosynthetic process Gene Ontology GO:0006783 1 6 0,014760482 0,169628397 ENSGALG00000006968

amyloid precursor protein catabolic process Gene Ontology GO:0042987 1 6 0,014760482 0,169628397 ENSGALG00000010798

DNA recombinase assembly Gene Ontology GO:0000730 1 6 0,014760482 0,169628397 ENSGALG00000009491

endodermal cell fate commitment Gene Ontology GO:0001711 1 6 0,014760482 0,169628397 ENSGALG00000008595

reverse cholesterol transport Gene Ontology GO:0043691 1 6 0,014760482 0,169628397 ENSGALG00000006968

positive regulation of G2/M transition of mitotic cell cycle Gene Ontology GO:0010971 1 6 0,014760482 0,169628397 ENSGALG00000009491

positive regulation of transcription elongation from RNA polymerase II promoter Gene Ontology GO:0032968 1 6 0,014760482 0,169628397 ENSGALG00000008595

double-strand break repair via synthesis-dependent strand annealing Gene Ontology GO:0045003 1 6 0,014760482 0,169628397 ENSGALG00000009491

plasminogen activation Gene Ontology GO:0031639 1 7 0,016851944 0,171951248 ENSGALG00000010798

positive regulation of cell cycle G2/M phase transition Gene Ontology GO:1902751 1 7 0,016851944 0,171951248 ENSGALG00000009491

male genitalia development Gene Ontology GO:0030539 1 7 0,016851944 0,171951248 ENSGALG00000010798

oxidation-reduction process Gene Ontology GO:0055114 3 261 0,01782335 0,171951248 ENSGALG00000004270|ENSGALG00000010798|ENSGALG00000006352

histone modification Gene Ontology GO:0016570 2 97 0,018509122 0,171951248 ENSGALG00000006968|ENSGALG00000008595

zymogen activation Gene Ontology GO:0031638 1 8 0,018939137 0,171951248 ENSGALG00000010798

positive regulation of DNA-templated transcription, elongation Gene Ontology GO:0032786 1 8 0,018939137 0,171951248 ENSGALG00000008595

peptidyl-lysine trimethylation Gene Ontology GO:0018023 1 8 0,018939137 0,171951248 ENSGALG00000008595

mitochondrial transmembrane transport Gene Ontology GO:1990542 1 8 0,018939137 0,171951248 ENSGALG00000014194

endodermal cell differentiation Gene Ontology GO:0035987 1 8 0,018939137 0,171951248 ENSGALG00000008595

regulation of histone H3-K4 methylation Gene Ontology GO:0051569 1 8 0,018939137 0,171951248 ENSGALG00000008595

four-way junction DNA binding Gene Ontology GO:0000400 1 8 0,018939137 0,171951248 ENSGALG00000009491

covalent chromatin modification Gene Ontology GO:0016569 2 102 0,020304282 0,171951248 ENSGALG00000006968|ENSGALG00000008595

antigen binding Gene Ontology GO:0003823 1 9 0,021022069 0,171951248 ENSGALG00000010798

primary alcohol metabolic process Gene Ontology GO:0034308 1 9 0,021022069 0,171951248 ENSGALG00000004270

regulation of transcription elongation from RNA polymerase II promoter Gene Ontology GO:0034243 1 9 0,021022069 0,171951248 ENSGALG00000008595

retinol metabolic process Gene Ontology GO:0042572 1 9 0,021022069 0,171951248 ENSGALG00000004270

heme metabolic process Gene Ontology GO:0042168 1 9 0,021022069 0,171951248 ENSGALG00000006968

mitotic recombination Gene Ontology GO:0006312 1 9 0,021022069 0,171951248 ENSGALG00000009491

secondary alcohol biosynthetic process Gene Ontology GO:1902653 1 9 0,021022069 0,171951248 ENSGALG00000010798

cholesterol biosynthetic process Gene Ontology GO:0006695 1 9 0,021022069 0,171951248 ENSGALG00000010798

DNA secondary structure binding Gene Ontology GO:0000217 1 9 0,021022069 0,171951248 ENSGALG00000009491

porphyrin-containing compound metabolic process Gene Ontology GO:0006778 1 9 0,021022069 0,171951248 ENSGALG00000006968

regulation of hormone levels Gene Ontology GO:0010817 2 105 0,021415242 0,171951248 ENSGALG00000004270|ENSGALG00000006968

developmental process involved in reproduction Gene Ontology GO:0003006 2 107 0,022169782 0,171951248 ENSGALG00000010798|ENSGALG00000006968

macromolecular complex subunit organization Gene Ontology GO:0043933 4 514 0,022529369 0,171951248 ENSGALG00000014194|ENSGALG00000009491|ENSGALG00000008595|ENSGALG00000006968

positive regulation of histone methylation Gene Ontology GO:0031062 1 10 0,023100748 0,171951248 ENSGALG00000008595

tetrapyrrole metabolic process Gene Ontology GO:0033013 1 10 0,023100748 0,171951248 ENSGALG00000006968

transaminase activity Gene Ontology GO:0008483 1 10 0,023100748 0,171951248 ENSGALG00000002321

aldehyde dehydrogenase (NAD) activity Gene Ontology GO:0004029 1 10 0,023100748 0,171951248 ENSGALG00000004270

amyloid precursor protein metabolic process Gene Ontology GO:0042982 1 10 0,023100748 0,171951248 ENSGALG00000010798

mitochondrial respiratory chain complex assembly Gene Ontology GO:0033108 1 10 0,023100748 0,171951248 ENSGALG00000014194

organic substance biosynthetic process Gene Ontology GO:1901576 7 1397 0,023642669 0,171951248 ENSGALG00000006968|ENSGALG00000023083|ENSGALG00000006352|ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000008595|ENSGALG00000016412

monocarboxylic acid metabolic process Gene Ontology GO:0032787 2 111 0,023711774 0,171951248 ENSGALG00000006968|ENSGALG00000006352

DNA binding Gene Ontology GO:0003677 4 528 0,024573746 0,171951248 ENSGALG00000009491|ENSGALG00000023083|ENSGALG00000008595|ENSGALG00000006968

reciprocal DNA recombination Gene Ontology GO:0035825 1 11 0,025175183 0,171951248 ENSGALG00000009491

glutamate metabolic process Gene Ontology GO:0006536 1 11 0,025175183 0,171951248 ENSGALG00000002321

positive regulation of mitotic cell cycle phase transition Gene Ontology GO:1901992 1 11 0,025175183 0,171951248 ENSGALG00000009491

endoderm formation Gene Ontology GO:0001706 1 11 0,025175183 0,171951248 ENSGALG00000008595

cell fate commitment involved in formation of primary germ layer Gene Ontology GO:0060795 1 11 0,025175183 0,171951248 ENSGALG00000008595

transcription elongation from RNA polymerase II promoter Gene Ontology GO:0006368 1 11 0,025175183 0,171951248 ENSGALG00000008595

reciprocal meiotic recombination Gene Ontology GO:0007131 1 11 0,025175183 0,171951248 ENSGALG00000009491

glucose import Gene Ontology GO:0046323 1 11 0,025175183 0,171951248 ENSGALG00000006968

biosynthetic process Gene Ontology GO:0009058 7 1421 0,025718651 0,174021527 ENSGALG00000006968|ENSGALG00000023083|ENSGALG00000006352|ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000008595|ENSGALG00000016412

sterol biosynthetic process Gene Ontology GO:0016126 1 12 0,027245382 0,176121931 ENSGALG00000010798

positive regulation of cell cycle phase transition Gene Ontology GO:1901989 1 12 0,027245382 0,176121931 ENSGALG00000009491

transferase activity, transferring nitrogenous groups Gene Ontology GO:0016769 1 12 0,027245382 0,176121931 ENSGALG00000002321

alpha-amino acid catabolic process Gene Ontology GO:1901606 1 12 0,027245382 0,176121931 ENSGALG00000002321

intracellular protein transmembrane import Gene Ontology GO:0044743 1 13 0,029311353 0,177969025 ENSGALG00000014194

bone resorption Gene Ontology GO:0045453 1 13 0,029311353 0,177969025 ENSGALG00000006968

genitalia development Gene Ontology GO:0048806 1 13 0,029311353 0,177969025 ENSGALG00000010798

endocrine pancreas development Gene Ontology GO:0031018 1 14 0,031373105 0,177969025 ENSGALG00000006968

transcription elongation factor complex Gene Ontology GO:0008023 1 14 0,031373105 0,177969025 ENSGALG00000008595

regulation of DNA-templated transcription, elongation Gene Ontology GO:0032784 1 14 0,031373105 0,177969025 ENSGALG00000008595

protein transmembrane transport Gene Ontology GO:0071806 1 14 0,031373105 0,177969025 ENSGALG00000014194

intracellular protein transmembrane transport Gene Ontology GO:0065002 1 14 0,031373105 0,177969025 ENSGALG00000014194

histone H3-K4 methylation Gene Ontology GO:0051568 1 14 0,031373105 0,177969025 ENSGALG00000008595

endoderm development Gene Ontology GO:0007492 1 14 0,031373105 0,177969025 ENSGALG00000008595

pyridoxal phosphate binding Gene Ontology GO:0030170 1 15 0,033430645 0,177969025 ENSGALG00000002321

regulation of histone methylation Gene Ontology GO:0031060 1 15 0,033430645 0,177969025 ENSGALG00000008595

terpenoid metabolic process Gene Ontology GO:0006721 1 15 0,033430645 0,177969025 ENSGALG00000004270

retinoid metabolic process Gene Ontology GO:0001523 1 15 0,033430645 0,177969025 ENSGALG00000004270

oxidoreductase activity, acting on the aldehyde or oxo group of donors, NAD or NADP as acceptor Gene Ontology GO:0016620 1 15 0,033430645 0,177969025 ENSGALG00000004270

RNA polymerase II core promoter sequence-specific DNA binding Gene Ontology GO:0000979 1 15 0,033430645 0,177969025 ENSGALG00000006968

aspartate family amino acid metabolic process Gene Ontology GO:0009066 1 15 0,033430645 0,177969025 ENSGALG00000002321

endodeoxyribonuclease activity Gene Ontology GO:0004520 1 15 0,033430645 0,177969025 ENSGALG00000009491

diterpenoid metabolic process Gene Ontology GO:0016101 1 15 0,033430645 0,177969025 ENSGALG00000004270

fatty acid transport Gene Ontology GO:0015908 1 15 0,033430645 0,177969025 ENSGALG00000006968

macromolecule localization Gene Ontology GO:0033036 4 584 0,033873787 0,179011838 ENSGALG00000014194|ENSGALG00000001863|ENSGALG00000010798|ENSGALG00000006968

regulation of G2/M transition of mitotic cell cycle Gene Ontology GO:0010389 1 16 0,035483983 0,182201447 ENSGALG00000009491

meiosis I Gene Ontology GO:0007127 1 16 0,035483983 0,182201447 ENSGALG00000009491

mesenchyme morphogenesis Gene Ontology GO:0072132 1 16 0,035483983 0,182201447 ENSGALG00000006968

replication fork Gene Ontology GO:0005657 1 16 0,035483983 0,182201447 ENSGALG00000009491

DNA-templated transcription, elongation Gene Ontology GO:0006354 1 17 0,037533127 0,187284527 ENSGALG00000008595

alcohol biosynthetic process Gene Ontology GO:0046165 1 17 0,037533127 0,187284527 ENSGALG00000010798

oxidoreductase activity, acting on the aldehyde or oxo group of donors Gene Ontology GO:0016903 1 17 0,037533127 0,187284527 ENSGALG00000004270

pigment biosynthetic process Gene Ontology GO:0046148 1 17 0,037533127 0,187284527 ENSGALG00000006968

positive regulation of histone modification Gene Ontology GO:0031058 1 18 0,039578084 0,187284527 ENSGALG00000008595

sterol transport Gene Ontology GO:0015918 1 18 0,039578084 0,187284527 ENSGALG00000006968

cholesterol transport Gene Ontology GO:0030301 1 18 0,039578084 0,187284527 ENSGALG00000006968

oxidoreductase activity, acting on the CH-CH group of donors Gene Ontology GO:0016627 1 18 0,039578084 0,187284527 ENSGALG00000010798

regulation of cell cycle G2/M phase transition Gene Ontology GO:1902749 1 18 0,039578084 0,187284527 ENSGALG00000009491

SMAD protein signal transduction Gene Ontology GO:0060395 1 18 0,039578084 0,187284527 ENSGALG00000006968

photoreceptor outer segment Gene Ontology GO:0001750 1 18 0,039578084 0,187284527 ENSGALG00000006968

bone remodeling Gene Ontology GO:0046849 1 19 0,041618863 0,192997416 ENSGALG00000006968

flavin adenine dinucleotide binding Gene Ontology GO:0050660 1 19 0,041618863 0,192997416 ENSGALG00000010798

isoprenoid metabolic process Gene Ontology GO:0006720 1 19 0,041618863 0,192997416 ENSGALG00000004270

embryonic morphogenesis Gene Ontology GO:0048598 2 153 0,042366634 0,192997416 ENSGALG00000006968|ENSGALG00000008595

mesoderm formation Gene Ontology GO:0001707 1 20 0,043655472 0,192997416 ENSGALG00000006968

renal system process Gene Ontology GO:0003014 1 20 0,043655472 0,192997416 ENSGALG00000006968

deoxyribonuclease activity Gene Ontology GO:0004536 1 20 0,043655472 0,192997416 ENSGALG00000009491

cellular amino acid catabolic process Gene Ontology GO:0009063 1 20 0,043655472 0,192997416 ENSGALG00000002321

RNA polymerase II transcription factor activity, sequence-specific DNA binding Gene Ontology GO:0000981 2 157 0,04436025 0,192997416 ENSGALG00000006968|ENSGALG00000023083

chromatin organization Gene Ontology GO:0006325 2 158 0,044864114 0,192997416 ENSGALG00000006968|ENSGALG00000008595

gluconeogenesis Gene Ontology GO:0006094 1 21 0,045687919 0,192997416 ENSGALG00000002321

positive regulation of chromatin organization Gene Ontology GO:1905269 1 21 0,045687919 0,192997416 ENSGALG00000008595

mesoderm morphogenesis Gene Ontology GO:0048332 1 21 0,045687919 0,192997416 ENSGALG00000006968

DNA-dependent ATPase activity Gene Ontology GO:0008094 1 21 0,045687919 0,192997416 ENSGALG00000009491

mitochondrial membrane organization Gene Ontology GO:0007006 1 21 0,045687919 0,192997416 ENSGALG00000014194

response to glucose Gene Ontology GO:0009749 1 22 0,047716212 0,192997416 ENSGALG00000006968

monosaccharide transport Gene Ontology GO:0015749 1 22 0,047716212 0,192997416 ENSGALG00000006968

glucose transport Gene Ontology GO:0015758 1 22 0,047716212 0,192997416 ENSGALG00000006968

pigment metabolic process Gene Ontology GO:0042440 1 22 0,047716212 0,192997416 ENSGALG00000006968

dicarboxylic acid metabolic process Gene Ontology GO:0043648 1 22 0,047716212 0,192997416 ENSGALG00000002321

hexose biosynthetic process Gene Ontology GO:0019319 1 22 0,047716212 0,192997416 ENSGALG00000002321

hexose transport Gene Ontology GO:0008645 1 22 0,047716212 0,192997416 ENSGALG00000006968

glutamine family amino acid metabolic process Gene Ontology GO:0009064 1 22 0,047716212 0,192997416 ENSGALG00000002321

response to monosaccharide Gene Ontology GO:0034284 1 22 0,047716212 0,192997416 ENSGALG00000006968

response to hexose Gene Ontology GO:0009746 1 22 0,047716212 0,192997416 ENSGALG00000006968

pancreas development Gene Ontology GO:0031016 1 22 0,047716212 0,192997416 ENSGALG00000006968

single-organism cellular process Gene Ontology GO:0044763 10 2742 0,048300301 0,194274542 ENSGALG00000006968|ENSGALG00000005524|ENSGALG00000009491|ENSGALG00000006352|ENSGALG00000004270|ENSGALG00000002321|ENSGALG00000010798|ENSGALG00000008595|ENSGALG00000016412|ENSGALG00000014194

protein homodimerization activity Gene Ontology GO:0042803 2 167 0,049494953 0,195179731 ENSGALG00000002321|ENSGALG00000006968

monosaccharide biosynthetic process Gene Ontology GO:0046364 1 23 0,04974036 0,195179731 ENSGALG00000002321

cellular hormone metabolic process Gene Ontology GO:0034754 1 23 0,04974036 0,195179731 ENSGALG00000004270

response to carbohydrate Gene Ontology GO:0009743 1 23 0,04974036 0,195179731 ENSGALG00000006968

liver development Gene Ontology GO:0001889 1 24 0,051760371 0,195179731 ENSGALG00000006968



lncRNA mRNA gene_id gene_name correlation pvalue

ENSGALT00000046093 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,992816 9,22E-07

ENSGALT00000046093 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,991587 1,48E-06

ENSGALT00000046093 ENSGALT00000068577 ENSGALG00000035803 - 0,988509 3,76E-06

ENSGALT00000046093 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,987006 5,43E-06

ENSGALT00000046093 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,986547 6,03E-06

ENSGALT00000046093 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,985650 7,31E-06

ENSGALT00000046093 ENSGALT00000084832 ENSGALG00000015849 ME1 0,984875 8,55E-06

ENSGALT00000046093 ENSGALT00000024043 ENSGALG00000014908 FST 0,983309 1,15E-05

ENSGALT00000046093 ENSGALT00000024632 ENSGALG00000015263 - 0,982805 1,25E-05

ENSGALT00000046093 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,981369 1,59E-05

ENSGALT00000046093 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,979425 2,14E-05

ENSGALT00000046093 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,978945 2,30E-05

ENSGALT00000046093 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,975748 3,50E-05

ENSGALT00000046093 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,974700 3,97E-05

ENSGALT00000046093 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,974073 4,27E-05

ENSGALT00000046093 ENSGALT00000089702 ENSGALG00000045648 - 0,972731 4,97E-05

ENSGALT00000046093 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,968021 7,98E-05

ENSGALT00000046093 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,967599 8,30E-05

ENSGALT00000046093 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,965275 0,000101973

ENSGALT00000046093 ENSGALT00000025553 ENSGALG00000015849 ME1 0,963922 0,000114246

ENSGALT00000046093 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,963001 0,000123131

ENSGALT00000046093 ENSGALT00000017871 ENSGALG00000010969 - 0,961408 0,000139561

ENSGALT00000046093 ENSGALT00000048004 ENSGALG00000037629 - 0,960034 0,000154841

ENSGALT00000046093 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,959654 0,000159254

ENSGALT00000046093 ENSGALT00000079625 ENSGALG00000005739 SCD 0,958329 0,00017529

ENSGALT00000046093 ENSGALT00000009221 ENSGALG00000005739 SCD 0,957220 0,000189505

ENSGALT00000046093 ENSGALT00000053340 ENSGALG00000040896 FASN 0,953289 0,000245963

ENSGALT00000046093 ENSGALT00000074202 ENSGALG00000030614 - 0,953128 0,000248485

ENSGALT00000046093 ENSGALT00000038777 ENSGALG00000023444 APELA 0,952339 0,000261083

ENSGALT00000046093 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,951767 0,000270469

ENSGALT00000046093 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,951359 0,00027731

ENSGALT00000046093 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,951001 0,000283398

ENSGALT00000046093 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,950544 0,000291297

ENSGALT00000046093 ENSGALT00000057505 ENSGALG00000006872 PISD 0,945657 0,000385025

ENSGALT00000046093 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,945551 0,00038727

ENSGALT00000046093 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,945115 0,000396513

ENSGALT00000046093 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,944996 0,000399065

ENSGALT00000046093 ENSGALT00000024139 ENSGALG00000014966 HGD 0,942570 0,00045337

ENSGALT00000046093 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,941918 0,000468754

ENSGALT00000046093 ENSGALT00000011126 ENSGALG00000006872 PISD 0,941558 0,000477401

ENSGALT00000046093 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,940348 0,000507205

ENSGALT00000046093 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,935526 0,000638054

ENSGALT00000046093 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,935085 0,000651004

ENSGALT00000046093 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,934791 0,000659746

ENSGALT00000046093 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,934048 0,000682154

ENSGALT00000046093 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,932430 0,00073271

ENSGALT00000046093 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,932214 0,000739639

ENSGALT00000046093 ENSGALT00000063397 ENSGALG00000006723 - 0,931804 0,000752908

ENSGALT00000046093 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,931330 0,000768408

ENSGALT00000046093 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,929908 0,000816269

ENSGALT00000046093 ENSGALT00000087867 ENSGALG00000006723 - 0,929608 0,000826614

ENSGALT00000046093 ENSGALT00000086534 ENSGALG00000004725 - 0,928598 0,00086202

ENSGALT00000046093 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,927842 0,000889194

Supplementary Table S5  The co-expression analysis of DE lncRNAs and mRNAs in the livers of pre- 

and peak-laying chickens



ENSGALT00000046093 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,927629 0,000896927

ENSGALT00000046093 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,927371 0,000906382

ENSGALT00000046093 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,927123 0,00091552

ENSGALT00000046093 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,926672 0,000932309

ENSGALT00000046093 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,926420 0,000941751

ENSGALT00000046093 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,925262 0,000986063

ENSGALT00000046093 ENSGALT00000027871 ENSGALG00000017241 - 0,924470 0,001017121

ENSGALT00000046093 ENSGALT00000044321 ENSGALG00000026757 - 0,922892 0,001080872

ENSGALT00000046093 ENSGALT00000004577 ENSGALG00000002899 AACS 0,921035 0,00115922

ENSGALT00000046093 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,919894 0,001209125

ENSGALT00000046093 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,918814 0,00125765

ENSGALT00000046093 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,918487 0,00127258

ENSGALT00000046093 ENSGALT00000026507 ENSGALG00000016430 - 0,918267 0,00128269

ENSGALT00000046093 ENSGALT00000054207 ENSGALG00000041161 - 0,917550 0,001315997

ENSGALT00000046093 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,916367 0,001372249

ENSGALT00000046093 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,915064 0,001435904

ENSGALT00000046093 ENSGALT00000080092 ENSGALG00000012112 - 0,915059 0,001436149

ENSGALT00000046093 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,914817 0,001448196

ENSGALT00000046093 ENSGALT00000051352 ENSGALG00000041296 - 0,914340 0,001472112

ENSGALT00000046093 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,909706 0,001718029

ENSGALT00000046093 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,909323 0,001739458

ENSGALT00000046093 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,908082 0,001810141

ENSGALT00000046093 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,907279 0,001856846

ENSGALT00000046093 ENSGALT00000046971 ENSGALG00000021450 - 0,905365 0,001971315

ENSGALT00000046093 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,904257 0,002039562

ENSGALT00000046093 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,903780 0,002069455

ENSGALT00000046093 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,903655 0,002077351

ENSGALT00000046093 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,903550 0,002083936

ENSGALT00000046093 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,901473 0,002217924

ENSGALT00000046093 ENSGALT00000073442 ENSGALG00000029308 - 0,900291 0,002296615

ENSGALT00000046093 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,898440 0,002423431

ENSGALT00000046093 ENSGALT00000017449 ENSGALG00000010722 - 0,898345 0,002430018

ENSGALT00000046093 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,897821 0,002466823

ENSGALT00000046093 ENSGALT00000081277 ENSGALG00000042801 - 0,897194 0,002511292

ENSGALT00000046093 ENSGALT00000006584 ENSGALG00000004141 - 0,894915 0,00267724

ENSGALT00000046093 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,894855 0,002681702

ENSGALT00000046093 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,894700 0,002693252

ENSGALT00000046093 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,894186 0,002731836

ENSGALT00000046093 ENSGALT00000020401 ENSGALG00000012488 TST 0,892839 0,002834516

ENSGALT00000046093 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,892780 0,002839084

ENSGALT00000046093 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,892575 0,002854924

ENSGALT00000046093 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,890517 0,003017308

ENSGALT00000046093 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,890157 0,003046301

ENSGALT00000046093 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,889971 0,00306135

ENSGALT00000046093 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,889743 0,003079884

ENSGALT00000046093 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,889610 0,003090737

ENSGALT00000046093 ENSGALT00000070619 ENSGALG00000034735 - 0,889582 0,003092992

ENSGALT00000046093 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,889280 0,003117739

ENSGALT00000046093 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,887790 0,003241508

ENSGALT00000046093 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,886804 0,00332514

ENSGALT00000046093 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,886207 0,003376524

ENSGALT00000046093 ENSGALT00000068270 ENSGALG00000034917 - 0,885260 0,003458967

ENSGALT00000046093 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,884661 0,003511708

ENSGALT00000046093 ENSGALT00000083952 ENSGALG00000030187 CAT 0,884537 0,003522733

ENSGALT00000046093 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,883600 0,003606562

ENSGALT00000046093 ENSGALT00000073281 ENSGALG00000005795 - 0,882819 0,003677418



ENSGALT00000046093 ENSGALT00000061743 ENSGALG00000010189 - 0,881934 0,003758761

ENSGALT00000046093 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,881778 0,003773192

ENSGALT00000046093 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,881354 0,003812652

ENSGALT00000046093 ENSGALT00000035078 ENSGALG00000002595 - 0,881162 0,003830611

ENSGALT00000046093 ENSGALT00000032169 ENSGALG00000011455 - 0,879515 0,003986983

ENSGALT00000046093 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,879362 0,004001691

ENSGALT00000046093 ENSGALT00000001314 ENSGALG00000000893 TAT 0,878376 0,004097516

ENSGALT00000046093 ENSGALT00000023973 ENSGALG00000014855 - 0,878185 0,004116245

ENSGALT00000046093 ENSGALT00000064075 ENSGALG00000036713 - 0,876835 0,004250083

ENSGALT00000046093 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,873878 0,004553069

ENSGALT00000046093 ENSGALT00000085318 ENSGALG00000045446 - 0,873394 0,004603934

ENSGALT00000046093 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,873191 0,004625338

ENSGALT00000046093 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,871999 0,004752585

ENSGALT00000046093 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,871874 0,004765983

ENSGALT00000046093 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,869425 0,005034931

ENSGALT00000046093 ENSGALT00000040072 ENSGALG00000005795 - 0,869026 0,005079609

ENSGALT00000046093 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,868543 0,005134036

ENSGALT00000046093 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,868020 0,005193431

ENSGALT00000046093 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,867436 0,005260304

ENSGALT00000046093 ENSGALT00000089250 ENSGALG00000044870 - 0,866681 0,005347457

ENSGALT00000046093 ENSGALT00000082890 ENSGALG00000041604 - 0,865710 0,00546104

ENSGALT00000046093 ENSGALT00000058793 ENSGALG00000031408 SORD 0,864091 0,005653657

ENSGALT00000046093 ENSGALT00000065362 ENSGALG00000034674 - 0,862863 0,005802711

ENSGALT00000046093 ENSGALT00000024419 ENSGALG00000015134 - 0,861142 0,006015818

ENSGALT00000046093 ENSGALT00000036719 ENSGALG00000019845 - 0,860814 0,006056982

ENSGALT00000046093 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,860231 0,006130577

ENSGALT00000046093 ENSGALT00000017864 ENSGALG00000020390 - 0,858347 0,006372275

ENSGALT00000046093 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,857880 0,006433147

ENSGALT00000046093 ENSGALT00000071196 ENSGALG00000030366 - 0,857525 0,006479762

ENSGALT00000046093 ENSGALT00000078635 ENSGALG00000034504 - 0,856021 0,006679155

ENSGALT00000046093 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,855725 0,006718795

ENSGALT00000046093 ENSGALT00000004234 ENSGALG00000002688 NME4 0,855462 0,006754263

ENSGALT00000046093 ENSGALT00000063292 ENSGALG00000030187 CAT 0,853637 0,007003319

ENSGALT00000046093 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,853588 0,007010022

ENSGALT00000046093 ENSGALT00000065964 ENSGALG00000001863 - 0,852285 0,007191479

ENSGALT00000046093 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,852041 0,007225792

ENSGALT00000046093 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,851572 0,00729202

ENSGALT00000046093 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,850566 0,00743528

ENSGALT00000046093 ENSGALT00000061955 ENSGALG00000042079 NID1 0,849575 0,007578291

ENSGALT00000046093 ENSGALT00000026897 ENSGALG00000016667 - 0,849036 0,007656722

ENSGALT00000046093 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,848833 0,007686428

ENSGALT00000046093 ENSGALT00000026601 ENSGALG00000016491 APOB 0,848403 0,007749641

ENSGALT00000046093 ENSGALT00000026988 ENSGALG00000016724 RGN 0,846784 0,007990311

ENSGALT00000046093 ENSGALT00000089110 ENSGALG00000045714 - 0,846650 0,008010474

ENSGALT00000046093 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,846366 0,008053206

ENSGALT00000046093 ENSGALT00000040063 ENSGALG00000005795 - 0,843850 0,008438512

ENSGALT00000046093 ENSGALT00000022468 ENSGALG00000013848 MVK 0,843844 0,008439452

ENSGALT00000046093 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,843287 0,008526335

ENSGALT00000046093 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,841730 0,008772154

ENSGALT00000046093 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,839329 0,009160026

ENSGALT00000046093 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,838705 0,009262558

ENSGALT00000046093 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,837956 0,009386576

ENSGALT00000046093 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,836105 0,00969769

ENSGALT00000046093 ENSGALT00000080941 ENSGALG00000037076 GART 0,835533 0,00979512

ENSGALT00000046093 ENSGALT00000038740 ENSGALG00000023435 GATM 0,835533 0,009795155

ENSGALT00000046093 ENSGALT00000062888 ENSGALG00000042020 - 0,834731 0,009932765



ENSGALT00000046093 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,833444 0,010156233

ENSGALT00000046093 ENSGALT00000039781 ENSGALG00000023761 - 0,833413 0,010161666

ENSGALT00000046093 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,831553 0,010490155

ENSGALT00000046093 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,830694 0,010644335

ENSGALT00000046093 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,828320 0,011077368

ENSGALT00000046093 ENSGALT00000002818 ENSGALG00000001824 - 0,826259 0,011462256

ENSGALT00000046093 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,825746 0,011559278

ENSGALT00000046093 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,823932 0,01190682

ENSGALT00000046093 ENSGALT00000051020 ENSGALG00000042672 - 0,823201 0,012048758

ENSGALT00000046093 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,822502 0,012185408

ENSGALT00000046093 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,820740 0,012534288

ENSGALT00000046093 ENSGALT00000023329 ENSGALG00000014447 AK3 0,817161 0,013262096

ENSGALT00000046093 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,813018 0,014137005

ENSGALT00000046093 ENSGALT00000087652 ENSGALG00000045700 - 0,811990 0,014359605

ENSGALT00000046093 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,811595 0,01444574

ENSGALT00000046093 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,811418 0,01448456

ENSGALT00000046093 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,807294 0,015404657

ENSGALT00000046093 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,806214 0,015651503

ENSGALT00000046093 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,805070 0,01591571

ENSGALT00000046093 ENSGALT00000002892 ENSGALG00000001863 - 0,805045 0,01592138

ENSGALT00000046093 ENSGALT00000011769 ENSGALG00000007267 MVD 0,804351 0,01608298

ENSGALT00000046093 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,804295 0,01609618

ENSGALT00000046093 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,799857 0,017154689

ENSGALT00000046093 ENSGALT00000002018 ENSGALG00000001320 - 0,796987 0,017862056

ENSGALT00000046093 ENSGALT00000005420 ENSGALG00000003427 USP3 0,796231 0,018051237

ENSGALT00000046093 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,795708 0,018183042

ENSGALT00000046093 ENSGALT00000009308 ENSGALG00000005795 - 0,795670 0,018192541

ENSGALT00000046093 ENSGALT00000032123 ENSGALG00000020160 - 0,794752 0,018425091

ENSGALT00000046093 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,794312 0,01853721

ENSGALT00000046093 ENSGALT00000081175 ENSGALG00000029947 - 0,793905 0,018641555

ENSGALT00000046093 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,792207 0,019079804

ENSGALT00000046093 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,790877 0,019427532

ENSGALT00000046093 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,790856 0,019433201

ENSGALT00000046093 ENSGALT00000031834 ENSGALG00000011287 - 0,788798 0,019979217

ENSGALT00000046093 ENSGALT00000073249 ENSGALG00000021450 - 0,787291 0,020385179

ENSGALT00000046093 ENSGALT00000076278 ENSGALG00000036572 - 0,786420 0,020621977

ENSGALT00000046093 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,786130 0,020701118

ENSGALT00000046093 ENSGALT00000011547 ENSGALG00000007127 - 0,783476 0,02143531

ENSGALT00000046093 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,783219 0,021507162

ENSGALT00000046093 ENSGALT00000056823 ENSGALG00000039354 - 0,781176 0,022084309

ENSGALT00000046093 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,779221 0,022645699

ENSGALT00000046093 ENSGALT00000032121 ENSGALG00000020160 - 0,778081 0,02297707

ENSGALT00000046093 ENSGALT00000004493 ENSGALG00000002849 DER 0,777703 0,023087371

ENSGALT00000046093 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,776758 0,023365241

ENSGALT00000046093 ENSGALT00000087999 ENSGALG00000006198 LSS 0,775895 0,023620611

ENSGALT00000046093 ENSGALT00000084127 ENSGALG00000046197 - 0,775090 0,023860488

ENSGALT00000046093 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,775033 0,023877457

ENSGALT00000046093 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,774463 0,024048325

ENSGALT00000046093 ENSGALT00000006930 ENSGALG00000004343 - 0,771164 0,025051676

ENSGALT00000046093 ENSGALT00000020815 ENSGALG00000012754 PAH 0,767511 0,026192559

ENSGALT00000046093 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,763277 0,027554404

ENSGALT00000046093 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,762778 0,027717744

ENSGALT00000046093 ENSGALT00000087708 ENSGALG00000045747 - 0,762448 0,027826175

ENSGALT00000046093 ENSGALT00000016271 ENSGALG00000010018 - 0,761526 0,028130023

ENSGALT00000046093 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,759369 0,028849395

ENSGALT00000046093 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,757939 0,029332466



ENSGALT00000046093 ENSGALT00000067152 ENSGALG00000040117 - 0,757332 0,029538797

ENSGALT00000046093 ENSGALT00000068873 ENSGALG00000006198 LSS 0,756882 0,029692755

ENSGALT00000046093 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,756783 0,029726416

ENSGALT00000046093 ENSGALT00000044496 ENSGALG00000028880 - 0,754406 0,030547

ENSGALT00000046093 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,751255 0,031655901

ENSGALT00000046093 ENSGALT00000038387 ENSGALG00000010293 - 0,749650 0,032230337

ENSGALT00000046093 ENSGALT00000018962 ENSGALG00000011612 GC 0,749349 0,032338523

ENSGALT00000046093 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,748394 0,03268415

ENSGALT00000046093 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,743026 0,034667662

ENSGALT00000046093 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,741330 0,035309204

ENSGALT00000046093 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,736960 0,03699539

ENSGALT00000046093 ENSGALT00000019412 ENSGALG00000011894 - 0,736838 0,037043405

ENSGALT00000046093 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,732188 0,038892231

ENSGALT00000046093 ENSGALT00000063525 ENSGALG00000023925 - 0,722839 0,042776607

ENSGALT00000046093 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,719697 0,044132491

ENSGALT00000046093 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,714998 0,04620856

ENSGALT00000046093 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,714902 0,046251656

ENSGALT00000046093 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,714831 0,046283277

ENSGALT00000046093 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,711491 0,04779552

ENSGALT00000046093 ENSGALT00000026335 ENSGALG00000016324 - 0,701966 0,052270049

ENSGALT00000046093 ENSGALT00000045496 ENSGALG00000028341 - -0,700318 0,053068967

ENSGALT00000046093 ENSGALT00000075825 ENSGALG00000033661 - -0,700642 0,052911432

ENSGALT00000046093 ENSGALT00000036163 ENSGALG00000022586 HPX -0,702503 0,052011426

ENSGALT00000046093 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,704010 0,051289672

ENSGALT00000046093 ENSGALT00000052825 ENSGALG00000040434 - -0,704953 0,050841085

ENSGALT00000046093 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,705292 0,05068024

ENSGALT00000046093 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,706064 0,050315283

ENSGALT00000046093 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,709591 0,048669105

ENSGALT00000046093 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,710041 0,048461134

ENSGALT00000046093 ENSGALT00000044622 ENSGALG00000026677 F10 -0,713419 0,046919247

ENSGALT00000046093 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,714519 0,046423305

ENSGALT00000046093 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,716476 0,045549488

ENSGALT00000046093 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,717186 0,045234495

ENSGALT00000046093 ENSGALT00000026575 ENSGALG00000016471 - -0,718485 0,044662579

ENSGALT00000046093 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,719307 0,044302562

ENSGALT00000046093 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,724523 0,042060171

ENSGALT00000046093 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,724986 0,04186435

ENSGALT00000046093 ENSGALT00000008441 ENSGALG00000005257 - -0,726016 0,041431282

ENSGALT00000046093 ENSGALT00000023517 ENSGALG00000014585 - -0,726428 0,041258837

ENSGALT00000046093 ENSGALT00000000109 ENSGALG00000000081 - -0,727873 0,040656963

ENSGALT00000046093 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,731624 0,039120172

ENSGALT00000046093 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,738807 0,036276961

ENSGALT00000046093 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,742110 0,035013282

ENSGALT00000046093 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,745317 0,033812147

ENSGALT00000046093 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,748270 0,032729031

ENSGALT00000046093 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,748577 0,032617562

ENSGALT00000046093 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,749947 0,032123588

ENSGALT00000046093 ENSGALT00000073246 ENSGALG00000033498 - -0,752186 0,031326002

ENSGALT00000046093 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,753167 0,030980301

ENSGALT00000046093 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,754027 0,030679231

ENSGALT00000046093 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,755801 0,030063718

ENSGALT00000046093 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,756710 0,029751397

ENSGALT00000046093 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,758113 0,029273234

ENSGALT00000046093 ENSGALT00000000384 ENSGALG00000000293 - -0,758981 0,028979834

ENSGALT00000046093 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,763935 0,027339874

ENSGALT00000046093 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,766100 0,026641653



ENSGALT00000046093 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,766926 0,026378269

ENSGALT00000046093 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,768335 0,025932529

ENSGALT00000046093 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,770267 0,025329079

ENSGALT00000046093 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,771484 0,024953192

ENSGALT00000046093 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,777036 0,023283258

ENSGALT00000046093 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,779584 0,022540635

ENSGALT00000046093 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,789025 0,019918525

ENSGALT00000046093 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,790293 0,019581607

ENSGALT00000046093 ENSGALT00000084217 ENSGALG00000003876 - -0,793340 0,018786732

ENSGALT00000046093 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,795696 0,01818608

ENSGALT00000046093 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,804120 0,016137024

ENSGALT00000046093 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,805253 0,015873209

ENSGALT00000046093 ENSGALT00000036713 ENSGALG00000022815 - -0,807152 0,01543693

ENSGALT00000046093 ENSGALT00000023956 ENSGALG00000014840 C6 -0,811122 0,014549434

ENSGALT00000046093 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,825927 0,011525034

ENSGALT00000046093 ENSGALT00000031540 ENSGALG00000016669 - -0,833849 0,010085533

ENSGALT00000046093 ENSGALT00000008177 ENSGALG00000005099 - -0,837463 0,009468745

ENSGALT00000046093 ENSGALT00000017633 ENSGALG00000010850 C8A -0,841490 0,008810452

ENSGALT00000046093 ENSGALT00000040327 ENSGALG00000023950 - -0,843134 0,008550296

ENSGALT00000046093 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,844882 0,008279024

ENSGALT00000046093 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,847112 0,007941191

ENSGALT00000046093 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,847695 0,00785432

ENSGALT00000046093 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,850421 0,007456076

ENSGALT00000046093 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,851581 0,007290711

ENSGALT00000046093 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,856909 0,006560956

ENSGALT00000046093 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,859554 0,006216696

ENSGALT00000046093 ENSGALT00000038895 ENSGALG00000009262 FGB -0,868941 0,005089125

ENSGALT00000046093 ENSGALT00000003069 ENSGALG00000001975 - -0,885034 0,003478778

ENSGALT00000046093 ENSGALT00000079162 ENSGALG00000043044 - -0,886237 0,003373864

ENSGALT00000046093 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,887141 0,003296445

ENSGALT00000046093 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,889617 0,003090181

ENSGALT00000046093 ENSGALT00000046070 ENSGALG00000028451 - -0,895173 0,002658088

ENSGALT00000046093 ENSGALT00000015079 ENSGALG00000009268 FGG -0,895282 0,002650061

ENSGALT00000046093 ENSGALT00000015077 ENSGALG00000009266 FGA -0,897519 0,002488145

ENSGALT00000046093 ENSGALT00000063740 ENSGALG00000043044 - -0,906276 0,001916228

ENSGALT00000046093 ENSGALT00000017638 ENSGALG00000010853 C8B -0,912773 0,001552509

ENSGALT00000048098 ENSGALT00000006299 ENSGALG00000003952 RBPJL 0,999373 6,17E-10

ENSGALT00000048098 ENSGALT00000069086 ENSGALG00000043064 - 0,998430 9,65E-09

ENSGALT00000048098 ENSGALT00000010127 ENSGALG00000027716 - 0,997802 2,65E-08

ENSGALT00000048098 ENSGALT00000088658 ENSGALG00000009433 BAG3 0,996503 1,07E-07

ENSGALT00000048098 ENSGALT00000081572 ENSGALG00000039008 - 0,996168 1,40E-07

ENSGALT00000048098 ENSGALT00000039921 ENSGALG00000023818 - 0,995857 1,77E-07

ENSGALT00000048098 ENSGALT00000087455 ENSGALG00000009433 BAG3 0,994000 5,38E-07

ENSGALT00000048098 ENSGALT00000010224 ENSGALG00000006323 MIM1 0,990708 1,99E-06

ENSGALT00000048098 ENSGALT00000048616 ENSGALG00000033187 - 0,989412 2,94E-06

ENSGALT00000048098 ENSGALT00000019144 ENSGALG00000011715 HSPA2 0,985042 8,27E-06

ENSGALT00000048098 ENSGALT00000009580 ENSGALG00000005957 SLC6A14 0,984793 8,69E-06

ENSGALT00000048098 ENSGALT00000027586 ENSGALG00000017077 HSPH1 0,983596 1,09E-05

ENSGALT00000048098 ENSGALT00000010419 ENSGALG00000006453 - 0,978118 2,58E-05

ENSGALT00000048098 ENSGALT00000001476 ENSGALG00000001000 - 0,973085 4,78E-05

ENSGALT00000048098 ENSGALT00000050336 ENSGALG00000036850 DNAJA4 0,968361 7,73E-05

ENSGALT00000048098 ENSGALT00000022669 ENSGALG00000013993 - 0,964039 0,000113146

ENSGALT00000048098 ENSGALT00000064199 ENSGALG00000030773 CP 0,961345 0,000140241

ENSGALT00000048098 ENSGALT00000017862 ENSGALG00000020388 - 0,960791 0,000146302

ENSGALT00000048098 ENSGALT00000081765 ENSGALG00000033212 HSP90AA1 0,954725 0,000224212

ENSGALT00000048098 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,952534 0,000257926



ENSGALT00000048098 ENSGALT00000081964 ENSGALG00000033212 HSP90AA1 0,946399 0,000369689

ENSGALT00000048098 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,945187 0,000394978

ENSGALT00000048098 ENSGALT00000054028 ENSGALG00000033932 BF1 0,939610 0,000525951

ENSGALT00000048098 ENSGALT00000050127 ENSGALG00000029857 - 0,939515 0,000528397

ENSGALT00000048098 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,933180 0,000708978

ENSGALT00000048098 ENSGALT00000063728 ENSGALG00000003578 FN1 0,930179 0,000806985

ENSGALT00000048098 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,928800 0,000854864

ENSGALT00000048098 ENSGALT00000086052 ENSGALG00000046544 - 0,924929 0,00099901

ENSGALT00000048098 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,923668 0,00104921

ENSGALT00000048098 ENSGALT00000085066 ENSGALG00000044326 - 0,919925 0,001207738

ENSGALT00000048098 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,908019 0,001813793

ENSGALT00000048098 ENSGALT00000016586 ENSGALG00000010203 - 0,907829 0,001824779

ENSGALT00000048098 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,907495 0,001844225

ENSGALT00000048098 ENSGALT00000082196 ENSGALG00000031149 - 0,904048 0,002052631

ENSGALT00000048098 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,898709 0,002404693

ENSGALT00000048098 ENSGALT00000027063 ENSGALG00000016761 - 0,897618 0,002481119

ENSGALT00000048098 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,897562 0,002485143

ENSGALT00000048098 ENSGALT00000045496 ENSGALG00000028341 - 0,893107 0,002813878

ENSGALT00000048098 ENSGALT00000005664 ENSGALG00000003578 FN1 0,876712 0,004262381

ENSGALT00000048098 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,872096 0,004742076

ENSGALT00000048098 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,867892 0,005207972

ENSGALT00000048098 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,860338 0,006116939

ENSGALT00000048098 ENSGALT00000073246 ENSGALG00000033498 - 0,857016 0,006546779

ENSGALT00000048098 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,849650 0,00756735

ENSGALT00000048098 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,847246 0,007921067

ENSGALT00000048098 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,846051 0,008100865

ENSGALT00000048098 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,842270 0,008686456

ENSGALT00000048098 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,841917 0,008742362

ENSGALT00000048098 ENSGALT00000000384 ENSGALG00000000293 - 0,839057 0,009204608

ENSGALT00000048098 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,834137 0,010035518

ENSGALT00000048098 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,824468 0,011803515

ENSGALT00000048098 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,824368 0,01182272

ENSGALT00000048098 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,820784 0,012525404

ENSGALT00000048098 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,815468 0,013615232

ENSGALT00000048098 ENSGALT00000023956 ENSGALG00000014840 C6 0,807867 0,015274608

ENSGALT00000048098 ENSGALT00000026575 ENSGALG00000016471 - 0,800879 0,016907295

ENSGALT00000048098 ENSGALT00000008177 ENSGALG00000005099 - 0,788311 0,020109709

ENSGALT00000048098 ENSGALT00000080142 ENSGALG00000034990 - 0,779473 0,022572799

ENSGALT00000048098 ENSGALT00000043970 ENSGALG00000014509 BST1 0,774424 0,024059915

ENSGALT00000048098 ENSGALT00000044622 ENSGALG00000026677 F10 0,771757 0,024869345

ENSGALT00000048098 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,762913 0,027673429

ENSGALT00000048098 ENSGALT00000027351 ENSGALG00000016919 IRG1 0,760504 0,028469447

ENSGALT00000048098 ENSGALT00000038895 ENSGALG00000009262 FGB 0,756788 0,029724634

ENSGALT00000048098 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,755115 0,030301029

ENSGALT00000048098 ENSGALT00000087837 ENSGALG00000041380 BFIV21 0,753389 0,030902342

ENSGALT00000048098 ENSGALT00000036713 ENSGALG00000022815 - 0,753160 0,030982661

ENSGALT00000048098 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,746825 0,033256372

ENSGALT00000048098 ENSGALT00000023517 ENSGALG00000014585 - 0,745698 0,033671375

ENSGALT00000048098 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,731824 0,039039259

ENSGALT00000048098 ENSGALT00000031540 ENSGALG00000016669 - 0,730587 0,039541282

ENSGALT00000048098 ENSGALT00000015077 ENSGALG00000009266 FGA 0,713347 0,04695157

ENSGALT00000048098 ENSGALT00000017633 ENSGALG00000010850 C8A 0,711237 0,047912003

ENSGALT00000048098 ENSGALT00000089122 ENSGALG00000011704 HACD2 0,704538 0,051037922

ENSGALT00000048098 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,701680 0,05240812

ENSGALT00000048098 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,708493 0,049177978

ENSGALT00000048098 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,713366 0,046943099



ENSGALT00000048098 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,715087 0,046168817

ENSGALT00000048098 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,717492 0,045099515

ENSGALT00000048098 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,719479 0,044227646

ENSGALT00000048098 ENSGALT00000026988 ENSGALG00000016724 RGN -0,723822 0,042357531

ENSGALT00000048098 ENSGALT00000023212 ENSGALG00000014368 APOA5 -0,725498 0,041648881

ENSGALT00000048098 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,728090 0,040567127

ENSGALT00000048098 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,729115 0,040143996

ENSGALT00000048098 ENSGALT00000020815 ENSGALG00000012754 PAH -0,748758 0,032552052

ENSGALT00000048098 ENSGALT00000004493 ENSGALG00000002849 DER -0,748900 0,032500795

ENSGALT00000048098 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,751653 0,031514576

ENSGALT00000048098 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,754502 0,03051373

ENSGALT00000048098 ENSGALT00000080710 ENSGALG00000006344 - -0,760581 0,028443962

ENSGALT00000048098 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,761340 0,028191779

ENSGALT00000048098 ENSGALT00000007194 ENSGALG00000004518 - -0,767176 0,026298838

ENSGALT00000048098 ENSGALT00000032169 ENSGALG00000011455 - -0,768593 0,02585149

ENSGALT00000048098 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,784152 0,021246931

ENSGALT00000048098 ENSGALT00000047856 ENSGALG00000038169 - -0,833554 0,010137021

ENSGALT00000048098 ENSGALT00000023051 ENSGALG00000014252 - -0,858929 0,006297014

ENSGALT00000054175 ENSGALT00000038284 ENSGALG00000011421 HAL 0,995309 2,57E-07

ENSGALT00000054175 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,991837 1,35E-06

ENSGALT00000054175 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,991368 1,60E-06

ENSGALT00000054175 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,986345 6,30E-06

ENSGALT00000054175 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,986282 6,39E-06

ENSGALT00000054175 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,982951 1,22E-05

ENSGALT00000054175 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,977734 2,71E-05

ENSGALT00000054175 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,971499 5,66E-05

ENSGALT00000054175 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,971193 5,85E-05

ENSGALT00000054175 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,970275 6,42E-05

ENSGALT00000054175 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,967244 8,57E-05

ENSGALT00000054175 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,959360 0,000162734

ENSGALT00000054175 ENSGALT00000056830 ENSGALG00000033462 - 0,958479 0,000173428

ENSGALT00000054175 ENSGALT00000018735 ENSGALG00000011497 PECR 0,955163 0,00021784

ENSGALT00000054175 ENSGALT00000014282 ENSGALG00000008784 - 0,948540 0,000327662

ENSGALT00000054175 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,945707 0,000383979

ENSGALT00000054175 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,945695 0,000384246

ENSGALT00000054175 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,938850 0,000545745

ENSGALT00000054175 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,936031 0,000623421

ENSGALT00000054175 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,935633 0,000634935

ENSGALT00000054175 ENSGALT00000046716 ENSGALG00000040584 - 0,932861 0,000719012

ENSGALT00000054175 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,931395 0,000766285

ENSGALT00000054175 ENSGALT00000074333 ENSGALG00000033852 - 0,931229 0,000771767

ENSGALT00000054175 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,930839 0,000784743

ENSGALT00000054175 ENSGALT00000044387 ENSGALG00000027334 - 0,930298 0,000802966

ENSGALT00000054175 ENSGALT00000026579 ENSGALG00000016475 - 0,926709 0,000930922

ENSGALT00000054175 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,926343 0,00094468

ENSGALT00000054175 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,925679 0,00096994

ENSGALT00000054175 ENSGALT00000007080 ENSGALG00000004449 - 0,925537 0,000975404

ENSGALT00000054175 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,924085 0,001032422

ENSGALT00000054175 ENSGALT00000018962 ENSGALG00000011612 GC 0,920561 0,001179795

ENSGALT00000054175 ENSGALT00000007194 ENSGALG00000004518 - 0,920542 0,001180615

ENSGALT00000054175 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,916546 0,001363647

ENSGALT00000054175 ENSGALT00000080710 ENSGALG00000006344 - 0,916050 0,001387561

ENSGALT00000054175 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,915168 0,001430787

ENSGALT00000054175 ENSGALT00000089602 ENSGALG00000005704 - 0,914387 0,001469781

ENSGALT00000054175 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,912905 0,001545651

ENSGALT00000054175 ENSGALT00000016271 ENSGALG00000010018 - 0,911753 0,001606356



ENSGALT00000054175 ENSGALT00000087708 ENSGALG00000045747 - 0,909186 0,001747177

ENSGALT00000054175 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,909177 0,001747697

ENSGALT00000054175 ENSGALT00000077159 ENSGALG00000039257 - 0,905157 0,001983989

ENSGALT00000054175 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,904932 0,001997801

ENSGALT00000054175 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,904636 0,002016076

ENSGALT00000054175 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,903689 0,002075186

ENSGALT00000054175 ENSGALT00000067152 ENSGALG00000040117 - 0,901647 0,002206508

ENSGALT00000054175 ENSGALT00000087557 ENSGALG00000044733 - 0,898055 0,002450343

ENSGALT00000054175 ENSGALT00000038387 ENSGALG00000010293 - 0,896989 0,002525922

ENSGALT00000054175 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,896173 0,002584765

ENSGALT00000054175 ENSGALT00000006930 ENSGALG00000004343 - 0,892536 0,002857905

ENSGALT00000054175 ENSGALT00000056823 ENSGALG00000039354 - 0,889763 0,003078258

ENSGALT00000054175 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,884840 0,003495867

ENSGALT00000054175 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,880972 0,00384851

ENSGALT00000054175 ENSGALT00000002892 ENSGALG00000001863 - 0,880745 0,003869857

ENSGALT00000054175 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,877966 0,004137749

ENSGALT00000054175 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,877846 0,004149547

ENSGALT00000054175 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,876987 0,004234822

ENSGALT00000054175 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,876891 0,004244436

ENSGALT00000054175 ENSGALT00000019412 ENSGALG00000011894 - 0,875320 0,00440365

ENSGALT00000054175 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,871899 0,004763357

ENSGALT00000054175 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,871395 0,004817868

ENSGALT00000054175 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,870950 0,004866399

ENSGALT00000054175 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,869736 0,005000261

ENSGALT00000054175 ENSGALT00000051020 ENSGALG00000042672 - 0,867463 0,005257135

ENSGALT00000054175 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,866729 0,005341847

ENSGALT00000054175 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,865392 0,005498545

ENSGALT00000054175 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,864087 0,005654145

ENSGALT00000054175 ENSGALT00000023329 ENSGALG00000014447 AK3 0,863277 0,005752156

ENSGALT00000054175 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,861936 0,005916914

ENSGALT00000054175 ENSGALT00000004493 ENSGALG00000002849 DER 0,861629 0,005954953

ENSGALT00000054175 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,860691 0,006072475

ENSGALT00000054175 ENSGALT00000005420 ENSGALG00000003427 USP3 0,857412 0,006494493

ENSGALT00000054175 ENSGALT00000054524 ENSGALG00000023925 - 0,855849 0,006702254

ENSGALT00000054175 ENSGALT00000076278 ENSGALG00000036572 - 0,851024 0,007369844

ENSGALT00000054175 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,849626 0,007570883

ENSGALT00000054175 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,848988 0,00766378

ENSGALT00000054175 ENSGALT00000087652 ENSGALG00000045700 - 0,846557 0,008024482

ENSGALT00000054175 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,846416 0,008045721

ENSGALT00000054175 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,846269 0,008067892

ENSGALT00000054175 ENSGALT00000026601 ENSGALG00000016491 APOB 0,844077 0,008403266

ENSGALT00000054175 ENSGALT00000052854 ENSGALG00000034312 - 0,843634 0,008472186

ENSGALT00000054175 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,840955 0,008896102

ENSGALT00000054175 ENSGALT00000001061 ENSGALG00000021451 - 0,839569 0,009120797

ENSGALT00000054175 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,838595 0,009280745

ENSGALT00000054175 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,838234 0,00934048

ENSGALT00000054175 ENSGALT00000065964 ENSGALG00000001863 - 0,837459 0,009469469

ENSGALT00000054175 ENSGALT00000039781 ENSGALG00000023761 - 0,836566 0,009619509

ENSGALT00000054175 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,835025 0,009882181

ENSGALT00000054175 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,833897 0,010077224

ENSGALT00000054175 ENSGALT00000024419 ENSGALG00000015134 - 0,828372 0,011067758

ENSGALT00000054175 ENSGALT00000071196 ENSGALG00000030366 - 0,828273 0,011086109

ENSGALT00000054175 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,827064 0,011310904

ENSGALT00000054175 ENSGALT00000063292 ENSGALG00000030187 CAT 0,826572 0,011403187

ENSGALT00000054175 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,824100 0,01187443

ENSGALT00000054175 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,823461 0,011998028



ENSGALT00000054175 ENSGALT00000031834 ENSGALG00000011287 - 0,822200 0,012244686

ENSGALT00000054175 ENSGALT00000009308 ENSGALG00000005795 - 0,820197 0,012643034

ENSGALT00000054175 ENSGALT00000023051 ENSGALG00000014252 - 0,818623 0,012961626

ENSGALT00000054175 ENSGALT00000040063 ENSGALG00000005795 - 0,816749 0,0133474

ENSGALT00000054175 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,816194 0,013463129

ENSGALT00000054175 ENSGALT00000011547 ENSGALG00000007127 - 0,816194 0,013463187

ENSGALT00000054175 ENSGALT00000087736 ENSGALG00000044682 - 0,811114 0,014551006

ENSGALT00000054175 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,807693 0,015314048

ENSGALT00000054175 ENSGALT00000036719 ENSGALG00000019845 - 0,805970 0,015707637

ENSGALT00000054175 ENSGALT00000040072 ENSGALG00000005795 - 0,804624 0,016019374

ENSGALT00000054175 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,802254 0,016577838

ENSGALT00000054175 ENSGALT00000008787 ENSGALG00000023925 - 0,800618 0,016970149

ENSGALT00000054175 ENSGALT00000068270 ENSGALG00000034917 - 0,799323 0,017284974

ENSGALT00000054175 ENSGALT00000088451 ENSGALG00000044044 - 0,799246 0,017303762

ENSGALT00000054175 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,796893 0,017885498

ENSGALT00000054175 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,796264 0,018043048

ENSGALT00000054175 ENSGALT00000047856 ENSGALG00000038169 - 0,795510 0,018232893

ENSGALT00000054175 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,794110 0,018589026

ENSGALT00000054175 ENSGALT00000086928 ENSGALG00000043990 - 0,793986 0,018620666

ENSGALT00000054175 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,793428 0,018764048

ENSGALT00000054175 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,788132 0,020158056

ENSGALT00000054175 ENSGALT00000083952 ENSGALG00000030187 CAT 0,782998 0,021569087

ENSGALT00000054175 ENSGALT00000020401 ENSGALG00000012488 TST 0,782732 0,021644016

ENSGALT00000054175 ENSGALT00000050726 ENSGALG00000021450 - 0,781993 0,021852415

ENSGALT00000054175 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,781473 0,021999797

ENSGALT00000054175 ENSGALT00000078635 ENSGALG00000034504 - 0,780747 0,022206901

ENSGALT00000054175 ENSGALT00000011621 ENSGALG00000007178 - 0,780634 0,022239177

ENSGALT00000054175 ENSGALT00000064075 ENSGALG00000036713 - 0,780345 0,022322041

ENSGALT00000054175 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,778347 0,022899303

ENSGALT00000054175 ENSGALT00000084127 ENSGALG00000046197 - 0,777036 0,023283395

ENSGALT00000054175 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,776193 0,023532277

ENSGALT00000054175 ENSGALT00000073281 ENSGALG00000005795 - 0,774484 0,024041972

ENSGALT00000054175 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,774458 0,024049729

ENSGALT00000054175 ENSGALT00000082890 ENSGALG00000041604 - 0,771482 0,024953764

ENSGALT00000054175 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,771350 0,024994488

ENSGALT00000054175 ENSGALT00000073249 ENSGALG00000021450 - 0,770301 0,025318469

ENSGALT00000054175 ENSGALT00000020815 ENSGALG00000012754 PAH 0,769255 0,025644105

ENSGALT00000054175 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,767929 0,026060568

ENSGALT00000054175 ENSGALT00000006584 ENSGALG00000004141 - 0,762595 0,027777722

ENSGALT00000054175 ENSGALT00000023973 ENSGALG00000014855 - 0,761839 0,028026776

ENSGALT00000054175 ENSGALT00000080092 ENSGALG00000012112 - 0,759991 0,028640648

ENSGALT00000054175 ENSGALT00000088901 ENSGALG00000044762 - 0,759755 0,028719967

ENSGALT00000054175 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,757104 0,029616763

ENSGALT00000054175 ENSGALT00000065362 ENSGALG00000034674 - 0,754030 0,030678179

ENSGALT00000054175 ENSGALT00000004234 ENSGALG00000002688 NME4 0,751738 0,031484329

ENSGALT00000054175 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,751060 0,03172542

ENSGALT00000054175 ENSGALT00000068608 ENSGALG00000030324 KIAA1324L 0,750601 0,03188913

ENSGALT00000054175 ENSGALT00000081277 ENSGALG00000042801 - 0,749994 0,032106519

ENSGALT00000054175 ENSGALT00000062888 ENSGALG00000042020 - 0,744828 0,033993828

ENSGALT00000054175 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,744682 0,034047966

ENSGALT00000054175 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,742500 0,034865884

ENSGALT00000054175 ENSGALT00000017864 ENSGALG00000020390 - 0,741839 0,035115955

ENSGALT00000054175 ENSGALT00000044321 ENSGALG00000026757 - 0,741005 0,035432787

ENSGALT00000054175 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,737740 0,036691094

ENSGALT00000054175 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,735703 0,037489559

ENSGALT00000054175 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,735393 0,037612096



ENSGALT00000054175 ENSGALT00000035078 ENSGALG00000002595 - 0,735232 0,037675574

ENSGALT00000054175 ENSGALT00000061743 ENSGALG00000010189 - 0,734879 0,037815333

ENSGALT00000054175 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,734763 0,037861502

ENSGALT00000054175 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,733829 0,038233339

ENSGALT00000054175 ENSGALT00000063525 ENSGALG00000023925 - 0,733119 0,038517706

ENSGALT00000054175 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,729418 0,040019541

ENSGALT00000054175 ENSGALT00000026897 ENSGALG00000016667 - 0,729119 0,04014245

ENSGALT00000054175 ENSGALT00000028521 ENSGALG00000017814 SNORA18 0,728528 0,040386062

ENSGALT00000054175 ENSGALT00000054207 ENSGALG00000041161 - 0,726179 0,041363036

ENSGALT00000054175 ENSGALT00000032169 ENSGALG00000011455 - 0,726155 0,041372904

ENSGALT00000054175 ENSGALT00000061955 ENSGALG00000042079 NID1 0,721468 0,043364875

ENSGALT00000054175 ENSGALT00000027871 ENSGALG00000017241 - 0,721288 0,043442687

ENSGALT00000054175 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,720040 0,043983058

ENSGALT00000054175 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,717234 0,045213663

ENSGALT00000054175 ENSGALT00000089110 ENSGALG00000045714 - 0,712586 0,047296731

ENSGALT00000054175 ENSGALT00000086534 ENSGALG00000004725 - 0,708766 0,049051372

ENSGALT00000054175 ENSGALT00000085318 ENSGALG00000045446 - 0,708499 0,049175218

ENSGALT00000054175 ENSGALT00000032123 ENSGALG00000020160 - 0,705846 0,050418179

ENSGALT00000054175 ENSGALT00000002818 ENSGALG00000001824 - 0,704463 0,051073768

ENSGALT00000054175 ENSGALT00000080941 ENSGALG00000037076 GART 0,701252 0,052615318

ENSGALT00000054175 ENSGALT00000031541 ENSGALG00000016668 - -0,700234 0,053109716

ENSGALT00000054175 ENSGALT00000021277 ENSGALG00000013033 - -0,700325 0,053065302

ENSGALT00000054175 ENSGALT00000042197 ENSGALG00000025284 SNORD89 -0,701844 0,052329108

ENSGALT00000054175 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,701910 0,052296925

ENSGALT00000054175 ENSGALT00000063740 ENSGALG00000043044 - -0,702373 0,052074222

ENSGALT00000054175 ENSGALT00000026936 ENSGALG00000016690 - -0,703602 0,051484594

ENSGALT00000054175 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,706899 0,049922814

ENSGALT00000054175 ENSGALT00000080142 ENSGALG00000034990 - -0,708602 0,049127545

ENSGALT00000054175 ENSGALT00000001871 ENSGALG00000001234 CETP -0,712452 0,047357626

ENSGALT00000054175 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,721022 0,043557493

ENSGALT00000054175 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,723766 0,042381086

ENSGALT00000054175 ENSGALT00000003069 ENSGALG00000001975 - -0,725851 0,041500635

ENSGALT00000054175 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,731345 0,039233024

ENSGALT00000054175 ENSGALT00000009519 ENSGALG00000021139 - -0,734556 0,037943655

ENSGALT00000054175 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,740110 0,035775068

ENSGALT00000054175 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,740538 0,03561098

ENSGALT00000054175 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,741249 0,035340056

ENSGALT00000054175 ENSGALT00000023956 ENSGALG00000014840 C6 -0,742620 0,034820419

ENSGALT00000054175 ENSGALT00000016586 ENSGALG00000010203 - -0,743636 0,034438458

ENSGALT00000054175 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,744158 0,034243297

ENSGALT00000054175 ENSGALT00000045496 ENSGALG00000028341 - -0,748461 0,032659568

ENSGALT00000054175 ENSGALT00000008177 ENSGALG00000005099 - -0,749083 0,032434717

ENSGALT00000054175 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,752290 0,031289174

ENSGALT00000054175 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,752721 0,031137054

ENSGALT00000054175 ENSGALT00000059872 ENSGALG00000041621 - -0,753046 0,031022807

ENSGALT00000054175 ENSGALT00000082196 ENSGALG00000031149 - -0,753863 0,030736356

ENSGALT00000054175 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,757115 0,029612907

ENSGALT00000054175 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,759606 0,028769948

ENSGALT00000054175 ENSGALT00000043822 ENSGALG00000028928 LCAT -0,761721 0,028065756

ENSGALT00000054175 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,762677 0,027750904

ENSGALT00000054175 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,765355 0,026880658

ENSGALT00000054175 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,765638 0,026789747

ENSGALT00000054175 ENSGALT00000043970 ENSGALG00000014509 BST1 -0,766135 0,026630562

ENSGALT00000054175 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,770212 0,025345934

ENSGALT00000054175 ENSGALT00000036163 ENSGALG00000022586 HPX -0,771160 0,025053095

ENSGALT00000054175 ENSGALT00000073167 ENSGALG00000042285 - -0,772451 0,024657139



ENSGALT00000054175 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,773374 0,024376853

ENSGALT00000054175 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,775564 0,023719045

ENSGALT00000054175 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,775593 0,023710349

ENSGALT00000054175 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,775888 0,023622762

ENSGALT00000054175 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,780989 0,022137719

ENSGALT00000054175 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,781549 0,021978318

ENSGALT00000054175 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,783397 0,021457475

ENSGALT00000054175 ENSGALT00000085066 ENSGALG00000044326 - -0,784032 0,02128026

ENSGALT00000054175 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,785410 0,020898777

ENSGALT00000054175 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,787106 0,02043518

ENSGALT00000054175 ENSGALT00000010917 ENSGALG00000006756 - -0,792946 0,018888153

ENSGALT00000054175 ENSGALT00000089585 ENSGALG00000043917 - -0,793433 0,018762731

ENSGALT00000054175 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,796863 0,017892921

ENSGALT00000054175 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,799848 0,017156969

ENSGALT00000054175 ENSGALT00000026575 ENSGALG00000016471 - -0,799897 0,01714494

ENSGALT00000054175 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,802755 0,016458664

ENSGALT00000054175 ENSGALT00000000384 ENSGALG00000000293 - -0,805548 0,015804894

ENSGALT00000054175 ENSGALT00000000109 ENSGALG00000000081 - -0,807548 0,015346957

ENSGALT00000054175 ENSGALT00000017633 ENSGALG00000010850 C8A -0,813134 0,014112173

ENSGALT00000054175 ENSGALT00000086203 ENSGALG00000044772 - -0,815725 0,013561361

ENSGALT00000054175 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,818611 0,012963964

ENSGALT00000054175 ENSGALT00000008441 ENSGALG00000005257 - -0,820953 0,012491639

ENSGALT00000054175 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,822579 0,012170282

ENSGALT00000054175 ENSGALT00000027063 ENSGALG00000016761 - -0,832381 0,010343103

ENSGALT00000054175 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,836371 0,009652535

ENSGALT00000054175 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,836375 0,009651898

ENSGALT00000054175 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,838843 0,009239831

ENSGALT00000054175 ENSGALT00000086755 ENSGALG00000045640 - -0,841183 0,008859537

ENSGALT00000054175 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,842608 0,008633043

ENSGALT00000054175 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,843287 0,008526302

ENSGALT00000054175 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,849493 0,007590146

ENSGALT00000054175 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,854732 0,006853214

ENSGALT00000054175 ENSGALT00000067119 ENSGALG00000030920 - -0,855044 0,006810829

ENSGALT00000054175 ENSGALT00000043563 ENSGALG00000026970 - -0,863851 0,005682609

ENSGALT00000054175 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,864800 0,005568732

ENSGALT00000054175 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,870717 0,004891816

ENSGALT00000054175 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,871483 0,0048083

ENSGALT00000054175 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,873417 0,004601515

ENSGALT00000054175 ENSGALT00000001533 ENSGALG00000001035 - -0,876767 0,004256924

ENSGALT00000054175 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,876840 0,004249611

ENSGALT00000054175 ENSGALT00000044622 ENSGALG00000026677 F10 -0,878050 0,004129411

ENSGALT00000054175 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,878262 0,004108639

ENSGALT00000054175 ENSGALT00000023517 ENSGALG00000014585 - -0,879698 0,003969415

ENSGALT00000054175 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,883746 0,003593385

ENSGALT00000054175 ENSGALT00000052825 ENSGALG00000040434 - -0,889914 0,003065955

ENSGALT00000054175 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,891785 0,002916549

ENSGALT00000054175 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,893489 0,002784629

ENSGALT00000054175 ENSGALT00000075825 ENSGALG00000033661 - -0,895144 0,002660247

ENSGALT00000054175 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,898299 0,002433272

ENSGALT00000054175 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,899271 0,002365921

ENSGALT00000054175 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,900268 0,002298167

ENSGALT00000054175 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,915684 0,001405397

ENSGALT00000054175 ENSGALT00000083389 ENSGALG00000044326 - -0,923430 0,001058863

ENSGALT00000054175 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,935377 0,000642412

ENSGALT00000054175 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,935427 0,000640945

ENSGALT00000054392 ENSGALT00000052854 ENSGALG00000034312 - 0,979768 2,04E-05



ENSGALT00000054392 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,967433 8,43E-05

ENSGALT00000054392 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,956954 0,000193027

ENSGALT00000054392 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,953646 0,000240426

ENSGALT00000054392 ENSGALT00000086928 ENSGALG00000043990 - 0,948418 0,000329984

ENSGALT00000054392 ENSGALT00000056830 ENSGALG00000033462 - 0,944660 0,000406304

ENSGALT00000054392 ENSGALT00000007080 ENSGALG00000004449 - 0,944184 0,000416738

ENSGALT00000054392 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,937320 0,00058706

ENSGALT00000054392 ENSGALT00000038284 ENSGALG00000011421 HAL 0,935519 0,000638252

ENSGALT00000054392 ENSGALT00000087736 ENSGALG00000044682 - 0,918493 0,001272311

ENSGALT00000054392 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,914736 0,001452273

ENSGALT00000054392 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,902387 0,002158296

ENSGALT00000054392 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,893484 0,00278499

ENSGALT00000054392 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,883936 0,003576358

ENSGALT00000054392 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,878379 0,004097142

ENSGALT00000054392 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,865495 0,005486299

ENSGALT00000054392 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,860314 0,006120083

ENSGALT00000054392 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,856832 0,006571121

ENSGALT00000054392 ENSGALT00000018735 ENSGALG00000011497 PECR 0,856672 0,006592379

ENSGALT00000054392 ENSGALT00000087557 ENSGALG00000044733 - 0,852858 0,007111254

ENSGALT00000054392 ENSGALT00000028521 ENSGALG00000017814 SNORA18 0,850260 0,007479257

ENSGALT00000054392 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,840711 0,008935513

ENSGALT00000054392 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,838223 0,009342165

ENSGALT00000054392 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,817842 0,013121555

ENSGALT00000054392 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,815683 0,013570111

ENSGALT00000054392 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,797939 0,017625318

ENSGALT00000054392 ENSGALT00000014282 ENSGALG00000008784 - 0,792146 0,019095742

ENSGALT00000054392 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,790831 0,019439802

ENSGALT00000054392 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,786783 0,020522918

ENSGALT00000054392 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,786081 0,020714551

ENSGALT00000054392 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,784959 0,021023265

ENSGALT00000054392 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,782499 0,021709548

ENSGALT00000054392 ENSGALT00000046716 ENSGALG00000040584 - 0,771174 0,025048522

ENSGALT00000054392 ENSGALT00000044387 ENSGALG00000027334 - 0,768580 0,025855536

ENSGALT00000054392 ENSGALT00000088451 ENSGALG00000044044 - 0,763944 0,027337056

ENSGALT00000054392 ENSGALT00000026579 ENSGALG00000016475 - 0,758174 0,029252847

ENSGALT00000054392 ENSGALT00000074333 ENSGALG00000033852 - 0,752646 0,031163399

ENSGALT00000054392 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,749343 0,032340785

ENSGALT00000054392 ENSGALT00000007194 ENSGALG00000004518 - 0,747807 0,032897408

ENSGALT00000054392 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,742828 0,034741978

ENSGALT00000054392 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,742795 0,034754432

ENSGALT00000054392 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,741847 0,035112882

ENSGALT00000054392 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,737070 0,036952495

ENSGALT00000054392 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,734451 0,037985339

ENSGALT00000054392 ENSGALT00000089602 ENSGALG00000005704 - 0,731083 0,039339316

ENSGALT00000054392 ENSGALT00000080710 ENSGALG00000006344 - 0,729947 0,039802715

ENSGALT00000054392 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,729340 0,040051654

ENSGALT00000054392 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,726298 0,041313288

ENSGALT00000054392 ENSGALT00000018962 ENSGALG00000011612 GC 0,722342 0,042989023

ENSGALT00000054392 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,719602 0,044174082

ENSGALT00000054392 ENSGALT00000077159 ENSGALG00000039257 - 0,718320 0,044734777

ENSGALT00000054392 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,717997 0,04487682

ENSGALT00000054392 ENSGALT00000001061 ENSGALG00000021451 - 0,717671 0,045020377

ENSGALT00000054392 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,714959 0,046225878

ENSGALT00000054392 ENSGALT00000067152 ENSGALG00000040117 - 0,714421 0,04646749

ENSGALT00000054392 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,711405 0,047834809

ENSGALT00000054392 ENSGALT00000054524 ENSGALG00000023925 - 0,709757 0,048592098



ENSGALT00000054392 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,709748 0,048596372

ENSGALT00000054392 ENSGALT00000016271 ENSGALG00000010018 - 0,709412 0,048751628

ENSGALT00000054392 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,707977 0,049418366

ENSGALT00000054392 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,707642 0,049574578

ENSGALT00000054392 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,706684 0,050023576

ENSGALT00000054392 ENSGALT00000087708 ENSGALG00000045747 - 0,701123 0,052677801

ENSGALT00000054392 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,701008 0,052733503

ENSGALT00000054392 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,700138 0,053156373

ENSGALT00000054392 ENSGALT00000001533 ENSGALG00000001035 - -0,701423 0,052532427

ENSGALT00000054392 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,702618 0,05195591

ENSGALT00000054392 ENSGALT00000089585 ENSGALG00000043917 - -0,704336 0,051134287

ENSGALT00000054392 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,714475 0,046443045

ENSGALT00000054392 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,714568 0,046401286

ENSGALT00000054392 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,719123 0,044383164

ENSGALT00000054392 ENSGALT00000075825 ENSGALG00000033661 - -0,720085 0,043963426

ENSGALT00000054392 ENSGALT00000043970 ENSGALG00000014509 BST1 -0,720545 0,04376388

ENSGALT00000054392 ENSGALT00000043563 ENSGALG00000026970 - -0,721389 0,043398836

ENSGALT00000054392 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,722007 0,04313317

ENSGALT00000054392 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,727882 0,040653115

ENSGALT00000054392 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,735435 0,037595403

ENSGALT00000054392 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,741471 0,035255491

ENSGALT00000054392 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,759326 0,028863688

ENSGALT00000054392 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,761189 0,028241764

ENSGALT00000054392 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,774803 0,023946447

ENSGALT00000054392 ENSGALT00000083389 ENSGALG00000044326 - -0,782486 0,02171335

ENSGALT00000054392 ENSGALT00000067119 ENSGALG00000030920 - -0,789827 0,019704913

ENSGALT00000054392 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,800778 0,016931664

ENSGALT00000056469 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,998004 1,98E-08

ENSGALT00000056469 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,993654 6,36E-07

ENSGALT00000056469 ENSGALT00000031834 ENSGALG00000011287 - 0,993213 7,77E-07

ENSGALT00000056469 ENSGALT00000019412 ENSGALG00000011894 - 0,991370 1,60E-06

ENSGALT00000056469 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,989055 3,25E-06

ENSGALT00000056469 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,988042 4,24E-06

ENSGALT00000056469 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,986287 6,38E-06

ENSGALT00000056469 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,986010 6,77E-06

ENSGALT00000056469 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,984836 8,62E-06

ENSGALT00000056469 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,984546 9,12E-06

ENSGALT00000056469 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,984425 9,34E-06

ENSGALT00000056469 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,982601 1,30E-05

ENSGALT00000056469 ENSGALT00000065362 ENSGALG00000034674 - 0,981345 1,60E-05

ENSGALT00000056469 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,981245 1,63E-05

ENSGALT00000056469 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,980376 1,86E-05

ENSGALT00000056469 ENSGALT00000023973 ENSGALG00000014855 - 0,978589 2,41E-05

ENSGALT00000056469 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,977343 2,86E-05

ENSGALT00000056469 ENSGALT00000036719 ENSGALG00000019845 - 0,977122 2,94E-05

ENSGALT00000056469 ENSGALT00000035078 ENSGALG00000002595 - 0,976161 3,33E-05

ENSGALT00000056469 ENSGALT00000054524 ENSGALG00000023925 - 0,974274 4,17E-05

ENSGALT00000056469 ENSGALT00000061955 ENSGALG00000042079 NID1 0,973176 4,73E-05

ENSGALT00000056469 ENSGALT00000020401 ENSGALG00000012488 TST 0,973157 4,74E-05

ENSGALT00000056469 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,972767 4,95E-05

ENSGALT00000056469 ENSGALT00000026897 ENSGALG00000016667 - 0,972607 5,03E-05

ENSGALT00000056469 ENSGALT00000067152 ENSGALG00000040117 - 0,972459 5,11E-05

ENSGALT00000056469 ENSGALT00000065964 ENSGALG00000001863 - 0,971922 5,42E-05

ENSGALT00000056469 ENSGALT00000006930 ENSGALG00000004343 - 0,971612 5,60E-05

ENSGALT00000056469 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,970559 6,24E-05

ENSGALT00000056469 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,970061 6,56E-05



ENSGALT00000056469 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,969900 6,66E-05

ENSGALT00000056469 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,968805 7,41E-05

ENSGALT00000056469 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,965643 9,88E-05

ENSGALT00000056469 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,965525 9,98E-05

ENSGALT00000056469 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,965075 0,000103727

ENSGALT00000056469 ENSGALT00000051020 ENSGALG00000042672 - 0,964921 0,000105093

ENSGALT00000056469 ENSGALT00000006584 ENSGALG00000004141 - 0,964196 0,000111689

ENSGALT00000056469 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,963523 0,00011804

ENSGALT00000056469 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,963479 0,000118465

ENSGALT00000056469 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,963008 0,000123065

ENSGALT00000056469 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,960714 0,000147149

ENSGALT00000056469 ENSGALT00000008787 ENSGALG00000023925 - 0,960062 0,000154525

ENSGALT00000056469 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,959911 0,000156266

ENSGALT00000056469 ENSGALT00000014282 ENSGALG00000008784 - 0,959874 0,000156691

ENSGALT00000056469 ENSGALT00000063292 ENSGALG00000030187 CAT 0,959258 0,000163946

ENSGALT00000056469 ENSGALT00000083952 ENSGALG00000030187 CAT 0,958257 0,000176192

ENSGALT00000056469 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,958157 0,00017745

ENSGALT00000056469 ENSGALT00000020815 ENSGALG00000012754 PAH 0,957737 0,000182784

ENSGALT00000056469 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,955284 0,000216092

ENSGALT00000056469 ENSGALT00000080092 ENSGALG00000012112 - 0,954280 0,000230808

ENSGALT00000056469 ENSGALT00000063525 ENSGALG00000023925 - 0,952888 0,000252269

ENSGALT00000056469 ENSGALT00000001314 ENSGALG00000000893 TAT 0,952003 0,000266571

ENSGALT00000056469 ENSGALT00000026601 ENSGALG00000016491 APOB 0,951729 0,000271105

ENSGALT00000056469 ENSGALT00000002892 ENSGALG00000001863 - 0,951407 0,000276503

ENSGALT00000056469 ENSGALT00000018962 ENSGALG00000011612 GC 0,950451 0,000292939

ENSGALT00000056469 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,950099 0,000299132

ENSGALT00000056469 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,949832 0,000303908

ENSGALT00000056469 ENSGALT00000080941 ENSGALG00000037076 GART 0,947877 0,000340321

ENSGALT00000056469 ENSGALT00000024419 ENSGALG00000015134 - 0,947583 0,000346038

ENSGALT00000056469 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,947158 0,000354418

ENSGALT00000056469 ENSGALT00000016271 ENSGALG00000010018 - 0,947145 0,000354658

ENSGALT00000056469 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,946448 0,000368694

ENSGALT00000056469 ENSGALT00000089110 ENSGALG00000045714 - 0,946192 0,000373936

ENSGALT00000056469 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,945982 0,000378264

ENSGALT00000056469 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,945963 0,000378659

ENSGALT00000056469 ENSGALT00000018735 ENSGALG00000011497 PECR 0,945772 0,000382637

ENSGALT00000056469 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,944913 0,000400829

ENSGALT00000056469 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,944398 0,000412019

ENSGALT00000056469 ENSGALT00000068270 ENSGALG00000034917 - 0,943649 0,000428658

ENSGALT00000056469 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,942921 0,000445225

ENSGALT00000056469 ENSGALT00000023329 ENSGALG00000014447 AK3 0,941613 0,000476064

ENSGALT00000056469 ENSGALT00000087708 ENSGALG00000045747 - 0,941017 0,000490578

ENSGALT00000056469 ENSGALT00000080710 ENSGALG00000006344 - 0,940900 0,000493446

ENSGALT00000056469 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,940700 0,000498404

ENSGALT00000056469 ENSGALT00000086534 ENSGALG00000004725 - 0,940591 0,00050112

ENSGALT00000056469 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,940486 0,00050375

ENSGALT00000056469 ENSGALT00000071196 ENSGALG00000030366 - 0,937383 0,000585329

ENSGALT00000056469 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,936459 0,000611181

ENSGALT00000056469 ENSGALT00000040072 ENSGALG00000005795 - 0,935982 0,00062483

ENSGALT00000056469 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,935509 0,000638551

ENSGALT00000056469 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,934249 0,000676042

ENSGALT00000056469 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,934044 0,000682289

ENSGALT00000056469 ENSGALT00000032123 ENSGALG00000020160 - 0,933077 0,000712204

ENSGALT00000056469 ENSGALT00000044321 ENSGALG00000026757 - 0,932789 0,0007213

ENSGALT00000056469 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,932105 0,000743143

ENSGALT00000056469 ENSGALT00000024139 ENSGALG00000014966 HGD 0,930215 0,000805763



ENSGALT00000056469 ENSGALT00000056823 ENSGALG00000039354 - 0,927906 0,000886869

ENSGALT00000056469 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,927321 0,00090822

ENSGALT00000056469 ENSGALT00000064075 ENSGALG00000036713 - 0,926315 0,000945715

ENSGALT00000056469 ENSGALT00000032169 ENSGALG00000011455 - 0,924936 0,000998745

ENSGALT00000056469 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,924887 0,001000693

ENSGALT00000056469 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,924516 0,001015301

ENSGALT00000056469 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,923708 0,001047578

ENSGALT00000056469 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,922749 0,001086806

ENSGALT00000056469 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,922376 0,001102292

ENSGALT00000056469 ENSGALT00000081277 ENSGALG00000042801 - 0,921616 0,001134309

ENSGALT00000056469 ENSGALT00000032121 ENSGALG00000020160 - 0,921583 0,001135739

ENSGALT00000056469 ENSGALT00000026988 ENSGALG00000016724 RGN 0,921578 0,001135941

ENSGALT00000056469 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,917424 0,001321942

ENSGALT00000056469 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,917422 0,00132203

ENSGALT00000056469 ENSGALT00000039781 ENSGALG00000023761 - 0,916219 0,001379348

ENSGALT00000056469 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,915506 0,001414108

ENSGALT00000056469 ENSGALT00000004493 ENSGALG00000002849 DER 0,914038 0,001487415

ENSGALT00000056469 ENSGALT00000017864 ENSGALG00000020390 - 0,913617 0,001508883

ENSGALT00000056469 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,913317 0,001524301

ENSGALT00000056469 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,913291 0,001525623

ENSGALT00000056469 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,913048 0,001538197

ENSGALT00000056469 ENSGALT00000040063 ENSGALG00000005795 - 0,912523 0,001565602

ENSGALT00000056469 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,910834 0,001655869

ENSGALT00000056469 ENSGALT00000009308 ENSGALG00000005795 - 0,909643 0,001721544

ENSGALT00000056469 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,909638 0,001721814

ENSGALT00000056469 ENSGALT00000004234 ENSGALG00000002688 NME4 0,909428 0,001733559

ENSGALT00000056469 ENSGALT00000074202 ENSGALG00000030614 - 0,908699 0,001774791

ENSGALT00000056469 ENSGALT00000054207 ENSGALG00000041161 - 0,906702 0,001890845

ENSGALT00000056469 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,906262 0,001917103

ENSGALT00000056469 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,905709 0,001950364

ENSGALT00000056469 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,903131 0,002110534

ENSGALT00000056469 ENSGALT00000038387 ENSGALG00000010293 - 0,901120 0,002241252

ENSGALT00000056469 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,900557 0,002278755

ENSGALT00000056469 ENSGALT00000005420 ENSGALG00000003427 USP3 0,898248 0,002436784

ENSGALT00000056469 ENSGALT00000087652 ENSGALG00000045700 - 0,897941 0,00245837

ENSGALT00000056469 ENSGALT00000073281 ENSGALG00000005795 - 0,897209 0,002510204

ENSGALT00000056469 ENSGALT00000058793 ENSGALG00000031408 SORD 0,896612 0,002552976

ENSGALT00000056469 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,894956 0,002674175

ENSGALT00000056469 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,894826 0,002683869

ENSGALT00000056469 ENSGALT00000047856 ENSGALG00000038169 - 0,894422 0,002714044

ENSGALT00000056469 ENSGALT00000076278 ENSGALG00000036572 - 0,893968 0,002748295

ENSGALT00000056469 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,893257 0,002802349

ENSGALT00000056469 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,890989 0,002979556

ENSGALT00000056469 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,889896 0,003067495

ENSGALT00000056469 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,889670 0,003085868

ENSGALT00000056469 ENSGALT00000027871 ENSGALG00000017241 - 0,888463 0,003185254

ENSGALT00000056469 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,885971 0,003396951

ENSGALT00000056469 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,885344 0,003451533

ENSGALT00000056469 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,883625 0,003604344

ENSGALT00000056469 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,882898 0,003670189

ENSGALT00000056469 ENSGALT00000007194 ENSGALG00000004518 - 0,882701 0,003688181

ENSGALT00000056469 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,882489 0,003707613

ENSGALT00000056469 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,882264 0,003728257

ENSGALT00000056469 ENSGALT00000089250 ENSGALG00000044870 - 0,880801 0,003864547

ENSGALT00000056469 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,878158 0,004118817

ENSGALT00000056469 ENSGALT00000074333 ENSGALG00000033852 - 0,877294 0,004204201



ENSGALT00000056469 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,876601 0,004273587

ENSGALT00000056469 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,874498 0,00448835

ENSGALT00000056469 ENSGALT00000048004 ENSGALG00000037629 - 0,874057 0,004534269

ENSGALT00000056469 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,873099 0,004635055

ENSGALT00000056469 ENSGALT00000038284 ENSGALG00000011421 HAL 0,872915 0,004654616

ENSGALT00000056469 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,872018 0,004750472

ENSGALT00000056469 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,871310 0,004827121

ENSGALT00000056469 ENSGALT00000082890 ENSGALG00000041604 - 0,868241 0,005168306

ENSGALT00000056469 ENSGALT00000078635 ENSGALG00000034504 - 0,867084 0,005300832

ENSGALT00000056469 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,865912 0,00543722

ENSGALT00000056469 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,862707 0,005821865

ENSGALT00000056469 ENSGALT00000023051 ENSGALG00000014252 - 0,860539 0,006091552

ENSGALT00000056469 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,858651 0,006332951

ENSGALT00000056469 ENSGALT00000061743 ENSGALG00000010189 - 0,857006 0,006548065

ENSGALT00000056469 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,856432 0,006624258

ENSGALT00000056469 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,856322 0,006638914

ENSGALT00000056469 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,856158 0,006660776

ENSGALT00000056469 ENSGALT00000011547 ENSGALG00000007127 - 0,855875 0,006698666

ENSGALT00000056469 ENSGALT00000085318 ENSGALG00000045446 - 0,854877 0,006833388

ENSGALT00000056469 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,853955 0,006959498

ENSGALT00000056469 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,853485 0,007024285

ENSGALT00000056469 ENSGALT00000024043 ENSGALG00000014908 FST 0,850056 0,007508615

ENSGALT00000056469 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,849415 0,007601572

ENSGALT00000056469 ENSGALT00000089602 ENSGALG00000005704 - 0,849156 0,007639254

ENSGALT00000056469 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,847516 0,007880873

ENSGALT00000056469 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,847370 0,007902692

ENSGALT00000056469 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,846510 0,008031515

ENSGALT00000056469 ENSGALT00000026579 ENSGALG00000016475 - 0,845787 0,008140864

ENSGALT00000056469 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,845216 0,008227853

ENSGALT00000056469 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,844411 0,008351572

ENSGALT00000056469 ENSGALT00000077159 ENSGALG00000039257 - 0,843576 0,008481164

ENSGALT00000056469 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,843412 0,008506829

ENSGALT00000056469 ENSGALT00000088451 ENSGALG00000044044 - 0,842722 0,008615091

ENSGALT00000056469 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,842142 0,008706609

ENSGALT00000056469 ENSGALT00000044387 ENSGALG00000027334 - 0,841345 0,008833624

ENSGALT00000056469 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,840740 0,00893071

ENSGALT00000056469 ENSGALT00000046971 ENSGALG00000021450 - 0,839027 0,009209569

ENSGALT00000056469 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,838169 0,009351222

ENSGALT00000056469 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,837654 0,009436961

ENSGALT00000056469 ENSGALT00000046716 ENSGALG00000040584 - 0,837520 0,009459351

ENSGALT00000056469 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,837447 0,009471553

ENSGALT00000056469 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,837271 0,009500908

ENSGALT00000056469 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,834589 0,009957205

ENSGALT00000056469 ENSGALT00000024632 ENSGALG00000015263 - 0,832252 0,010365943

ENSGALT00000056469 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,829046 0,010943644

ENSGALT00000056469 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,825414 0,011622339

ENSGALT00000056469 ENSGALT00000089702 ENSGALG00000045648 - 0,825186 0,011665993

ENSGALT00000056469 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,822901 0,01210726

ENSGALT00000056469 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,821693 0,012344802

ENSGALT00000056469 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,821183 0,012445846

ENSGALT00000056469 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,818863 0,012912616

ENSGALT00000056469 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,814207 0,013882411

ENSGALT00000056469 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,813171 0,01410414

ENSGALT00000056469 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,812302 0,014291983

ENSGALT00000056469 ENSGALT00000062888 ENSGALG00000042020 - 0,811702 0,014422386

ENSGALT00000056469 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,809646 0,014875476



ENSGALT00000056469 ENSGALT00000073249 ENSGALG00000021450 - 0,809105 0,014996097

ENSGALT00000056469 ENSGALT00000017449 ENSGALG00000010722 - 0,807123 0,015443443

ENSGALT00000056469 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,806526 0,015579839

ENSGALT00000056469 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,805101 0,015908518

ENSGALT00000056469 ENSGALT00000017871 ENSGALG00000010969 - 0,800987 0,016881286

ENSGALT00000056469 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,796890 0,017886201

ENSGALT00000056469 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,788885 0,019956056

ENSGALT00000056469 ENSGALT00000084127 ENSGALG00000046197 - 0,787534 0,020319253

ENSGALT00000056469 ENSGALT00000068577 ENSGALG00000035803 - 0,785309 0,020926689

ENSGALT00000056469 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,781653 0,021948689

ENSGALT00000056469 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,780869 0,022171825

ENSGALT00000056469 ENSGALT00000070619 ENSGALG00000034735 - 0,772664 0,024592203

ENSGALT00000056469 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,772225 0,024726296

ENSGALT00000056469 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,772154 0,024747965

ENSGALT00000056469 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,768488 0,025884248

ENSGALT00000056469 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,765808 0,026735119

ENSGALT00000056469 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,765645 0,026787461

ENSGALT00000056469 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,763858 0,027364891

ENSGALT00000056469 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,762946 0,027662768

ENSGALT00000056469 ENSGALT00000002818 ENSGALG00000001824 - 0,762573 0,027784923

ENSGALT00000056469 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,762461 0,027821608

ENSGALT00000056469 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,761587 0,028110072

ENSGALT00000056469 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,755595 0,030134797

ENSGALT00000056469 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,753011 0,031035107

ENSGALT00000056469 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,749964 0,032117333

ENSGALT00000056469 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,747717 0,032930235

ENSGALT00000056469 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,747206 0,033116925

ENSGALT00000056469 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,740453 0,035643664

ENSGALT00000056469 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,738986 0,036207745

ENSGALT00000056469 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,738189 0,036516479

ENSGALT00000056469 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,731309 0,039247661

ENSGALT00000056469 ENSGALT00000088901 ENSGALG00000044762 - 0,730125 0,039730043

ENSGALT00000056469 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,728027 0,040593168

ENSGALT00000056469 ENSGALT00000056830 ENSGALG00000033462 - 0,727560 0,040786796

ENSGALT00000056469 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,719201 0,0443488

ENSGALT00000056469 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,719170 0,044362652

ENSGALT00000056469 ENSGALT00000087867 ENSGALG00000006723 - 0,719154 0,044369482

ENSGALT00000056469 ENSGALT00000084832 ENSGALG00000015849 ME1 0,718224 0,0447772

ENSGALT00000056469 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,716120 0,045707427

ENSGALT00000056469 ENSGALT00000011621 ENSGALG00000007178 - 0,716062 0,045733511

ENSGALT00000056469 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,714622 0,046377321

ENSGALT00000056469 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,700239 0,053107382

ENSGALT00000056469 ENSGALT00000054028 ENSGALG00000033932 BF1 -0,706443 0,050137168

ENSGALT00000056469 ENSGALT00000026936 ENSGALG00000016690 - -0,712366 0,047396773

ENSGALT00000056469 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,714583 0,046394537

ENSGALT00000056469 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,717603 0,045050587

ENSGALT00000056469 ENSGALT00000001871 ENSGALG00000001234 CETP -0,718087 0,04483737

ENSGALT00000056469 ENSGALT00000064199 ENSGALG00000030773 CP -0,719265 0,044320957

ENSGALT00000056469 ENSGALT00000050127 ENSGALG00000029857 - -0,725379 0,04169898

ENSGALT00000056469 ENSGALT00000042197 ENSGALG00000025284 SNORD89 -0,728755 0,040292409

ENSGALT00000056469 ENSGALT00000057586 ENSGALG00000033730 - -0,730398 0,039618491

ENSGALT00000056469 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,732716 0,038679503

ENSGALT00000056469 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,733603 0,038323474

ENSGALT00000056469 ENSGALT00000017862 ENSGALG00000020388 - -0,747151 0,033137025

ENSGALT00000056469 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,750946 0,031766216

ENSGALT00000056469 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,762702 0,027742582



ENSGALT00000056469 ENSGALT00000059872 ENSGALG00000041621 - -0,765188 0,02693451

ENSGALT00000056469 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,766473 0,026522447

ENSGALT00000056469 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,769569 0,025546045

ENSGALT00000056469 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,771002 0,025101724

ENSGALT00000056469 ENSGALT00000085066 ENSGALG00000044326 - -0,771037 0,025091009

ENSGALT00000056469 ENSGALT00000031540 ENSGALG00000016669 - -0,773091 0,024462406

ENSGALT00000056469 ENSGALT00000079162 ENSGALG00000043044 - -0,773828 0,024239364

ENSGALT00000056469 ENSGALT00000073246 ENSGALG00000033498 - -0,774538 0,024025675

ENSGALT00000056469 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,776391 0,023473737

ENSGALT00000056469 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,779321 0,022616708

ENSGALT00000056469 ENSGALT00000036163 ENSGALG00000022586 HPX -0,779544 0,022552306

ENSGALT00000056469 ENSGALT00000089585 ENSGALG00000043917 - -0,780403 0,022305318

ENSGALT00000056469 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,780994 0,022136363

ENSGALT00000056469 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,782184 0,021798582

ENSGALT00000056469 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,786134 0,020699994

ENSGALT00000056469 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,786698 0,020546108

ENSGALT00000056469 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,786769 0,020526876

ENSGALT00000056469 ENSGALT00000082196 ENSGALG00000031149 - -0,787119 0,020431705

ENSGALT00000056469 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,790239 0,019595975

ENSGALT00000056469 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,795749 0,018172518

ENSGALT00000056469 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,796273 0,018040709

ENSGALT00000056469 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,798933 0,01738052

ENSGALT00000056469 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,800728 0,016943648

ENSGALT00000056469 ENSGALT00000016586 ENSGALG00000010203 - -0,802346 0,016555785

ENSGALT00000056469 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,808069 0,015228897

ENSGALT00000056469 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,811724 0,014417644

ENSGALT00000056469 ENSGALT00000086203 ENSGALG00000044772 - -0,812631 0,014220572

ENSGALT00000056469 ENSGALT00000045496 ENSGALG00000028341 - -0,813703 0,013989912

ENSGALT00000056469 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,816633 0,013371567

ENSGALT00000056469 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,818470 0,012992773

ENSGALT00000056469 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,820338 0,012614617

ENSGALT00000056469 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,824417 0,011813282

ENSGALT00000056469 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,825393 0,011626443

ENSGALT00000056469 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,825803 0,011548591

ENSGALT00000056469 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,826479 0,011420687

ENSGALT00000056469 ENSGALT00000040327 ENSGALG00000023950 - -0,827341 0,01125905

ENSGALT00000056469 ENSGALT00000010917 ENSGALG00000006756 - -0,827687 0,011194615

ENSGALT00000056469 ENSGALT00000086755 ENSGALG00000045640 - -0,827831 0,011167905

ENSGALT00000056469 ENSGALT00000031541 ENSGALG00000016668 - -0,829298 0,010897589

ENSGALT00000056469 ENSGALT00000015079 ENSGALG00000009268 FGG -0,830320 0,010711815

ENSGALT00000056469 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,830879 0,010610915

ENSGALT00000056469 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,831847 0,010437817

ENSGALT00000056469 ENSGALT00000036713 ENSGALG00000022815 - -0,835187 0,009854376

ENSGALT00000056469 ENSGALT00000000109 ENSGALG00000000081 - -0,837009 0,009544989

ENSGALT00000056469 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,837071 0,009534507

ENSGALT00000056469 ENSGALT00000017638 ENSGALG00000010853 C8B -0,837400 0,009479337

ENSGALT00000056469 ENSGALT00000038895 ENSGALG00000009262 FGB -0,838680 0,0092666

ENSGALT00000056469 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,842305 0,00868089

ENSGALT00000056469 ENSGALT00000023956 ENSGALG00000014840 C6 -0,842726 0,008614383

ENSGALT00000056469 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,843096 0,008556195

ENSGALT00000056469 ENSGALT00000008441 ENSGALG00000005257 - -0,843881 0,008433755

ENSGALT00000056469 ENSGALT00000015077 ENSGALG00000009266 FGA -0,847631 0,00786374

ENSGALT00000056469 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,850927 0,007383625

ENSGALT00000056469 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,851557 0,007294054

ENSGALT00000056469 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,852092 0,007218496

ENSGALT00000056469 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,855988 0,006683507



ENSGALT00000056469 ENSGALT00000026575 ENSGALG00000016471 - -0,856352 0,00663497

ENSGALT00000056469 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,856688 0,006590226

ENSGALT00000056469 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,857632 0,006465624

ENSGALT00000056469 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,860011 0,006158522

ENSGALT00000056469 ENSGALT00000003069 ENSGALG00000001975 - -0,861225 0,006005317

ENSGALT00000056469 ENSGALT00000063740 ENSGALG00000043044 - -0,864875 0,005559882

ENSGALT00000056469 ENSGALT00000008177 ENSGALG00000005099 - -0,867552 0,005246939

ENSGALT00000056469 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,867711 0,005228749

ENSGALT00000056469 ENSGALT00000075825 ENSGALG00000033661 - -0,869257 0,005053678

ENSGALT00000056469 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,870179 0,004951144

ENSGALT00000056469 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,874377 0,004500951

ENSGALT00000056469 ENSGALT00000052825 ENSGALG00000040434 - -0,876366 0,004297262

ENSGALT00000056469 ENSGALT00000000384 ENSGALG00000000293 - -0,877038 0,004229734

ENSGALT00000056469 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,877502 0,00418359

ENSGALT00000056469 ENSGALT00000043563 ENSGALG00000026970 - -0,877525 0,004181341

ENSGALT00000056469 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,878413 0,00409381

ENSGALT00000056469 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,878455 0,004089742

ENSGALT00000056469 ENSGALT00000001533 ENSGALG00000001035 - -0,883253 0,003637911

ENSGALT00000056469 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,884911 0,003489598

ENSGALT00000056469 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,885785 0,003413048

ENSGALT00000056469 ENSGALT00000027063 ENSGALG00000016761 - -0,886508 0,003350546

ENSGALT00000056469 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,887548 0,003261958

ENSGALT00000056469 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,891367 0,002949562

ENSGALT00000056469 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,894306 0,002722756

ENSGALT00000056469 ENSGALT00000044622 ENSGALG00000026677 F10 -0,896297 0,002575753

ENSGALT00000056469 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,898849 0,002395044

ENSGALT00000056469 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,902773 0,00213345

ENSGALT00000056469 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,904158 0,002045764

ENSGALT00000056469 ENSGALT00000023517 ENSGALG00000014585 - -0,912378 0,001573237

ENSGALT00000056469 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,912879 0,001547025

ENSGALT00000056469 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,919229 0,00123886

ENSGALT00000056469 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,921073 0,001157564

ENSGALT00000056469 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,924017 0,001035158

ENSGALT00000056469 ENSGALT00000017633 ENSGALG00000010850 C8A -0,924576 0,001012911

ENSGALT00000056469 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,925449 0,000978808

ENSGALT00000056469 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,931953 0,000748064

ENSGALT00000056469 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,933260 0,000706491

ENSGALT00000056469 ENSGALT00000083389 ENSGALG00000044326 - -0,948122 0,000335612

ENSGALT00000063846 ENSGALT00000009221 ENSGALG00000005739 SCD 0,999167 1,45E-09

ENSGALT00000063846 ENSGALT00000079625 ENSGALG00000005739 SCD 0,999103 1,80E-09

ENSGALT00000063846 ENSGALT00000038777 ENSGALG00000023444 APELA 0,998337 1,15E-08

ENSGALT00000063846 ENSGALT00000025553 ENSGALG00000015849 ME1 0,995880 1,74E-07

ENSGALT00000063846 ENSGALT00000084832 ENSGALG00000015849 ME1 0,995555 2,19E-07

ENSGALT00000063846 ENSGALT00000057505 ENSGALG00000006872 PISD 0,995284 2,61E-07

ENSGALT00000063846 ENSGALT00000053340 ENSGALG00000040896 FASN 0,995117 2,90E-07

ENSGALT00000063846 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,994525 4,09E-07

ENSGALT00000063846 ENSGALT00000011126 ENSGALG00000006872 PISD 0,993497 6,84E-07

ENSGALT00000063846 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,992972 8,63E-07

ENSGALT00000063846 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,991983 1,28E-06

ENSGALT00000063846 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,990046 2,45E-06

ENSGALT00000063846 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,988607 3,67E-06

ENSGALT00000063846 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,988098 4,18E-06

ENSGALT00000063846 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,987282 5,09E-06

ENSGALT00000063846 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,986355 6,29E-06

ENSGALT00000063846 ENSGALT00000051352 ENSGALG00000041296 - 0,985544 7,47E-06

ENSGALT00000063846 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,985527 7,50E-06



ENSGALT00000063846 ENSGALT00000063397 ENSGALG00000006723 - 0,985427 7,65E-06

ENSGALT00000063846 ENSGALT00000004577 ENSGALG00000002899 AACS 0,985386 7,72E-06

ENSGALT00000063846 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,983291 1,15E-05

ENSGALT00000063846 ENSGALT00000017871 ENSGALG00000010969 - 0,982480 1,33E-05

ENSGALT00000063846 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,980979 1,70E-05

ENSGALT00000063846 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,980203 1,91E-05

ENSGALT00000063846 ENSGALT00000087867 ENSGALG00000006723 - 0,979211 2,21E-05

ENSGALT00000063846 ENSGALT00000073442 ENSGALG00000029308 - 0,978674 2,39E-05

ENSGALT00000063846 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,976256 3,29E-05

ENSGALT00000063846 ENSGALT00000026507 ENSGALG00000016430 - 0,974645 4,00E-05

ENSGALT00000063846 ENSGALT00000024632 ENSGALG00000015263 - 0,973688 4,46E-05

ENSGALT00000063846 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,973177 4,73E-05

ENSGALT00000063846 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,972799 4,93E-05

ENSGALT00000063846 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,971348 5,75E-05

ENSGALT00000063846 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,970110 6,53E-05

ENSGALT00000063846 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,966361 9,28E-05

ENSGALT00000063846 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,964975 0,000104618

ENSGALT00000063846 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,964395 0,000109851

ENSGALT00000063846 ENSGALT00000024043 ENSGALG00000014908 FST 0,964227 0,0001114

ENSGALT00000063846 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,963197 0,000121206

ENSGALT00000063846 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,961044 0,000143512

ENSGALT00000063846 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,960189 0,000153073

ENSGALT00000063846 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,959855 0,00015692

ENSGALT00000063846 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,957492 0,000185953

ENSGALT00000063846 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,957238 0,000189276

ENSGALT00000063846 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,957067 0,000191523

ENSGALT00000063846 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,954643 0,000225415

ENSGALT00000063846 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,954037 0,000234468

ENSGALT00000063846 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,952621 0,000256524

ENSGALT00000063846 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,952368 0,000260607

ENSGALT00000063846 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,951088 0,000281911

ENSGALT00000063846 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,950649 0,000289471

ENSGALT00000063846 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,950335 0,000294969

ENSGALT00000063846 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,949287 0,000313787

ENSGALT00000063846 ENSGALT00000022468 ENSGALG00000013848 MVK 0,948545 0,000327567

ENSGALT00000063846 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,946385 0,000369971

ENSGALT00000063846 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,946017 0,000377529

ENSGALT00000063846 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,944160 0,00041725

ENSGALT00000063846 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,944097 0,000418665

ENSGALT00000063846 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,943146 0,000440075

ENSGALT00000063846 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,942715 0,000450007

ENSGALT00000063846 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,940950 0,000492229

ENSGALT00000063846 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,940055 0,000514587

ENSGALT00000063846 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,938801 0,000547041

ENSGALT00000063846 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,938134 0,000564845

ENSGALT00000063846 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,937633 0,000578456

ENSGALT00000063846 ENSGALT00000070619 ENSGALG00000034735 - 0,937573 0,000580095

ENSGALT00000063846 ENSGALT00000046971 ENSGALG00000021450 - 0,937223 0,000589755

ENSGALT00000063846 ENSGALT00000048004 ENSGALG00000037629 - 0,935746 0,00063163

ENSGALT00000063846 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,931960 0,000747824

ENSGALT00000063846 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,930427 0,000798572

ENSGALT00000063846 ENSGALT00000038740 ENSGALG00000023435 GATM 0,929977 0,000813899

ENSGALT00000063846 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,928388 0,000869502

ENSGALT00000063846 ENSGALT00000068577 ENSGALG00000035803 - 0,925581 0,000973727

ENSGALT00000063846 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,925271 0,000985691

ENSGALT00000063846 ENSGALT00000027871 ENSGALG00000017241 - 0,924810 0,001003713



ENSGALT00000063846 ENSGALT00000011769 ENSGALG00000007267 MVD 0,922317 0,001104763

ENSGALT00000063846 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,920594 0,001178332

ENSGALT00000063846 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,919779 0,001214222

ENSGALT00000063846 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,919696 0,001217933

ENSGALT00000063846 ENSGALT00000002018 ENSGALG00000001320 - 0,919195 0,001240402

ENSGALT00000063846 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,918788 0,00125883

ENSGALT00000063846 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,918772 0,001259557

ENSGALT00000063846 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,915585 0,001410236

ENSGALT00000063846 ENSGALT00000061743 ENSGALG00000010189 - 0,915507 0,001414053

ENSGALT00000063846 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,915262 0,00142611

ENSGALT00000063846 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,914287 0,001474808

ENSGALT00000063846 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,914195 0,001479456

ENSGALT00000063846 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,912561 0,001563623

ENSGALT00000063846 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,908610 0,001779858

ENSGALT00000063846 ENSGALT00000081175 ENSGALG00000029947 - 0,908239 0,001801092

ENSGALT00000063846 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,907515 0,00184301

ENSGALT00000063846 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,906780 0,001886219

ENSGALT00000063846 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,904092 0,002049857

ENSGALT00000063846 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,903807 0,002067766

ENSGALT00000063846 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,902480 0,0021523

ENSGALT00000063846 ENSGALT00000044321 ENSGALG00000026757 - 0,900010 0,00231556

ENSGALT00000063846 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,897328 0,002501726

ENSGALT00000063846 ENSGALT00000087999 ENSGALG00000006198 LSS 0,896876 0,002534005

ENSGALT00000063846 ENSGALT00000002818 ENSGALG00000001824 - 0,895869 0,002606909

ENSGALT00000063846 ENSGALT00000089702 ENSGALG00000045648 - 0,895868 0,002606975

ENSGALT00000063846 ENSGALT00000073281 ENSGALG00000005795 - 0,895568 0,002628998

ENSGALT00000063846 ENSGALT00000082890 ENSGALG00000041604 - 0,894362 0,002718591

ENSGALT00000063846 ENSGALT00000068873 ENSGALG00000006198 LSS 0,892911 0,00282895

ENSGALT00000063846 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,890678 0,003004371

ENSGALT00000063846 ENSGALT00000044496 ENSGALG00000028880 - 0,890639 0,003007544

ENSGALT00000063846 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,889513 0,003098651

ENSGALT00000063846 ENSGALT00000078635 ENSGALG00000034504 - 0,886450 0,003355515

ENSGALT00000063846 ENSGALT00000054207 ENSGALG00000041161 - 0,885098 0,003473127

ENSGALT00000063846 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,883963 0,003573934

ENSGALT00000063846 ENSGALT00000062888 ENSGALG00000042020 - 0,883671 0,003600129

ENSGALT00000063846 ENSGALT00000086534 ENSGALG00000004725 - 0,883061 0,003655336

ENSGALT00000063846 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,882352 0,00372021

ENSGALT00000063846 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,877605 0,004173411

ENSGALT00000063846 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,875657 0,004369124

ENSGALT00000063846 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,873378 0,004605545

ENSGALT00000063846 ENSGALT00000064075 ENSGALG00000036713 - 0,873302 0,004613572

ENSGALT00000063846 ENSGALT00000080092 ENSGALG00000012112 - 0,872126 0,004738869

ENSGALT00000063846 ENSGALT00000085318 ENSGALG00000045446 - 0,871843 0,00476938

ENSGALT00000063846 ENSGALT00000024139 ENSGALG00000014966 HGD 0,869847 0,004987844

ENSGALT00000063846 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,869608 0,005014495

ENSGALT00000063846 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,867695 0,005230536

ENSGALT00000063846 ENSGALT00000074202 ENSGALG00000030614 - 0,863525 0,005722049

ENSGALT00000063846 ENSGALT00000040072 ENSGALG00000005795 - 0,862688 0,005824203

ENSGALT00000063846 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,858078 0,006407394

ENSGALT00000063846 ENSGALT00000068270 ENSGALG00000034917 - 0,857945 0,006424745

ENSGALT00000063846 ENSGALT00000040063 ENSGALG00000005795 - 0,857020 0,006546184

ENSGALT00000063846 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,854184 0,00692807

ENSGALT00000063846 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,854050 0,006946469

ENSGALT00000063846 ENSGALT00000081277 ENSGALG00000042801 - 0,853656 0,007000658

ENSGALT00000063846 ENSGALT00000073249 ENSGALG00000021450 - 0,852424 0,007171914

ENSGALT00000063846 ENSGALT00000071196 ENSGALG00000030366 - 0,847730 0,007849097



ENSGALT00000063846 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,845228 0,008226116

ENSGALT00000063846 ENSGALT00000084127 ENSGALG00000046197 - 0,844645 0,008315501

ENSGALT00000063846 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,843174 0,008543989

ENSGALT00000063846 ENSGALT00000039781 ENSGALG00000023761 - 0,842970 0,008575937

ENSGALT00000063846 ENSGALT00000024419 ENSGALG00000015134 - 0,842911 0,008585304

ENSGALT00000063846 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,841281 0,008843935

ENSGALT00000063846 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,840972 0,008893406

ENSGALT00000063846 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,839483 0,009134798

ENSGALT00000063846 ENSGALT00000047996 ENSGALG00000042168 - 0,838431 0,00930784

ENSGALT00000063846 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,838086 0,009364962

ENSGALT00000063846 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,837896 0,009396559

ENSGALT00000063846 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,837368 0,009484734

ENSGALT00000063846 ENSGALT00000020401 ENSGALG00000012488 TST 0,836596 0,009614553

ENSGALT00000063846 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,835199 0,009852324

ENSGALT00000063846 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,831918 0,010425175

ENSGALT00000063846 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,831142 0,010563765

ENSGALT00000063846 ENSGALT00000087652 ENSGALG00000045700 - 0,830819 0,010621725

ENSGALT00000063846 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,829713 0,010821966

ENSGALT00000063846 ENSGALT00000002682 ENSGALG00000001749 ACSBG2 0,829647 0,010833919

ENSGALT00000063846 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,829245 0,010907207

ENSGALT00000063846 ENSGALT00000026601 ENSGALG00000016491 APOB 0,829234 0,010909372

ENSGALT00000063846 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,827403 0,011247601

ENSGALT00000063846 ENSGALT00000083952 ENSGALG00000030187 CAT 0,827006 0,011321687

ENSGALT00000063846 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,825694 0,011569263

ENSGALT00000063846 ENSGALT00000032169 ENSGALG00000011455 - 0,825499 0,011606173

ENSGALT00000063846 ENSGALT00000006584 ENSGALG00000004141 - 0,825163 0,011670388

ENSGALT00000063846 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,824532 0,011791166

ENSGALT00000063846 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,824078 0,011878563

ENSGALT00000063846 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,823320 0,012025597

ENSGALT00000063846 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,823155 0,012057744

ENSGALT00000063846 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,822777 0,012131515

ENSGALT00000063846 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,821992 0,012285795

ENSGALT00000063846 ENSGALT00000005420 ENSGALG00000003427 USP3 0,818200 0,013047963

ENSGALT00000063846 ENSGALT00000026335 ENSGALG00000016324 - 0,817823 0,013125428

ENSGALT00000063846 ENSGALT00000076278 ENSGALG00000036572 - 0,814450 0,013830686

ENSGALT00000063846 ENSGALT00000014086 ENSGALG00000008646 - 0,813267 0,014083562

ENSGALT00000063846 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,812949 0,014151886

ENSGALT00000063846 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,812096 0,014336725

ENSGALT00000063846 ENSGALT00000065964 ENSGALG00000001863 - 0,811029 0,014569697

ENSGALT00000063846 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,810375 0,014713738

ENSGALT00000063846 ENSGALT00000063292 ENSGALG00000030187 CAT 0,809952 0,014807488

ENSGALT00000063846 ENSGALT00000004234 ENSGALG00000002688 NME4 0,808371 0,015160956

ENSGALT00000063846 ENSGALT00000009308 ENSGALG00000005795 - 0,808218 0,015195221

ENSGALT00000063846 ENSGALT00000042798 ENSGALG00000025738 - 0,806724 0,015534544

ENSGALT00000063846 ENSGALT00000023973 ENSGALG00000014855 - 0,805951 0,015711953

ENSGALT00000063846 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,805530 0,015809002

ENSGALT00000063846 ENSGALT00000036719 ENSGALG00000019845 - 0,805382 0,015843168

ENSGALT00000063846 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,804793 0,015980062

ENSGALT00000063846 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,803619 0,016254702

ENSGALT00000063846 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,801727 0,016703528

ENSGALT00000063846 ENSGALT00000083141 ENSGALG00000046329 - 0,799672 0,017199701

ENSGALT00000063846 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,798936 0,017379718

ENSGALT00000063846 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,798758 0,017423422

ENSGALT00000063846 ENSGALT00000023329 ENSGALG00000014447 AK3 0,798174 0,017567349

ENSGALT00000063846 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,797339 0,017774345

ENSGALT00000063846 ENSGALT00000011547 ENSGALG00000007127 - 0,795174 0,018317986



ENSGALT00000063846 ENSGALT00000051020 ENSGALG00000042672 - 0,793395 0,018772389

ENSGALT00000063846 ENSGALT00000088901 ENSGALG00000044762 - 0,791777 0,019191949

ENSGALT00000063846 ENSGALT00000017864 ENSGALG00000020390 - 0,791599 0,019238277

ENSGALT00000063846 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,791362 0,019300244

ENSGALT00000063846 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,791212 0,019339622

ENSGALT00000063846 ENSGALT00000002892 ENSGALG00000001863 - 0,788119 0,020161343

ENSGALT00000063846 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,787147 0,020424151

ENSGALT00000063846 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,785210 0,020953906

ENSGALT00000063846 ENSGALT00000035078 ENSGALG00000002595 - 0,782765 0,021634794

ENSGALT00000063846 ENSGALT00000056823 ENSGALG00000039354 - 0,781755 0,021919862

ENSGALT00000063846 ENSGALT00000089110 ENSGALG00000045714 - 0,781530 0,021983822

ENSGALT00000063846 ENSGALT00000001314 ENSGALG00000000893 TAT 0,776337 0,023489712

ENSGALT00000063846 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,773562 0,024319716

ENSGALT00000063846 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,772948 0,024505822

ENSGALT00000063846 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,772260 0,024715671

ENSGALT00000063846 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,771876 0,024832909

ENSGALT00000063846 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,770677 0,025202014

ENSGALT00000063846 ENSGALT00000004493 ENSGALG00000002849 DER 0,769224 0,02565384

ENSGALT00000063846 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,768267 0,025953764

ENSGALT00000063846 ENSGALT00000011621 ENSGALG00000007178 - 0,767713 0,0261288

ENSGALT00000063846 ENSGALT00000038387 ENSGALG00000010293 - 0,766174 0,026617944

ENSGALT00000063846 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,763373 0,027523007

ENSGALT00000063846 ENSGALT00000065362 ENSGALG00000034674 - 0,761730 0,028062517

ENSGALT00000063846 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,761406 0,028169659

ENSGALT00000063846 ENSGALT00000017449 ENSGALG00000010722 - 0,760978 0,028311895

ENSGALT00000063846 ENSGALT00000087708 ENSGALG00000045747 - 0,754694 0,03044706

ENSGALT00000063846 ENSGALT00000026897 ENSGALG00000016667 - 0,754232 0,030607733

ENSGALT00000063846 ENSGALT00000016271 ENSGALG00000010018 - 0,745933 0,033584362

ENSGALT00000063846 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,745470 0,033755395

ENSGALT00000063846 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,741023 0,03542609

ENSGALT00000063846 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,740305 0,035700429

ENSGALT00000063846 ENSGALT00000061955 ENSGALG00000042079 NID1 0,737258 0,036879073

ENSGALT00000063846 ENSGALT00000018962 ENSGALG00000011612 GC 0,732364 0,038821305

ENSGALT00000063846 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,732191 0,038890707

ENSGALT00000063846 ENSGALT00000026988 ENSGALG00000016724 RGN 0,729706 0,039901267

ENSGALT00000063846 ENSGALT00000089250 ENSGALG00000044870 - 0,727366 0,040867473

ENSGALT00000063846 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,727341 0,040878036

ENSGALT00000063846 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,724189 0,042201527

ENSGALT00000063846 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,720537 0,043767319

ENSGALT00000063846 ENSGALT00000058793 ENSGALG00000031408 SORD 0,719931 0,044030591

ENSGALT00000063846 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,717360 0,0451576

ENSGALT00000063846 ENSGALT00000080941 ENSGALG00000037076 GART 0,715313 0,046067541

ENSGALT00000063846 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,714067 0,046626511

ENSGALT00000063846 ENSGALT00000077159 ENSGALG00000039257 - 0,713472 0,046895063

ENSGALT00000063846 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,712972 0,047121229

ENSGALT00000063846 ENSGALT00000006930 ENSGALG00000004343 - 0,710791 0,048116212

ENSGALT00000063846 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,707859 0,049473468

ENSGALT00000063846 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,706012 0,050340244

ENSGALT00000063846 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,705012 0,050813103

ENSGALT00000063846 ENSGALT00000036427 ENSGALG00000017185 TMEM123 0,703263 0,051646799

ENSGALT00000063846 ENSGALT00000089602 ENSGALG00000005704 - 0,700706 0,052880265

ENSGALT00000063846 ENSGALT00000036163 ENSGALG00000022586 HPX -0,700746 0,052860616

ENSGALT00000063846 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,701892 0,052305894

ENSGALT00000063846 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,701976 0,052265136

ENSGALT00000063846 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,705314 0,050670128

ENSGALT00000063846 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,707191 0,049785601



ENSGALT00000063846 ENSGALT00000008441 ENSGALG00000005257 - -0,708510 0,049170229

ENSGALT00000063846 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,710464 0,048266398

ENSGALT00000063846 ENSGALT00000075825 ENSGALG00000033661 - -0,713155 0,047038555

ENSGALT00000063846 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,714979 0,046216928

ENSGALT00000063846 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,715307 0,046070428

ENSGALT00000063846 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,715837 0,045833754

ENSGALT00000063846 ENSGALT00000026936 ENSGALG00000016690 - -0,720082 0,043964811

ENSGALT00000063846 ENSGALT00000026937 ENSGALG00000016690 - -0,723221 0,042613422

ENSGALT00000063846 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,724586 0,04203363

ENSGALT00000063846 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,729682 0,039911333

ENSGALT00000063846 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,735919 0,037404376

ENSGALT00000063846 ENSGALT00000052825 ENSGALG00000040434 - -0,737648 0,036726668

ENSGALT00000063846 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,738251 0,0364924

ENSGALT00000063846 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,738695 0,03632029

ENSGALT00000063846 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,739350 0,036067277

ENSGALT00000063846 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,740718 0,035542397

ENSGALT00000063846 ENSGALT00000000384 ENSGALG00000000293 - -0,742022 0,035046535

ENSGALT00000063846 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,749690 0,032215942

ENSGALT00000063846 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,749877 0,032148737

ENSGALT00000063846 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,750672 0,031863893

ENSGALT00000063846 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,753888 0,030727812

ENSGALT00000063846 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,758221 0,02923662

ENSGALT00000063846 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,765931 0,026695774

ENSGALT00000063846 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,767933 0,026059337

ENSGALT00000063846 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,768404 0,025910772

ENSGALT00000063846 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,769568 0,025546414

ENSGALT00000063846 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,780015 0,022416628

ENSGALT00000063846 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,782749 0,021639189

ENSGALT00000063846 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,785816 0,020787168

ENSGALT00000063846 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,785945 0,02075176

ENSGALT00000063846 ENSGALT00000036713 ENSGALG00000022815 - -0,786325 0,020647987

ENSGALT00000063846 ENSGALT00000040327 ENSGALG00000023950 - -0,786404 0,020626347

ENSGALT00000063846 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,788202 0,02013915

ENSGALT00000063846 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,791240 0,019332232

ENSGALT00000063846 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,798882 0,017393044

ENSGALT00000063846 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,803888 0,016191444

ENSGALT00000063846 ENSGALT00000023956 ENSGALG00000014840 C6 -0,812827 0,01417832

ENSGALT00000063846 ENSGALT00000031540 ENSGALG00000016669 - -0,818194 0,013049355

ENSGALT00000063846 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,818720 0,012941738

ENSGALT00000063846 ENSGALT00000008177 ENSGALG00000005099 - -0,833128 0,0102115

ENSGALT00000063846 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,835827 0,009744997

ENSGALT00000063846 ENSGALT00000017633 ENSGALG00000010850 C8A -0,839393 0,009149448

ENSGALT00000063846 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,851418 0,007313847

ENSGALT00000063846 ENSGALT00000038895 ENSGALG00000009262 FGB -0,860331 0,006117885

ENSGALT00000063846 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,868275 0,005164447

ENSGALT00000063846 ENSGALT00000003069 ENSGALG00000001975 - -0,870679 0,004896056

ENSGALT00000063846 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,877269 0,004206684

ENSGALT00000063846 ENSGALT00000079162 ENSGALG00000043044 - -0,883505 0,003615083

ENSGALT00000063846 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,885849 0,003407464

ENSGALT00000063846 ENSGALT00000063740 ENSGALG00000043044 - -0,889908 0,003066464

ENSGALT00000063846 ENSGALT00000084217 ENSGALG00000003876 - -0,891527 0,002936845

ENSGALT00000063846 ENSGALT00000015077 ENSGALG00000009266 FGA -0,893849 0,002757243

ENSGALT00000063846 ENSGALT00000046070 ENSGALG00000028451 - -0,894408 0,002715129

ENSGALT00000063846 ENSGALT00000015079 ENSGALG00000009268 FGG -0,899226 0,002369052

ENSGALT00000063846 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,901373 0,002224513

ENSGALT00000063846 ENSGALT00000017638 ENSGALG00000010853 C8B -0,909241 0,001744066



ENSGALT00000074300 ENSGALT00000038284 ENSGALG00000011421 HAL 0,996965 6,97E-08

ENSGALT00000074300 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,991764 1,39E-06

ENSGALT00000074300 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,987670 4,64E-06

ENSGALT00000074300 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,982353 1,36E-05

ENSGALT00000074300 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,981836 1,48E-05

ENSGALT00000074300 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,980967 1,70E-05

ENSGALT00000074300 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,978844 2,33E-05

ENSGALT00000074300 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,978298 2,51E-05

ENSGALT00000074300 ENSGALT00000018735 ENSGALG00000011497 PECR 0,967785 8,16E-05

ENSGALT00000074300 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,967079 8,70E-05

ENSGALT00000074300 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,965639 9,88E-05

ENSGALT00000074300 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,962309 0,000130103

ENSGALT00000074300 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,961255 0,000141216

ENSGALT00000074300 ENSGALT00000014282 ENSGALG00000008784 - 0,957583 0,000184769

ENSGALT00000074300 ENSGALT00000056830 ENSGALG00000033462 - 0,954472 0,00022794

ENSGALT00000074300 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,948355 0,000331168

ENSGALT00000074300 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,948034 0,000337309

ENSGALT00000074300 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,942054 0,000465517

ENSGALT00000074300 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,940932 0,000492675

ENSGALT00000074300 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,927388 0,000905762

ENSGALT00000074300 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,927264 0,000910312

ENSGALT00000074300 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,926604 0,000934833

ENSGALT00000074300 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,925996 0,000957831

ENSGALT00000074300 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,925682 0,000969811

ENSGALT00000074300 ENSGALT00000074333 ENSGALG00000033852 - 0,925666 0,000970427

ENSGALT00000074300 ENSGALT00000018962 ENSGALG00000011612 GC 0,924299 0,001023885

ENSGALT00000074300 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,924145 0,001030019

ENSGALT00000074300 ENSGALT00000046716 ENSGALG00000040584 - 0,923708 0,001047591

ENSGALT00000074300 ENSGALT00000044387 ENSGALG00000027334 - 0,922377 0,001102234

ENSGALT00000074300 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,919187 0,001240723

ENSGALT00000074300 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,918185 0,001286497

ENSGALT00000074300 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,917083 0,001338046

ENSGALT00000074300 ENSGALT00000016271 ENSGALG00000010018 - 0,916249 0,001377928

ENSGALT00000074300 ENSGALT00000007194 ENSGALG00000004518 - 0,915435 0,00141761

ENSGALT00000074300 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,914589 0,001459623

ENSGALT00000074300 ENSGALT00000067152 ENSGALG00000040117 - 0,914033 0,001487688

ENSGALT00000074300 ENSGALT00000007080 ENSGALG00000004449 - 0,913717 0,00150375

ENSGALT00000074300 ENSGALT00000080710 ENSGALG00000006344 - 0,912408 0,00157163

ENSGALT00000074300 ENSGALT00000026579 ENSGALG00000016475 - 0,912178 0,001583809

ENSGALT00000074300 ENSGALT00000087708 ENSGALG00000045747 - 0,911250 0,001633342

ENSGALT00000074300 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,910545 0,001671685

ENSGALT00000074300 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,907255 0,001858248

ENSGALT00000074300 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,906039 0,001930455

ENSGALT00000074300 ENSGALT00000006930 ENSGALG00000004343 - 0,905568 0,001958938

ENSGALT00000074300 ENSGALT00000089602 ENSGALG00000005704 - 0,904909 0,001999201

ENSGALT00000074300 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,902148 0,002173767

ENSGALT00000074300 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,898614 0,002411333

ENSGALT00000074300 ENSGALT00000077159 ENSGALG00000039257 - 0,897029 0,002523025

ENSGALT00000074300 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,896051 0,002593672

ENSGALT00000074300 ENSGALT00000038387 ENSGALG00000010293 - 0,895899 0,00260478

ENSGALT00000074300 ENSGALT00000056823 ENSGALG00000039354 - 0,891968 0,002902207

ENSGALT00000074300 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,891592 0,002931759

ENSGALT00000074300 ENSGALT00000019412 ENSGALG00000011894 - 0,890920 0,002985085

ENSGALT00000074300 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,886974 0,003310678

ENSGALT00000074300 ENSGALT00000002892 ENSGALG00000001863 - 0,886413 0,003358713

ENSGALT00000074300 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,885210 0,003463343



ENSGALT00000074300 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,884105 0,003561209

ENSGALT00000074300 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,883463 0,003618912

ENSGALT00000074300 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,880859 0,003859092

ENSGALT00000074300 ENSGALT00000087557 ENSGALG00000044733 - 0,879255 0,004012026

ENSGALT00000074300 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,877284 0,004205211

ENSGALT00000074300 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,876970 0,004236518

ENSGALT00000074300 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,876198 0,004314201

ENSGALT00000074300 ENSGALT00000051020 ENSGALG00000042672 - 0,875749 0,004359806

ENSGALT00000074300 ENSGALT00000054524 ENSGALG00000023925 - 0,875045 0,004431898

ENSGALT00000074300 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,872917 0,004654427

ENSGALT00000074300 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,869015 0,005080864

ENSGALT00000074300 ENSGALT00000023329 ENSGALG00000014447 AK3 0,868203 0,005172641

ENSGALT00000074300 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,866155 0,00540881

ENSGALT00000074300 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,862377 0,005862372

ENSGALT00000074300 ENSGALT00000004493 ENSGALG00000002849 DER 0,861307 0,005995089

ENSGALT00000074300 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,858840 0,006308471

ENSGALT00000074300 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,857727 0,006453178

ENSGALT00000074300 ENSGALT00000005420 ENSGALG00000003427 USP3 0,855678 0,006725147

ENSGALT00000074300 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,851163 0,007349995

ENSGALT00000074300 ENSGALT00000026601 ENSGALG00000016491 APOB 0,850496 0,007445391

ENSGALT00000074300 ENSGALT00000065964 ENSGALG00000001863 - 0,848444 0,007743535

ENSGALT00000074300 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,847417 0,007895612

ENSGALT00000074300 ENSGALT00000087652 ENSGALG00000045700 - 0,846455 0,008039803

ENSGALT00000074300 ENSGALT00000076278 ENSGALG00000036572 - 0,845003 0,008260594

ENSGALT00000074300 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,844569 0,008327201

ENSGALT00000074300 ENSGALT00000031834 ENSGALG00000011287 - 0,843159 0,008546422

ENSGALT00000074300 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,840970 0,008893711

ENSGALT00000074300 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,840582 0,00895633

ENSGALT00000074300 ENSGALT00000052854 ENSGALG00000034312 - 0,839394 0,009149398

ENSGALT00000074300 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,838102 0,00936225

ENSGALT00000074300 ENSGALT00000063292 ENSGALG00000030187 CAT 0,836397 0,009648162

ENSGALT00000074300 ENSGALT00000039781 ENSGALG00000023761 - 0,836105 0,009697564

ENSGALT00000074300 ENSGALT00000024419 ENSGALG00000015134 - 0,835532 0,009795192

ENSGALT00000074300 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,834885 0,009906268

ENSGALT00000074300 ENSGALT00000071196 ENSGALG00000030366 - 0,833961 0,010065957

ENSGALT00000074300 ENSGALT00000088451 ENSGALG00000044044 - 0,830233 0,010727559

ENSGALT00000074300 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,826834 0,011354023

ENSGALT00000074300 ENSGALT00000023051 ENSGALG00000014252 - 0,826135 0,011485727

ENSGALT00000074300 ENSGALT00000008787 ENSGALG00000023925 - 0,825502 0,011605728

ENSGALT00000074300 ENSGALT00000011547 ENSGALG00000007127 - 0,824118 0,01187097

ENSGALT00000074300 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,823486 0,011993322

ENSGALT00000074300 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,822851 0,012117108

ENSGALT00000074300 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,821364 0,012409968

ENSGALT00000074300 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,821357 0,012411391

ENSGALT00000074300 ENSGALT00000087736 ENSGALG00000044682 - 0,821242 0,012434159

ENSGALT00000074300 ENSGALT00000040063 ENSGALG00000005795 - 0,815241 0,013663096

ENSGALT00000074300 ENSGALT00000036719 ENSGALG00000019845 - 0,815191 0,013673645

ENSGALT00000074300 ENSGALT00000009308 ENSGALG00000005795 - 0,814099 0,013905402

ENSGALT00000074300 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,811280 0,014514635

ENSGALT00000074300 ENSGALT00000001061 ENSGALG00000021451 - 0,810351 0,014719126

ENSGALT00000074300 ENSGALT00000068270 ENSGALG00000034917 - 0,810176 0,014757795

ENSGALT00000074300 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,808917 0,015038327

ENSGALT00000074300 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,808625 0,015103706

ENSGALT00000074300 ENSGALT00000047856 ENSGALG00000038169 - 0,808622 0,015104363

ENSGALT00000074300 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,808030 0,015237777

ENSGALT00000074300 ENSGALT00000040072 ENSGALG00000005795 - 0,807014 0,01546831



ENSGALT00000074300 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,799215 0,017311494

ENSGALT00000074300 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,799047 0,017352507

ENSGALT00000074300 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,796742 0,017923261

ENSGALT00000074300 ENSGALT00000083952 ENSGALG00000030187 CAT 0,796632 0,017950712

ENSGALT00000074300 ENSGALT00000020401 ENSGALG00000012488 TST 0,796415 0,018005075

ENSGALT00000074300 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,789001 0,019924935

ENSGALT00000074300 ENSGALT00000020815 ENSGALG00000012754 PAH 0,787418 0,020350556

ENSGALT00000074300 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,783816 0,021340449

ENSGALT00000074300 ENSGALT00000086928 ENSGALG00000043990 - 0,781816 0,021902594

ENSGALT00000074300 ENSGALT00000064075 ENSGALG00000036713 - 0,781042 0,02212268

ENSGALT00000074300 ENSGALT00000078635 ENSGALG00000034504 - 0,779904 0,022448593

ENSGALT00000074300 ENSGALT00000006584 ENSGALG00000004141 - 0,778716 0,022792027

ENSGALT00000074300 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,776837 0,023341876

ENSGALT00000074300 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,776828 0,023344563

ENSGALT00000074300 ENSGALT00000065362 ENSGALG00000034674 - 0,776074 0,023567424

ENSGALT00000074300 ENSGALT00000073281 ENSGALG00000005795 - 0,775354 0,023781668

ENSGALT00000074300 ENSGALT00000023973 ENSGALG00000014855 - 0,775181 0,023833165

ENSGALT00000074300 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,773857 0,024230842

ENSGALT00000074300 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,773279 0,024405624

ENSGALT00000074300 ENSGALT00000080092 ENSGALG00000012112 - 0,771879 0,024831965

ENSGALT00000074300 ENSGALT00000082890 ENSGALG00000041604 - 0,771184 0,025045711

ENSGALT00000074300 ENSGALT00000011621 ENSGALG00000007178 - 0,771154 0,025054939

ENSGALT00000074300 ENSGALT00000084127 ENSGALG00000046197 - 0,767272 0,026268372

ENSGALT00000074300 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,764453 0,027171847

ENSGALT00000074300 ENSGALT00000081277 ENSGALG00000042801 - 0,763156 0,027593927

ENSGALT00000074300 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,761794 0,028041625

ENSGALT00000074300 ENSGALT00000004234 ENSGALG00000002688 NME4 0,761286 0,028209448

ENSGALT00000074300 ENSGALT00000063525 ENSGALG00000023925 - 0,761013 0,028300065

ENSGALT00000074300 ENSGALT00000017864 ENSGALG00000020390 - 0,758064 0,029289944

ENSGALT00000074300 ENSGALT00000073249 ENSGALG00000021450 - 0,757699 0,029413884

ENSGALT00000074300 ENSGALT00000035078 ENSGALG00000002595 - 0,756225 0,029917796

ENSGALT00000074300 ENSGALT00000050726 ENSGALG00000021450 - 0,753546 0,030847303

ENSGALT00000074300 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,750654 0,031870167

ENSGALT00000074300 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,749303 0,032355149

ENSGALT00000074300 ENSGALT00000044321 ENSGALG00000026757 - 0,749153 0,032409233

ENSGALT00000074300 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,748744 0,03255711

ENSGALT00000074300 ENSGALT00000026897 ENSGALG00000016667 - 0,745065 0,033905696

ENSGALT00000074300 ENSGALT00000061955 ENSGALG00000042079 NID1 0,744490 0,03411958

ENSGALT00000074300 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,743711 0,034410415

ENSGALT00000074300 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,741693 0,035171223

ENSGALT00000074300 ENSGALT00000088901 ENSGALG00000044762 - 0,739784 0,035900328

ENSGALT00000074300 ENSGALT00000062888 ENSGALG00000042020 - 0,739148 0,036145136

ENSGALT00000074300 ENSGALT00000054207 ENSGALG00000041161 - 0,738512 0,036390924

ENSGALT00000074300 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,737711 0,036702184

ENSGALT00000074300 ENSGALT00000032169 ENSGALG00000011455 - 0,735030 0,037755732

ENSGALT00000074300 ENSGALT00000032123 ENSGALG00000020160 - 0,734905 0,037805021

ENSGALT00000074300 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,734268 0,038058312

ENSGALT00000074300 ENSGALT00000061743 ENSGALG00000010189 - 0,732846 0,038627085

ENSGALT00000074300 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,728672 0,040326755

ENSGALT00000074300 ENSGALT00000027871 ENSGALG00000017241 - 0,726819 0,04109521

ENSGALT00000074300 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,724585 0,042033884

ENSGALT00000074300 ENSGALT00000068608 ENSGALG00000030324 KIAA1324L 0,724343 0,042136535

ENSGALT00000074300 ENSGALT00000080941 ENSGALG00000037076 GART 0,723201 0,042621616

ENSGALT00000074300 ENSGALT00000089110 ENSGALG00000045714 - 0,721897 0,04318032

ENSGALT00000074300 ENSGALT00000085318 ENSGALG00000045446 - 0,720677 0,04370657

ENSGALT00000074300 ENSGALT00000086534 ENSGALG00000004725 - 0,718587 0,044617831



ENSGALT00000074300 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,712051 0,047540118

ENSGALT00000074300 ENSGALT00000001314 ENSGALG00000000893 TAT 0,706809 0,049964783

ENSGALT00000074300 ENSGALT00000028521 ENSGALG00000017814 SNORA18 0,701601 0,052446438

ENSGALT00000074300 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,703630 0,051471089

ENSGALT00000074300 ENSGALT00000057586 ENSGALG00000033730 - -0,707462 0,049659038

ENSGALT00000074300 ENSGALT00000026936 ENSGALG00000016690 - -0,712519 0,047327176

ENSGALT00000074300 ENSGALT00000063740 ENSGALG00000043044 - -0,712537 0,047318852

ENSGALT00000074300 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,712640 0,04727188

ENSGALT00000074300 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,714008 0,046653422

ENSGALT00000074300 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,715075 0,046174191

ENSGALT00000074300 ENSGALT00000001871 ENSGALG00000001234 CETP -0,719217 0,044341715

ENSGALT00000074300 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,735719 0,037483024

ENSGALT00000074300 ENSGALT00000009519 ENSGALG00000021139 - -0,738406 0,036432085

ENSGALT00000074300 ENSGALT00000003069 ENSGALG00000001975 - -0,738721 0,03631011

ENSGALT00000074300 ENSGALT00000016586 ENSGALG00000010203 - -0,739944 0,03583887

ENSGALT00000074300 ENSGALT00000023956 ENSGALG00000014840 C6 -0,740285 0,035707996

ENSGALT00000074300 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,740285 0,035707844

ENSGALT00000074300 ENSGALT00000045496 ENSGALG00000028341 - -0,746526 0,03336599

ENSGALT00000074300 ENSGALT00000008177 ENSGALG00000005099 - -0,748484 0,032651474

ENSGALT00000074300 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,750367 0,031972897

ENSGALT00000074300 ENSGALT00000082196 ENSGALG00000031149 - -0,752706 0,031142167

ENSGALT00000074300 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,752718 0,03113798

ENSGALT00000074300 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,753421 0,030891171

ENSGALT00000074300 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,756354 0,029873632

ENSGALT00000074300 ENSGALT00000043822 ENSGALG00000028928 LCAT -0,756959 0,02966626

ENSGALT00000074300 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,758138 0,029264903

ENSGALT00000074300 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,759018 0,028967425

ENSGALT00000074300 ENSGALT00000085066 ENSGALG00000044326 - -0,765472 0,026843134

ENSGALT00000074300 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,766449 0,026530232

ENSGALT00000074300 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,767740 0,026120176

ENSGALT00000074300 ENSGALT00000043970 ENSGALG00000014509 BST1 -0,769387 0,025602743

ENSGALT00000074300 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,771474 0,024956493

ENSGALT00000074300 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,772688 0,024585151

ENSGALT00000074300 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,772795 0,024552399

ENSGALT00000074300 ENSGALT00000059872 ENSGALG00000041621 - -0,773146 0,024445957

ENSGALT00000074300 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,773700 0,024278114

ENSGALT00000074300 ENSGALT00000036163 ENSGALG00000022586 HPX -0,775038 0,023875962

ENSGALT00000074300 ENSGALT00000073167 ENSGALG00000042285 - -0,777297 0,023206436

ENSGALT00000074300 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,777914 0,023025885

ENSGALT00000074300 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,778132 0,022962166

ENSGALT00000074300 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,779387 0,022597563

ENSGALT00000074300 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,780911 0,022160041

ENSGALT00000074300 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,783212 0,02150922

ENSGALT00000074300 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,784428 0,021170233

ENSGALT00000074300 ENSGALT00000089585 ENSGALG00000043917 - -0,789066 0,019907431

ENSGALT00000074300 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,791763 0,019195432

ENSGALT00000074300 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,796028 0,018102214

ENSGALT00000074300 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,801411 0,016779202

ENSGALT00000074300 ENSGALT00000000384 ENSGALG00000000293 - -0,804247 0,016107467

ENSGALT00000074300 ENSGALT00000026575 ENSGALG00000016471 - -0,805790 0,015749042

ENSGALT00000074300 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,807586 0,015338248

ENSGALT00000074300 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,809818 0,014837309

ENSGALT00000074300 ENSGALT00000017633 ENSGALG00000010850 C8A -0,811487 0,014469495

ENSGALT00000074300 ENSGALT00000086203 ENSGALG00000044772 - -0,813103 0,014118751

ENSGALT00000074300 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,813172 0,014103962

ENSGALT00000074300 ENSGALT00000010917 ENSGALG00000006756 - -0,821390 0,012404877



ENSGALT00000074300 ENSGALT00000000109 ENSGALG00000000081 - -0,821893 0,012305154

ENSGALT00000074300 ENSGALT00000008441 ENSGALG00000005257 - -0,826758 0,011368218

ENSGALT00000074300 ENSGALT00000027063 ENSGALG00000016761 - -0,827979 0,011140487

ENSGALT00000074300 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,828278 0,011085026

ENSGALT00000074300 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,844809 0,00829037

ENSGALT00000074300 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,845158 0,008236837

ENSGALT00000074300 ENSGALT00000067119 ENSGALG00000030920 - -0,848389 0,007751726

ENSGALT00000074300 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,853415 0,007033984

ENSGALT00000074300 ENSGALT00000086755 ENSGALG00000045640 - -0,854536 0,006879868

ENSGALT00000074300 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,858203 0,006391057

ENSGALT00000074300 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,864321 0,00562605

ENSGALT00000074300 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,868103 0,005183963

ENSGALT00000074300 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,868524 0,005136149

ENSGALT00000074300 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,871145 0,004845102

ENSGALT00000074300 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,877822 0,00415189

ENSGALT00000074300 ENSGALT00000052825 ENSGALG00000040434 - -0,879340 0,004003887

ENSGALT00000074300 ENSGALT00000043563 ENSGALG00000026970 - -0,879481 0,003990233

ENSGALT00000074300 ENSGALT00000044622 ENSGALG00000026677 F10 -0,879526 0,003985891

ENSGALT00000074300 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,881099 0,003836523

ENSGALT00000074300 ENSGALT00000001533 ENSGALG00000001035 - -0,882823 0,003677075

ENSGALT00000074300 ENSGALT00000023517 ENSGALG00000014585 - -0,884821 0,003497565

ENSGALT00000074300 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,888191 0,003207931

ENSGALT00000074300 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,890660 0,003005843

ENSGALT00000074300 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,891471 0,002941295

ENSGALT00000074300 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,892475 0,002862646

ENSGALT00000074300 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,892988 0,002823014

ENSGALT00000074300 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,893181 0,002808181

ENSGALT00000074300 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,897556 0,00248551

ENSGALT00000074300 ENSGALT00000075825 ENSGALG00000033661 - -0,899090 0,00237837

ENSGALT00000074300 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,902556 0,002147384

ENSGALT00000074300 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,904745 0,002009299

ENSGALT00000074300 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,924839 0,001002559

ENSGALT00000074300 ENSGALT00000083389 ENSGALG00000044326 - -0,938920 0,000543911

ENSGALT00000074300 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,940912 0,000493152

ENSGALT00000074300 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,946500 0,000367631

ENSGALT00000075378 ENSGALT00000052854 ENSGALG00000034312 - 0,990740 1,97E-06

ENSGALT00000075378 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,966849 8,88E-05

ENSGALT00000075378 ENSGALT00000086928 ENSGALG00000043990 - 0,964928 0,000105032

ENSGALT00000075378 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,939353 0,000532588

ENSGALT00000075378 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,937584 0,000579797

ENSGALT00000075378 ENSGALT00000056830 ENSGALG00000033462 - 0,933382 0,00070269

ENSGALT00000075378 ENSGALT00000007080 ENSGALG00000004449 - 0,930944 0,000781231

ENSGALT00000075378 ENSGALT00000087736 ENSGALG00000044682 - 0,925107 0,000992056

ENSGALT00000075378 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,916066 0,001386777

ENSGALT00000075378 ENSGALT00000038284 ENSGALG00000011421 HAL 0,908924 0,001762018

ENSGALT00000075378 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,890873 0,002988775

ENSGALT00000075378 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,873208 0,004623535

ENSGALT00000075378 ENSGALT00000028521 ENSGALG00000017814 SNORA18 0,869192 0,005060983

ENSGALT00000075378 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,862426 0,005856378

ENSGALT00000075378 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,851756 0,007265953

ENSGALT00000075378 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,845500 0,00818458

ENSGALT00000075378 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,841394 0,008825842

ENSGALT00000075378 ENSGALT00000087557 ENSGALG00000044733 - 0,838147 0,009354919

ENSGALT00000075378 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,837033 0,009540954

ENSGALT00000075378 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,824725 0,011754204

ENSGALT00000075378 ENSGALT00000018735 ENSGALG00000011497 PECR 0,821048 0,012472798



ENSGALT00000075378 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,802300 0,0165669

ENSGALT00000075378 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,800035 0,017111438

ENSGALT00000075378 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,791970 0,01914153

ENSGALT00000075378 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,783075 0,021547595

ENSGALT00000075378 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,756744 0,029739733

ENSGALT00000075378 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,753024 0,031030349

ENSGALT00000075378 ENSGALT00000014282 ENSGALG00000008784 - 0,751160 0,031689729

ENSGALT00000075378 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,749190 0,032395855

ENSGALT00000075378 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,748429 0,032671498

ENSGALT00000075378 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,741965 0,035067964

ENSGALT00000075378 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,740761 0,035526121

ENSGALT00000075378 ENSGALT00000088451 ENSGALG00000044044 - 0,735845 0,037433308

ENSGALT00000075378 ENSGALT00000046716 ENSGALG00000040584 - 0,734485 0,037972007

ENSGALT00000075378 ENSGALT00000044387 ENSGALG00000027334 - 0,729009 0,040187835

ENSGALT00000075378 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,721192 0,043484012

ENSGALT00000075378 ENSGALT00000026579 ENSGALG00000016475 - 0,719348 0,04428462

ENSGALT00000075378 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,714707 0,046339152

ENSGALT00000075378 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,713439 0,046910031

ENSGALT00000075378 ENSGALT00000074333 ENSGALG00000033852 - 0,710706 0,048155445

ENSGALT00000075378 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,709639 0,048646978

ENSGALT00000075378 ENSGALT00000007194 ENSGALG00000004518 - 0,702627 0,05195163

ENSGALT00000075378 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,717486 0,045102089

ENSGALT00000075378 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,729893 0,039824842

ENSGALT00000075378 ENSGALT00000083389 ENSGALG00000044326 - -0,740588 0,035592216

ENSGALT00000075378 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,746932 0,033217344

ENSGALT00000075378 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,761352 0,028187634

ENSGALT00000075378 ENSGALT00000067119 ENSGALG00000030920 - -0,776376 0,023477997

ENSGALT00000080371 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,999855 7,64E-12

ENSGALT00000080371 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,998918 3,16E-09

ENSGALT00000080371 ENSGALT00000017871 ENSGALG00000010969 - 0,998706 5,41E-09

ENSGALT00000080371 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,997583 3,52E-08

ENSGALT00000080371 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,995459 2,33E-07

ENSGALT00000080371 ENSGALT00000024632 ENSGALG00000015263 - 0,994209 4,83E-07

ENSGALT00000080371 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,993907 5,63E-07

ENSGALT00000080371 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,992046 1,25E-06

ENSGALT00000080371 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,990843 1,91E-06

ENSGALT00000080371 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,990805 1,93E-06

ENSGALT00000080371 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,989881 2,57E-06

ENSGALT00000080371 ENSGALT00000024043 ENSGALG00000014908 FST 0,988520 3,75E-06

ENSGALT00000080371 ENSGALT00000011126 ENSGALG00000006872 PISD 0,988114 4,16E-06

ENSGALT00000080371 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,987102 5,31E-06

ENSGALT00000080371 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,986974 5,47E-06

ENSGALT00000080371 ENSGALT00000057505 ENSGALG00000006872 PISD 0,986593 5,96E-06

ENSGALT00000080371 ENSGALT00000084832 ENSGALG00000015849 ME1 0,986263 6,41E-06

ENSGALT00000080371 ENSGALT00000087867 ENSGALG00000006723 - 0,985675 7,27E-06

ENSGALT00000080371 ENSGALT00000038777 ENSGALG00000023444 APELA 0,985031 8,29E-06

ENSGALT00000080371 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,984779 8,72E-06

ENSGALT00000080371 ENSGALT00000009221 ENSGALG00000005739 SCD 0,983376 1,13E-05

ENSGALT00000080371 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,983057 1,20E-05

ENSGALT00000080371 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,982643 1,29E-05

ENSGALT00000080371 ENSGALT00000025553 ENSGALG00000015849 ME1 0,982257 1,38E-05

ENSGALT00000080371 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,981796 1,49E-05

ENSGALT00000080371 ENSGALT00000079625 ENSGALG00000005739 SCD 0,980997 1,69E-05

ENSGALT00000080371 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,979556 2,10E-05

ENSGALT00000080371 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,979179 2,22E-05

ENSGALT00000080371 ENSGALT00000053340 ENSGALG00000040896 FASN 0,977403 2,84E-05



ENSGALT00000080371 ENSGALT00000046971 ENSGALG00000021450 - 0,975228 3,73E-05

ENSGALT00000080371 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,974846 3,90E-05

ENSGALT00000080371 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,974669 3,99E-05

ENSGALT00000080371 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,974507 4,06E-05

ENSGALT00000080371 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,972428 5,13E-05

ENSGALT00000080371 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,972037 5,35E-05

ENSGALT00000080371 ENSGALT00000027871 ENSGALG00000017241 - 0,970997 5,97E-05

ENSGALT00000080371 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,970953 5,99E-05

ENSGALT00000080371 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,970628 6,20E-05

ENSGALT00000080371 ENSGALT00000063397 ENSGALG00000006723 - 0,970214 6,46E-05

ENSGALT00000080371 ENSGALT00000051352 ENSGALG00000041296 - 0,969854 6,70E-05

ENSGALT00000080371 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,968095 7,93E-05

ENSGALT00000080371 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,967188 8,62E-05

ENSGALT00000080371 ENSGALT00000073442 ENSGALG00000029308 - 0,966842 8,89E-05

ENSGALT00000080371 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,966649 9,04E-05

ENSGALT00000080371 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,966539 9,13E-05

ENSGALT00000080371 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,965699 9,83E-05

ENSGALT00000080371 ENSGALT00000048004 ENSGALG00000037629 - 0,965690 9,84E-05

ENSGALT00000080371 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,964556 0,00010838

ENSGALT00000080371 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,964508 0,000108815

ENSGALT00000080371 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,962578 0,000127369

ENSGALT00000080371 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,961743 0,000135994

ENSGALT00000080371 ENSGALT00000061743 ENSGALG00000010189 - 0,961321 0,000140497

ENSGALT00000080371 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,961122 0,000142663

ENSGALT00000080371 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,960975 0,000144264

ENSGALT00000080371 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,960349 0,000151249

ENSGALT00000080371 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,958275 0,000175975

ENSGALT00000080371 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,957747 0,000182656

ENSGALT00000080371 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,957398 0,000187172

ENSGALT00000080371 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,956815 0,000194884

ENSGALT00000080371 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,956732 0,000195992

ENSGALT00000080371 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,955918 0,000207142

ENSGALT00000080371 ENSGALT00000070619 ENSGALG00000034735 - 0,955893 0,00020749

ENSGALT00000080371 ENSGALT00000044321 ENSGALG00000026757 - 0,955767 0,000209241

ENSGALT00000080371 ENSGALT00000004577 ENSGALG00000002899 AACS 0,954013 0,000234818

ENSGALT00000080371 ENSGALT00000073281 ENSGALG00000005795 - 0,950891 0,000285295

ENSGALT00000080371 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,950286 0,000295835

ENSGALT00000080371 ENSGALT00000082890 ENSGALG00000041604 - 0,948093 0,000336158

ENSGALT00000080371 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,947296 0,000351674

ENSGALT00000080371 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,946526 0,000367098

ENSGALT00000080371 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,946064 0,00037656

ENSGALT00000080371 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,944243 0,000415428

ENSGALT00000080371 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,943886 0,000423335

ENSGALT00000080371 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,942901 0,000445699

ENSGALT00000080371 ENSGALT00000078635 ENSGALG00000034504 - 0,941872 0,000469871

ENSGALT00000080371 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,939538 0,000527828

ENSGALT00000080371 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,939537 0,000527839

ENSGALT00000080371 ENSGALT00000054207 ENSGALG00000041161 - 0,938336 0,000559398

ENSGALT00000080371 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,937945 0,000569956

ENSGALT00000080371 ENSGALT00000026507 ENSGALG00000016430 - 0,937187 0,000590745

ENSGALT00000080371 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,936605 0,000607061

ENSGALT00000080371 ENSGALT00000086534 ENSGALG00000004725 - 0,936071 0,000622272

ENSGALT00000080371 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,935632 0,00063497

ENSGALT00000080371 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,935350 0,000643212

ENSGALT00000080371 ENSGALT00000080092 ENSGALG00000012112 - 0,935301 0,000644631

ENSGALT00000080371 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,934598 0,000665517



ENSGALT00000080371 ENSGALT00000064075 ENSGALG00000036713 - 0,933403 0,000702045

ENSGALT00000080371 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,932430 0,000732712

ENSGALT00000080371 ENSGALT00000002818 ENSGALG00000001824 - 0,930872 0,000783624

ENSGALT00000080371 ENSGALT00000068577 ENSGALG00000035803 - 0,929976 0,000813918

ENSGALT00000080371 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,929912 0,000816127

ENSGALT00000080371 ENSGALT00000040072 ENSGALG00000005795 - 0,928639 0,000860552

ENSGALT00000080371 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,928547 0,000863845

ENSGALT00000080371 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,928386 0,00086958

ENSGALT00000080371 ENSGALT00000062888 ENSGALG00000042020 - 0,927744 0,000892751

ENSGALT00000080371 ENSGALT00000068270 ENSGALG00000034917 - 0,927640 0,00089652

ENSGALT00000080371 ENSGALT00000085318 ENSGALG00000045446 - 0,927163 0,000914022

ENSGALT00000080371 ENSGALT00000022468 ENSGALG00000013848 MVK 0,926427 0,000941477

ENSGALT00000080371 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,926362 0,000943962

ENSGALT00000080371 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,924917 0,000999493

ENSGALT00000080371 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,922709 0,00108845

ENSGALT00000080371 ENSGALT00000040063 ENSGALG00000005795 - 0,922379 0,001102148

ENSGALT00000080371 ENSGALT00000071196 ENSGALG00000030366 - 0,920014 0,001203796

ENSGALT00000080371 ENSGALT00000024139 ENSGALG00000014966 HGD 0,919939 0,001207144

ENSGALT00000080371 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,919744 0,001215772

ENSGALT00000080371 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,919142 0,001242764

ENSGALT00000080371 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,917013 0,001341358

ENSGALT00000080371 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,917008 0,001341585

ENSGALT00000080371 ENSGALT00000024419 ENSGALG00000015134 - 0,916845 0,001349329

ENSGALT00000080371 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,914383 0,001469947

ENSGALT00000080371 ENSGALT00000089702 ENSGALG00000045648 - 0,914028 0,001487936

ENSGALT00000080371 ENSGALT00000081277 ENSGALG00000042801 - 0,913931 0,001492833

ENSGALT00000080371 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,913669 0,001506212

ENSGALT00000080371 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,913287 0,001525865

ENSGALT00000080371 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,912754 0,001553545

ENSGALT00000080371 ENSGALT00000039781 ENSGALG00000023761 - 0,912343 0,001575077

ENSGALT00000080371 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,911958 0,001595433

ENSGALT00000080371 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,910568 0,001670401

ENSGALT00000080371 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,910183 0,001691549

ENSGALT00000080371 ENSGALT00000020401 ENSGALG00000012488 TST 0,908703 0,001774543

ENSGALT00000080371 ENSGALT00000074202 ENSGALG00000030614 - 0,907912 0,001819935

ENSGALT00000080371 ENSGALT00000011769 ENSGALG00000007267 MVD 0,907309 0,001855085

ENSGALT00000080371 ENSGALT00000026601 ENSGALG00000016491 APOB 0,906147 0,00192399

ENSGALT00000080371 ENSGALT00000081175 ENSGALG00000029947 - 0,905199 0,001981446

ENSGALT00000080371 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,903783 0,002069271

ENSGALT00000080371 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,903126 0,002110866

ENSGALT00000080371 ENSGALT00000087652 ENSGALG00000045700 - 0,902742 0,002135431

ENSGALT00000080371 ENSGALT00000073249 ENSGALG00000021450 - 0,901570 0,002211579

ENSGALT00000080371 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,900440 0,002286563

ENSGALT00000080371 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,899200 0,002370808

ENSGALT00000080371 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,898113 0,0024463

ENSGALT00000080371 ENSGALT00000083952 ENSGALG00000030187 CAT 0,897083 0,002519183

ENSGALT00000080371 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,897067 0,002520324

ENSGALT00000080371 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,895835 0,002609419

ENSGALT00000080371 ENSGALT00000084127 ENSGALG00000046197 - 0,895470 0,002636175

ENSGALT00000080371 ENSGALT00000006584 ENSGALG00000004141 - 0,894348 0,002719588

ENSGALT00000080371 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,894074 0,002740286

ENSGALT00000080371 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,893760 0,00276402

ENSGALT00000080371 ENSGALT00000002018 ENSGALG00000001320 - 0,893649 0,002772455

ENSGALT00000080371 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,893590 0,002776912

ENSGALT00000080371 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,892573 0,002855057

ENSGALT00000080371 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,892566 0,002855624



ENSGALT00000080371 ENSGALT00000065964 ENSGALG00000001863 - 0,892470 0,002863034

ENSGALT00000080371 ENSGALT00000005420 ENSGALG00000003427 USP3 0,892465 0,002863475

ENSGALT00000080371 ENSGALT00000087999 ENSGALG00000006198 LSS 0,891603 0,002930924

ENSGALT00000080371 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,891375 0,002948872

ENSGALT00000080371 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,890996 0,002978983

ENSGALT00000080371 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,888095 0,00321593

ENSGALT00000080371 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,886809 0,003324705

ENSGALT00000080371 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,886441 0,003356355

ENSGALT00000080371 ENSGALT00000063292 ENSGALG00000030187 CAT 0,886162 0,003380361

ENSGALT00000080371 ENSGALT00000076278 ENSGALG00000036572 - 0,885911 0,003402138

ENSGALT00000080371 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,885647 0,003425118

ENSGALT00000080371 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,882660 0,003691942

ENSGALT00000080371 ENSGALT00000032169 ENSGALG00000011455 - 0,882646 0,003693247

ENSGALT00000080371 ENSGALT00000036719 ENSGALG00000019845 - 0,880739 0,003870388

ENSGALT00000080371 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,879874 0,003952539

ENSGALT00000080371 ENSGALT00000051020 ENSGALG00000042672 - 0,879139 0,004023225

ENSGALT00000080371 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,878940 0,004042555

ENSGALT00000080371 ENSGALT00000023973 ENSGALG00000014855 - 0,878216 0,004113143

ENSGALT00000080371 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,878207 0,004114057

ENSGALT00000080371 ENSGALT00000023329 ENSGALG00000014447 AK3 0,877998 0,004134584

ENSGALT00000080371 ENSGALT00000009308 ENSGALG00000005795 - 0,877480 0,004185786

ENSGALT00000080371 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,875239 0,004411964

ENSGALT00000080371 ENSGALT00000002892 ENSGALG00000001863 - 0,874342 0,004504588

ENSGALT00000080371 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,871102 0,004849726

ENSGALT00000080371 ENSGALT00000038740 ENSGALG00000023435 GATM 0,870723 0,004891245

ENSGALT00000080371 ENSGALT00000068873 ENSGALG00000006198 LSS 0,870597 0,00490505

ENSGALT00000080371 ENSGALT00000011547 ENSGALG00000007127 - 0,869783 0,004994954

ENSGALT00000080371 ENSGALT00000004234 ENSGALG00000002688 NME4 0,869608 0,005014431

ENSGALT00000080371 ENSGALT00000044496 ENSGALG00000028880 - 0,868227 0,005169854

ENSGALT00000080371 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,867598 0,005241658

ENSGALT00000080371 ENSGALT00000056823 ENSGALG00000039354 - 0,867123 0,005296343

ENSGALT00000080371 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,865827 0,005447273

ENSGALT00000080371 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,860255 0,006127534

ENSGALT00000080371 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,859320 0,006246681

ENSGALT00000080371 ENSGALT00000035078 ENSGALG00000002595 - 0,856600 0,006601956

ENSGALT00000080371 ENSGALT00000017864 ENSGALG00000020390 - 0,856594 0,006602755

ENSGALT00000080371 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,856492 0,006616251

ENSGALT00000080371 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,855104 0,006802714

ENSGALT00000080371 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,854250 0,006918939

ENSGALT00000080371 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,853905 0,006966351

ENSGALT00000080371 ENSGALT00000038387 ENSGALG00000010293 - 0,851306 0,007329643

ENSGALT00000080371 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,848670 0,007710346

ENSGALT00000080371 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,848145 0,007787721

ENSGALT00000080371 ENSGALT00000089110 ENSGALG00000045714 - 0,848087 0,007796221

ENSGALT00000080371 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,847986 0,007811176

ENSGALT00000080371 ENSGALT00000026335 ENSGALG00000016324 - 0,846982 0,007960649

ENSGALT00000080371 ENSGALT00000004493 ENSGALG00000002849 DER 0,846773 0,00799193

ENSGALT00000080371 ENSGALT00000001314 ENSGALG00000000893 TAT 0,846322 0,008059853

ENSGALT00000080371 ENSGALT00000087708 ENSGALG00000045747 - 0,845675 0,008157909

ENSGALT00000080371 ENSGALT00000065362 ENSGALG00000034674 - 0,841629 0,008788173

ENSGALT00000080371 ENSGALT00000016271 ENSGALG00000010018 - 0,839789 0,009084864

ENSGALT00000080371 ENSGALT00000042798 ENSGALG00000025738 - 0,839254 0,009172289

ENSGALT00000080371 ENSGALT00000088901 ENSGALG00000044762 - 0,838237 0,009339939

ENSGALT00000080371 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,836993 0,009547539

ENSGALT00000080371 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,833224 0,010194658

ENSGALT00000080371 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,832833 0,010263281



ENSGALT00000080371 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,832737 0,010280302

ENSGALT00000080371 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,831347 0,010526994

ENSGALT00000080371 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,829964 0,010776182

ENSGALT00000080371 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,829535 0,010854347

ENSGALT00000080371 ENSGALT00000026897 ENSGALG00000016667 - 0,828599 0,011025799

ENSGALT00000080371 ENSGALT00000018962 ENSGALG00000011612 GC 0,828581 0,011029127

ENSGALT00000080371 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,828004 0,011135848

ENSGALT00000080371 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,827617 0,011207614

ENSGALT00000080371 ENSGALT00000011621 ENSGALG00000007178 - 0,825031 0,011695602

ENSGALT00000080371 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,824472 0,01180267

ENSGALT00000080371 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,819689 0,012745227

ENSGALT00000080371 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,816104 0,013481976

ENSGALT00000080371 ENSGALT00000061955 ENSGALG00000042079 NID1 0,815934 0,013517417

ENSGALT00000080371 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,812475 0,014254285

ENSGALT00000080371 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,810617 0,01466037

ENSGALT00000080371 ENSGALT00000006930 ENSGALG00000004343 - 0,808736 0,015078777

ENSGALT00000080371 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,807753 0,015300484

ENSGALT00000080371 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,805762 0,015755584

ENSGALT00000080371 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,802755 0,016458609

ENSGALT00000080371 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,800549 0,016986969

ENSGALT00000080371 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,799550 0,017229535

ENSGALT00000080371 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,799175 0,017321265

ENSGALT00000080371 ENSGALT00000077159 ENSGALG00000039257 - 0,798244 0,017550033

ENSGALT00000080371 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,797977 0,017616025

ENSGALT00000080371 ENSGALT00000067152 ENSGALG00000040117 - 0,796694 0,017935105

ENSGALT00000080371 ENSGALT00000047996 ENSGALG00000042168 - 0,795274 0,01829263

ENSGALT00000080371 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,794211 0,018563226

ENSGALT00000080371 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,793005 0,018873097

ENSGALT00000080371 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,792290 0,019058307

ENSGALT00000080371 ENSGALT00000026988 ENSGALG00000016724 RGN 0,792099 0,019108017

ENSGALT00000080371 ENSGALT00000089602 ENSGALG00000005704 - 0,789268 0,019853611

ENSGALT00000080371 ENSGALT00000017449 ENSGALG00000010722 - 0,787977 0,020199688

ENSGALT00000080371 ENSGALT00000080941 ENSGALG00000037076 GART 0,787739 0,020263956

ENSGALT00000080371 ENSGALT00000074333 ENSGALG00000033852 - 0,785465 0,020883651

ENSGALT00000080371 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,784640 0,021111382

ENSGALT00000080371 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,784217 0,021228745

ENSGALT00000080371 ENSGALT00000083141 ENSGALG00000046329 - 0,784140 0,021250221

ENSGALT00000080371 ENSGALT00000031834 ENSGALG00000011287 - 0,782551 0,021694914

ENSGALT00000080371 ENSGALT00000002682 ENSGALG00000001749 ACSBG2 0,779768 0,022487651

ENSGALT00000080371 ENSGALT00000089250 ENSGALG00000044870 - 0,779530 0,022556228

ENSGALT00000080371 ENSGALT00000058793 ENSGALG00000031408 SORD 0,775754 0,023662594

ENSGALT00000080371 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,774657 0,023990251

ENSGALT00000080371 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,774591 0,024009922

ENSGALT00000080371 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,770912 0,025129437

ENSGALT00000080371 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,767798 0,02610188

ENSGALT00000080371 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,763839 0,02737119

ENSGALT00000080371 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,759882 0,028677372

ENSGALT00000080371 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,759808 0,028702112

ENSGALT00000080371 ENSGALT00000046716 ENSGALG00000040584 - 0,751741 0,03148352

ENSGALT00000080371 ENSGALT00000014282 ENSGALG00000008784 - 0,749207 0,032389901

ENSGALT00000080371 ENSGALT00000044387 ENSGALG00000027334 - 0,745254 0,033835491

ENSGALT00000080371 ENSGALT00000019412 ENSGALG00000011894 - 0,744985 0,033935384

ENSGALT00000080371 ENSGALT00000080710 ENSGALG00000006344 - 0,743695 0,034416295

ENSGALT00000080371 ENSGALT00000007194 ENSGALG00000004518 - 0,743031 0,034665791

ENSGALT00000080371 ENSGALT00000014086 ENSGALG00000008646 - 0,742972 0,034687854

ENSGALT00000080371 ENSGALT00000032123 ENSGALG00000020160 - 0,737584 0,036751569



ENSGALT00000080371 ENSGALT00000020815 ENSGALG00000012754 PAH 0,737143 0,036923796

ENSGALT00000080371 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,728850 0,040253311

ENSGALT00000080371 ENSGALT00000026579 ENSGALG00000016475 - 0,726243 0,041335933

ENSGALT00000080371 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,722897 0,042751607

ENSGALT00000080371 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,719122 0,044383467

ENSGALT00000080371 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,717654 0,045027973

ENSGALT00000080371 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,715162 0,046135297

ENSGALT00000080371 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,712486 0,047341888

ENSGALT00000080371 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,711024 0,04800938

ENSGALT00000080371 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,705924 0,050381757

ENSGALT00000080371 ENSGALT00000001871 ENSGALG00000001234 CETP -0,702704 0,051914726

ENSGALT00000080371 ENSGALT00000027063 ENSGALG00000016761 - -0,707123 0,049817722

ENSGALT00000080371 ENSGALT00000043563 ENSGALG00000026970 - -0,707838 0,049483415

ENSGALT00000080371 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,710499 0,048250184

ENSGALT00000080371 ENSGALT00000083389 ENSGALG00000044326 - -0,711915 0,04760193

ENSGALT00000080371 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,715811 0,045845132

ENSGALT00000080371 ENSGALT00000059872 ENSGALG00000041621 - -0,719173 0,04436121

ENSGALT00000080371 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,722207 0,043047254

ENSGALT00000080371 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,722682 0,042843392

ENSGALT00000080371 ENSGALT00000057586 ENSGALG00000033730 - -0,723035 0,042692786

ENSGALT00000080371 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,723383 0,0425443

ENSGALT00000080371 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,723852 0,042344773

ENSGALT00000080371 ENSGALT00000031541 ENSGALG00000016668 - -0,725271 0,04174419

ENSGALT00000080371 ENSGALT00000016586 ENSGALG00000010203 - -0,725799 0,041522138

ENSGALT00000080371 ENSGALT00000073246 ENSGALG00000033498 - -0,731799 0,039049411

ENSGALT00000080371 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,733473 0,038375544

ENSGALT00000080371 ENSGALT00000045496 ENSGALG00000028341 - -0,739240 0,036109671

ENSGALT00000080371 ENSGALT00000021277 ENSGALG00000013033 - -0,742680 0,034797749

ENSGALT00000080371 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,744946 0,03394993

ENSGALT00000080371 ENSGALT00000086755 ENSGALG00000045640 - -0,748059 0,032805642

ENSGALT00000080371 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,748824 0,032528331

ENSGALT00000080371 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,750673 0,031863667

ENSGALT00000080371 ENSGALT00000026575 ENSGALG00000016471 - -0,753710 0,030790082

ENSGALT00000080371 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,754424 0,030540645

ENSGALT00000080371 ENSGALT00000086203 ENSGALG00000044772 - -0,756257 0,02990691

ENSGALT00000080371 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,756349 0,029875151

ENSGALT00000080371 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,759309 0,028869689

ENSGALT00000080371 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,759709 0,028735148

ENSGALT00000080371 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,760041 0,02862406

ENSGALT00000080371 ENSGALT00000036163 ENSGALG00000022586 HPX -0,765756 0,026751885

ENSGALT00000080371 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,770712 0,025191178

ENSGALT00000080371 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,773842 0,024235292

ENSGALT00000080371 ENSGALT00000000109 ENSGALG00000000081 - -0,776745 0,023369139

ENSGALT00000080371 ENSGALT00000044622 ENSGALG00000026677 F10 -0,778414 0,022879957

ENSGALT00000080371 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,780132 0,022383157

ENSGALT00000080371 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,781183 0,022082299

ENSGALT00000080371 ENSGALT00000023517 ENSGALG00000014585 - -0,781547 0,021978839

ENSGALT00000080371 ENSGALT00000026937 ENSGALG00000016690 - -0,781749 0,021921669

ENSGALT00000080371 ENSGALT00000026936 ENSGALG00000016690 - -0,784048 0,021275642

ENSGALT00000080371 ENSGALT00000008441 ENSGALG00000005257 - -0,784200 0,021233567

ENSGALT00000080371 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,786392 0,020629652

ENSGALT00000080371 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,787225 0,020402914

ENSGALT00000080371 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,790682 0,019479051

ENSGALT00000080371 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,792460 0,019014054

ENSGALT00000080371 ENSGALT00000001533 ENSGALG00000001035 - -0,793577 0,018725741

ENSGALT00000080371 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,793854 0,018654528



ENSGALT00000080371 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,795451 0,018247907

ENSGALT00000080371 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,796663 0,017943071

ENSGALT00000080371 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,797476 0,017740174

ENSGALT00000080371 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,798333 0,017528053

ENSGALT00000080371 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,799817 0,017164486

ENSGALT00000080371 ENSGALT00000075825 ENSGALG00000033661 - -0,805559 0,015802276

ENSGALT00000080371 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,806530 0,015578994

ENSGALT00000080371 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,806892 0,015496269

ENSGALT00000080371 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,806949 0,015483253

ENSGALT00000080371 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,808220 0,015194901

ENSGALT00000080371 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,809653 0,014873929

ENSGALT00000080371 ENSGALT00000000384 ENSGALG00000000293 - -0,810483 0,014689892

ENSGALT00000080371 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,818060 0,013076671

ENSGALT00000080371 ENSGALT00000052825 ENSGALG00000040434 - -0,818421 0,013002914

ENSGALT00000080371 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,821520 0,012379016

ENSGALT00000080371 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,822557 0,012174577

ENSGALT00000080371 ENSGALT00000036713 ENSGALG00000022815 - -0,824302 0,011835324

ENSGALT00000080371 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,825029 0,011695833

ENSGALT00000080371 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,829582 0,010845837

ENSGALT00000080371 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,831118 0,010568074

ENSGALT00000080371 ENSGALT00000031540 ENSGALG00000016669 - -0,834630 0,009950086

ENSGALT00000080371 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,836230 0,009676496

ENSGALT00000080371 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,837062 0,009536018

ENSGALT00000080371 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,843579 0,008480639

ENSGALT00000080371 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,844157 0,008390907

ENSGALT00000080371 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,844688 0,008308948

ENSGALT00000080371 ENSGALT00000040327 ENSGALG00000023950 - -0,845083 0,008248193

ENSGALT00000080371 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,845509 0,008183236

ENSGALT00000080371 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,846656 0,008009475

ENSGALT00000080371 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,853318 0,007047384

ENSGALT00000080371 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,853867 0,006971502

ENSGALT00000080371 ENSGALT00000046070 ENSGALG00000028451 - -0,862968 0,005789816

ENSGALT00000080371 ENSGALT00000023956 ENSGALG00000014840 C6 -0,863466 0,00572921

ENSGALT00000080371 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,867609 0,005240401

ENSGALT00000080371 ENSGALT00000008177 ENSGALG00000005099 - -0,885148 0,003468749

ENSGALT00000080371 ENSGALT00000084217 ENSGALG00000003876 - -0,894862 0,002681197

ENSGALT00000080371 ENSGALT00000038895 ENSGALG00000009262 FGB -0,900698 0,002269305

ENSGALT00000080371 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,901780 0,002197779

ENSGALT00000080371 ENSGALT00000017633 ENSGALG00000010850 C8A -0,904849 0,002002925

ENSGALT00000080371 ENSGALT00000079162 ENSGALG00000043044 - -0,908780 0,001770172

ENSGALT00000080371 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,909929 0,001705656

ENSGALT00000080371 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,911078 0,001642657

ENSGALT00000080371 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,918144 0,00128835

ENSGALT00000080371 ENSGALT00000003069 ENSGALG00000001975 - -0,924012 0,001035369

ENSGALT00000080371 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,928179 0,00087702

ENSGALT00000080371 ENSGALT00000015077 ENSGALG00000009266 FGA -0,931883 0,000750334

ENSGALT00000080371 ENSGALT00000015079 ENSGALG00000009268 FGG -0,934046 0,000682221

ENSGALT00000080371 ENSGALT00000063740 ENSGALG00000043044 - -0,935747 0,000631622

ENSGALT00000080371 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,944689 0,000405671

ENSGALT00000080371 ENSGALT00000017638 ENSGALG00000010853 C8B -0,949577 0,000308499

ENSGALT00000083946 ENSGALT00000017862 ENSGALG00000020388 - 0,996863 7,70E-08

ENSGALT00000083946 ENSGALT00000064199 ENSGALG00000030773 CP 0,991599 1,47E-06

ENSGALT00000083946 ENSGALT00000050127 ENSGALG00000029857 - 0,991023 1,80E-06

ENSGALT00000083946 ENSGALT00000054028 ENSGALG00000033932 BF1 0,989612 2,78E-06

ENSGALT00000083946 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,987641 4,68E-06

ENSGALT00000083946 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,986790 5,71E-06



ENSGALT00000083946 ENSGALT00000010127 ENSGALG00000027716 - 0,984970 8,39E-06

ENSGALT00000083946 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,983696 1,07E-05

ENSGALT00000083946 ENSGALT00000063728 ENSGALG00000003578 FN1 0,980229 1,90E-05

ENSGALT00000083946 ENSGALT00000081572 ENSGALG00000039008 - 0,978020 2,61E-05

ENSGALT00000083946 ENSGALT00000082196 ENSGALG00000031149 - 0,975812 3,47E-05

ENSGALT00000083946 ENSGALT00000016586 ENSGALG00000010203 - 0,975663 3,54E-05

ENSGALT00000083946 ENSGALT00000006299 ENSGALG00000003952 RBPJL 0,974879 3,89E-05

ENSGALT00000083946 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,974161 4,23E-05

ENSGALT00000083946 ENSGALT00000001476 ENSGALG00000001000 - 0,971949 5,40E-05

ENSGALT00000083946 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,968428 7,68E-05

ENSGALT00000083946 ENSGALT00000045496 ENSGALG00000028341 - 0,968303 7,77E-05

ENSGALT00000083946 ENSGALT00000022669 ENSGALG00000013993 - 0,967614 8,29E-05

ENSGALT00000083946 ENSGALT00000009580 ENSGALG00000005957 SLC6A14 0,967538 8,35E-05

ENSGALT00000083946 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,967459 8,41E-05

ENSGALT00000083946 ENSGALT00000069086 ENSGALG00000043064 - 0,967240 8,58E-05

ENSGALT00000083946 ENSGALT00000088658 ENSGALG00000009433 BAG3 0,961852 0,00013485

ENSGALT00000083946 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,959879 0,000156632

ENSGALT00000083946 ENSGALT00000005664 ENSGALG00000003578 FN1 0,955231 0,000216853

ENSGALT00000083946 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,951366 0,00027719

ENSGALT00000083946 ENSGALT00000027586 ENSGALG00000017077 HSPH1 0,950614 0,000290081

ENSGALT00000083946 ENSGALT00000039921 ENSGALG00000023818 - 0,950524 0,000291646

ENSGALT00000083946 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,950482 0,00029239

ENSGALT00000083946 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,949896 0,000302751

ENSGALT00000083946 ENSGALT00000087455 ENSGALG00000009433 BAG3 0,949821 0,000304098

ENSGALT00000083946 ENSGALT00000048616 ENSGALG00000033187 - 0,945572 0,000386825

ENSGALT00000083946 ENSGALT00000019144 ENSGALG00000011715 HSPA2 0,941577 0,000476939

ENSGALT00000083946 ENSGALT00000027063 ENSGALG00000016761 - 0,940635 0,000500017

ENSGALT00000083946 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,940157 0,000512015

ENSGALT00000083946 ENSGALT00000010224 ENSGALG00000006323 MIM1 0,939700 0,000523659

ENSGALT00000083946 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,937987 0,000568804

ENSGALT00000083946 ENSGALT00000010419 ENSGALG00000006453 - 0,936756 0,000602803

ENSGALT00000083946 ENSGALT00000073246 ENSGALG00000033498 - 0,936331 0,000614837

ENSGALT00000083946 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,935753 0,000631449

ENSGALT00000083946 ENSGALT00000081765 ENSGALG00000033212 HSP90AA1 0,935508 0,000638564

ENSGALT00000083946 ENSGALT00000081964 ENSGALG00000033212 HSP90AA1 0,927626 0,000897024

ENSGALT00000083946 ENSGALT00000000384 ENSGALG00000000293 - 0,926627 0,000933969

ENSGALT00000083946 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,924358 0,001021568

ENSGALT00000083946 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,922985 0,001077043

ENSGALT00000083946 ENSGALT00000085066 ENSGALG00000044326 - 0,919889 0,001209358

ENSGALT00000083946 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,915310 0,001423735

ENSGALT00000083946 ENSGALT00000050336 ENSGALG00000036850 DNAJA4 0,915038 0,001437196

ENSGALT00000083946 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,914871 0,001445511

ENSGALT00000083946 ENSGALT00000026575 ENSGALG00000016471 - 0,911589 0,001615129

ENSGALT00000083946 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,910125 0,001694795

ENSGALT00000083946 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,909301 0,001740687

ENSGALT00000083946 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,904883 0,002000826

ENSGALT00000083946 ENSGALT00000023956 ENSGALG00000014840 C6 0,902878 0,002126693

ENSGALT00000083946 ENSGALT00000086052 ENSGALG00000046544 - 0,885552 0,003433393

ENSGALT00000083946 ENSGALT00000008177 ENSGALG00000005099 - 0,885234 0,00346123

ENSGALT00000083946 ENSGALT00000027351 ENSGALG00000016919 IRG1 0,885104 0,003472605

ENSGALT00000083946 ENSGALT00000044622 ENSGALG00000026677 F10 0,880873 0,00385777

ENSGALT00000083946 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,875150 0,004421031

ENSGALT00000083946 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,873231 0,004621074

ENSGALT00000083946 ENSGALT00000087837 ENSGALG00000041380 BFIV21 0,869149 0,005065723

ENSGALT00000083946 ENSGALT00000038895 ENSGALG00000009262 FGB 0,865135 0,005528926

ENSGALT00000083946 ENSGALT00000043970 ENSGALG00000014509 BST1 0,862948 0,005792274



ENSGALT00000083946 ENSGALT00000023517 ENSGALG00000014585 - 0,862283 0,005873939

ENSGALT00000083946 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,861880 0,005923795

ENSGALT00000083946 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,843992 0,008416553

ENSGALT00000083946 ENSGALT00000089122 ENSGALG00000011704 HACD2 0,842811 0,008600934

ENSGALT00000083946 ENSGALT00000008441 ENSGALG00000005257 - 0,838378 0,009316578

ENSGALT00000083946 ENSGALT00000036163 ENSGALG00000022586 HPX 0,832470 0,010327383

ENSGALT00000083946 ENSGALT00000015077 ENSGALG00000009266 FGA 0,826857 0,011349661

ENSGALT00000083946 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,825690 0,011569856

ENSGALT00000083946 ENSGALT00000015079 ENSGALG00000009268 FGG 0,817243 0,01324493

ENSGALT00000083946 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,812379 0,014275256

ENSGALT00000083946 ENSGALT00000018092 ENSGALG00000011106 GALNT2 0,812260 0,01430095

ENSGALT00000083946 ENSGALT00000017633 ENSGALG00000010850 C8A 0,801464 0,016766588

ENSGALT00000083946 ENSGALT00000023632 ENSGALG00000014662 RBP5 0,798762 0,017422478

ENSGALT00000083946 ENSGALT00000004765 ENSGALG00000003016 MASP2 0,798556 0,017473228

ENSGALT00000083946 ENSGALT00000084717 ENSGALG00000044649 P2RX2 0,793229 0,018815256

ENSGALT00000083946 ENSGALT00000079162 ENSGALG00000043044 - 0,791928 0,019152427

ENSGALT00000083946 ENSGALT00000080142 ENSGALG00000034990 - 0,790219 0,019601223

ENSGALT00000083946 ENSGALT00000083242 ENSGALG00000012370 GINM1 0,780802 0,022191156

ENSGALT00000083946 ENSGALT00000052825 ENSGALG00000040434 - 0,778825 0,022760339

ENSGALT00000083946 ENSGALT00000057586 ENSGALG00000033730 - 0,777043 0,023281114

ENSGALT00000083946 ENSGALT00000062362 ENSGALG00000016919 IRG1 0,773682 0,024283672

ENSGALT00000083946 ENSGALT00000036713 ENSGALG00000022815 - 0,761989 0,027977236

ENSGALT00000083946 ENSGALT00000063740 ENSGALG00000043044 - 0,754048 0,030671758

ENSGALT00000083946 ENSGALT00000043563 ENSGALG00000026970 - 0,751002 0,031746198

ENSGALT00000083946 ENSGALT00000031540 ENSGALG00000016669 - 0,733913 0,038199895

ENSGALT00000083946 ENSGALT00000048002 ENSGALG00000034358 RETSAT 0,720861 0,043627126

ENSGALT00000083946 ENSGALT00000083243 ENSGALG00000035836 LDHB 0,719228 0,044336998

ENSGALT00000083946 ENSGALT00000043497 ENSGALG00000026995 RHOG 0,715330 0,046059953

ENSGALT00000083946 ENSGALT00000083389 ENSGALG00000044326 - 0,715235 0,04610246

ENSGALT00000083946 ENSGALT00000046070 ENSGALG00000028451 - 0,711408 0,047833679

ENSGALT00000083946 ENSGALT00000000109 ENSGALG00000000081 - 0,705528 0,050568661

ENSGALT00000083946 ENSGALT00000021384 ENSGALG00000013098 MGST1 0,702932 0,051805171

ENSGALT00000083946 ENSGALT00000015115 ENSGALG00000009291 EPHX1 -0,700852 0,052809254

ENSGALT00000083946 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,702058 0,05222571

ENSGALT00000083946 ENSGALT00000089048 ENSGALG00000045557 MTTPL -0,702741 0,051897103

ENSGALT00000083946 ENSGALT00000057104 ENSGALG00000030866 CPQ -0,702960 0,051792054

ENSGALT00000083946 ENSGALT00000027871 ENSGALG00000017241 - -0,704642 0,050988683

ENSGALT00000083946 ENSGALT00000080092 ENSGALG00000012112 - -0,706084 0,050306014

ENSGALT00000083946 ENSGALT00000004729 ENSGALG00000002988 PHGDH -0,707792 0,049504895

ENSGALT00000083946 ENSGALT00000026601 ENSGALG00000016491 APOB -0,709003 0,048940951

ENSGALT00000083946 ENSGALT00000018962 ENSGALG00000011612 GC -0,709524 0,048700011

ENSGALT00000083946 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 -0,710448 0,048273849

ENSGALT00000083946 ENSGALT00000040072 ENSGALG00000005795 - -0,710709 0,048153921

ENSGALT00000083946 ENSGALT00000021464 ENSGALG00000013149 MOCOS -0,711149 0,047951943

ENSGALT00000083946 ENSGALT00000039802 ENSGALG00000004129 SPP2 -0,711488 0,047796827

ENSGALT00000083946 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 -0,711714 0,04769385

ENSGALT00000083946 ENSGALT00000040063 ENSGALG00000005795 - -0,711745 0,047679723

ENSGALT00000083946 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,712561 0,047307891

ENSGALT00000083946 ENSGALT00000019784 ENSGALG00000012111 TMEM37 -0,713277 0,046983325

ENSGALT00000083946 ENSGALT00000073281 ENSGALG00000005795 - -0,713774 0,046758541

ENSGALT00000083946 ENSGALT00000023973 ENSGALG00000014855 - -0,714098 0,046612926

ENSGALT00000083946 ENSGALT00000088901 ENSGALG00000044762 - -0,717977 0,044885469

ENSGALT00000083946 ENSGALT00000032123 ENSGALG00000020160 - -0,718158 0,044805997

ENSGALT00000083946 ENSGALT00000009308 ENSGALG00000005795 - -0,718170 0,04480075

ENSGALT00000083946 ENSGALT00000073249 ENSGALG00000021450 - -0,718876 0,044490977

ENSGALT00000083946 ENSGALT00000066450 ENSGALG00000042784 TPPP -0,721216 0,043473747



ENSGALT00000083946 ENSGALT00000087708 ENSGALG00000045747 - -0,721320 0,043428646

ENSGALT00000083946 ENSGALT00000076278 ENSGALG00000036572 - -0,723145 0,042645875

ENSGALT00000083946 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,723281 0,042587516

ENSGALT00000083946 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,724197 0,04219817

ENSGALT00000083946 ENSGALT00000023212 ENSGALG00000014368 APOA5 -0,726155 0,041373118

ENSGALT00000083946 ENSGALT00000064075 ENSGALG00000036713 - -0,727712 0,040723823

ENSGALT00000083946 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,731399 0,03921124

ENSGALT00000083946 ENSGALT00000077159 ENSGALG00000039257 - -0,731417 0,039204014

ENSGALT00000083946 ENSGALT00000039102 ENSGALG00000010073 DDOST -0,734081 0,038132684

ENSGALT00000083946 ENSGALT00000026579 ENSGALG00000016475 - -0,734896 0,037808869

ENSGALT00000083946 ENSGALT00000083223 ENSGALG00000039538 CLDND1 -0,738044 0,036572794

ENSGALT00000083946 ENSGALT00000039781 ENSGALG00000023761 - -0,738168 0,036524589

ENSGALT00000083946 ENSGALT00000086534 ENSGALG00000004725 - -0,738206 0,036509924

ENSGALT00000083946 ENSGALT00000074333 ENSGALG00000033852 - -0,739935 0,035842354

ENSGALT00000083946 ENSGALT00000054778 ENSGALG00000010005 EPAS1 -0,743352 0,034545189

ENSGALT00000083946 ENSGALT00000062888 ENSGALG00000042020 - -0,744605 0,034076524

ENSGALT00000083946 ENSGALT00000054207 ENSGALG00000041161 - -0,745182 0,033862326

ENSGALT00000083946 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 -0,745832 0,033621774

ENSGALT00000083946 ENSGALT00000006930 ENSGALG00000004343 - -0,750609 0,031886493

ENSGALT00000083946 ENSGALT00000001353 ENSGALG00000000919 PIGR -0,752532 0,031203571

ENSGALT00000083946 ENSGALT00000007151 ENSGALG00000004491 DMGDH -0,752639 0,031165971

ENSGALT00000083946 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 -0,754236 0,030606382

ENSGALT00000083946 ENSGALT00000006584 ENSGALG00000004141 - -0,754613 0,030475137

ENSGALT00000083946 ENSGALT00000025254 ENSGALG00000015663 HSDL2 -0,754652 0,03046138

ENSGALT00000083946 ENSGALT00000089852 ENSGALG00000040182 GAMT -0,754671 0,030454895

ENSGALT00000083946 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,754856 0,030390721

ENSGALT00000083946 ENSGALT00000000158 ENSGALG00000000109 AFMID -0,754880 0,030382496

ENSGALT00000083946 ENSGALT00000070619 ENSGALG00000034735 - -0,755074 0,030315208

ENSGALT00000083946 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,756637 0,029776345

ENSGALT00000083946 ENSGALT00000067152 ENSGALG00000040117 - -0,758134 0,029266159

ENSGALT00000083946 ENSGALT00000010812 ENSGALG00000006689 ABHD2 -0,758441 0,02916241

ENSGALT00000083946 ENSGALT00000044387 ENSGALG00000027334 - -0,765809 0,026735024

ENSGALT00000083946 ENSGALT00000019412 ENSGALG00000011894 - -0,765830 0,026728285

ENSGALT00000083946 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 -0,767647 0,026149513

ENSGALT00000083946 ENSGALT00000081277 ENSGALG00000042801 - -0,773647 0,02429413

ENSGALT00000083946 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,773783 0,024252949

ENSGALT00000083946 ENSGALT00000083952 ENSGALG00000030187 CAT -0,775235 0,023817035

ENSGALT00000083946 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,778190 0,022945204

ENSGALT00000083946 ENSGALT00000036719 ENSGALG00000019845 - -0,778911 0,022735441

ENSGALT00000083946 ENSGALT00000080941 ENSGALG00000037076 GART -0,782871 0,021604887

ENSGALT00000083946 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,783173 0,021520125

ENSGALT00000083946 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,785600 0,020846601

ENSGALT00000083946 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 -0,790106 0,019631012

ENSGALT00000083946 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,791084 0,019373209

ENSGALT00000083946 ENSGALT00000063292 ENSGALG00000030187 CAT -0,791216 0,019338538

ENSGALT00000083946 ENSGALT00000064736 ENSGALG00000014906 MOCS2 -0,792518 0,018999112

ENSGALT00000083946 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,792540 0,018993465

ENSGALT00000083946 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,792684 0,018955964

ENSGALT00000083946 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,801879 0,016667197

ENSGALT00000083946 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,802130 0,016607184

ENSGALT00000083946 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,803629 0,016252315

ENSGALT00000083946 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,804450 0,016059994

ENSGALT00000083946 ENSGALT00000026988 ENSGALG00000016724 RGN -0,805276 0,015867924

ENSGALT00000083946 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,811708 0,014421159

ENSGALT00000083946 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,815166 0,013678965

ENSGALT00000083946 ENSGALT00000017864 ENSGALG00000020390 - -0,816125 0,013477471



ENSGALT00000083946 ENSGALT00000080710 ENSGALG00000006344 - -0,821575 0,012368121

ENSGALT00000083946 ENSGALT00000020815 ENSGALG00000012754 PAH -0,826403 0,011434987

ENSGALT00000083946 ENSGALT00000028518 ENSGALG00000017811 SNORA27 -0,830224 0,010729088

ENSGALT00000083946 ENSGALT00000004493 ENSGALG00000002849 DER -0,854579 0,006874073

ENSGALT00000083946 ENSGALT00000032169 ENSGALG00000011455 - -0,858324 0,006375332

ENSGALT00000083946 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,858539 0,006347423

ENSGALT00000083946 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,860568 0,006087886

ENSGALT00000083946 ENSGALT00000007194 ENSGALG00000004518 - -0,862520 0,005844746

ENSGALT00000083946 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,864909 0,005555779

ENSGALT00000083946 ENSGALT00000047856 ENSGALG00000038169 - -0,900160 0,002305425

ENSGALT00000083946 ENSGALT00000023051 ENSGALG00000014252 - -0,933041 0,000713339

ENSGALT00000084356 ENSGALT00000052854 ENSGALG00000034312 - 0,984283 9,59E-06

ENSGALT00000084356 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,970985 5,97E-05

ENSGALT00000084356 ENSGALT00000086928 ENSGALG00000043990 - 0,953608 0,000241014

ENSGALT00000084356 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,953063 0,000249501

ENSGALT00000084356 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,945842 0,000381172

ENSGALT00000084356 ENSGALT00000007080 ENSGALG00000004449 - 0,940898 0,000493517

ENSGALT00000084356 ENSGALT00000056830 ENSGALG00000033462 - 0,937128 0,000592393

ENSGALT00000084356 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,929513 0,000829897

ENSGALT00000084356 ENSGALT00000038284 ENSGALG00000011421 HAL 0,926670 0,000932355

ENSGALT00000084356 ENSGALT00000087736 ENSGALG00000044682 - 0,922563 0,001094513

ENSGALT00000084356 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,903459 0,002089738

ENSGALT00000084356 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,890428 0,003024448

ENSGALT00000084356 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,881540 0,003795288

ENSGALT00000084356 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,870963 0,004864901

ENSGALT00000084356 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,868125 0,005181478

ENSGALT00000084356 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,853747 0,006988031

ENSGALT00000084356 ENSGALT00000028521 ENSGALG00000017814 SNORA18 0,851346 0,007324014

ENSGALT00000084356 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,850679 0,007419066

ENSGALT00000084356 ENSGALT00000018735 ENSGALG00000011497 PECR 0,846616 0,008015523

ENSGALT00000084356 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,846366 0,008053244

ENSGALT00000084356 ENSGALT00000087557 ENSGALG00000044733 - 0,842051 0,008721176

ENSGALT00000084356 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,827105 0,011303142

ENSGALT00000084356 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,823566 0,011977718

ENSGALT00000084356 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,809994 0,014798237

ENSGALT00000084356 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,802955 0,016411374

ENSGALT00000084356 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,787672 0,02028191

ENSGALT00000084356 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,777457 0,023159667

ENSGALT00000084356 ENSGALT00000014282 ENSGALG00000008784 - 0,776832 0,023343307

ENSGALT00000084356 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,770786 0,025168325

ENSGALT00000084356 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,769601 0,025536038

ENSGALT00000084356 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,768817 0,025781064

ENSGALT00000084356 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,768793 0,025788619

ENSGALT00000084356 ENSGALT00000088451 ENSGALG00000044044 - 0,760935 0,02832591

ENSGALT00000084356 ENSGALT00000046716 ENSGALG00000040584 - 0,753341 0,030919203

ENSGALT00000084356 ENSGALT00000044387 ENSGALG00000027334 - 0,751273 0,031649464

ENSGALT00000084356 ENSGALT00000026579 ENSGALG00000016475 - 0,740298 0,035702929

ENSGALT00000084356 ENSGALT00000074333 ENSGALG00000033852 - 0,734320 0,038037573

ENSGALT00000084356 ENSGALT00000007194 ENSGALG00000004518 - 0,730944 0,03939599

ENSGALT00000084356 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,730915 0,039407939

ENSGALT00000084356 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,728146 0,040543733

ENSGALT00000084356 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,725707 0,041560722

ENSGALT00000084356 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,724076 0,042249723

ENSGALT00000084356 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,723719 0,042401216

ENSGALT00000084356 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,722976 0,042717857

ENSGALT00000084356 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,721900 0,04317895



ENSGALT00000084356 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,718281 0,044751827

ENSGALT00000084356 ENSGALT00000080710 ENSGALG00000006344 - 0,712940 0,047135981

ENSGALT00000084356 ENSGALT00000089602 ENSGALG00000005704 - 0,711882 0,047616857

ENSGALT00000084356 ENSGALT00000018962 ENSGALG00000011612 GC 0,703730 0,051423147

ENSGALT00000084356 ENSGALT00000001061 ENSGALG00000021451 - 0,701525 0,052483076

ENSGALT00000084356 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,700428 0,05301514

ENSGALT00000084356 ENSGALT00000075825 ENSGALG00000033661 - -0,702028 0,052240315

ENSGALT00000084356 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,703433 0,051565325

ENSGALT00000084356 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,707073 0,04984099

ENSGALT00000084356 ENSGALT00000043563 ENSGALG00000026970 - -0,708110 0,049356273

ENSGALT00000084356 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,712716 0,047237505

ENSGALT00000084356 ENSGALT00000043970 ENSGALG00000014509 BST1 -0,714883 0,046259952

ENSGALT00000084356 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,720105 0,043955087

ENSGALT00000084356 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,724518 0,042062092

ENSGALT00000084356 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,744194 0,03422965

ENSGALT00000084356 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,750564 0,031902316

ENSGALT00000084356 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,765790 0,026741094

ENSGALT00000084356 ENSGALT00000083389 ENSGALG00000044326 - -0,769224 0,02565379

ENSGALT00000084356 ENSGALT00000067119 ENSGALG00000030920 - -0,777620 0,023111783

ENSGALT00000084356 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,787124 0,020430311

ENSGALT00000084518 ENSGALT00000052854 ENSGALG00000034312 - 0,981320 1,61E-05

ENSGALT00000084518 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,970916 6,02E-05

ENSGALT00000084518 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,956068 0,000205046

ENSGALT00000084518 ENSGALT00000086928 ENSGALG00000043990 - 0,949080 0,000317588

ENSGALT00000084518 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,948614 0,000326272

ENSGALT00000084518 ENSGALT00000007080 ENSGALG00000004449 - 0,942335 0,000458894

ENSGALT00000084518 ENSGALT00000056830 ENSGALG00000033462 - 0,940962 0,000491927

ENSGALT00000084518 ENSGALT00000038284 ENSGALG00000011421 HAL 0,932253 0,000738364

ENSGALT00000084518 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,932197 0,000740187

ENSGALT00000084518 ENSGALT00000087736 ENSGALG00000044682 - 0,923681 0,001048663

ENSGALT00000084518 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,908794 0,001769366

ENSGALT00000084518 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,896104 0,00258979

ENSGALT00000084518 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,887033 0,003305639

ENSGALT00000084518 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,878157 0,004118909

ENSGALT00000084518 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,875790 0,0043556

ENSGALT00000084518 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,859755 0,006191021

ENSGALT00000084518 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,858228 0,006387754

ENSGALT00000084518 ENSGALT00000018735 ENSGALG00000011497 PECR 0,854176 0,006929129

ENSGALT00000084518 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,853393 0,007036928

ENSGALT00000084518 ENSGALT00000028521 ENSGALG00000017814 SNORA18 0,847747 0,007846615

ENSGALT00000084518 ENSGALT00000087557 ENSGALG00000044733 - 0,844335 0,008363364

ENSGALT00000084518 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,833754 0,010102102

ENSGALT00000084518 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,832302 0,010357107

ENSGALT00000084518 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,816310 0,013438935

ENSGALT00000084518 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,808464 0,015139846

ENSGALT00000084518 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,794978 0,018367714

ENSGALT00000084518 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,787244 0,020397831

ENSGALT00000084518 ENSGALT00000014282 ENSGALG00000008784 - 0,786549 0,020586753

ENSGALT00000084518 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,780769 0,022200584

ENSGALT00000084518 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,777587 0,023121562

ENSGALT00000084518 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,777365 0,023186496

ENSGALT00000084518 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,777084 0,023269074

ENSGALT00000084518 ENSGALT00000088451 ENSGALG00000044044 - 0,765891 0,026708468

ENSGALT00000084518 ENSGALT00000046716 ENSGALG00000040584 - 0,761618 0,028099626

ENSGALT00000084518 ENSGALT00000044387 ENSGALG00000027334 - 0,758689 0,029078538

ENSGALT00000084518 ENSGALT00000026579 ENSGALG00000016475 - 0,749125 0,032419412



ENSGALT00000084518 ENSGALT00000074333 ENSGALG00000033852 - 0,743053 0,03465744

ENSGALT00000084518 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,739556 0,035987748

ENSGALT00000084518 ENSGALT00000007194 ENSGALG00000004518 - 0,738719 0,036310733

ENSGALT00000084518 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,733542 0,038348252

ENSGALT00000084518 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,733313 0,038439634

ENSGALT00000084518 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,732056 0,038945403

ENSGALT00000084518 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,731814 0,039043312

ENSGALT00000084518 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,731667 0,039102843

ENSGALT00000084518 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,728458 0,040415111

ENSGALT00000084518 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,726160 0,041370836

ENSGALT00000084518 ENSGALT00000080710 ENSGALG00000006344 - 0,723038 0,042691364

ENSGALT00000084518 ENSGALT00000089602 ENSGALG00000005704 - 0,721135 0,043508778

ENSGALT00000084518 ENSGALT00000018962 ENSGALG00000011612 GC 0,714376 0,046487443

ENSGALT00000084518 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,709240 0,048831363

ENSGALT00000084518 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,709034 0,048927002

ENSGALT00000084518 ENSGALT00000054524 ENSGALG00000023925 - 0,708628 0,04911546

ENSGALT00000084518 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,708314 0,049261522

ENSGALT00000084518 ENSGALT00000067152 ENSGALG00000040117 - 0,707916 0,049446577

ENSGALT00000084518 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,707792 0,049504596

ENSGALT00000084518 ENSGALT00000077159 ENSGALG00000039257 - 0,707709 0,049543427

ENSGALT00000084518 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,707079 0,049838108

ENSGALT00000084518 ENSGALT00000001061 ENSGALG00000021451 - 0,707070 0,049842444

ENSGALT00000084518 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,702385 0,052068424

ENSGALT00000084518 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,701511 0,052489828

ENSGALT00000084518 ENSGALT00000016271 ENSGALG00000010018 - 0,701245 0,052618673

ENSGALT00000084518 ENSGALT00000089585 ENSGALG00000043917 - -0,704263 0,051168953

ENSGALT00000084518 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,705986 0,050352509

ENSGALT00000084518 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,706291 0,050208702

ENSGALT00000084518 ENSGALT00000075825 ENSGALG00000033661 - -0,711472 0,047804404

ENSGALT00000084518 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,712204 0,047470129

ENSGALT00000084518 ENSGALT00000043563 ENSGALG00000026970 - -0,714722 0,046332363

ENSGALT00000084518 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,714758 0,04631617

ENSGALT00000084518 ENSGALT00000043970 ENSGALG00000014509 BST1 -0,715152 0,046139349

ENSGALT00000084518 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,721075 0,04353455

ENSGALT00000084518 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,727434 0,040839025

ENSGALT00000084518 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,733917 0,038198077

ENSGALT00000084518 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,753407 0,030896116

ENSGALT00000084518 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,756136 0,029948626

ENSGALT00000084518 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,770640 0,02521348

ENSGALT00000084518 ENSGALT00000083389 ENSGALG00000044326 - -0,777442 0,023163882

ENSGALT00000084518 ENSGALT00000067119 ENSGALG00000030920 - -0,782571 0,021689348

ENSGALT00000084518 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,794476 0,018495398

ENSGALT00000089561 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,998780 4,53E-09

ENSGALT00000089561 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,995721 1,95E-07

ENSGALT00000089561 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,993546 6,69E-07

ENSGALT00000089561 ENSGALT00000065964 ENSGALG00000001863 - 0,993134 8,05E-07

ENSGALT00000089561 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,992710 9,63E-07

ENSGALT00000089561 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,992051 1,25E-06

ENSGALT00000089561 ENSGALT00000020401 ENSGALG00000012488 TST 0,992005 1,27E-06

ENSGALT00000089561 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,991862 1,34E-06

ENSGALT00000089561 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,991316 1,63E-06

ENSGALT00000089561 ENSGALT00000036719 ENSGALG00000019845 - 0,990844 1,91E-06

ENSGALT00000089561 ENSGALT00000063292 ENSGALG00000030187 CAT 0,990453 2,16E-06

ENSGALT00000089561 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,989638 2,76E-06

ENSGALT00000089561 ENSGALT00000051020 ENSGALG00000042672 - 0,989012 3,29E-06

ENSGALT00000089561 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,988938 3,36E-06



ENSGALT00000089561 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,988736 3,54E-06

ENSGALT00000089561 ENSGALT00000083952 ENSGALG00000030187 CAT 0,988182 4,09E-06

ENSGALT00000089561 ENSGALT00000006584 ENSGALG00000004141 - 0,987586 4,74E-06

ENSGALT00000089561 ENSGALT00000006930 ENSGALG00000004343 - 0,987176 5,22E-06

ENSGALT00000089561 ENSGALT00000026601 ENSGALG00000016491 APOB 0,985623 7,35E-06

ENSGALT00000089561 ENSGALT00000080092 ENSGALG00000012112 - 0,985486 7,56E-06

ENSGALT00000089561 ENSGALT00000067152 ENSGALG00000040117 - 0,985391 7,71E-06

ENSGALT00000089561 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,983171 1,18E-05

ENSGALT00000089561 ENSGALT00000024419 ENSGALG00000015134 - 0,982679 1,28E-05

ENSGALT00000089561 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,982444 1,34E-05

ENSGALT00000089561 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,982293 1,37E-05

ENSGALT00000089561 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,982101 1,41E-05

ENSGALT00000089561 ENSGALT00000068270 ENSGALG00000034917 - 0,981908 1,46E-05

ENSGALT00000089561 ENSGALT00000023973 ENSGALG00000014855 - 0,981863 1,47E-05

ENSGALT00000089561 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,981754 1,50E-05

ENSGALT00000089561 ENSGALT00000002892 ENSGALG00000001863 - 0,980697 1,77E-05

ENSGALT00000089561 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,980306 1,88E-05

ENSGALT00000089561 ENSGALT00000023329 ENSGALG00000014447 AK3 0,979854 2,01E-05

ENSGALT00000089561 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,979735 2,05E-05

ENSGALT00000089561 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,979433 2,14E-05

ENSGALT00000089561 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,979237 2,20E-05

ENSGALT00000089561 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,977441 2,82E-05

ENSGALT00000089561 ENSGALT00000065362 ENSGALG00000034674 - 0,977366 2,85E-05

ENSGALT00000089561 ENSGALT00000019412 ENSGALG00000011894 - 0,977325 2,87E-05

ENSGALT00000089561 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,976789 3,07E-05

ENSGALT00000089561 ENSGALT00000071196 ENSGALG00000030366 - 0,976764 3,08E-05

ENSGALT00000089561 ENSGALT00000035078 ENSGALG00000002595 - 0,976677 3,12E-05

ENSGALT00000089561 ENSGALT00000031834 ENSGALG00000011287 - 0,976139 3,34E-05

ENSGALT00000089561 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,974462 4,08E-05

ENSGALT00000089561 ENSGALT00000016271 ENSGALG00000010018 - 0,973454 4,58E-05

ENSGALT00000089561 ENSGALT00000018962 ENSGALG00000011612 GC 0,973068 4,79E-05

ENSGALT00000089561 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,972398 5,15E-05

ENSGALT00000089561 ENSGALT00000040072 ENSGALG00000005795 - 0,971242 5,82E-05

ENSGALT00000089561 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,970731 6,13E-05

ENSGALT00000089561 ENSGALT00000044321 ENSGALG00000026757 - 0,970526 6,26E-05

ENSGALT00000089561 ENSGALT00000087708 ENSGALG00000045747 - 0,970171 6,49E-05

ENSGALT00000089561 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,969525 6,92E-05

ENSGALT00000089561 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,968995 7,28E-05

ENSGALT00000089561 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,968521 7,62E-05

ENSGALT00000089561 ENSGALT00000081277 ENSGALG00000042801 - 0,968350 7,74E-05

ENSGALT00000089561 ENSGALT00000086534 ENSGALG00000004725 - 0,967837 8,12E-05

ENSGALT00000089561 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,966449 9,21E-05

ENSGALT00000089561 ENSGALT00000056823 ENSGALG00000039354 - 0,964586 0,000108112

ENSGALT00000089561 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,962411 0,000129059

ENSGALT00000089561 ENSGALT00000064075 ENSGALG00000036713 - 0,961908 0,000134262

ENSGALT00000089561 ENSGALT00000014282 ENSGALG00000008784 - 0,961885 0,000134507

ENSGALT00000089561 ENSGALT00000039781 ENSGALG00000023761 - 0,961785 0,000135553

ENSGALT00000089561 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,960505 0,000149487

ENSGALT00000089561 ENSGALT00000054207 ENSGALG00000041161 - 0,960491 0,000149643

ENSGALT00000089561 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,958639 0,000171446

ENSGALT00000089561 ENSGALT00000026897 ENSGALG00000016667 - 0,957473 0,000186199

ENSGALT00000089561 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,957135 0,000190622

ENSGALT00000089561 ENSGALT00000061955 ENSGALG00000042079 NID1 0,956904 0,000193693

ENSGALT00000089561 ENSGALT00000032169 ENSGALG00000011455 - 0,955473 0,000213403

ENSGALT00000089561 ENSGALT00000040063 ENSGALG00000005795 - 0,955350 0,000215159

ENSGALT00000089561 ENSGALT00000004493 ENSGALG00000002849 DER 0,954806 0,000223013



ENSGALT00000089561 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,954131 0,000233041

ENSGALT00000089561 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,953339 0,000245169

ENSGALT00000089561 ENSGALT00000017864 ENSGALG00000020390 - 0,952312 0,000261519

ENSGALT00000089561 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,952136 0,000264386

ENSGALT00000089561 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,951929 0,00026779

ENSGALT00000089561 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,951857 0,000268981

ENSGALT00000089561 ENSGALT00000073281 ENSGALG00000005795 - 0,951628 0,000272793

ENSGALT00000089561 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,951232 0,000279465

ENSGALT00000089561 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,951086 0,000281946

ENSGALT00000089561 ENSGALT00000004234 ENSGALG00000002688 NME4 0,951029 0,000282926

ENSGALT00000089561 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,949959 0,000301627

ENSGALT00000089561 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,949196 0,000315463

ENSGALT00000089561 ENSGALT00000087652 ENSGALG00000045700 - 0,948781 0,000323155

ENSGALT00000089561 ENSGALT00000027871 ENSGALG00000017241 - 0,948316 0,000331907

ENSGALT00000089561 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,948081 0,000336388

ENSGALT00000089561 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,947164 0,000354292

ENSGALT00000089561 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,947139 0,00035478

ENSGALT00000089561 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,946587 0,000365866

ENSGALT00000089561 ENSGALT00000005420 ENSGALG00000003427 USP3 0,945551 0,000387261

ENSGALT00000089561 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,945456 0,000389264

ENSGALT00000089561 ENSGALT00000024139 ENSGALG00000014966 HGD 0,944725 0,000404904

ENSGALT00000089561 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,944654 0,000406438

ENSGALT00000089561 ENSGALT00000020815 ENSGALG00000012754 PAH 0,944549 0,000408727

ENSGALT00000089561 ENSGALT00000001314 ENSGALG00000000893 TAT 0,943938 0,000422193

ENSGALT00000089561 ENSGALT00000038387 ENSGALG00000010293 - 0,943770 0,000425941

ENSGALT00000089561 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,943256 0,000437549

ENSGALT00000089561 ENSGALT00000080941 ENSGALG00000037076 GART 0,943224 0,000438292

ENSGALT00000089561 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,942935 0,000444915

ENSGALT00000089561 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,941512 0,000478507

ENSGALT00000089561 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,940258 0,000509473

ENSGALT00000089561 ENSGALT00000080710 ENSGALG00000006344 - 0,939016 0,000541399

ENSGALT00000089561 ENSGALT00000076278 ENSGALG00000036572 - 0,936885 0,000599178

ENSGALT00000089561 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,935358 0,000642962

ENSGALT00000089561 ENSGALT00000089110 ENSGALG00000045714 - 0,934953 0,000654917

ENSGALT00000089561 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,934638 0,000664324

ENSGALT00000089561 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,934606 0,000665279

ENSGALT00000089561 ENSGALT00000009308 ENSGALG00000005795 - 0,934412 0,000671124

ENSGALT00000089561 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,933871 0,000687573

ENSGALT00000089561 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,933223 0,000707649

ENSGALT00000089561 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,932100 0,000743314

ENSGALT00000089561 ENSGALT00000082890 ENSGALG00000041604 - 0,931141 0,000774683

ENSGALT00000089561 ENSGALT00000078635 ENSGALG00000034504 - 0,930252 0,000804506

ENSGALT00000089561 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,929718 0,000822783

ENSGALT00000089561 ENSGALT00000054524 ENSGALG00000023925 - 0,929337 0,000836018

ENSGALT00000089561 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,927974 0,000884403

ENSGALT00000089561 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,927863 0,000888428

ENSGALT00000089561 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,927281 0,000909675

ENSGALT00000089561 ENSGALT00000074202 ENSGALG00000030614 - 0,926469 0,000939932

ENSGALT00000089561 ENSGALT00000032123 ENSGALG00000020160 - 0,926197 0,000950171

ENSGALT00000089561 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,925675 0,00097011

ENSGALT00000089561 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,923580 0,001052758

ENSGALT00000089561 ENSGALT00000026988 ENSGALG00000016724 RGN 0,923021 0,00107558

ENSGALT00000089561 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,922469 0,001098422

ENSGALT00000089561 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,921830 0,001125238

ENSGALT00000089561 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,921657 0,001132556

ENSGALT00000089561 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,919996 0,001204615



ENSGALT00000089561 ENSGALT00000061743 ENSGALG00000010189 - 0,918363 0,001278254

ENSGALT00000089561 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,917846 0,001302191

ENSGALT00000089561 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,916934 0,001345075

ENSGALT00000089561 ENSGALT00000018735 ENSGALG00000011497 PECR 0,916502 0,001365715

ENSGALT00000089561 ENSGALT00000074333 ENSGALG00000033852 - 0,916361 0,00137251

ENSGALT00000089561 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,914607 0,001458729

ENSGALT00000089561 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,914585 0,001459829

ENSGALT00000089561 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,914296 0,001474349

ENSGALT00000089561 ENSGALT00000007194 ENSGALG00000004518 - 0,913545 0,001512547

ENSGALT00000089561 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,913228 0,001528886

ENSGALT00000089561 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,913212 0,001529731

ENSGALT00000089561 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,911793 0,001604224

ENSGALT00000089561 ENSGALT00000046971 ENSGALG00000021450 - 0,910731 0,001661489

ENSGALT00000089561 ENSGALT00000011547 ENSGALG00000007127 - 0,910652 0,001665844

ENSGALT00000089561 ENSGALT00000048004 ENSGALG00000037629 - 0,910394 0,001679949

ENSGALT00000089561 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,909328 0,001739216

ENSGALT00000089561 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,909250 0,001743575

ENSGALT00000089561 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,908155 0,001805929

ENSGALT00000089561 ENSGALT00000008787 ENSGALG00000023925 - 0,907898 0,00182078

ENSGALT00000089561 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,907441 0,001847324

ENSGALT00000089561 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,906656 0,001893616

ENSGALT00000089561 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,906598 0,001897033

ENSGALT00000089561 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,906285 0,001915731

ENSGALT00000089561 ENSGALT00000063525 ENSGALG00000023925 - 0,905597 0,001957184

ENSGALT00000089561 ENSGALT00000085318 ENSGALG00000045446 - 0,905233 0,001979363

ENSGALT00000089561 ENSGALT00000024043 ENSGALG00000014908 FST 0,903995 0,002055948

ENSGALT00000089561 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,902701 0,002138057

ENSGALT00000089561 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,900313 0,002295117

ENSGALT00000089561 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,899571 0,00234543

ENSGALT00000089561 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,897506 0,002489105

ENSGALT00000089561 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,895607 0,002626112

ENSGALT00000089561 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,895160 0,002659094

ENSGALT00000089561 ENSGALT00000032121 ENSGALG00000020160 - 0,895085 0,002664666

ENSGALT00000089561 ENSGALT00000077159 ENSGALG00000039257 - 0,894574 0,002702657

ENSGALT00000089561 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,893177 0,002808511

ENSGALT00000089561 ENSGALT00000024632 ENSGALG00000015263 - 0,893131 0,00281202

ENSGALT00000089561 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,891224 0,002960882

ENSGALT00000089561 ENSGALT00000062888 ENSGALG00000042020 - 0,890697 0,003002877

ENSGALT00000089561 ENSGALT00000089602 ENSGALG00000005704 - 0,890163 0,003045859

ENSGALT00000089561 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,889546 0,00309599

ENSGALT00000089561 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,886293 0,003369072

ENSGALT00000089561 ENSGALT00000044387 ENSGALG00000027334 - 0,885124 0,003470879

ENSGALT00000089561 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,883544 0,003611629

ENSGALT00000089561 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,882794 0,003679723

ENSGALT00000089561 ENSGALT00000047856 ENSGALG00000038169 - 0,880445 0,003898226

ENSGALT00000089561 ENSGALT00000058793 ENSGALG00000031408 SORD 0,877303 0,004203355

ENSGALT00000089561 ENSGALT00000046716 ENSGALG00000040584 - 0,876849 0,004248712

ENSGALT00000089561 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,876223 0,00431164

ENSGALT00000089561 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,875453 0,00438995

ENSGALT00000089561 ENSGALT00000017871 ENSGALG00000010969 - 0,875082 0,00442809

ENSGALT00000089561 ENSGALT00000073249 ENSGALG00000021450 - 0,874726 0,004464772

ENSGALT00000089561 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,874337 0,004505101

ENSGALT00000089561 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,871250 0,004833661

ENSGALT00000089561 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,870803 0,004882465

ENSGALT00000089561 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,869694 0,005004937

ENSGALT00000089561 ENSGALT00000026579 ENSGALG00000016475 - 0,868497 0,005139298



ENSGALT00000089561 ENSGALT00000084127 ENSGALG00000046197 - 0,865672 0,005465471

ENSGALT00000089561 ENSGALT00000023051 ENSGALG00000014252 - 0,863387 0,005738866

ENSGALT00000089561 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,862532 0,005843252

ENSGALT00000089561 ENSGALT00000089250 ENSGALG00000044870 - 0,860139 0,006142197

ENSGALT00000089561 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,859898 0,006172797

ENSGALT00000089561 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,858013 0,006415858

ENSGALT00000089561 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,857937 0,006425732

ENSGALT00000089561 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,857546 0,006476957

ENSGALT00000089561 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,856138 0,006663522

ENSGALT00000089561 ENSGALT00000070619 ENSGALG00000034735 - 0,852344 0,007183109

ENSGALT00000089561 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,851771 0,007263857

ENSGALT00000089561 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,851749 0,007266856

ENSGALT00000089561 ENSGALT00000002818 ENSGALG00000001824 - 0,851687 0,007275733

ENSGALT00000089561 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,850889 0,007389085

ENSGALT00000089561 ENSGALT00000089702 ENSGALG00000045648 - 0,849574 0,007578365

ENSGALT00000089561 ENSGALT00000038284 ENSGALG00000011421 HAL 0,849068 0,007652156

ENSGALT00000089561 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,847046 0,007951097

ENSGALT00000089561 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,846306 0,008062259

ENSGALT00000089561 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,843821 0,008442974

ENSGALT00000089561 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,837909 0,009394408

ENSGALT00000089561 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,833838 0,010087437

ENSGALT00000089561 ENSGALT00000068577 ENSGALG00000035803 - 0,825029 0,011695937

ENSGALT00000089561 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,822402 0,012205053

ENSGALT00000089561 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,818219 0,013044099

ENSGALT00000089561 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,817808 0,013128436

ENSGALT00000089561 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,817134 0,013267542

ENSGALT00000089561 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,813382 0,014058815

ENSGALT00000089561 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,812450 0,014259799

ENSGALT00000089561 ENSGALT00000087867 ENSGALG00000006723 - 0,811666 0,014430398

ENSGALT00000089561 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,809211 0,014972496

ENSGALT00000089561 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,805710 0,015767424

ENSGALT00000089561 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,805700 0,015769813

ENSGALT00000089561 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,805602 0,015792518

ENSGALT00000089561 ENSGALT00000088901 ENSGALG00000044762 - 0,804488 0,016051071

ENSGALT00000089561 ENSGALT00000017449 ENSGALG00000010722 - 0,802007 0,016636593

ENSGALT00000089561 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,801508 0,016756015

ENSGALT00000089561 ENSGALT00000011621 ENSGALG00000007178 - 0,800518 0,016994497

ENSGALT00000089561 ENSGALT00000084832 ENSGALG00000015849 ME1 0,794950 0,01837473

ENSGALT00000089561 ENSGALT00000088451 ENSGALG00000044044 - 0,792165 0,019090678

ENSGALT00000089561 ENSGALT00000011126 ENSGALG00000006872 PISD 0,787586 0,020305172

ENSGALT00000089561 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,783415 0,021452317

ENSGALT00000089561 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,781300 0,022049059

ENSGALT00000089561 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,779072 0,022688814

ENSGALT00000089561 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,778099 0,022971802

ENSGALT00000089561 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,776711 0,02337902

ENSGALT00000089561 ENSGALT00000057505 ENSGALG00000006872 PISD 0,776251 0,02351493

ENSGALT00000089561 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,774471 0,024045791

ENSGALT00000089561 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,773908 0,024215324

ENSGALT00000089561 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,773773 0,024256236

ENSGALT00000089561 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,771048 0,02508761

ENSGALT00000089561 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,766747 0,026435108

ENSGALT00000089561 ENSGALT00000038777 ENSGALG00000023444 APELA 0,765011 0,026991458

ENSGALT00000089561 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,764068 0,027296663

ENSGALT00000089561 ENSGALT00000025553 ENSGALG00000015849 ME1 0,763620 0,027442441

ENSGALT00000089561 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,762669 0,027753406

ENSGALT00000089561 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,762501 0,027808668



ENSGALT00000089561 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,761830 0,028029627

ENSGALT00000089561 ENSGALT00000009221 ENSGALG00000005739 SCD 0,760330 0,028527409

ENSGALT00000089561 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,759222 0,028898753

ENSGALT00000089561 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,759089 0,028943611

ENSGALT00000089561 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,756623 0,029781249

ENSGALT00000089561 ENSGALT00000042798 ENSGALG00000025738 - 0,754422 0,030541552

ENSGALT00000089561 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,754230 0,030608394

ENSGALT00000089561 ENSGALT00000079625 ENSGALG00000005739 SCD 0,753706 0,030791375

ENSGALT00000089561 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,752641 0,03116536

ENSGALT00000089561 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,744891 0,033970312

ENSGALT00000089561 ENSGALT00000073442 ENSGALG00000029308 - 0,742284 0,03494736

ENSGALT00000089561 ENSGALT00000053340 ENSGALG00000040896 FASN 0,741861 0,035107383

ENSGALT00000089561 ENSGALT00000051352 ENSGALG00000041296 - 0,739753 0,035911942

ENSGALT00000089561 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,738927 0,036230298

ENSGALT00000089561 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,738703 0,036317113

ENSGALT00000089561 ENSGALT00000026335 ENSGALG00000016324 - 0,737313 0,036857421

ENSGALT00000089561 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,736189 0,037297936

ENSGALT00000089561 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,735681 0,037498328

ENSGALT00000089561 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,733166 0,038498785

ENSGALT00000089561 ENSGALT00000063397 ENSGALG00000006723 - 0,731144 0,039314721

ENSGALT00000089561 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,725827 0,041510458

ENSGALT00000089561 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,721401 0,043393989

ENSGALT00000089561 ENSGALT00000056830 ENSGALG00000033462 - 0,720488 0,043788872

ENSGALT00000089561 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,719225 0,044338195

ENSGALT00000089561 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,713544 0,046862721

ENSGALT00000089561 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,712457 0,047355349

ENSGALT00000089561 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,712083 0,047525635

ENSGALT00000089561 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,710727 0,048145779

ENSGALT00000089561 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,710054 0,048455419

ENSGALT00000089561 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,706776 0,049980607

ENSGALT00000089561 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,705063 0,050788851

ENSGALT00000089561 ENSGALT00000081175 ENSGALG00000029947 - 0,700275 0,053089532

ENSGALT00000089561 ENSGALT00000088529 ENSGALG00000045115 - -0,705295 0,050678951

ENSGALT00000089561 ENSGALT00000084217 ENSGALG00000003876 - -0,706755 0,049990526

ENSGALT00000089561 ENSGALT00000089585 ENSGALG00000043917 - -0,711087 0,047980537

ENSGALT00000089561 ENSGALT00000021277 ENSGALG00000013033 - -0,712598 0,047291073

ENSGALT00000089561 ENSGALT00000073167 ENSGALG00000042285 - -0,713852 0,046723737

ENSGALT00000089561 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,716527 0,045526853

ENSGALT00000089561 ENSGALT00000042197 ENSGALG00000025284 SNORD89 -0,719801 0,044087136

ENSGALT00000089561 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,723193 0,042625394

ENSGALT00000089561 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,732905 0,038603433

ENSGALT00000089561 ENSGALT00000022096 ENSGALG00000013575 - -0,733300 0,038445084

ENSGALT00000089561 ENSGALT00000001871 ENSGALG00000001234 CETP -0,738854 0,036258752

ENSGALT00000089561 ENSGALT00000054028 ENSGALG00000033932 BF1 -0,739278 0,036094917

ENSGALT00000089561 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,739407 0,036045106

ENSGALT00000089561 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,744099 0,034265403

ENSGALT00000089561 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,746293 0,033451958

ENSGALT00000089561 ENSGALT00000026937 ENSGALG00000016690 - -0,746880 0,033236341

ENSGALT00000089561 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,753473 0,030872739

ENSGALT00000089561 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,753715 0,03078826

ENSGALT00000089561 ENSGALT00000064199 ENSGALG00000030773 CP -0,755981 0,030001885

ENSGALT00000089561 ENSGALT00000050127 ENSGALG00000029857 - -0,757884 0,029351038

ENSGALT00000089561 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,759590 0,028775

ENSGALT00000089561 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,759933 0,028660168

ENSGALT00000089561 ENSGALT00000026936 ENSGALG00000016690 - -0,771479 0,024954838

ENSGALT00000089561 ENSGALT00000085066 ENSGALG00000044326 - -0,775995 0,023590842



ENSGALT00000089561 ENSGALT00000017862 ENSGALG00000020388 - -0,776733 0,023372687

ENSGALT00000089561 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,777029 0,023285318

ENSGALT00000089561 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,779918 0,022444619

ENSGALT00000089561 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,787489 0,020331434

ENSGALT00000089561 ENSGALT00000031540 ENSGALG00000016669 - -0,789849 0,019699276

ENSGALT00000089561 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,795205 0,018310128

ENSGALT00000089561 ENSGALT00000057586 ENSGALG00000033730 - -0,803898 0,016189012

ENSGALT00000089561 ENSGALT00000031541 ENSGALG00000016668 - -0,805260 0,015871604

ENSGALT00000089561 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,810346 0,01472017

ENSGALT00000089561 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,815456 0,01361795

ENSGALT00000089561 ENSGALT00000073246 ENSGALG00000033498 - -0,816196 0,013462652

ENSGALT00000089561 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,817095 0,013275568

ENSGALT00000089561 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,817228 0,013248073

ENSGALT00000089561 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,819982 0,012686272

ENSGALT00000089561 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,820320 0,012618236

ENSGALT00000089561 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,821241 0,012434396

ENSGALT00000089561 ENSGALT00000082196 ENSGALG00000031149 - -0,821700 0,012343464

ENSGALT00000089561 ENSGALT00000059872 ENSGALG00000041621 - -0,824479 0,011801291

ENSGALT00000089561 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,825719 0,011564429

ENSGALT00000089561 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,826116 0,011489159

ENSGALT00000089561 ENSGALT00000086203 ENSGALG00000044772 - -0,826363 0,011442642

ENSGALT00000089561 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,830308 0,010713937

ENSGALT00000089561 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,836692 0,009598327

ENSGALT00000089561 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,841037 0,008883007

ENSGALT00000089561 ENSGALT00000036713 ENSGALG00000022815 - -0,841551 0,008800733

ENSGALT00000089561 ENSGALT00000016586 ENSGALG00000010203 - -0,843022 0,008567826

ENSGALT00000089561 ENSGALT00000010917 ENSGALG00000006756 - -0,843970 0,008419855

ENSGALT00000089561 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,844094 0,008400687

ENSGALT00000089561 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,848168 0,00778422

ENSGALT00000089561 ENSGALT00000036163 ENSGALG00000022586 HPX -0,850266 0,007478422

ENSGALT00000089561 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,852187 0,007205147

ENSGALT00000089561 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,853219 0,007061082

ENSGALT00000089561 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,854907 0,006829385

ENSGALT00000089561 ENSGALT00000045496 ENSGALG00000028341 - -0,855612 0,00673412

ENSGALT00000089561 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,857636 0,006465124

ENSGALT00000089561 ENSGALT00000079162 ENSGALG00000043044 - -0,858187 0,00639308

ENSGALT00000089561 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,860403 0,00610875

ENSGALT00000089561 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,868203 0,005172577

ENSGALT00000089561 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,870845 0,004877809

ENSGALT00000089561 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,879055 0,004031337

ENSGALT00000089561 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,879454 0,003992861

ENSGALT00000089561 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,880419 0,003900717

ENSGALT00000089561 ENSGALT00000086755 ENSGALG00000045640 - -0,880641 0,003879701

ENSGALT00000089561 ENSGALT00000040327 ENSGALG00000023950 - -0,883121 0,003649932

ENSGALT00000089561 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,883855 0,003583631

ENSGALT00000089561 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,887009 0,003307685

ENSGALT00000089561 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,888715 0,003164272

ENSGALT00000089561 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,891853 0,002911258

ENSGALT00000089561 ENSGALT00000027063 ENSGALG00000016761 - -0,892098 0,002892028

ENSGALT00000089561 ENSGALT00000000109 ENSGALG00000000081 - -0,893441 0,002788265

ENSGALT00000089561 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,896727 0,002544753

ENSGALT00000089561 ENSGALT00000026575 ENSGALG00000016471 - -0,898037 0,002451587

ENSGALT00000089561 ENSGALT00000008441 ENSGALG00000005257 - -0,900439 0,002286652

ENSGALT00000089561 ENSGALT00000023956 ENSGALG00000014840 C6 -0,901797 0,002196667

ENSGALT00000089561 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,902376 0,002159042

ENSGALT00000089561 ENSGALT00000015079 ENSGALG00000009268 FGG -0,903434 0,002091276



ENSGALT00000089561 ENSGALT00000038895 ENSGALG00000009262 FGB -0,904126 0,002047768

ENSGALT00000089561 ENSGALT00000001533 ENSGALG00000001035 - -0,905175 0,001982913

ENSGALT00000089561 ENSGALT00000043563 ENSGALG00000026970 - -0,908220 0,001802182

ENSGALT00000089561 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,909241 0,001744061

ENSGALT00000089561 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,909310 0,001740229

ENSGALT00000089561 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,909733 0,001716531

ENSGALT00000089561 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,910820 0,00165665

ENSGALT00000089561 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,910984 0,001647723

ENSGALT00000089561 ENSGALT00000075825 ENSGALG00000033661 - -0,911233 0,001634257

ENSGALT00000089561 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,912362 0,00157407

ENSGALT00000089561 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,912620 0,001560521

ENSGALT00000089561 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,913178 0,001531498

ENSGALT00000089561 ENSGALT00000052825 ENSGALG00000040434 - -0,913473 0,00151629

ENSGALT00000089561 ENSGALT00000017638 ENSGALG00000010853 C8B -0,913493 0,001515257

ENSGALT00000089561 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,914031 0,001487772

ENSGALT00000089561 ENSGALT00000015077 ENSGALG00000009266 FGA -0,915086 0,001434811

ENSGALT00000089561 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,916789 0,001352002

ENSGALT00000089561 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,917575 0,001314842

ENSGALT00000089561 ENSGALT00000000384 ENSGALG00000000293 - -0,918062 0,001292176

ENSGALT00000089561 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,918779 0,001259218

ENSGALT00000089561 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,919607 0,001221875

ENSGALT00000089561 ENSGALT00000008177 ENSGALG00000005099 - -0,922859 0,001082247

ENSGALT00000089561 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,926265 0,000947606

ENSGALT00000089561 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,927318 0,000908341

ENSGALT00000089561 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,927553 0,000899702

ENSGALT00000089561 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,928170 0,000877314

ENSGALT00000089561 ENSGALT00000003069 ENSGALG00000001975 - -0,929344 0,000835767

ENSGALT00000089561 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,931918 0,000749206

ENSGALT00000089561 ENSGALT00000063740 ENSGALG00000043044 - -0,932433 0,000732618

ENSGALT00000089561 ENSGALT00000044622 ENSGALG00000026677 F10 -0,932881 0,000718381

ENSGALT00000089561 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,933372 0,000702998

ENSGALT00000089561 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,935009 0,000653258

ENSGALT00000089561 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,940714 0,000498062

ENSGALT00000089561 ENSGALT00000023517 ENSGALG00000014585 - -0,945515 0,000388016

ENSGALT00000089561 ENSGALT00000083389 ENSGALG00000044326 - -0,952601 0,00025685

ENSGALT00000089561 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,952764 0,00025424

ENSGALT00000089561 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,954789 0,00022327

ENSGALT00000089561 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,957857 0,000181249

ENSGALT00000089561 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,959369 0,000162623

ENSGALT00000089561 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,959551 0,000160474

ENSGALT00000089561 ENSGALT00000017633 ENSGALG00000010850 C8A -0,961651 0,000136972

ENSGALT00000089561 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,969989 6,61E-05

ENSGALT00000090145 ENSGALT00000043563 ENSGALG00000026970 - 0,998981 2,64E-09

ENSGALT00000090145 ENSGALT00000023632 ENSGALG00000014662 RBP5 0,988302 3,97E-06

ENSGALT00000090145 ENSGALT00000057017 ENSGALG00000008127 SPI1 0,987637 4,68E-06

ENSGALT00000090145 ENSGALT00000000109 ENSGALG00000000081 - 0,979873 2,01E-05

ENSGALT00000090145 ENSGALT00000062362 ENSGALG00000016919 IRG1 0,978632 2,40E-05

ENSGALT00000090145 ENSGALT00000043497 ENSGALG00000026995 RHOG 0,978521 2,44E-05

ENSGALT00000090145 ENSGALT00000007608 ENSGALG00000021569 C1QA 0,977280 2,88E-05

ENSGALT00000090145 ENSGALT00000039564 ENSGALG00000023689 ASS1 0,974539 4,05E-05

ENSGALT00000090145 ENSGALT00000086755 ENSGALG00000045640 - 0,972968 4,84E-05

ENSGALT00000090145 ENSGALT00000045371 ENSGALG00000026077 ALDOC 0,971790 5,49E-05

ENSGALT00000090145 ENSGALT00000083389 ENSGALG00000044326 - 0,971266 5,80E-05

ENSGALT00000090145 ENSGALT00000018092 ENSGALG00000011106 GALNT2 0,964094 0,000112632

ENSGALT00000090145 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,961785 0,000135557

ENSGALT00000090145 ENSGALT00000008441 ENSGALG00000005257 - 0,961452 0,000139092



ENSGALT00000090145 ENSGALT00000044004 ENSGALG00000028536 MPEG1 0,960526 0,000149253

ENSGALT00000090145 ENSGALT00000081537 ENSGALG00000029669 C1QC 0,957817 0,000181771

ENSGALT00000090145 ENSGALT00000023517 ENSGALG00000014585 - 0,955028 0,00021979

ENSGALT00000090145 ENSGALT00000055113 ENSGALG00000038933 FABP7 0,954884 0,000221885

ENSGALT00000090145 ENSGALT00000059872 ENSGALG00000041621 - 0,947979 0,000338358

ENSGALT00000090145 ENSGALT00000050696 ENSGALG00000034358 RETSAT 0,947657 0,000344586

ENSGALT00000090145 ENSGALT00000061214 ENSGALG00000023757 TMEM199 0,945649 0,000385195

ENSGALT00000090145 ENSGALT00000027351 ENSGALG00000016919 IRG1 0,945132 0,00039614

ENSGALT00000090145 ENSGALT00000022274 ENSGALG00000019514 CNDP2 0,943813 0,000424977

ENSGALT00000090145 ENSGALT00000057586 ENSGALG00000033730 - 0,942073 0,000465078

ENSGALT00000090145 ENSGALT00000036163 ENSGALG00000022586 HPX 0,940817 0,000495518

ENSGALT00000090145 ENSGALT00000085222 ENSGALG00000034358 RETSAT 0,940153 0,000512116

ENSGALT00000090145 ENSGALT00000026575 ENSGALG00000016471 - 0,939298 0,000534022

ENSGALT00000090145 ENSGALT00000075521 ENSGALG00000032393 SEBOX 0,939190 0,000536851

ENSGALT00000090145 ENSGALT00000044622 ENSGALG00000026677 F10 0,938150 0,000564419

ENSGALT00000090145 ENSGALT00000083243 ENSGALG00000035836 LDHB 0,938020 0,000567925

ENSGALT00000090145 ENSGALT00000028526 ENSGALG00000017819 SNORA71 0,933747 0,000691389

ENSGALT00000090145 ENSGALT00000010917 ENSGALG00000006756 - 0,931846 0,000751526

ENSGALT00000090145 ENSGALT00000052937 ENSGALG00000041344 FABP5 0,929996 0,000813235

ENSGALT00000090145 ENSGALT00000048002 ENSGALG00000034358 RETSAT 0,925441 0,000979118

ENSGALT00000090145 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,922697 0,001088948

ENSGALT00000090145 ENSGALT00000083242 ENSGALG00000012370 GINM1 0,919405 0,001230934

ENSGALT00000090145 ENSGALT00000004765 ENSGALG00000003016 MASP2 0,916384 0,001371409

ENSGALT00000090145 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,915511 0,001413851

ENSGALT00000090145 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,913210 0,001529811

ENSGALT00000090145 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,907441 0,001847333

ENSGALT00000090145 ENSGALT00000089122 ENSGALG00000011704 HACD2 0,903641 0,002078211

ENSGALT00000090145 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,902260 0,002166562

ENSGALT00000090145 ENSGALT00000040327 ENSGALG00000023950 - 0,901195 0,002236265

ENSGALT00000090145 ENSGALT00000003069 ENSGALG00000001975 - 0,899420 0,002355707

ENSGALT00000090145 ENSGALT00000023256 ENSGALG00000018557 SOD3 0,891104 0,002970423

ENSGALT00000090145 ENSGALT00000090260 ENSGALG00000035836 LDHB 0,890423 0,003024882

ENSGALT00000090145 ENSGALT00000088529 ENSGALG00000045115 - 0,885060 0,00347655

ENSGALT00000090145 ENSGALT00000063740 ENSGALG00000043044 - 0,882043 0,003748666

ENSGALT00000090145 ENSGALT00000075825 ENSGALG00000033661 - 0,881991 0,003753486

ENSGALT00000090145 ENSGALT00000043751 ENSGALG00000028982 - 0,881967 0,003755722

ENSGALT00000090145 ENSGALT00000000384 ENSGALG00000000293 - 0,879475 0,003990859

ENSGALT00000090145 ENSGALT00000080158 ENSGALG00000002576 ASL2 0,878794 0,0040567

ENSGALT00000090145 ENSGALT00000043970 ENSGALG00000014509 BST1 0,877359 0,004197801

ENSGALT00000090145 ENSGALT00000018245 ENSGALG00000011190 - 0,872288 0,004721512

ENSGALT00000090145 ENSGALT00000012325 ENSGALG00000007620 GFRA3 0,870793 0,004883578

ENSGALT00000090145 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,868408 0,00514932

ENSGALT00000090145 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,867504 0,005252407

ENSGALT00000090145 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,867140 0,005294335

ENSGALT00000090145 ENSGALT00000084717 ENSGALG00000044649 P2RX2 0,866783 0,005335668

ENSGALT00000090145 ENSGALT00000052417 ENSGALG00000035836 LDHB 0,866491 0,005369518

ENSGALT00000090145 ENSGALT00000082196 ENSGALG00000031149 - 0,863299 0,005749561

ENSGALT00000090145 ENSGALT00000022096 ENSGALG00000013575 - 0,862022 0,005906265

ENSGALT00000090145 ENSGALT00000017638 ENSGALG00000010853 C8B 0,861624 0,005955544

ENSGALT00000090145 ENSGALT00000020886 ENSGALG00000012802 F13A1 0,858531 0,006348428

ENSGALT00000090145 ENSGALT00000045496 ENSGALG00000028341 - 0,856041 0,006676519

ENSGALT00000090145 ENSGALT00000087837 ENSGALG00000041380 BFIV21 0,854830 0,006839858

ENSGALT00000090145 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,853383 0,007038404

ENSGALT00000090145 ENSGALT00000008177 ENSGALG00000005099 - 0,850527 0,007440906

ENSGALT00000090145 ENSGALT00000020897 ENSGALG00000012809 ECI2 0,849025 0,007658399

ENSGALT00000090145 ENSGALT00000023956 ENSGALG00000014840 C6 0,848794 0,007692204



ENSGALT00000090145 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,848424 0,007746518

ENSGALT00000090145 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,846854 0,007979817

ENSGALT00000090145 ENSGALT00000038895 ENSGALG00000009262 FGB 0,846263 0,008068797

ENSGALT00000090145 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,841266 0,008846315

ENSGALT00000090145 ENSGALT00000016586 ENSGALG00000010203 - 0,839371 0,009153039

ENSGALT00000090145 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,837610 0,009444166

ENSGALT00000090145 ENSGALT00000079162 ENSGALG00000043044 - 0,835520 0,00979728

ENSGALT00000090145 ENSGALT00000015077 ENSGALG00000009266 FGA 0,835187 0,00985431

ENSGALT00000090145 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,831924 0,010424144

ENSGALT00000090145 ENSGALT00000015079 ENSGALG00000009268 FGG 0,830450 0,010688189

ENSGALT00000090145 ENSGALT00000021384 ENSGALG00000013098 MGST1 0,829116 0,010930812

ENSGALT00000090145 ENSGALT00000089703 ENSGALG00000007114 APOA1 0,827826 0,011168788

ENSGALT00000090145 ENSGALT00000005664 ENSGALG00000003578 FN1 0,826209 0,011471609

ENSGALT00000090145 ENSGALT00000073246 ENSGALG00000033498 - 0,823093 0,012069744

ENSGALT00000090145 ENSGALT00000017633 ENSGALG00000010850 C8A 0,819721 0,012738698

ENSGALT00000090145 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,818585 0,012969336

ENSGALT00000090145 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,816897 0,013316688

ENSGALT00000090145 ENSGALT00000078121 ENSGALG00000007114 APOA1 0,815054 0,013702649

ENSGALT00000090145 ENSGALT00000011524 ENSGALG00000007114 APOA1 0,814884 0,013738604

ENSGALT00000090145 ENSGALT00000027063 ENSGALG00000016761 - 0,812580 0,014231626

ENSGALT00000090145 ENSGALT00000059613 ENSGALG00000029472 CHIR-IG1-5 0,812333 0,014285191

ENSGALT00000090145 ENSGALT00000052825 ENSGALG00000040434 - 0,811341 0,014501306

ENSGALT00000090145 ENSGALT00000001533 ENSGALG00000001035 - 0,809432 0,014923135

ENSGALT00000090145 ENSGALT00000087941 ENSGALG00000035836 LDHB 0,807041 0,015462244

ENSGALT00000090145 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,804361 0,016080711

ENSGALT00000090145 ENSGALT00000050127 ENSGALG00000029857 - 0,801307 0,016804351

ENSGALT00000090145 ENSGALT00000088075 ENSGALG00000035836 LDHB 0,800872 0,016908887

ENSGALT00000090145 ENSGALT00000029324 ENSGALG00000013723 OASL 0,796380 0,018013919

ENSGALT00000090145 ENSGALT00000085355 ENSGALG00000045085 - 0,793896 0,018643707

ENSGALT00000090145 ENSGALT00000054028 ENSGALG00000033932 BF1 0,792883 0,018904452

ENSGALT00000090145 ENSGALT00000063728 ENSGALG00000003578 FN1 0,784968 0,021020585

ENSGALT00000090145 ENSGALT00000068504 ENSGALG00000042001 - 0,780094 0,022393914

ENSGALT00000090145 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,778535 0,022844677

ENSGALT00000090145 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,776290 0,023503408

ENSGALT00000090145 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,774160 0,024139325

ENSGALT00000090145 ENSGALT00000017862 ENSGALG00000020388 - 0,761407 0,028169423

ENSGALT00000090145 ENSGALT00000003855 ENSGALG00000023622 - 0,756038 0,029982217

ENSGALT00000090145 ENSGALT00000009422 ENSGALG00000005860 ACAA1 0,742356 0,034919961

ENSGALT00000090145 ENSGALT00000070463 ENSGALG00000010628 ACSL1 0,741116 0,035390707

ENSGALT00000090145 ENSGALT00000079527 ENSGALG00000012809 ECI2 0,740790 0,035514777

ENSGALT00000090145 ENSGALT00000011516 ENSGALG00000007109 APOA4 0,738791 0,036283153

ENSGALT00000090145 ENSGALT00000075242 ENSGALG00000038433 SPON2 0,729693 0,039906884

ENSGALT00000090145 ENSGALT00000064199 ENSGALG00000030773 CP 0,720744 0,043677961

ENSGALT00000090145 ENSGALT00000067119 ENSGALG00000030920 - 0,720407 0,043823829

ENSGALT00000090145 ENSGALT00000026936 ENSGALG00000016690 - 0,720295 0,043872544

ENSGALT00000090145 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,705206 0,050720984

ENSGALT00000090145 ENSGALT00000024632 ENSGALG00000015263 - -0,701848 0,052326995

ENSGALT00000090145 ENSGALT00000024043 ENSGALG00000014908 FST -0,706006 0,050342661

ENSGALT00000090145 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 -0,709209 0,048845788

ENSGALT00000090145 ENSGALT00000050649 ENSGALG00000034177 RPS27L -0,714728 0,046329394

ENSGALT00000090145 ENSGALT00000059891 ENSGALG00000009680 PAQR7 -0,723902 0,042323322

ENSGALT00000090145 ENSGALT00000046363 ENSGALG00000038753 SAR1B -0,725068 0,041829881

ENSGALT00000090145 ENSGALT00000011015 ENSGALG00000006812 TTC36 -0,725872 0,041491798

ENSGALT00000090145 ENSGALT00000043362 ENSGALG00000028230 SUN2 -0,727055 0,040996784

ENSGALT00000090145 ENSGALT00000045529 ENSGALG00000027070 TIMP2 -0,729268 0,040081142

ENSGALT00000090145 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,732239 0,038871584



ENSGALT00000090145 ENSGALT00000024139 ENSGALG00000014966 HGD -0,734900 0,037806933

ENSGALT00000090145 ENSGALT00000089834 ENSGALG00000008858 MDH1 -0,735045 0,037749768

ENSGALT00000090145 ENSGALT00000085775 ENSGALG00000011276 BTG1 -0,735247 0,037669737

ENSGALT00000090145 ENSGALT00000073249 ENSGALG00000021450 - -0,737036 0,036965902

ENSGALT00000090145 ENSGALT00000009308 ENSGALG00000005795 - -0,737842 0,036651354

ENSGALT00000090145 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 -0,744264 0,034203623

ENSGALT00000090145 ENSGALT00000078637 ENSGALG00000004814 RHPN2 -0,744448 0,034134929

ENSGALT00000090145 ENSGALT00000028082 ENSGALG00000017394 INSIG1 -0,744471 0,034126575

ENSGALT00000090145 ENSGALT00000087557 ENSGALG00000044733 - -0,744707 0,034038738

ENSGALT00000090145 ENSGALT00000074202 ENSGALG00000030614 - -0,745639 0,033692908

ENSGALT00000090145 ENSGALT00000038351 ENSGALG00000015053 GLDC -0,748538 0,032631949

ENSGALT00000090145 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,749129 0,032417878

ENSGALT00000090145 ENSGALT00000064540 ENSGALG00000041808 ANO1 -0,749558 0,032263466

ENSGALT00000090145 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 -0,749649 0,032230503

ENSGALT00000090145 ENSGALT00000044254 ENSGALG00000027561 GNG5 -0,750411 0,031957057

ENSGALT00000090145 ENSGALT00000026897 ENSGALG00000016667 - -0,752762 0,031122722

ENSGALT00000090145 ENSGALT00000033928 ENSGALG00000005849 PPDPF -0,753217 0,030962512

ENSGALT00000090145 ENSGALT00000057311 ENSGALG00000012377 HNMT -0,753528 0,030853488

ENSGALT00000090145 ENSGALT00000001314 ENSGALG00000000893 TAT -0,753779 0,030765723

ENSGALT00000090145 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 -0,754540 0,030500307

ENSGALT00000090145 ENSGALT00000063525 ENSGALG00000023925 - -0,756085 0,029966081

ENSGALT00000090145 ENSGALT00000061743 ENSGALG00000010189 - -0,756546 0,029807618

ENSGALT00000090145 ENSGALT00000006703 ENSGALG00000004216 TOR3A -0,757431 0,029505262

ENSGALT00000090145 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 -0,758687 0,029079035

ENSGALT00000090145 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,758994 0,028975633

ENSGALT00000090145 ENSGALT00000080210 ENSGALG00000006080 GPC4 -0,763863 0,027363498

ENSGALT00000090145 ENSGALT00000002818 ENSGALG00000001824 - -0,763872 0,027360376

ENSGALT00000090145 ENSGALT00000089332 ENSGALG00000032679 GCSH -0,764855 0,027041855

ENSGALT00000090145 ENSGALT00000016138 ENSGALG00000009926 HAAO -0,765276 0,026906027

ENSGALT00000090145 ENSGALT00000039802 ENSGALG00000004129 SPP2 -0,766446 0,026531144

ENSGALT00000090145 ENSGALT00000056830 ENSGALG00000033462 - -0,766645 0,026467795

ENSGALT00000090145 ENSGALT00000085318 ENSGALG00000045446 - -0,770018 0,025406227

ENSGALT00000090145 ENSGALT00000046971 ENSGALG00000021450 - -0,772684 0,024586252

ENSGALT00000090145 ENSGALT00000026579 ENSGALG00000016475 - -0,773681 0,024283967

ENSGALT00000090145 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 -0,774768 0,023956854

ENSGALT00000090145 ENSGALT00000011621 ENSGALG00000007178 - -0,775341 0,023785489

ENSGALT00000090145 ENSGALT00000000195 ENSGALG00000000142 CEPT1 -0,777883 0,023034847

ENSGALT00000090145 ENSGALT00000076227 ENSGALG00000009369 PRDX3 -0,778991 0,022712157

ENSGALT00000090145 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,780194 0,022365185

ENSGALT00000090145 ENSGALT00000064075 ENSGALG00000036713 - -0,782635 0,02167132

ENSGALT00000090145 ENSGALT00000061955 ENSGALG00000042079 NID1 -0,783504 0,021427557

ENSGALT00000090145 ENSGALT00000008787 ENSGALG00000023925 - -0,784315 0,021201384

ENSGALT00000090145 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,785006 0,021010265

ENSGALT00000090145 ENSGALT00000084127 ENSGALG00000046197 - -0,785667 0,020828009

ENSGALT00000090145 ENSGALT00000086534 ENSGALG00000004725 - -0,785953 0,020749661

ENSGALT00000090145 ENSGALT00000079773 ENSGALG00000037050 FABP3 -0,792123 0,019101683

ENSGALT00000090145 ENSGALT00000000773 ENSGALG00000000557 ETNK2 -0,797426 0,017752746

ENSGALT00000090145 ENSGALT00000085587 ENSGALG00000045427 UPP2 -0,798850 0,017400847

ENSGALT00000090145 ENSGALT00000044321 ENSGALG00000026757 - -0,800597 0,016975428

ENSGALT00000090145 ENSGALT00000023973 ENSGALG00000014855 - -0,801304 0,016804964

ENSGALT00000090145 ENSGALT00000054524 ENSGALG00000023925 - -0,801691 0,016712116

ENSGALT00000090145 ENSGALT00000076278 ENSGALG00000036572 - -0,804503 0,016047512

ENSGALT00000090145 ENSGALT00000032121 ENSGALG00000020160 - -0,805409 0,015836927

ENSGALT00000090145 ENSGALT00000040063 ENSGALG00000005795 - -0,805892 0,015725573

ENSGALT00000090145 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,808863 0,015050219

ENSGALT00000090145 ENSGALT00000062888 ENSGALG00000042020 - -0,809380 0,014934685



ENSGALT00000090145 ENSGALT00000082890 ENSGALG00000041604 - -0,809736 0,014855437

ENSGALT00000090145 ENSGALT00000040072 ENSGALG00000005795 - -0,809795 0,014842372

ENSGALT00000090145 ENSGALT00000089852 ENSGALG00000040182 GAMT -0,811105 0,014552993

ENSGALT00000090145 ENSGALT00000055464 ENSGALG00000033338 GPT2 -0,811894 0,014380643

ENSGALT00000090145 ENSGALT00000003775 ENSGALG00000002397 PSPH -0,814608 0,013797082

ENSGALT00000090145 ENSGALT00000078635 ENSGALG00000034504 - -0,815584 0,013591041

ENSGALT00000090145 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,815787 0,013548361

ENSGALT00000090145 ENSGALT00000073281 ENSGALG00000005795 - -0,816020 0,013499449

ENSGALT00000090145 ENSGALT00000027871 ENSGALG00000017241 - -0,819934 0,012695788

ENSGALT00000090145 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 -0,820496 0,012583037

ENSGALT00000090145 ENSGALT00000026988 ENSGALG00000016724 RGN -0,820574 0,012567357

ENSGALT00000090145 ENSGALT00000089602 ENSGALG00000005704 - -0,820656 0,012550957

ENSGALT00000090145 ENSGALT00000080710 ENSGALG00000006344 - -0,822915 0,012104566

ENSGALT00000090145 ENSGALT00000065975 ENSGALG00000036293 EBAG9 -0,824000 0,011893709

ENSGALT00000090145 ENSGALT00000071911 ENSGALG00000039538 CLDND1 -0,827088 0,011306385

ENSGALT00000090145 ENSGALT00000020209 ENSGALG00000012377 HNMT -0,828541 0,011036599

ENSGALT00000090145 ENSGALT00000056515 ENSGALG00000013726 AIRC -0,831066 0,010577293

ENSGALT00000090145 ENSGALT00000035078 ENSGALG00000002595 - -0,831314 0,010532856

ENSGALT00000090145 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,831685 0,010466673

ENSGALT00000090145 ENSGALT00000039102 ENSGALG00000010073 DDOST -0,834956 0,009894005

ENSGALT00000090145 ENSGALT00000065362 ENSGALG00000034674 - -0,836191 0,009682993

ENSGALT00000090145 ENSGALT00000040984 ENSGALG00000024271 ECHS1 -0,836608 0,009612522

ENSGALT00000090145 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,837108 0,009528213

ENSGALT00000090145 ENSGALT00000046716 ENSGALG00000040584 - -0,837933 0,009390364

ENSGALT00000090145 ENSGALT00000065653 ENSGALG00000002397 PSPH -0,838877 0,009234233

ENSGALT00000090145 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 -0,840120 0,009030986

ENSGALT00000090145 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 -0,840650 0,008945255

ENSGALT00000090145 ENSGALT00000080092 ENSGALG00000012112 - -0,841494 0,008809857

ENSGALT00000090145 ENSGALT00000083414 ENSGALG00000012196 MCUB -0,841914 0,008742796

ENSGALT00000090145 ENSGALT00000080941 ENSGALG00000037076 GART -0,842073 0,008717605

ENSGALT00000090145 ENSGALT00000005420 ENSGALG00000003427 USP3 -0,842200 0,008697477

ENSGALT00000090145 ENSGALT00000020401 ENSGALG00000012488 TST -0,843707 0,008460792

ENSGALT00000090145 ENSGALT00000032169 ENSGALG00000011455 - -0,845191 0,008231707

ENSGALT00000090145 ENSGALT00000036719 ENSGALG00000019845 - -0,845841 0,008132677

ENSGALT00000090145 ENSGALT00000039781 ENSGALG00000023761 - -0,845959 0,008114727

ENSGALT00000090145 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A -0,847900 0,007823848

ENSGALT00000090145 ENSGALT00000086523 ENSGALG00000000142 CEPT1 -0,851918 0,007243058

ENSGALT00000090145 ENSGALT00000031834 ENSGALG00000011287 - -0,853632 0,007003943

ENSGALT00000090145 ENSGALT00000087652 ENSGALG00000045700 - -0,854364 0,006903376

ENSGALT00000090145 ENSGALT00000071196 ENSGALG00000030366 - -0,857194 0,006523233

ENSGALT00000090145 ENSGALT00000025051 ENSGALG00000015540 RAD23B -0,857740 0,006451558

ENSGALT00000090145 ENSGALT00000016002 ENSGALG00000009842 RASSF3 -0,858360 0,006370707

ENSGALT00000090145 ENSGALT00000061698 ENSGALG00000034434 IDH2 -0,858696 0,006327119

ENSGALT00000090145 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,858990 0,006289128

ENSGALT00000090145 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,859776 0,006188382

ENSGALT00000090145 ENSGALT00000024419 ENSGALG00000015134 - -0,859923 0,006169607

ENSGALT00000090145 ENSGALT00000011547 ENSGALG00000007127 - -0,860627 0,006080462

ENSGALT00000090145 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 -0,861734 0,005941966

ENSGALT00000090145 ENSGALT00000000158 ENSGALG00000000109 AFMID -0,861792 0,005934706

ENSGALT00000090145 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 -0,862395 0,005860133

ENSGALT00000090145 ENSGALT00000015115 ENSGALG00000009291 EPHX1 -0,862818 0,005808249

ENSGALT00000090145 ENSGALT00000077159 ENSGALG00000039257 - -0,863216 0,005759559

ENSGALT00000090145 ENSGALT00000001353 ENSGALG00000000919 PIGR -0,864204 0,005640045

ENSGALT00000090145 ENSGALT00000074022 ENSGALG00000042148 FKBP5 -0,864482 0,005606746

ENSGALT00000090145 ENSGALT00000038284 ENSGALG00000011421 HAL -0,864486 0,005606307

ENSGALT00000090145 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,864835 0,00556465



ENSGALT00000090145 ENSGALT00000020815 ENSGALG00000012754 PAH -0,865017 0,005542893

ENSGALT00000090145 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 -0,866958 0,005315376

ENSGALT00000090145 ENSGALT00000065964 ENSGALG00000001863 - -0,867248 0,005281859

ENSGALT00000090145 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,868249 0,005167376

ENSGALT00000090145 ENSGALT00000068270 ENSGALG00000034917 - -0,868258 0,005166354

ENSGALT00000090145 ENSGALT00000010834 ENSGALG00000006702 MFGE8 -0,868803 0,005104635

ENSGALT00000090145 ENSGALT00000088451 ENSGALG00000044044 - -0,871266 0,004831884

ENSGALT00000090145 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 -0,872003 0,004752138

ENSGALT00000090145 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,872044 0,004747747

ENSGALT00000090145 ENSGALT00000026601 ENSGALG00000016491 APOB -0,872904 0,00465579

ENSGALT00000090145 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 -0,874284 0,004510582

ENSGALT00000090145 ENSGALT00000038387 ENSGALG00000010293 - -0,875349 0,00440068

ENSGALT00000090145 ENSGALT00000016487 ENSGALG00000010139 SSTR1 -0,875584 0,004376588

ENSGALT00000090145 ENSGALT00000009336 ENSGALG00000005815 TMEM41B -0,875721 0,004362653

ENSGALT00000090145 ENSGALT00000019784 ENSGALG00000012111 TMEM37 -0,876729 0,004260679

ENSGALT00000090145 ENSGALT00000050940 ENSGALG00000042374 PDE11A -0,876820 0,004251556

ENSGALT00000090145 ENSGALT00000020120 ENSGALG00000012312 GCAT -0,877833 0,004150832

ENSGALT00000090145 ENSGALT00000014937 ENSGALG00000009170 NCEH1 -0,878550 0,004080425

ENSGALT00000090145 ENSGALT00000021464 ENSGALG00000013149 MOCOS -0,879020 0,0040348

ENSGALT00000090145 ENSGALT00000054778 ENSGALG00000010005 EPAS1 -0,879469 0,003991433

ENSGALT00000090145 ENSGALT00000089048 ENSGALG00000045557 MTTPL -0,879823 0,003957479

ENSGALT00000090145 ENSGALT00000051020 ENSGALG00000042672 - -0,879945 0,003945787

ENSGALT00000090145 ENSGALT00000056823 ENSGALG00000039354 - -0,880790 0,003865589

ENSGALT00000090145 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 -0,880991 0,003846718

ENSGALT00000090145 ENSGALT00000074333 ENSGALG00000033852 - -0,881399 0,003808502

ENSGALT00000090145 ENSGALT00000006584 ENSGALG00000004141 - -0,881623 0,003787643

ENSGALT00000090145 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,882375 0,003718074

ENSGALT00000090145 ENSGALT00000002892 ENSGALG00000001863 - -0,883157 0,003646622

ENSGALT00000090145 ENSGALT00000054207 ENSGALG00000041161 - -0,883197 0,003642961

ENSGALT00000090145 ENSGALT00000047856 ENSGALG00000038169 - -0,883316 0,003632235

ENSGALT00000090145 ENSGALT00000025254 ENSGALG00000015663 HSDL2 -0,884495 0,003526468

ENSGALT00000090145 ENSGALT00000032123 ENSGALG00000020160 - -0,885697 0,003420703

ENSGALT00000090145 ENSGALT00000044387 ENSGALG00000027334 - -0,886367 0,003362712

ENSGALT00000090145 ENSGALT00000066450 ENSGALG00000042784 TPPP -0,886697 0,0033343

ENSGALT00000090145 ENSGALT00000024496 ENSGALG00000015180 PSAT1 -0,886913 0,003315867

ENSGALT00000090145 ENSGALT00000019917 ENSGALG00000012197 ACMSD -0,887710 0,003248307

ENSGALT00000090145 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 -0,887937 0,003229148

ENSGALT00000090145 ENSGALT00000057104 ENSGALG00000030866 CPQ -0,888330 0,003196333

ENSGALT00000090145 ENSGALT00000022312 ENSGALG00000013728 PPAT -0,888403 0,003190221

ENSGALT00000090145 ENSGALT00000087708 ENSGALG00000045747 - -0,889278 0,003117895

ENSGALT00000090145 ENSGALT00000010812 ENSGALG00000006689 ABHD2 -0,889462 0,00310279

ENSGALT00000090145 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,892097 0,002892117

ENSGALT00000090145 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,893617 0,00277492

ENSGALT00000090145 ENSGALT00000007151 ENSGALG00000004491 DMGDH -0,894220 0,002729256

ENSGALT00000090145 ENSGALT00000018962 ENSGALG00000011612 GC -0,895473 0,002635964

ENSGALT00000090145 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 -0,895858 0,002607772

ENSGALT00000090145 ENSGALT00000037180 ENSGALG00000012882 KDSR -0,896003 0,002597145

ENSGALT00000090145 ENSGALT00000083223 ENSGALG00000039538 CLDND1 -0,897376 0,002498321

ENSGALT00000090145 ENSGALT00000083952 ENSGALG00000030187 CAT -0,898180 0,002441544

ENSGALT00000090145 ENSGALT00000016271 ENSGALG00000010018 - -0,898595 0,002412587

ENSGALT00000090145 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,900024 0,002314634

ENSGALT00000090145 ENSGALT00000004493 ENSGALG00000002849 DER -0,901959 0,002186113

ENSGALT00000090145 ENSGALT00000007194 ENSGALG00000004518 - -0,903049 0,002115767

ENSGALT00000090145 ENSGALT00000019412 ENSGALG00000011894 - -0,903428 0,002091703

ENSGALT00000090145 ENSGALT00000081277 ENSGALG00000042801 - -0,904697 0,00201231

ENSGALT00000090145 ENSGALT00000023051 ENSGALG00000014252 - -0,904835 0,002003767



ENSGALT00000090145 ENSGALT00000018735 ENSGALG00000011497 PECR -0,905503 0,00196289

ENSGALT00000090145 ENSGALT00000014282 ENSGALG00000008784 - -0,909138 0,001749902

ENSGALT00000090145 ENSGALT00000063292 ENSGALG00000030187 CAT -0,910147 0,00169358

ENSGALT00000090145 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,913186 0,001531093

ENSGALT00000090145 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,914202 0,001479093

ENSGALT00000090145 ENSGALT00000064736 ENSGALG00000014906 MOCS2 -0,914638 0,001457159

ENSGALT00000090145 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,920661 0,001175401

ENSGALT00000090145 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,924486 0,001016453

ENSGALT00000090145 ENSGALT00000017864 ENSGALG00000020390 - -0,926922 0,00092296

ENSGALT00000090145 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 -0,930806 0,000785832

ENSGALT00000090145 ENSGALT00000028518 ENSGALG00000017811 SNORA27 -0,931934 0,000748658

ENSGALT00000090145 ENSGALT00000067152 ENSGALG00000040117 - -0,949598 0,000308124

ENSGALT00000090145 ENSGALT00000006930 ENSGALG00000004343 - -0,949786 0,00030472

ENSGALT00000090145 ENSGALT00000004729 ENSGALG00000002988 PHGDH -0,971254 5,81E-05

NONGGAT000547.2 ENSGALT00000073442 ENSGALG00000029308 - 0,999538 2,46E-10

NONGGAT000547.2 ENSGALT00000051352 ENSGALG00000041296 - 0,999249 1,06E-09

NONGGAT000547.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,998908 3,25E-09

NONGGAT000547.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,997989 2,03E-08

NONGGAT000547.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,997751 2,84E-08

NONGGAT000547.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,995774 1,88E-07

NONGGAT000547.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,994907 3,29E-07

NONGGAT000547.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,993733 6,12E-07

NONGGAT000547.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,993644 6,39E-07

NONGGAT000547.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,993603 6,51E-07

NONGGAT000547.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,993543 6,70E-07

NONGGAT000547.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,993290 7,52E-07

NONGGAT000547.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,991222 1,68E-06

NONGGAT000547.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,990825 1,92E-06

NONGGAT000547.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,990735 1,97E-06

NONGGAT000547.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,990483 2,14E-06

NONGGAT000547.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,989419 2,94E-06

NONGGAT000547.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,988811 3,47E-06

NONGGAT000547.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,988283 3,99E-06

NONGGAT000547.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,988188 4,08E-06

NONGGAT000547.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,987992 4,29E-06

NONGGAT000547.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,987988 4,29E-06

NONGGAT000547.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,987213 5,18E-06

NONGGAT000547.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,986279 6,39E-06

NONGGAT000547.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,986116 6,62E-06

NONGGAT000547.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,985817 7,06E-06

NONGGAT000547.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,985750 7,16E-06

NONGGAT000547.2 ENSGALT00000087867 ENSGALG00000006723 - 0,983857 1,04E-05

NONGGAT000547.2 ENSGALT00000063397 ENSGALG00000006723 - 0,981488 1,56E-05

NONGGAT000547.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,980712 1,77E-05

NONGGAT000547.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,979455 2,13E-05

NONGGAT000547.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,979192 2,22E-05

NONGGAT000547.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,977478 2,81E-05

NONGGAT000547.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,976870 3,04E-05

NONGGAT000547.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,974671 3,99E-05

NONGGAT000547.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,974273 4,18E-05

NONGGAT000547.2 ENSGALT00000002018 ENSGALG00000001320 - 0,973510 4,56E-05

NONGGAT000547.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,972275 5,22E-05

NONGGAT000547.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,970123 6,52E-05

NONGGAT000547.2 ENSGALT00000017871 ENSGALG00000010969 - 0,969227 7,12E-05

NONGGAT000547.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,968200 7,85E-05

NONGGAT000547.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,967459 8,41E-05



NONGGAT000547.2 ENSGALT00000081175 ENSGALG00000029947 - 0,966587 9,09E-05

NONGGAT000547.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,966233 9,38E-05

NONGGAT000547.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,965646 9,88E-05

NONGGAT000547.2 ENSGALT00000026507 ENSGALG00000016430 - 0,965174 0,000102857

NONGGAT000547.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,963740 0,000115965

NONGGAT000547.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,963632 0,000116997

NONGGAT000547.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,963447 0,000118772

NONGGAT000547.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,962956 0,000123577

NONGGAT000547.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,961771 0,000135699

NONGGAT000547.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,961471 0,000138892

NONGGAT000547.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,960297 0,000151839

NONGGAT000547.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,959918 0,000156182

NONGGAT000547.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,959178 0,000164902

NONGGAT000547.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,958903 0,00016822

NONGGAT000547.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,958194 0,00017698

NONGGAT000547.2 ENSGALT00000044496 ENSGALG00000028880 - 0,957838 0,000181491

NONGGAT000547.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,957818 0,000181747

NONGGAT000547.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,953185 0,000247585

NONGGAT000547.2 ENSGALT00000070619 ENSGALG00000034735 - 0,952198 0,000263382

NONGGAT000547.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,952015 0,000266369

NONGGAT000547.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,950164 0,000297976

NONGGAT000547.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,949883 0,000302988

NONGGAT000547.2 ENSGALT00000038740 ENSGALG00000023435 GATM 0,949107 0,000317087

NONGGAT000547.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,948090 0,000336234

NONGGAT000547.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,947858 0,000340693

NONGGAT000547.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,947322 0,000351158

NONGGAT000547.2 ENSGALT00000046971 ENSGALG00000021450 - 0,944154 0,0004174

NONGGAT000547.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,944018 0,000420409

NONGGAT000547.2 ENSGALT00000024632 ENSGALG00000015263 - 0,937742 0,00057548

NONGGAT000547.2 ENSGALT00000002818 ENSGALG00000001824 - 0,935736 0,00063195

NONGGAT000547.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,933611 0,000695593

NONGGAT000547.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,931998 0,000746584

NONGGAT000547.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,926508 0,000938449

NONGGAT000547.2 ENSGALT00000061743 ENSGALG00000010189 - 0,924962 0,000997745

NONGGAT000547.2 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,923276 0,001065123

NONGGAT000547.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,921908 0,001121937

NONGGAT000547.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,920485 0,001183078

NONGGAT000547.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,919880 0,001209742

NONGGAT000547.2 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,917047 0,001339738

NONGGAT000547.2 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,915565 0,001411205

NONGGAT000547.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,915412 0,001418721

NONGGAT000547.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,915203 0,001429033

NONGGAT000547.2 ENSGALT00000062888 ENSGALG00000042020 - 0,913208 0,001529937

NONGGAT000547.2 ENSGALT00000027871 ENSGALG00000017241 - 0,912543 0,001564577

NONGGAT000547.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,910932 0,001650584

NONGGAT000547.2 ENSGALT00000047996 ENSGALG00000042168 - 0,910254 0,001687653

NONGGAT000547.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,908105 0,001808834

NONGGAT000547.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,907159 0,001863909

NONGGAT000547.2 ENSGALT00000082890 ENSGALG00000041604 - 0,906370 0,001910644

NONGGAT000547.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,904512 0,002023709

NONGGAT000547.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,903495 0,002087435

NONGGAT000547.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,902021 0,002182089

NONGGAT000547.2 ENSGALT00000078635 ENSGALG00000034504 - 0,901181 0,002237179

NONGGAT000547.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,900038 0,002313666

NONGGAT000547.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,898263 0,002435784

NONGGAT000547.2 ENSGALT00000073281 ENSGALG00000005795 - 0,896212 0,002581979



NONGGAT000547.2 ENSGALT00000073249 ENSGALG00000021450 - 0,892420 0,002866936

NONGGAT000547.2 ENSGALT00000084127 ENSGALG00000046197 - 0,891855 0,002911072

NONGGAT000547.2 ENSGALT00000048004 ENSGALG00000037629 - 0,890120 0,003049277

NONGGAT000547.2 ENSGALT00000002682 ENSGALG00000001749 ACSBG2 0,887740 0,003245768

NONGGAT000547.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,886851 0,003321138

NONGGAT000547.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,884852 0,00349485

NONGGAT000547.2 ENSGALT00000042798 ENSGALG00000025738 - 0,883389 0,003625619

NONGGAT000547.2 ENSGALT00000026335 ENSGALG00000016324 - 0,882841 0,003675388

NONGGAT000547.2 ENSGALT00000083141 ENSGALG00000046329 - 0,874322 0,004506675

NONGGAT000547.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,873881 0,004552741

NONGGAT000547.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,871912 0,004761941

NONGGAT000547.2 ENSGALT00000044321 ENSGALG00000026757 - 0,870617 0,004902879

NONGGAT000547.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,869524 0,005023838

NONGGAT000547.2 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,869301 0,005048736

NONGGAT000547.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,868424 0,005147522

NONGGAT000547.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,863963 0,005669112

NONGGAT000547.2 ENSGALT00000040063 ENSGALG00000005795 - 0,861423 0,005980697

NONGGAT000547.2 ENSGALT00000064075 ENSGALG00000036713 - 0,861349 0,00598994

NONGGAT000547.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,860949 0,006039938

NONGGAT000547.2 ENSGALT00000088901 ENSGALG00000044762 - 0,858085 0,006406399

NONGGAT000547.2 ENSGALT00000014086 ENSGALG00000008646 - 0,857795 0,006444257

NONGGAT000547.2 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,857370 0,006500052

NONGGAT000547.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,856831 0,006571244

NONGGAT000547.2 ENSGALT00000054207 ENSGALG00000041161 - 0,856156 0,006661044

NONGGAT000547.2 ENSGALT00000085318 ENSGALG00000045446 - 0,855999 0,006682048

NONGGAT000547.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,854408 0,006897348

NONGGAT000547.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,852550 0,007154239

NONGGAT000547.2 ENSGALT00000040072 ENSGALG00000005795 - 0,851500 0,007302228

NONGGAT000547.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,849866 0,007536184

NONGGAT000547.2 ENSGALT00000039781 ENSGALG00000023761 - 0,849298 0,007618536

NONGGAT000547.2 ENSGALT00000087652 ENSGALG00000045700 - 0,845508 0,008183375

NONGGAT000547.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,844490 0,008339438

NONGGAT000547.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,843213 0,008537939

NONGGAT000547.2 ENSGALT00000068577 ENSGALG00000035803 - 0,842733 0,008613354

NONGGAT000547.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,842469 0,00865497

NONGGAT000547.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,841757 0,008767801

NONGGAT000547.2 ENSGALT00000071196 ENSGALG00000030366 - 0,838470 0,009301308

NONGGAT000547.2 ENSGALT00000086534 ENSGALG00000004725 - 0,837065 0,009535523

NONGGAT000547.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,836977 0,009550225

NONGGAT000547.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,835790 0,009751245

NONGGAT000547.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,835105 0,009868416

NONGGAT000547.2 ENSGALT00000076278 ENSGALG00000036572 - 0,834922 0,009899787

NONGGAT000547.2 ENSGALT00000068270 ENSGALG00000034917 - 0,834289 0,010009085

NONGGAT000547.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,834033 0,010053518

NONGGAT000547.2 ENSGALT00000011621 ENSGALG00000007178 - 0,833822 0,010090258

NONGGAT000547.2 ENSGALT00000080092 ENSGALG00000012112 - 0,833211 0,01019705

NONGGAT000547.2 ENSGALT00000024419 ENSGALG00000015134 - 0,827743 0,011184174

NONGGAT000547.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,826738 0,011371964

NONGGAT000547.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,825619 0,011583516

NONGGAT000547.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,822538 0,012178305

NONGGAT000547.2 ENSGALT00000081277 ENSGALG00000042801 - 0,821268 0,01242908

NONGGAT000547.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,816090 0,013484861

NONGGAT000547.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,815647 0,013577669

NONGGAT000547.2 ENSGALT00000009308 ENSGALG00000005795 - 0,812174 0,014319585

NONGGAT000547.2 ENSGALT00000036427 ENSGALG00000017185 TMEM123 0,809691 0,014865465

NONGGAT000547.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,809487 0,014910931



NONGGAT000547.2 ENSGALT00000089702 ENSGALG00000045648 - 0,805889 0,015726229

NONGGAT000547.2 ENSGALT00000011547 ENSGALG00000007127 - 0,805561 0,015801903

NONGGAT000547.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,805496 0,015816961

NONGGAT000547.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,803560 0,016268464

NONGGAT000547.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,799087 0,017342837

NONGGAT000547.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,797774 0,017666273

NONGGAT000547.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,797234 0,017800533

NONGGAT000547.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,793794 0,018670047

NONGGAT000547.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,792207 0,019079773

NONGGAT000547.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,791851 0,019172607

NONGGAT000547.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,791228 0,019335496

NONGGAT000547.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,790894 0,019423085

NONGGAT000547.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,789888 0,019688898

NONGGAT000547.2 ENSGALT00000056823 ENSGALG00000039354 - 0,789347 0,01983274

NONGGAT000547.2 ENSGALT00000038387 ENSGALG00000010293 - 0,787346 0,020370072

NONGGAT000547.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,786233 0,020673075

NONGGAT000547.2 ENSGALT00000032169 ENSGALG00000011455 - 0,784418 0,021172898

NONGGAT000547.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,783698 0,021373192

NONGGAT000547.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,783136 0,021530569

NONGGAT000547.2 ENSGALT00000002892 ENSGALG00000001863 - 0,781514 0,021988377

NONGGAT000547.2 ENSGALT00000065964 ENSGALG00000001863 - 0,781499 0,021992516

NONGGAT000547.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,781201 0,02207741

NONGGAT000547.2 ENSGALT00000074202 ENSGALG00000030614 - 0,778895 0,022740075

NONGGAT000547.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,778515 0,022850545

NONGGAT000547.2 ENSGALT00000051020 ENSGALG00000042672 - 0,775818 0,023643389

NONGGAT000547.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,774548 0,024022771

NONGGAT000547.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,774388 0,024070894

NONGGAT000547.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,774194 0,024129158

NONGGAT000547.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,773638 0,024296799

NONGGAT000547.2 ENSGALT00000006584 ENSGALG00000004141 - 0,773380 0,024375057

NONGGAT000547.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,772467 0,02465236

NONGGAT000547.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,771124 0,02506402

NONGGAT000547.2 ENSGALT00000036719 ENSGALG00000019845 - 0,764975 0,02700308

NONGGAT000547.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,761561 0,028118604

NONGGAT000547.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,760822 0,028363767

NONGGAT000547.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,760058 0,028618302

NONGGAT000547.2 ENSGALT00000087708 ENSGALG00000045747 - 0,759598 0,028772545

NONGGAT000547.2 ENSGALT00000077159 ENSGALG00000039257 - 0,759021 0,02896649

NONGGAT000547.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,758287 0,029214345

NONGGAT000547.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,756057 0,029975496

NONGGAT000547.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,755794 0,030066387

NONGGAT000547.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,754060 0,030667716

NONGGAT000547.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,750723 0,031845676

NONGGAT000547.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,749573 0,032258044

NONGGAT000547.2 ENSGALT00000017864 ENSGALG00000020390 - 0,749128 0,032418389

NONGGAT000547.2 ENSGALT00000023973 ENSGALG00000014855 - 0,747893 0,032866247

NONGGAT000547.2 ENSGALT00000089602 ENSGALG00000005704 - 0,746212 0,033481706

NONGGAT000547.2 ENSGALT00000016271 ENSGALG00000010018 - 0,745949 0,033578512

NONGGAT000547.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,740610 0,035583698

NONGGAT000547.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,737768 0,036680106

NONGGAT000547.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,734306 0,038043362

NONGGAT000547.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,733039 0,038549645

NONGGAT000547.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,732615 0,038719935

NONGGAT000547.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,727658 0,040746165

NONGGAT000547.2 ENSGALT00000074333 ENSGALG00000033852 - 0,727298 0,040895857

NONGGAT000547.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,727110 0,040973944



NONGGAT000547.2 ENSGALT00000050726 ENSGALG00000021450 - 0,726944 0,041043007

NONGGAT000547.2 ENSGALT00000089110 ENSGALG00000045714 - 0,721217 0,043473123

NONGGAT000547.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,717540 0,045078396

NONGGAT000547.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,714218 0,046558896

NONGGAT000547.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,713683 0,046799761

NONGGAT000547.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,711506 0,047788856

NONGGAT000547.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,711454 0,047812676

NONGGAT000547.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,708115 0,049353804

NONGGAT000547.2 ENSGALT00000035078 ENSGALG00000002595 - 0,707949 0,049431505

NONGGAT000547.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,707274 0,049746711

NONGGAT000547.2 ENSGALT00000046716 ENSGALG00000040584 - 0,706509 0,050106086

NONGGAT000547.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,705435 0,050612805

NONGGAT000547.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,702993 0,051776054

NONGGAT000547.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,700296 0,05307957

NONGGAT000547.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,703287 0,051635197

NONGGAT000547.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,704475 0,05106795

NONGGAT000547.2 ENSGALT00000001533 ENSGALG00000001035 - -0,704832 0,0508986

NONGGAT000547.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,706461 0,050128335

NONGGAT000547.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,712375 0,047392648

NONGGAT000547.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,713046 0,047088079

NONGGAT000547.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,714455 0,04645222

NONGGAT000547.2 ENSGALT00000008441 ENSGALG00000005257 - -0,715876 0,045816289

NONGGAT000547.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,717816 0,044956575

NONGGAT000547.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,718990 0,044440987

NONGGAT000547.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,724585 0,042034106

NONGGAT000547.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,727595 0,040772185

NONGGAT000547.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,728335 0,040465577

NONGGAT000547.2 ENSGALT00000021277 ENSGALG00000013033 - -0,728695 0,040317166

NONGGAT000547.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,729316 0,040061318

NONGGAT000547.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,731422 0,039201867

NONGGAT000547.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,732753 0,038664416

NONGGAT000547.2 ENSGALT00000075825 ENSGALG00000033661 - -0,734985 0,037773413

NONGGAT000547.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,738665 0,03633179

NONGGAT000547.2 ENSGALT00000026936 ENSGALG00000016690 - -0,741727 0,035158081

NONGGAT000547.2 ENSGALT00000000384 ENSGALG00000000293 - -0,741978 0,035063204

NONGGAT000547.2 ENSGALT00000026937 ENSGALG00000016690 - -0,745501 0,033744018

NONGGAT000547.2 ENSGALT00000040327 ENSGALG00000023950 - -0,745593 0,033710163

NONGGAT000547.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,748918 0,032494321

NONGGAT000547.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,750552 0,031906812

NONGGAT000547.2 ENSGALT00000036713 ENSGALG00000022815 - -0,752254 0,031301762

NONGGAT000547.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,755681 0,03010532

NONGGAT000547.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,760387 0,028508431

NONGGAT000547.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,760774 0,028379638

NONGGAT000547.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,766582 0,026487721

NONGGAT000547.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,767488 0,02619992

NONGGAT000547.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,770205 0,025348193

NONGGAT000547.2 ENSGALT00000052825 ENSGALG00000040434 - -0,770778 0,025170803

NONGGAT000547.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,771304 0,025008653

NONGGAT000547.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,773061 0,024471758

NONGGAT000547.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,776977 0,023300528

NONGGAT000547.2 ENSGALT00000031540 ENSGALG00000016669 - -0,778601 0,022825348

NONGGAT000547.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,779088 0,022684013

NONGGAT000547.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,779676 0,022514385

NONGGAT000547.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,780604 0,022247847

NONGGAT000547.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,787482 0,020333264

NONGGAT000547.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,790593 0,019502526



NONGGAT000547.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,791070 0,019376922

NONGGAT000547.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,792087 0,019111057

NONGGAT000547.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,817342 0,013224605

NONGGAT000547.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,829380 0,010882644

NONGGAT000547.2 ENSGALT00000008177 ENSGALG00000005099 - -0,830962 0,010596041

NONGGAT000547.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,835793 0,009750702

NONGGAT000547.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,838749 0,009255277

NONGGAT000547.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,847405 0,007897381

NONGGAT000547.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,850935 0,007382526

NONGGAT000547.2 ENSGALT00000003069 ENSGALG00000001975 - -0,857273 0,006512835

NONGGAT000547.2 ENSGALT00000046070 ENSGALG00000028451 - -0,860357 0,006114576

NONGGAT000547.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,867331 0,005272286

NONGGAT000547.2 ENSGALT00000063740 ENSGALG00000043044 - -0,872777 0,004669224

NONGGAT000547.2 ENSGALT00000079162 ENSGALG00000043044 - -0,873712 0,00457038

NONGGAT000547.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,883747 0,00359328

NONGGAT000547.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,889299 0,003116191

NONGGAT000547.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,890398 0,003026837

NONGGAT000547.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,893936 0,002750711

NONGGAT000547.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,897553 0,002485719

NONGGAT000547.2 ENSGALT00000084217 ENSGALG00000003876 - -0,942798 0,000448075

NONGGAT000885.2 ENSGALT00000063525 ENSGALG00000023925 - 0,997119 5,96E-08

NONGGAT000885.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,985906 6,93E-06

NONGGAT000885.2 ENSGALT00000008787 ENSGALG00000023925 - 0,984364 9,45E-06

NONGGAT000885.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,981898 1,46E-05

NONGGAT000885.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,981023 1,68E-05

NONGGAT000885.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,980583 1,80E-05

NONGGAT000885.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,979103 2,25E-05

NONGGAT000885.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,977182 2,92E-05

NONGGAT000885.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,972183 5,27E-05

NONGGAT000885.2 ENSGALT00000031834 ENSGALG00000011287 - 0,971564 5,63E-05

NONGGAT000885.2 ENSGALT00000032121 ENSGALG00000020160 - 0,968654 7,52E-05

NONGGAT000885.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,967062 8,71E-05

NONGGAT000885.2 ENSGALT00000065362 ENSGALG00000034674 - 0,966021 9,56E-05

NONGGAT000885.2 ENSGALT00000054524 ENSGALG00000023925 - 0,964872 0,00010553

NONGGAT000885.2 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,964320 0,000110541

NONGGAT000885.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,963371 0,000119506

NONGGAT000885.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,962555 0,000127599

NONGGAT000885.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,962274 0,000130468

NONGGAT000885.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,962000 0,000133297

NONGGAT000885.2 ENSGALT00000026897 ENSGALG00000016667 - 0,959535 0,000160655

NONGGAT000885.2 ENSGALT00000035078 ENSGALG00000002595 - 0,957905 0,000180639

NONGGAT000885.2 ENSGALT00000089250 ENSGALG00000044870 - 0,954900 0,000221641

NONGGAT000885.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,953732 0,000239109

NONGGAT000885.2 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,952373 0,000260521

NONGGAT000885.2 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,947609 0,000345536

NONGGAT000885.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,946670 0,000364181

NONGGAT000885.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,946545 0,000366724

NONGGAT000885.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,942358 0,000458349

NONGGAT000885.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,942060 0,000465379

NONGGAT000885.2 ENSGALT00000032123 ENSGALG00000020160 - 0,941649 0,000475198

NONGGAT000885.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,940972 0,000491685

NONGGAT000885.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,940605 0,000500772

NONGGAT000885.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,940546 0,000502253

NONGGAT000885.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,938668 0,000550555

NONGGAT000885.2 ENSGALT00000019412 ENSGALG00000011894 - 0,937552 0,000580662

NONGGAT000885.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,936597 0,000607276



NONGGAT000885.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,934111 0,00068024

NONGGAT000885.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,933116 0,000710991

NONGGAT000885.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,932921 0,000717115

NONGGAT000885.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,932745 0,000722666

NONGGAT000885.2 ENSGALT00000023973 ENSGALG00000014855 - 0,932702 0,000724029

NONGGAT000885.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,932240 0,000738795

NONGGAT000885.2 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,931273 0,000770292

NONGGAT000885.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,930505 0,000795948

NONGGAT000885.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,929366 0,000834983

NONGGAT000885.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,928208 0,000875972

NONGGAT000885.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,924897 0,001000277

NONGGAT000885.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,924769 0,001005323

NONGGAT000885.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,917786 0,001304997

NONGGAT000885.2 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,917324 0,001326646

NONGGAT000885.2 ENSGALT00000089110 ENSGALG00000045714 - 0,915300 0,001424254

NONGGAT000885.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,914224 0,001477969

NONGGAT000885.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,912590 0,001562086

NONGGAT000885.2 ENSGALT00000074202 ENSGALG00000030614 - 0,911376 0,00162658

NONGGAT000885.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,911017 0,001645957

NONGGAT000885.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,909942 0,001704898

NONGGAT000885.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,909786 0,001713594

NONGGAT000885.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,908216 0,001802429

NONGGAT000885.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,906596 0,001897154

NONGGAT000885.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,906371 0,001910598

NONGGAT000885.2 ENSGALT00000006584 ENSGALG00000004141 - 0,901669 0,002205051

NONGGAT000885.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,900403 0,002289073

NONGGAT000885.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,899983 0,002317426

NONGGAT000885.2 ENSGALT00000036719 ENSGALG00000019845 - 0,898030 0,002452102

NONGGAT000885.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,897371 0,002498671

NONGGAT000885.2 ENSGALT00000017449 ENSGALG00000010722 - 0,893537 0,002780969

NONGGAT000885.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,892254 0,002879871

NONGGAT000885.2 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,891579 0,002932816

NONGGAT000885.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,888413 0,003189429

NONGGAT000885.2 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,884584 0,003518528

NONGGAT000885.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,882091 0,003744221

NONGGAT000885.2 ENSGALT00000065964 ENSGALG00000001863 - 0,881506 0,003798455

NONGGAT000885.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,881416 0,003806928

NONGGAT000885.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,876702 0,00426337

NONGGAT000885.2 ENSGALT00000006930 ENSGALG00000004343 - 0,875016 0,004434825

NONGGAT000885.2 ENSGALT00000067152 ENSGALG00000040117 - 0,874492 0,004488964

NONGGAT000885.2 ENSGALT00000080092 ENSGALG00000012112 - 0,874296 0,004509399

NONGGAT000885.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,873730 0,004568546

NONGGAT000885.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,872277 0,004722728

NONGGAT000885.2 ENSGALT00000086534 ENSGALG00000004725 - 0,871427 0,004814355

NONGGAT000885.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,869755 0,00499815

NONGGAT000885.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,864189 0,005641882

NONGGAT000885.2 ENSGALT00000088451 ENSGALG00000044044 - 0,861793 0,005934563

NONGGAT000885.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,860890 0,006047425

NONGGAT000885.2 ENSGALT00000051020 ENSGALG00000042672 - 0,855968 0,006686263

NONGGAT000885.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,855594 0,006736416

NONGGAT000885.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,855022 0,006813772

NONGGAT000885.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,851769 0,007264112

NONGGAT000885.2 ENSGALT00000014282 ENSGALG00000008784 - 0,851721 0,007270892

NONGGAT000885.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,849564 0,007579869

NONGGAT000885.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,849513 0,007587271

NONGGAT000885.2 ENSGALT00000089702 ENSGALG00000045648 - 0,846650 0,008010477



NONGGAT000885.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,846194 0,008079227

NONGGAT000885.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,845593 0,008170411

NONGGAT000885.2 ENSGALT00000068270 ENSGALG00000034917 - 0,842405 0,008665072

NONGGAT000885.2 ENSGALT00000032169 ENSGALG00000011455 - 0,841309 0,008839453

NONGGAT000885.2 ENSGALT00000047856 ENSGALG00000038169 - 0,840151 0,009025928

NONGGAT000885.2 ENSGALT00000044321 ENSGALG00000026757 - 0,840148 0,009026431

NONGGAT000885.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,837045 0,009538854

NONGGAT000885.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,833929 0,010071671

NONGGAT000885.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,833396 0,010164644

NONGGAT000885.2 ENSGALT00000024419 ENSGALG00000015134 - 0,833352 0,010172237

NONGGAT000885.2 ENSGALT00000017864 ENSGALG00000020390 - 0,833254 0,010189493

NONGGAT000885.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,832886 0,01025399

NONGGAT000885.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,830136 0,010745123

NONGGAT000885.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,829299 0,010897487

NONGGAT000885.2 ENSGALT00000081277 ENSGALG00000042801 - 0,825895 0,011531087

NONGGAT000885.2 ENSGALT00000002892 ENSGALG00000001863 - 0,825506 0,011604893

NONGGAT000885.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,825379 0,011629066

NONGGAT000885.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,823908 0,011911483

NONGGAT000885.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,820516 0,012578902

NONGGAT000885.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,820015 0,012679514

NONGGAT000885.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,815305 0,013649667

NONGGAT000885.2 ENSGALT00000040072 ENSGALG00000005795 - 0,815092 0,013694563

NONGGAT000885.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,814549 0,013809621

NONGGAT000885.2 ENSGALT00000048004 ENSGALG00000037629 - 0,814073 0,013910785

NONGGAT000885.2 ENSGALT00000071196 ENSGALG00000030366 - 0,814019 0,013922467

NONGGAT000885.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,813398 0,014055328

NONGGAT000885.2 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,812880 0,014166809

NONGGAT000885.2 ENSGALT00000016271 ENSGALG00000010018 - 0,812154 0,014324118

NONGGAT000885.2 ENSGALT00000080710 ENSGALG00000006344 - 0,811303 0,014509701

NONGGAT000885.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,811001 0,0145759

NONGGAT000885.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,810320 0,014725955

NONGGAT000885.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,809606 0,014884289

NONGGAT000885.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,807057 0,01545861

NONGGAT000885.2 ENSGALT00000054207 ENSGALG00000041161 - 0,806854 0,015504841

NONGGAT000885.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,806817 0,015513185

NONGGAT000885.2 ENSGALT00000064075 ENSGALG00000036713 - 0,806223 0,015649335

NONGGAT000885.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,805503 0,015815397

NONGGAT000885.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,805493 0,015817656

NONGGAT000885.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,803962 0,016174034

NONGGAT000885.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,801792 0,016688039

NONGGAT000885.2 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,801001 0,016877847

NONGGAT000885.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,798087 0,017588917

NONGGAT000885.2 ENSGALT00000087708 ENSGALG00000045747 - 0,797097 0,017834639

NONGGAT000885.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,793198 0,01882324

NONGGAT000885.2 ENSGALT00000068577 ENSGALG00000035803 - 0,792746 0,018940062

NONGGAT000885.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,791737 0,019202284

NONGGAT000885.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,784318 0,021200714

NONGGAT000885.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,784061 0,021272237

NONGGAT000885.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,783910 0,021314075

NONGGAT000885.2 ENSGALT00000056823 ENSGALG00000039354 - 0,780653 0,022233676

NONGGAT000885.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,778864 0,022749148

NONGGAT000885.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,775456 0,023751364

NONGGAT000885.2 ENSGALT00000009308 ENSGALG00000005795 - 0,771364 0,024990189

NONGGAT000885.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,768846 0,025771989

NONGGAT000885.2 ENSGALT00000040063 ENSGALG00000005795 - 0,768291 0,025946316

NONGGAT000885.2 ENSGALT00000039781 ENSGALG00000023761 - 0,766328 0,026568658



NONGGAT000885.2 ENSGALT00000027871 ENSGALG00000017241 - 0,766278 0,026584854

NONGGAT000885.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,766038 0,026661536

NONGGAT000885.2 ENSGALT00000023051 ENSGALG00000014252 - 0,764739 0,027079354

NONGGAT000885.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,764675 0,027099959

NONGGAT000885.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,763825 0,027375696

NONGGAT000885.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,762395 0,02784332

NONGGAT000885.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,760166 0,028582215

NONGGAT000885.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,760076 0,028612517

NONGGAT000885.2 ENSGALT00000085318 ENSGALG00000045446 - 0,759550 0,028788504

NONGGAT000885.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,759097 0,028940977

NONGGAT000885.2 ENSGALT00000024632 ENSGALG00000015263 - 0,756861 0,029699861

NONGGAT000885.2 ENSGALT00000073281 ENSGALG00000005795 - 0,756241 0,029912357

NONGGAT000885.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,755056 0,030321197

NONGGAT000885.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,752583 0,031185527

NONGGAT000885.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,751549 0,031551506

NONGGAT000885.2 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,750209 0,032029711

NONGGAT000885.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,750148 0,032051481

NONGGAT000885.2 ENSGALT00000038284 ENSGALG00000011421 HAL 0,747111 0,03315147

NONGGAT000885.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,742052 0,035034918

NONGGAT000885.2 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,740973 0,035445071

NONGGAT000885.2 ENSGALT00000087652 ENSGALG00000045700 - 0,738858 0,036257

NONGGAT000885.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,736016 0,037366272

NONGGAT000885.2 ENSGALT00000038387 ENSGALG00000010293 - 0,734355 0,038023579

NONGGAT000885.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,732302 0,038846139

NONGGAT000885.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,730883 0,039420933

NONGGAT000885.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,728820 0,040265453

NONGGAT000885.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,727880 0,040654062

NONGGAT000885.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,727433 0,040839725

NONGGAT000885.2 ENSGALT00000076278 ENSGALG00000036572 - 0,726861 0,041077959

NONGGAT000885.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,725766 0,041536255

NONGGAT000885.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,724868 0,041914187

NONGGAT000885.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,720155 0,043933405

NONGGAT000885.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,717973 0,044887312

NONGGAT000885.2 ENSGALT00000011547 ENSGALG00000007127 - 0,715639 0,045921927

NONGGAT000885.2 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,715443 0,046009389

NONGGAT000885.2 ENSGALT00000082890 ENSGALG00000041604 - 0,713313 0,046966864

NONGGAT000885.2 ENSGALT00000061743 ENSGALG00000010189 - 0,708330 0,049254048

NONGGAT000885.2 ENSGALT00000078635 ENSGALG00000034504 - 0,707829 0,049487263

NONGGAT000885.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,706751 0,049992401

NONGGAT000885.2 ENSGALT00000007194 ENSGALG00000004518 - 0,706560 0,050081775

NONGGAT000885.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,704717 0,050953123

NONGGAT000885.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,700857 0,052806619

NONGGAT000885.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,701487 0,052501335

NONGGAT000885.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,703509 0,051529144

NONGGAT000885.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,704351 0,051127181

NONGGAT000885.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,704788 0,050919275

NONGGAT000885.2 ENSGALT00000000109 ENSGALG00000000081 - -0,706614 0,050056752

NONGGAT000885.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,708258 0,049287244

NONGGAT000885.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,711383 0,047844919

NONGGAT000885.2 ENSGALT00000075825 ENSGALG00000033661 - -0,712182 0,047480419

NONGGAT000885.2 ENSGALT00000031540 ENSGALG00000016669 - -0,712518 0,047327481

NONGGAT000885.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,714455 0,046452338

NONGGAT000885.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,715205 0,046115977

NONGGAT000885.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,715806 0,045847322

NONGGAT000885.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,716424 0,045572407

NONGGAT000885.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,718117 0,04482421



NONGGAT000885.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,719232 0,044335139

NONGGAT000885.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,720921 0,043601238

NONGGAT000885.2 ENSGALT00000008177 ENSGALG00000005099 - -0,722242 0,043032303

NONGGAT000885.2 ENSGALT00000026575 ENSGALG00000016471 - -0,723195 0,042624506

NONGGAT000885.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,725786 0,041527551

NONGGAT000885.2 ENSGALT00000000384 ENSGALG00000000293 - -0,729473 0,039997174

NONGGAT000885.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,729619 0,039937208

NONGGAT000885.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,729900 0,03982203

NONGGAT000885.2 ENSGALT00000089585 ENSGALG00000043917 - -0,732087 0,038932955

NONGGAT000885.2 ENSGALT00000003069 ENSGALG00000001975 - -0,742680 0,034797677

NONGGAT000885.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,743034 0,034664668

NONGGAT000885.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,743771 0,034388064

NONGGAT000885.2 ENSGALT00000063740 ENSGALG00000043044 - -0,746508 0,033372672

NONGGAT000885.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,748923 0,032492604

NONGGAT000885.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,750977 0,031755035

NONGGAT000885.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,753076 0,031012341

NONGGAT000885.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,755015 0,030335626

NONGGAT000885.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,755182 0,030277595

NONGGAT000885.2 ENSGALT00000001533 ENSGALG00000001035 - -0,759616 0,028766434

NONGGAT000885.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,760042 0,028623837

NONGGAT000885.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,760490 0,028473998

NONGGAT000885.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,760585 0,028442488

NONGGAT000885.2 ENSGALT00000027063 ENSGALG00000016761 - -0,760822 0,028363742

NONGGAT000885.2 ENSGALT00000031541 ENSGALG00000016668 - -0,761274 0,028213505

NONGGAT000885.2 ENSGALT00000036713 ENSGALG00000022815 - -0,762396 0,027843154

NONGGAT000885.2 ENSGALT00000040327 ENSGALG00000023950 - -0,764543 0,027142857

NONGGAT000885.2 ENSGALT00000043563 ENSGALG00000026970 - -0,765474 0,026842532

NONGGAT000885.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,766264 0,026589166

NONGGAT000885.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,768556 0,025863073

NONGGAT000885.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,768873 0,025763453

NONGGAT000885.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,771378 0,024985942

NONGGAT000885.2 ENSGALT00000023517 ENSGALG00000014585 - -0,773131 0,024450363

NONGGAT000885.2 ENSGALT00000010917 ENSGALG00000006756 - -0,775759 0,023661067

NONGGAT000885.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,782224 0,02178726

NONGGAT000885.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,787190 0,020412566

NONGGAT000885.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,788230 0,020131454

NONGGAT000885.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,791125 0,019362413

NONGGAT000885.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,791757 0,019197149

NONGGAT000885.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,792535 0,018994697

NONGGAT000885.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,794306 0,018538887

NONGGAT000885.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,795789 0,018162588

NONGGAT000885.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,796362 0,018018411

NONGGAT000885.2 ENSGALT00000083389 ENSGALG00000044326 - -0,856555 0,006607948

NONGGAT002584.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,996753 8,53E-08

NONGGAT002584.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,991366 1,60E-06

NONGGAT002584.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,989218 3,11E-06

NONGGAT002584.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,989077 3,23E-06

NONGGAT002584.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,987716 4,59E-06

NONGGAT002584.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,986352 6,29E-06

NONGGAT002584.2 ENSGALT00000054524 ENSGALG00000023925 - 0,984126 9,88E-06

NONGGAT002584.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,980246 1,90E-05

NONGGAT002584.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,979265 2,19E-05

NONGGAT002584.2 ENSGALT00000014282 ENSGALG00000008784 - 0,974414 4,11E-05

NONGGAT002584.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,974278 4,17E-05

NONGGAT002584.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,972121 5,30E-05

NONGGAT002584.2 ENSGALT00000019412 ENSGALG00000011894 - 0,971733 5,53E-05



NONGGAT002584.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,967990 8,00E-05

NONGGAT002584.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,966473 9,19E-05

NONGGAT002584.2 ENSGALT00000031834 ENSGALG00000011287 - 0,964825 0,000105958

NONGGAT002584.2 ENSGALT00000008787 ENSGALG00000023925 - 0,964240 0,000111283

NONGGAT002584.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,962896 0,000124179

NONGGAT002584.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,959595 0,00015995

NONGGAT002584.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,959485 0,000161254

NONGGAT002584.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,958863 0,000168716

NONGGAT002584.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,957882 0,000180936

NONGGAT002584.2 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,957110 0,000190959

NONGGAT002584.2 ENSGALT00000067152 ENSGALG00000040117 - 0,954200 0,000232008

NONGGAT002584.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,951432 0,000276077

NONGGAT002584.2 ENSGALT00000006930 ENSGALG00000004343 - 0,949501 0,00030988

NONGGAT002584.2 ENSGALT00000038284 ENSGALG00000011421 HAL 0,946675 0,000364076

NONGGAT002584.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,940953 0,000492145

NONGGAT002584.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,939775 0,000521733

NONGGAT002584.2 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,936165 0,000619557

NONGGAT002584.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,935193 0,000647805

NONGGAT002584.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,934563 0,000666587

NONGGAT002584.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,934376 0,000672209

NONGGAT002584.2 ENSGALT00000063525 ENSGALG00000023925 - 0,931972 0,00074745

NONGGAT002584.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,930502 0,000796044

NONGGAT002584.2 ENSGALT00000016271 ENSGALG00000010018 - 0,928311 0,000872278

NONGGAT002584.2 ENSGALT00000051020 ENSGALG00000042672 - 0,925952 0,000959514

NONGGAT002584.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,924015 0,001035238

NONGGAT002584.2 ENSGALT00000080710 ENSGALG00000006344 - 0,922668 0,001090138

NONGGAT002584.2 ENSGALT00000065964 ENSGALG00000001863 - 0,922322 0,001104547

NONGGAT002584.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,921431 0,00114221

NONGGAT002584.2 ENSGALT00000065362 ENSGALG00000034674 - 0,920447 0,001184774

NONGGAT002584.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,919494 0,001226931

NONGGAT002584.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,918036 0,00129335

NONGGAT002584.2 ENSGALT00000087708 ENSGALG00000045747 - 0,917222 0,001331464

NONGGAT002584.2 ENSGALT00000002892 ENSGALG00000001863 - 0,917210 0,001332007

NONGGAT002584.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,913358 0,001522205

NONGGAT002584.2 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,912948 0,001543397

NONGGAT002584.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,912046 0,00159076

NONGGAT002584.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,910959 0,001649088

NONGGAT002584.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,910479 0,001675279

NONGGAT002584.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,908344 0,001795088

NONGGAT002584.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,908324 0,001796239

NONGGAT002584.2 ENSGALT00000036719 ENSGALG00000019845 - 0,906563 0,001899142

NONGGAT002584.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,903591 0,002081343

NONGGAT002584.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,903396 0,002093698

NONGGAT002584.2 ENSGALT00000035078 ENSGALG00000002595 - 0,903107 0,002112063

NONGGAT002584.2 ENSGALT00000088451 ENSGALG00000044044 - 0,903081 0,002113726

NONGGAT002584.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,902399 0,002157554

NONGGAT002584.2 ENSGALT00000023973 ENSGALG00000014855 - 0,902276 0,002165475

NONGGAT002584.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,901658 0,002205776

NONGGAT002584.2 ENSGALT00000026897 ENSGALG00000016667 - 0,898922 0,002389976

NONGGAT002584.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,898616 0,002411181

NONGGAT002584.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,898614 0,00241133

NONGGAT002584.2 ENSGALT00000056823 ENSGALG00000039354 - 0,898378 0,002427734

NONGGAT002584.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,898213 0,002439291

NONGGAT002584.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,896941 0,002529379

NONGGAT002584.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,896674 0,002548542

NONGGAT002584.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,896631 0,002551602



NONGGAT002584.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,892627 0,002850861

NONGGAT002584.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,891871 0,002909812

NONGGAT002584.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,891868 0,002910075

NONGGAT002584.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,891214 0,002961688

NONGGAT002584.2 ENSGALT00000024419 ENSGALG00000015134 - 0,890424 0,003024787

NONGGAT002584.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,890008 0,003058375

NONGGAT002584.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,889687 0,00308445

NONGGAT002584.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,888115 0,003214268

NONGGAT002584.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,886530 0,003348674

NONGGAT002584.2 ENSGALT00000006584 ENSGALG00000004141 - 0,885641 0,003425577

NONGGAT002584.2 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,885393 0,003447267

NONGGAT002584.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,883306 0,003633162

NONGGAT002584.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,883281 0,00363539

NONGGAT002584.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,882890 0,003670918

NONGGAT002584.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,881563 0,003793224

NONGGAT002584.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,881426 0,003805956

NONGGAT002584.2 ENSGALT00000071196 ENSGALG00000030366 - 0,879954 0,003944889

NONGGAT002584.2 ENSGALT00000068270 ENSGALG00000034917 - 0,879535 0,003985024

NONGGAT002584.2 ENSGALT00000032123 ENSGALG00000020160 - 0,878690 0,004066779

NONGGAT002584.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,878079 0,004126616

NONGGAT002584.2 ENSGALT00000038387 ENSGALG00000010293 - 0,877982 0,004136154

NONGGAT002584.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,872576 0,004690733

NONGGAT002584.2 ENSGALT00000074333 ENSGALG00000033852 - 0,872471 0,004701931

NONGGAT002584.2 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,871886 0,004764752

NONGGAT002584.2 ENSGALT00000080092 ENSGALG00000012112 - 0,870778 0,004885229

NONGGAT002584.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,869867 0,004985688

NONGGAT002584.2 ENSGALT00000007194 ENSGALG00000004518 - 0,869127 0,005068229

NONGGAT002584.2 ENSGALT00000047856 ENSGALG00000038169 - 0,867364 0,005268509

NONGGAT002584.2 ENSGALT00000089110 ENSGALG00000045714 - 0,866037 0,005422629

NONGGAT002584.2 ENSGALT00000040072 ENSGALG00000005795 - 0,863973 0,005667924

NONGGAT002584.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,862701 0,005822593

NONGGAT002584.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,861598 0,005958852

NONGGAT002584.2 ENSGALT00000032121 ENSGALG00000020160 - 0,861482 0,005973311

NONGGAT002584.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,861208 0,006007556

NONGGAT002584.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,861121 0,006018388

NONGGAT002584.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,856593 0,006602902

NONGGAT002584.2 ENSGALT00000039781 ENSGALG00000023761 - 0,855956 0,006687848

NONGGAT002584.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,855465 0,006753875

NONGGAT002584.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,855002 0,006816511

NONGGAT002584.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,854870 0,00683435

NONGGAT002584.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,854242 0,006920017

NONGGAT002584.2 ENSGALT00000087652 ENSGALG00000045700 - 0,850336 0,007468343

NONGGAT002584.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,850019 0,007514021

NONGGAT002584.2 ENSGALT00000009308 ENSGALG00000005795 - 0,848108 0,007793062

NONGGAT002584.2 ENSGALT00000046716 ENSGALG00000040584 - 0,847988 0,007810869

NONGGAT002584.2 ENSGALT00000026579 ENSGALG00000016475 - 0,847368 0,007902883

NONGGAT002584.2 ENSGALT00000040063 ENSGALG00000005795 - 0,845956 0,00811519

NONGGAT002584.2 ENSGALT00000089602 ENSGALG00000005704 - 0,844683 0,008309744

NONGGAT002584.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,843783 0,008449014

NONGGAT002584.2 ENSGALT00000044387 ENSGALG00000027334 - 0,843631 0,008472572

NONGGAT002584.2 ENSGALT00000064075 ENSGALG00000036713 - 0,843509 0,00849164

NONGGAT002584.2 ENSGALT00000076278 ENSGALG00000036572 - 0,843453 0,008500343

NONGGAT002584.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,842368 0,008670803

NONGGAT002584.2 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,841881 0,008748071

NONGGAT002584.2 ENSGALT00000044321 ENSGALG00000026757 - 0,841712 0,008774955

NONGGAT002584.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,841584 0,008795483



NONGGAT002584.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,841398 0,008825142

NONGGAT002584.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,840877 0,00890876

NONGGAT002584.2 ENSGALT00000056830 ENSGALG00000033462 - 0,839952 0,009058395

NONGGAT002584.2 ENSGALT00000023051 ENSGALG00000014252 - 0,839177 0,009184976

NONGGAT002584.2 ENSGALT00000081277 ENSGALG00000042801 - 0,837216 0,009510085

NONGGAT002584.2 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,836608 0,009612434

NONGGAT002584.2 ENSGALT00000086534 ENSGALG00000004725 - 0,836437 0,009641319

NONGGAT002584.2 ENSGALT00000017864 ENSGALG00000020390 - 0,835346 0,009826978

NONGGAT002584.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,835124 0,009865086

NONGGAT002584.2 ENSGALT00000077159 ENSGALG00000039257 - 0,831094 0,010572352

NONGGAT002584.2 ENSGALT00000011547 ENSGALG00000007127 - 0,830295 0,010716257

NONGGAT002584.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,828380 0,011066323

NONGGAT002584.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,828056 0,011126081

NONGGAT002584.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,828008 0,011135038

NONGGAT002584.2 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,827478 0,011233505

NONGGAT002584.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,826688 0,01138133

NONGGAT002584.2 ENSGALT00000032169 ENSGALG00000011455 - 0,825693 0,011569428

NONGGAT002584.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,825426 0,011620106

NONGGAT002584.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,825050 0,011691875

NONGGAT002584.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,823259 0,012037378

NONGGAT002584.2 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,821136 0,012455286

NONGGAT002584.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,820488 0,012584639

NONGGAT002584.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,817029 0,013289343

NONGGAT002584.2 ENSGALT00000073281 ENSGALG00000005795 - 0,814919 0,013731193

NONGGAT002584.2 ENSGALT00000054207 ENSGALG00000041161 - 0,814112 0,013902654

NONGGAT002584.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,813130 0,014112873

NONGGAT002584.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,808513 0,015128965

NONGGAT002584.2 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,805330 0,015855254

NONGGAT002584.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,802450 0,016531202

NONGGAT002584.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,801605 0,016732728

NONGGAT002584.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,798372 0,017518412

NONGGAT002584.2 ENSGALT00000007080 ENSGALG00000004449 - 0,796702 0,017933143

NONGGAT002584.2 ENSGALT00000074202 ENSGALG00000030614 - 0,796637 0,017949455

NONGGAT002584.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,796620 0,017953804

NONGGAT002584.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,795903 0,018133749

NONGGAT002584.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,795311 0,018283342

NONGGAT002584.2 ENSGALT00000078635 ENSGALG00000034504 - 0,795194 0,018312902

NONGGAT002584.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,795162 0,018320974

NONGGAT002584.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,794853 0,018399455

NONGGAT002584.2 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,794085 0,01859536

NONGGAT002584.2 ENSGALT00000085318 ENSGALG00000045446 - 0,792870 0,018908022

NONGGAT002584.2 ENSGALT00000082890 ENSGALG00000041604 - 0,792838 0,018916116

NONGGAT002584.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,790710 0,01947149

NONGGAT002584.2 ENSGALT00000027871 ENSGALG00000017241 - 0,789959 0,019669894

NONGGAT002584.2 ENSGALT00000089250 ENSGALG00000044870 - 0,785974 0,020743874

NONGGAT002584.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,778365 0,022894169

NONGGAT002584.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,776369 0,023480073

NONGGAT002584.2 ENSGALT00000087736 ENSGALG00000044682 - 0,775408 0,023765545

NONGGAT002584.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,774761 0,023958784

NONGGAT002584.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,774717 0,023972223

NONGGAT002584.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,772434 0,024662578

NONGGAT002584.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,771608 0,024915066

NONGGAT002584.2 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,770037 0,025400288

NONGGAT002584.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,769798 0,025474568

NONGGAT002584.2 ENSGALT00000061743 ENSGALG00000010189 - 0,768504 0,025879227

NONGGAT002584.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,764856 0,027041537



NONGGAT002584.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,764259 0,027234879

NONGGAT002584.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,763851 0,027367228

NONGGAT002584.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,761937 0,027994304

NONGGAT002584.2 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,756501 0,029823157

NONGGAT002584.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,745053 0,033910237

NONGGAT002584.2 ENSGALT00000048004 ENSGALG00000037629 - 0,743782 0,034383667

NONGGAT002584.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,743674 0,034424429

NONGGAT002584.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,740539 0,035610589

NONGGAT002584.2 ENSGALT00000046971 ENSGALG00000021450 - 0,739018 0,036195215

NONGGAT002584.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,737494 0,03678669

NONGGAT002584.2 ENSGALT00000073249 ENSGALG00000021450 - 0,735103 0,037726612

NONGGAT002584.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,734415 0,037999882

NONGGAT002584.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,728662 0,040330805

NONGGAT002584.2 ENSGALT00000062888 ENSGALG00000042020 - 0,726887 0,041067074

NONGGAT002584.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,725562 0,041621736

NONGGAT002584.2 ENSGALT00000084127 ENSGALG00000046197 - 0,724933 0,041886687

NONGGAT002584.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,724370 0,0421251

NONGGAT002584.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,723188 0,042627252

NONGGAT002584.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,723023 0,042697784

NONGGAT002584.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,718090 0,044835882

NONGGAT002584.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,718008 0,044871897

NONGGAT002584.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,716587 0,045499804

NONGGAT002584.2 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,715993 0,045764262

NONGGAT002584.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,701777 0,052361327

NONGGAT002584.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,700700 0,052882876

NONGGAT002584.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,701247 0,052617897

NONGGAT002584.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,701867 0,052317884

NONGGAT002584.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,703922 0,051331787

NONGGAT002584.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,705839 0,050421847

NONGGAT002584.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,706273 0,050217176

NONGGAT002584.2 ENSGALT00000026936 ENSGALG00000016690 - -0,708146 0,049339762

NONGGAT002584.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,711776 0,047665374

NONGGAT002584.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,713377 0,046938165

NONGGAT002584.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,714299 0,046522043

NONGGAT002584.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,715867 0,045820338

NONGGAT002584.2 ENSGALT00000036713 ENSGALG00000022815 - -0,716590 0,045498832

NONGGAT002584.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,719703 0,044130056

NONGGAT002584.2 ENSGALT00000067119 ENSGALG00000030920 - -0,720168 0,043927402

NONGGAT002584.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,729372 0,04003832

NONGGAT002584.2 ENSGALT00000085066 ENSGALG00000044326 - -0,731338 0,039235897

NONGGAT002584.2 ENSGALT00000016586 ENSGALG00000010203 - -0,731605 0,039127937

NONGGAT002584.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,734251 0,038064897

NONGGAT002584.2 ENSGALT00000082196 ENSGALG00000031149 - -0,734438 0,037990561

NONGGAT002584.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,734603 0,037925017

NONGGAT002584.2 ENSGALT00000073167 ENSGALG00000042285 - -0,737419 0,036815913

NONGGAT002584.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,738035 0,03657627

NONGGAT002584.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,740073 0,035789253

NONGGAT002584.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,740278 0,035710789

NONGGAT002584.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,742201 0,034978522

NONGGAT002584.2 ENSGALT00000045496 ENSGALG00000028341 - -0,742851 0,034733441

NONGGAT002584.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,744226 0,034217705

NONGGAT002584.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,747022 0,033184186

NONGGAT002584.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,747661 0,032950547

NONGGAT002584.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,748644 0,032593245

NONGGAT002584.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,750993 0,031749198

NONGGAT002584.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,757067 0,029629271



NONGGAT002584.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,762912 0,027673866

NONGGAT002584.2 ENSGALT00000059872 ENSGALG00000041621 - -0,763622 0,027441902

NONGGAT002584.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,767437 0,026215878

NONGGAT002584.2 ENSGALT00000063740 ENSGALG00000043044 - -0,767738 0,026120813

NONGGAT002584.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,769620 0,025530053

NONGGAT002584.2 ENSGALT00000040327 ENSGALG00000023950 - -0,770684 0,025199866

NONGGAT002584.2 ENSGALT00000008177 ENSGALG00000005099 - -0,774008 0,024185152

NONGGAT002584.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,777947 0,023016166

NONGGAT002584.2 ENSGALT00000031541 ENSGALG00000016668 - -0,780617 0,022243989

NONGGAT002584.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,780695 0,022221559

NONGGAT002584.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,781718 0,021930243

NONGGAT002584.2 ENSGALT00000003069 ENSGALG00000001975 - -0,784598 0,021122937

NONGGAT002584.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,785577 0,020852961

NONGGAT002584.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,786576 0,020579302

NONGGAT002584.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,795239 0,018301457

NONGGAT002584.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,800954 0,016889105

NONGGAT002584.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,803174 0,016359581

NONGGAT002584.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,803978 0,01617036

NONGGAT002584.2 ENSGALT00000008441 ENSGALG00000005257 - -0,804786 0,015981717

NONGGAT002584.2 ENSGALT00000026575 ENSGALG00000016471 - -0,806391 0,015610855

NONGGAT002584.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,806852 0,015505272

NONGGAT002584.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,807331 0,015396119

NONGGAT002584.2 ENSGALT00000000384 ENSGALG00000000293 - -0,809786 0,014844448

NONGGAT002584.2 ENSGALT00000000109 ENSGALG00000000081 - -0,814660 0,013785991

NONGGAT002584.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,818410 0,013005154

NONGGAT002584.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,818551 0,012976332

NONGGAT002584.2 ENSGALT00000086203 ENSGALG00000044772 - -0,819019 0,012880955

NONGGAT002584.2 ENSGALT00000086755 ENSGALG00000045640 - -0,828690 0,011009174

NONGGAT002584.2 ENSGALT00000089585 ENSGALG00000043917 - -0,829555 0,01085067

NONGGAT002584.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,830186 0,010735933

NONGGAT002584.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,837202 0,009512434

NONGGAT002584.2 ENSGALT00000027063 ENSGALG00000016761 - -0,840894 0,008905936

NONGGAT002584.2 ENSGALT00000052825 ENSGALG00000040434 - -0,844297 0,008369275

NONGGAT002584.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,848526 0,007731463

NONGGAT002584.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,849323 0,007614956

NONGGAT002584.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,852281 0,007192066

NONGGAT002584.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,853278 0,007052973

NONGGAT002584.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,856932 0,006557838

NONGGAT002584.2 ENSGALT00000010917 ENSGALG00000006756 - -0,858249 0,00638513

NONGGAT002584.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,863399 0,005737396

NONGGAT002584.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,864246 0,005635007

NONGGAT002584.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,869065 0,005075228

NONGGAT002584.2 ENSGALT00000075825 ENSGALG00000033661 - -0,872980 0,004647671

NONGGAT002584.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,873087 0,004636341

NONGGAT002584.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,874342 0,004504565

NONGGAT002584.2 ENSGALT00000043563 ENSGALG00000026970 - -0,877279 0,004205756

NONGGAT002584.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,878098 0,004124731

NONGGAT002584.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,880503 0,003892755

NONGGAT002584.2 ENSGALT00000023517 ENSGALG00000014585 - -0,881849 0,003766604

NONGGAT002584.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,881898 0,00376207

NONGGAT002584.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,884928 0,003488107

NONGGAT002584.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,887882 0,003233814

NONGGAT002584.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,891571 0,002933422

NONGGAT002584.2 ENSGALT00000001533 ENSGALG00000001035 - -0,891692 0,00292385

NONGGAT002584.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,893780 0,002762492

NONGGAT002584.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,893903 0,002753156



NONGGAT002584.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,894949 0,002674702

NONGGAT002584.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,904846 0,002003074

NONGGAT002584.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,925009 0,000995907

NONGGAT002584.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,931642 0,000758191

NONGGAT002584.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,932131 0,000742291

NONGGAT002584.2 ENSGALT00000083389 ENSGALG00000044326 - -0,961446 0,000139154

NONGGAT004598.2 ENSGALT00000078635 ENSGALG00000034504 - 0,997546 3,69E-08

NONGGAT004598.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,997319 4,81E-08

NONGGAT004598.2 ENSGALT00000082890 ENSGALG00000041604 - 0,996048 1,54E-07

NONGGAT004598.2 ENSGALT00000087652 ENSGALG00000045700 - 0,992784 9,34E-07

NONGGAT004598.2 ENSGALT00000084127 ENSGALG00000046197 - 0,992395 1,09E-06

NONGGAT004598.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,990773 1,95E-06

NONGGAT004598.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,990681 2,01E-06

NONGGAT004598.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,990249 2,30E-06

NONGGAT004598.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,989578 2,81E-06

NONGGAT004598.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,989040 3,26E-06

NONGGAT004598.2 ENSGALT00000062888 ENSGALG00000042020 - 0,988173 4,10E-06

NONGGAT004598.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,988109 4,17E-06

NONGGAT004598.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,988088 4,19E-06

NONGGAT004598.2 ENSGALT00000061743 ENSGALG00000010189 - 0,987615 4,70E-06

NONGGAT004598.2 ENSGALT00000073281 ENSGALG00000005795 - 0,986903 5,56E-06

NONGGAT004598.2 ENSGALT00000039781 ENSGALG00000023761 - 0,986154 6,57E-06

NONGGAT004598.2 ENSGALT00000002818 ENSGALG00000001824 - 0,986073 6,68E-06

NONGGAT004598.2 ENSGALT00000046971 ENSGALG00000021450 - 0,984915 8,48E-06

NONGGAT004598.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,984662 8,92E-06

NONGGAT004598.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,983479 1,11E-05

NONGGAT004598.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,983074 1,20E-05

NONGGAT004598.2 ENSGALT00000076278 ENSGALG00000036572 - 0,982870 1,24E-05

NONGGAT004598.2 ENSGALT00000073249 ENSGALG00000021450 - 0,982758 1,26E-05

NONGGAT004598.2 ENSGALT00000040063 ENSGALG00000005795 - 0,982722 1,27E-05

NONGGAT004598.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,982715 1,27E-05

NONGGAT004598.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,981851 1,47E-05

NONGGAT004598.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,980530 1,82E-05

NONGGAT004598.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,980220 1,91E-05

NONGGAT004598.2 ENSGALT00000038387 ENSGALG00000010293 - 0,979538 2,11E-05

NONGGAT004598.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,976902 3,03E-05

NONGGAT004598.2 ENSGALT00000071196 ENSGALG00000030366 - 0,975812 3,47E-05

NONGGAT004598.2 ENSGALT00000056823 ENSGALG00000039354 - 0,975526 3,60E-05

NONGGAT004598.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,974690 3,98E-05

NONGGAT004598.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,974250 4,19E-05

NONGGAT004598.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,972476 5,11E-05

NONGGAT004598.2 ENSGALT00000027871 ENSGALG00000017241 - 0,972076 5,33E-05

NONGGAT004598.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,968932 7,32E-05

NONGGAT004598.2 ENSGALT00000040072 ENSGALG00000005795 - 0,968076 7,94E-05

NONGGAT004598.2 ENSGALT00000024419 ENSGALG00000015134 - 0,967819 8,13E-05

NONGGAT004598.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,967425 8,43E-05

NONGGAT004598.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,967401 8,45E-05

NONGGAT004598.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,967382 8,47E-05

NONGGAT004598.2 ENSGALT00000077159 ENSGALG00000039257 - 0,965978 9,60E-05

NONGGAT004598.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,965791 9,75E-05

NONGGAT004598.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,965328 0,000101508

NONGGAT004598.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,965218 0,000102471

NONGGAT004598.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,964775 0,000106401

NONGGAT004598.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,964034 0,000113197

NONGGAT004598.2 ENSGALT00000002892 ENSGALG00000001863 - 0,963907 0,000114391

NONGGAT004598.2 ENSGALT00000011621 ENSGALG00000007178 - 0,963866 0,000114771



NONGGAT004598.2 ENSGALT00000087708 ENSGALG00000045747 - 0,963347 0,000119741

NONGGAT004598.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,962888 0,000124255

NONGGAT004598.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,961457 0,000139036

NONGGAT004598.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,961182 0,000142009

NONGGAT004598.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,961162 0,000142221

NONGGAT004598.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,960885 0,00014526

NONGGAT004598.2 ENSGALT00000089602 ENSGALG00000005704 - 0,960435 0,000150274

NONGGAT004598.2 ENSGALT00000064075 ENSGALG00000036713 - 0,960376 0,000150947

NONGGAT004598.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,960336 0,0001514

NONGGAT004598.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,959683 0,000158923

NONGGAT004598.2 ENSGALT00000011547 ENSGALG00000007127 - 0,959511 0,000160946

NONGGAT004598.2 ENSGALT00000068270 ENSGALG00000034917 - 0,958952 0,000167628

NONGGAT004598.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,958604 0,000171878

NONGGAT004598.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,956876 0,000194066

NONGGAT004598.2 ENSGALT00000088901 ENSGALG00000044762 - 0,956575 0,000198113

NONGGAT004598.2 ENSGALT00000016271 ENSGALG00000010018 - 0,956305 0,000201788

NONGGAT004598.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,956201 0,000203215

NONGGAT004598.2 ENSGALT00000074333 ENSGALG00000033852 - 0,955813 0,000208596

NONGGAT004598.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,955516 0,000212783

NONGGAT004598.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,955467 0,000213478

NONGGAT004598.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,953911 0,000236368

NONGGAT004598.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,953069 0,000249406

NONGGAT004598.2 ENSGALT00000051020 ENSGALG00000042672 - 0,952018 0,000266323

NONGGAT004598.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,950685 0,000288852

NONGGAT004598.2 ENSGALT00000044321 ENSGALG00000026757 - 0,949198 0,000315414

NONGGAT004598.2 ENSGALT00000042798 ENSGALG00000025738 - 0,947260 0,000352384

NONGGAT004598.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,946531 0,000367008

NONGGAT004598.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,946336 0,000370965

NONGGAT004598.2 ENSGALT00000009308 ENSGALG00000005795 - 0,945117 0,000396464

NONGGAT004598.2 ENSGALT00000046716 ENSGALG00000040584 - 0,944722 0,000404957

NONGGAT004598.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,944511 0,000409542

NONGGAT004598.2 ENSGALT00000070619 ENSGALG00000034735 - 0,943986 0,000421122

NONGGAT004598.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,943474 0,000432594

NONGGAT004598.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,943300 0,000436546

NONGGAT004598.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,942166 0,000462879

NONGGAT004598.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,939653 0,000524853

NONGGAT004598.2 ENSGALT00000065964 ENSGALG00000001863 - 0,939361 0,00053239

NONGGAT004598.2 ENSGALT00000054207 ENSGALG00000041161 - 0,937016 0,000595518

NONGGAT004598.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,936937 0,000597711

NONGGAT004598.2 ENSGALT00000017871 ENSGALG00000010969 - 0,936802 0,000601502

NONGGAT004598.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,936694 0,00060454

NONGGAT004598.2 ENSGALT00000044387 ENSGALG00000027334 - 0,936616 0,000606735

NONGGAT004598.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,936087 0,000621809

NONGGAT004598.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,935950 0,000625744

NONGGAT004598.2 ENSGALT00000085318 ENSGALG00000045446 - 0,935289 0,000645006

NONGGAT004598.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,934235 0,000676465

NONGGAT004598.2 ENSGALT00000080092 ENSGALG00000012112 - 0,933403 0,000702036

NONGGAT004598.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,933045 0,000713212

NONGGAT004598.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,932551 0,000728828

NONGGAT004598.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,931996 0,000746651

NONGGAT004598.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,931991 0,000746825

NONGGAT004598.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,931656 0,000757714

NONGGAT004598.2 ENSGALT00000087867 ENSGALG00000006723 - 0,929546 0,000828762

NONGGAT004598.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,929438 0,000832492

NONGGAT004598.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,927401 0,000905283

NONGGAT004598.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,926817 0,000926885



NONGGAT004598.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,925824 0,000964374

NONGGAT004598.2 ENSGALT00000081277 ENSGALG00000042801 - 0,924346 0,001022011

NONGGAT004598.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,924102 0,001031739

NONGGAT004598.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,923977 0,001036766

NONGGAT004598.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,923853 0,001041736

NONGGAT004598.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,923332 0,001062833

NONGGAT004598.2 ENSGALT00000026335 ENSGALG00000016324 - 0,920680 0,001174586

NONGGAT004598.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,920396 0,001187003

NONGGAT004598.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,918474 0,001273191

NONGGAT004598.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,916321 0,001374444

NONGGAT004598.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,915152 0,001431545

NONGGAT004598.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,914907 0,00144372

NONGGAT004598.2 ENSGALT00000081175 ENSGALG00000029947 - 0,914749 0,001451626

NONGGAT004598.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,914489 0,001464619

NONGGAT004598.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,913685 0,001505409

NONGGAT004598.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,913670 0,001506166

NONGGAT004598.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,913570 0,001511275

NONGGAT004598.2 ENSGALT00000026579 ENSGALG00000016475 - 0,913507 0,001514525

NONGGAT004598.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,910888 0,001652949

NONGGAT004598.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,909747 0,001715742

NONGGAT004598.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,909335 0,001738819

NONGGAT004598.2 ENSGALT00000024632 ENSGALG00000015263 - 0,908626 0,001778907

NONGGAT004598.2 ENSGALT00000007194 ENSGALG00000004518 - 0,908427 0,001790296

NONGGAT004598.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,907320 0,001854431

NONGGAT004598.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,905582 0,001958098

NONGGAT004598.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,905304 0,001975

NONGGAT004598.2 ENSGALT00000036719 ENSGALG00000019845 - 0,905277 0,001976664

NONGGAT004598.2 ENSGALT00000086534 ENSGALG00000004725 - 0,905152 0,001984289

NONGGAT004598.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,904804 0,00200568

NONGGAT004598.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,904355 0,002033474

NONGGAT004598.2 ENSGALT00000006930 ENSGALG00000004343 - 0,902667 0,002140281

NONGGAT004598.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,901429 0,002220823

NONGGAT004598.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,901163 0,00223841

NONGGAT004598.2 ENSGALT00000073442 ENSGALG00000029308 - 0,901076 0,00224417

NONGGAT004598.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,899695 0,002336966

NONGGAT004598.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,899562 0,002346037

NONGGAT004598.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,899388 0,002357924

NONGGAT004598.2 ENSGALT00000067152 ENSGALG00000040117 - 0,897698 0,002475512

NONGGAT004598.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,896429 0,002566196

NONGGAT004598.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,896337 0,002572852

NONGGAT004598.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,896288 0,002576412

NONGGAT004598.2 ENSGALT00000006584 ENSGALG00000004141 - 0,893344 0,002795715

NONGGAT004598.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,893016 0,002820882

NONGGAT004598.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,892512 0,002859806

NONGGAT004598.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,892312 0,002875309

NONGGAT004598.2 ENSGALT00000014282 ENSGALG00000008784 - 0,891707 0,00292266

NONGGAT004598.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,889462 0,003102834

NONGGAT004598.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,888470 0,003184623

NONGGAT004598.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,887708 0,003248403

NONGGAT004598.2 ENSGALT00000051352 ENSGALG00000041296 - 0,887172 0,003293805

NONGGAT004598.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,887126 0,003297712

NONGGAT004598.2 ENSGALT00000048004 ENSGALG00000037629 - 0,884448 0,003530654

NONGGAT004598.2 ENSGALT00000050726 ENSGALG00000021450 - 0,882997 0,003661188

NONGGAT004598.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,880383 0,003904067

NONGGAT004598.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,879209 0,004016444

NONGGAT004598.2 ENSGALT00000032169 ENSGALG00000011455 - 0,878171 0,004117546



NONGGAT004598.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,877916 0,004142681

NONGGAT004598.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,877382 0,004195504

NONGGAT004598.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,876142 0,004319876

NONGGAT004598.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,876097 0,004324436

NONGGAT004598.2 ENSGALT00000080710 ENSGALG00000006344 - 0,875634 0,004371534

NONGGAT004598.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,874735 0,0044638

NONGGAT004598.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,874251 0,004514066

NONGGAT004598.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,873738 0,004567722

NONGGAT004598.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,872464 0,004702702

NONGGAT004598.2 ENSGALT00000017864 ENSGALG00000020390 - 0,870444 0,004921827

NONGGAT004598.2 ENSGALT00000023973 ENSGALG00000014855 - 0,869797 0,004993383

NONGGAT004598.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,869572 0,005018495

NONGGAT004598.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,869493 0,005027238

NONGGAT004598.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,867083 0,005300946

NONGGAT004598.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,866921 0,005319602

NONGGAT004598.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,865778 0,005452959

NONGGAT004598.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,864571 0,005596109

NONGGAT004598.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,864546 0,005599057

NONGGAT004598.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,863864 0,005681043

NONGGAT004598.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,861817 0,005931588

NONGGAT004598.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,861152 0,006014573

NONGGAT004598.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,860676 0,006074364

NONGGAT004598.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,860191 0,006135656

NONGGAT004598.2 ENSGALT00000063397 ENSGALG00000006723 - 0,859772 0,006188913

NONGGAT004598.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,856229 0,006651344

NONGGAT004598.2 ENSGALT00000002018 ENSGALG00000001320 - 0,855404 0,006762062

NONGGAT004598.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,855196 0,006790266

NONGGAT004598.2 ENSGALT00000044496 ENSGALG00000028880 - 0,854905 0,0068297

NONGGAT004598.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,854304 0,006911603

NONGGAT004598.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,850236 0,007482773

NONGGAT004598.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,849553 0,007581534

NONGGAT004598.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,849139 0,00764171

NONGGAT004598.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,847843 0,007832299

NONGGAT004598.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,847422 0,007894822

NONGGAT004598.2 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,846426 0,008044201

NONGGAT004598.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,846354 0,00805508

NONGGAT004598.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,844758 0,008298072

NONGGAT004598.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,843798 0,008446599

NONGGAT004598.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,842256 0,008688607

NONGGAT004598.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,842007 0,008728034

NONGGAT004598.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,839589 0,009117479

NONGGAT004598.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,835891 0,009734072

NONGGAT004598.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,835480 0,009804132

NONGGAT004598.2 ENSGALT00000001061 ENSGALG00000021451 - 0,831941 0,010421194

NONGGAT004598.2 ENSGALT00000035078 ENSGALG00000002595 - 0,831842 0,010438672

NONGGAT004598.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,830133 0,010745693

NONGGAT004598.2 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,829267 0,010903308

NONGGAT004598.2 ENSGALT00000065362 ENSGALG00000034674 - 0,828206 0,01109836

NONGGAT004598.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,827476 0,011234016

NONGGAT004598.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,824090 0,011876253

NONGGAT004598.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,822883 0,012110733

NONGGAT004598.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,822826 0,012121936

NONGGAT004598.2 ENSGALT00000089110 ENSGALG00000045714 - 0,822012 0,012281743

NONGGAT004598.2 ENSGALT00000019412 ENSGALG00000011894 - 0,821814 0,012320763

NONGGAT004598.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,821739 0,012335718

NONGGAT004598.2 ENSGALT00000068608 ENSGALG00000030324 KIAA1324L 0,818214 0,013045248



NONGGAT004598.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,817925 0,013104406

NONGGAT004598.2 ENSGALT00000031834 ENSGALG00000011287 - 0,815747 0,013556689

NONGGAT004598.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,815496 0,013609521

NONGGAT004598.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,810890 0,014600345

NONGGAT004598.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,808495 0,015132906

NONGGAT004598.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,808331 0,015169903

NONGGAT004598.2 ENSGALT00000074202 ENSGALG00000030614 - 0,808255 0,015187075

NONGGAT004598.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,803731 0,016228343

NONGGAT004598.2 ENSGALT00000026897 ENSGALG00000016667 - 0,803254 0,016340622

NONGGAT004598.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,802586 0,016498907

NONGGAT004598.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,800775 0,016932278

NONGGAT004598.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,798836 0,017404415

NONGGAT004598.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,794918 0,018382895

NONGGAT004598.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,794092 0,018593635

NONGGAT004598.2 ENSGALT00000083141 ENSGALG00000046329 - 0,793589 0,018722559

NONGGAT004598.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,791807 0,019183929

NONGGAT004598.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,785959 0,020748058

NONGGAT004598.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,785714 0,020815149

NONGGAT004598.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,784867 0,02104844

NONGGAT004598.2 ENSGALT00000026507 ENSGALG00000016430 - 0,780509 0,0222749

NONGGAT004598.2 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,780073 0,02239985

NONGGAT004598.2 ENSGALT00000087557 ENSGALG00000044733 - 0,779221 0,022645744

NONGGAT004598.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,778957 0,022722046

NONGGAT004598.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,776042 0,023577155

NONGGAT004598.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,775113 0,023853501

NONGGAT004598.2 ENSGALT00000056684 ENSGALG00000021450 - 0,771453 0,02496283

NONGGAT004598.2 ENSGALT00000036427 ENSGALG00000017185 TMEM123 0,769303 0,025629096

NONGGAT004598.2 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,766900 0,026386403

NONGGAT004598.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,764396 0,027190394

NONGGAT004598.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,763361 0,027527028

NONGGAT004598.2 ENSGALT00000047996 ENSGALG00000042168 - 0,760264 0,028549675

NONGGAT004598.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,760134 0,028593157

NONGGAT004598.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,759634 0,028760518

NONGGAT004598.2 ENSGALT00000038284 ENSGALG00000011421 HAL 0,757704 0,029412234

NONGGAT004598.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,757370 0,029525836

NONGGAT004598.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,756926 0,02967768

NONGGAT004598.2 ENSGALT00000068577 ENSGALG00000035803 - 0,755034 0,030328787

NONGGAT004598.2 ENSGALT00000089702 ENSGALG00000045648 - 0,753620 0,030821301

NONGGAT004598.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,749694 0,032214298

NONGGAT004598.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,745955 0,033576417

NONGGAT004598.2 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,743872 0,034350093

NONGGAT004598.2 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,742989 0,034681574

NONGGAT004598.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,741777 0,035139173

NONGGAT004598.2 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,738974 0,03621239

NONGGAT004598.2 ENSGALT00000054524 ENSGALG00000023925 - 0,736938 0,03700411

NONGGAT004598.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,736231 0,037281364

NONGGAT004598.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,733217 0,038478283

NONGGAT004598.2 ENSGALT00000023051 ENSGALG00000014252 - 0,729031 0,04017878

NONGGAT004598.2 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,728011 0,040599854

NONGGAT004598.2 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,727693 0,040731766

NONGGAT004598.2 ENSGALT00000056830 ENSGALG00000033462 - 0,727082 0,040985512

NONGGAT004598.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,726582 0,041194283

NONGGAT004598.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,725163 0,041789903

NONGGAT004598.2 ENSGALT00000032123 ENSGALG00000020160 - 0,723606 0,042449157

NONGGAT004598.2 ENSGALT00000038740 ENSGALG00000023435 GATM 0,723379 0,042546079

NONGGAT004598.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,720412 0,043821426



NONGGAT004598.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,715853 0,045826472

NONGGAT004598.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,711878 0,047618913

NONGGAT004598.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,707675 0,049559205

NONGGAT004598.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,703384 0,051588538

NONGGAT004598.2 ENSGALT00000002682 ENSGALG00000001749 ACSBG2 0,700633 0,052915793

NONGGAT004598.2 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,700995 0,052739819

NONGGAT004598.2 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,701243 0,0526194

NONGGAT004598.2 ENSGALT00000046070 ENSGALG00000028451 - -0,705692 0,05049132

NONGGAT004598.2 ENSGALT00000022096 ENSGALG00000013575 - -0,711163 0,047945649

NONGGAT004598.2 ENSGALT00000064199 ENSGALG00000030773 CP -0,715851 0,045827235

NONGGAT004598.2 ENSGALT00000017862 ENSGALG00000020388 - -0,719691 0,044135205

NONGGAT004598.2 ENSGALT00000073246 ENSGALG00000033498 - -0,728944 0,040214517

NONGGAT004598.2 ENSGALT00000011516 ENSGALG00000007109 APOA4 -0,732346 0,038828509

NONGGAT004598.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,733627 0,038314212

NONGGAT004598.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,743908 0,03433673

NONGGAT004598.2 ENSGALT00000031540 ENSGALG00000016669 - -0,747619 0,032965919

NONGGAT004598.2 ENSGALT00000010917 ENSGALG00000006756 - -0,748738 0,03255931

NONGGAT004598.2 ENSGALT00000085066 ENSGALG00000044326 - -0,750131 0,032057437

NONGGAT004598.2 ENSGALT00000080142 ENSGALG00000034990 - -0,750250 0,032015014

NONGGAT004598.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,750655 0,031869864

NONGGAT004598.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,752215 0,031315467

NONGGAT004598.2 ENSGALT00000031541 ENSGALG00000016668 - -0,756462 0,029836402

NONGGAT004598.2 ENSGALT00000009555 ENSGALG00000005937 - -0,757074 0,029626971

NONGGAT004598.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,761842 0,028025641

NONGGAT004598.2 ENSGALT00000009519 ENSGALG00000021139 - -0,764787 0,027063733

NONGGAT004598.2 ENSGALT00000082196 ENSGALG00000031149 - -0,766659 0,026463305

NONGGAT004598.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,772950 0,024505488

NONGGAT004598.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,778174 0,022949951

NONGGAT004598.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,778474 0,022862282

NONGGAT004598.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,781262 0,022059992

NONGGAT004598.2 ENSGALT00000036713 ENSGALG00000022815 - -0,785946 0,020751546

NONGGAT004598.2 ENSGALT00000073167 ENSGALG00000042285 - -0,791651 0,019224676

NONGGAT004598.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,794689 0,018441089

NONGGAT004598.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,798511 0,017484186

NONGGAT004598.2 ENSGALT00000067119 ENSGALG00000030920 - -0,802666 0,016479863

NONGGAT004598.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,803584 0,016262957

NONGGAT004598.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,803725 0,016229867

NONGGAT004598.2 ENSGALT00000057586 ENSGALG00000033730 - -0,806381 0,015613049

NONGGAT004598.2 ENSGALT00000043822 ENSGALG00000028928 LCAT -0,806858 0,015503896

NONGGAT004598.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,808929 0,015035523

NONGGAT004598.2 ENSGALT00000016586 ENSGALG00000010203 - -0,809547 0,014897536

NONGGAT004598.2 ENSGALT00000027063 ENSGALG00000016761 - -0,812029 0,014351159

NONGGAT004598.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,813134 0,014112188

NONGGAT004598.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,813534 0,014026069

NONGGAT004598.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,818008 0,013087475

NONGGAT004598.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,818689 0,01294811

NONGGAT004598.2 ENSGALT00000045496 ENSGALG00000028341 - -0,819557 0,01277185

NONGGAT004598.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,821180 0,01244656

NONGGAT004598.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,821451 0,012392714

NONGGAT004598.2 ENSGALT00000059872 ENSGALG00000041621 - -0,821954 0,012293258

NONGGAT004598.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,824133 0,011867919

NONGGAT004598.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,827383 0,011251298

NONGGAT004598.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,827712 0,011190047

NONGGAT004598.2 ENSGALT00000043563 ENSGALG00000026970 - -0,836832 0,009574717

NONGGAT004598.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,841679 0,008780281

NONGGAT004598.2 ENSGALT00000040327 ENSGALG00000023950 - -0,844893 0,008277474



NONGGAT004598.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,845846 0,008131907

NONGGAT004598.2 ENSGALT00000083389 ENSGALG00000044326 - -0,846498 0,008033369

NONGGAT004598.2 ENSGALT00000026575 ENSGALG00000016471 - -0,847075 0,007946676

NONGGAT004598.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,850646 0,007423828

NONGGAT004598.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,851060 0,007364714

NONGGAT004598.2 ENSGALT00000026937 ENSGALG00000016690 - -0,853500 0,007022209

NONGGAT004598.2 ENSGALT00000021277 ENSGALG00000013033 - -0,857884 0,006432666

NONGGAT004598.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,858172 0,006395156

NONGGAT004598.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,859705 0,006197451

NONGGAT004598.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,861858 0,00592652

NONGGAT004598.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,866114 0,005413599

NONGGAT004598.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,866428 0,00537692

NONGGAT004598.2 ENSGALT00000026936 ENSGALG00000016690 - -0,868370 0,005153604

NONGGAT004598.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,871445 0,004812399

NONGGAT004598.2 ENSGALT00000086203 ENSGALG00000044772 - -0,873105 0,004634458

NONGGAT004598.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,875300 0,004405649

NONGGAT004598.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,877243 0,004209283

NONGGAT004598.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,877763 0,004157717

NONGGAT004598.2 ENSGALT00000000109 ENSGALG00000000081 - -0,880218 0,003919789

NONGGAT004598.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,880815 0,003863273

NONGGAT004598.2 ENSGALT00000086755 ENSGALG00000045640 - -0,881099 0,003836591

NONGGAT004598.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,882529 0,00370394

NONGGAT004598.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,883101 0,003651724

NONGGAT004598.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,885018 0,00348024

NONGGAT004598.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,885426 0,003444411

NONGGAT004598.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,885669 0,00342316

NONGGAT004598.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,886227 0,003374783

NONGGAT004598.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,889297 0,003116365

NONGGAT004598.2 ENSGALT00000079162 ENSGALG00000043044 - -0,890085 0,003052135

NONGGAT004598.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,890923 0,002984808

NONGGAT004598.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,892579 0,002854572

NONGGAT004598.2 ENSGALT00000000384 ENSGALG00000000293 - -0,893137 0,002811534

NONGGAT004598.2 ENSGALT00000008441 ENSGALG00000005257 - -0,895260 0,002651719

NONGGAT004598.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,898185 0,002441251

NONGGAT004598.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,899565 0,002345789

NONGGAT004598.2 ENSGALT00000023517 ENSGALG00000014585 - -0,900216 0,002301641

NONGGAT004598.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,901340 0,002226702

NONGGAT004598.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,904535 0,00202233

NONGGAT004598.2 ENSGALT00000084217 ENSGALG00000003876 - -0,909335 0,001738794

NONGGAT004598.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,910246 0,001688102

NONGGAT004598.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,913199 0,00153041

NONGGAT004598.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,913681 0,001505596

NONGGAT004598.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,914337 0,001472273

NONGGAT004598.2 ENSGALT00000001533 ENSGALG00000001035 - -0,917189 0,001333018

NONGGAT004598.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,918651 0,001265061

NONGGAT004598.2 ENSGALT00000008177 ENSGALG00000005099 - -0,926113 0,000953382

NONGGAT004598.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,926433 0,000941285

NONGGAT004598.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,931225 0,000771901

NONGGAT004598.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,932018 0,000745947

NONGGAT004598.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,932589 0,000727637

NONGGAT004598.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,933982 0,000684186

NONGGAT004598.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,935165 0,00064864

NONGGAT004598.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,935800 0,00063007

NONGGAT004598.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,937851 0,000572509

NONGGAT004598.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,938920 0,000543898

NONGGAT004598.2 ENSGALT00000063740 ENSGALG00000043044 - -0,939018 0,000541334



NONGGAT004598.2 ENSGALT00000003069 ENSGALG00000001975 - -0,945343 0,000391648

NONGGAT004598.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,945602 0,000386195

NONGGAT004598.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,946861 0,000360344

NONGGAT004598.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,947799 0,000341842

NONGGAT004598.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,949997 0,000300957

NONGGAT004598.2 ENSGALT00000075825 ENSGALG00000033661 - -0,950107 0,000298992

NONGGAT004598.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,951208 0,000279864

NONGGAT004598.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,955748 0,000209518

NONGGAT004598.2 ENSGALT00000052825 ENSGALG00000040434 - -0,957922 0,000180422

NONGGAT004598.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,959413 0,000162106

NONGGAT004598.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,959438 0,000161809

NONGGAT004598.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,963244 0,000120743

NONGGAT004598.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,967391 8,46E-05

NONGGAT004598.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,967417 8,44E-05

NONGGAT004778.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,998609 6,73E-09

NONGGAT004778.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,993403 7,14E-07

NONGGAT004778.2 ENSGALT00000084127 ENSGALG00000046197 - 0,992561 1,02E-06

NONGGAT004778.2 ENSGALT00000087652 ENSGALG00000045700 - 0,990100 2,41E-06

NONGGAT004778.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,990043 2,45E-06

NONGGAT004778.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,990039 2,45E-06

NONGGAT004778.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,990023 2,46E-06

NONGGAT004778.2 ENSGALT00000038387 ENSGALG00000010293 - 0,987145 5,26E-06

NONGGAT004778.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,987114 5,30E-06

NONGGAT004778.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,986704 5,82E-06

NONGGAT004778.2 ENSGALT00000078635 ENSGALG00000034504 - 0,986111 6,63E-06

NONGGAT004778.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,985985 6,81E-06

NONGGAT004778.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,985876 6,97E-06

NONGGAT004778.2 ENSGALT00000077159 ENSGALG00000039257 - 0,984125 9,88E-06

NONGGAT004778.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,983663 1,08E-05

NONGGAT004778.2 ENSGALT00000082890 ENSGALG00000041604 - 0,982587 1,30E-05

NONGGAT004778.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,980544 1,81E-05

NONGGAT004778.2 ENSGALT00000076278 ENSGALG00000036572 - 0,980282 1,89E-05

NONGGAT004778.2 ENSGALT00000089602 ENSGALG00000005704 - 0,979719 2,05E-05

NONGGAT004778.2 ENSGALT00000011621 ENSGALG00000007178 - 0,979520 2,11E-05

NONGGAT004778.2 ENSGALT00000039781 ENSGALG00000023761 - 0,977547 2,78E-05

NONGGAT004778.2 ENSGALT00000062888 ENSGALG00000042020 - 0,977533 2,79E-05

NONGGAT004778.2 ENSGALT00000056823 ENSGALG00000039354 - 0,977508 2,80E-05

NONGGAT004778.2 ENSGALT00000073249 ENSGALG00000021450 - 0,976676 3,12E-05

NONGGAT004778.2 ENSGALT00000002818 ENSGALG00000001824 - 0,975782 3,49E-05

NONGGAT004778.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,975293 3,70E-05

NONGGAT004778.2 ENSGALT00000074333 ENSGALG00000033852 - 0,974138 4,24E-05

NONGGAT004778.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,973871 4,37E-05

NONGGAT004778.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,973456 4,58E-05

NONGGAT004778.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,971476 5,68E-05

NONGGAT004778.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,970939 6,00E-05

NONGGAT004778.2 ENSGALT00000046716 ENSGALG00000040584 - 0,970527 6,26E-05

NONGGAT004778.2 ENSGALT00000040063 ENSGALG00000005795 - 0,970487 6,28E-05

NONGGAT004778.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,969679 6,81E-05

NONGGAT004778.2 ENSGALT00000073281 ENSGALG00000005795 - 0,968828 7,40E-05

NONGGAT004778.2 ENSGALT00000061743 ENSGALG00000010189 - 0,968098 7,92E-05

NONGGAT004778.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,967767 8,17E-05

NONGGAT004778.2 ENSGALT00000087708 ENSGALG00000045747 - 0,967064 8,71E-05

NONGGAT004778.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,966783 8,94E-05

NONGGAT004778.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,964314 0,000110591

NONGGAT004778.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,963753 0,000115849

NONGGAT004778.2 ENSGALT00000071196 ENSGALG00000030366 - 0,963633 0,000116992



NONGGAT004778.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,962164 0,000131603

NONGGAT004778.2 ENSGALT00000011547 ENSGALG00000007127 - 0,961766 0,000135755

NONGGAT004778.2 ENSGALT00000046971 ENSGALG00000021450 - 0,961586 0,000137661

NONGGAT004778.2 ENSGALT00000088901 ENSGALG00000044762 - 0,961343 0,000140263

NONGGAT004778.2 ENSGALT00000044387 ENSGALG00000027334 - 0,960879 0,00014532

NONGGAT004778.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,960761 0,000146627

NONGGAT004778.2 ENSGALT00000002892 ENSGALG00000001863 - 0,960666 0,000147693

NONGGAT004778.2 ENSGALT00000016271 ENSGALG00000010018 - 0,960340 0,000151353

NONGGAT004778.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,959934 0,000156002

NONGGAT004778.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,957798 0,000182013

NONGGAT004778.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,957618 0,000184328

NONGGAT004778.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,956491 0,000199244

NONGGAT004778.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,956145 0,000203991

NONGGAT004778.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,955843 0,000208185

NONGGAT004778.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,955355 0,000215082

NONGGAT004778.2 ENSGALT00000024419 ENSGALG00000015134 - 0,954272 0,000230919

NONGGAT004778.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,953424 0,000243855

NONGGAT004778.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,953048 0,00024973

NONGGAT004778.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,953012 0,000250298

NONGGAT004778.2 ENSGALT00000042798 ENSGALG00000025738 - 0,951719 0,000271269

NONGGAT004778.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,951370 0,000277131

NONGGAT004778.2 ENSGALT00000040072 ENSGALG00000005795 - 0,950092 0,000299258

NONGGAT004778.2 ENSGALT00000027871 ENSGALG00000017241 - 0,945532 0,000387651

NONGGAT004778.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,944950 0,000400052

NONGGAT004778.2 ENSGALT00000051020 ENSGALG00000042672 - 0,944282 0,000414569

NONGGAT004778.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,943516 0,000431651

NONGGAT004778.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,943315 0,000436201

NONGGAT004778.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,941867 0,000469981

NONGGAT004778.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,941398 0,000481279

NONGGAT004778.2 ENSGALT00000068270 ENSGALG00000034917 - 0,941016 0,000490591

NONGGAT004778.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,938491 0,000555272

NONGGAT004778.2 ENSGALT00000064075 ENSGALG00000036713 - 0,938462 0,000556031

NONGGAT004778.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,937290 0,000587903

NONGGAT004778.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,935333 0,000643696

NONGGAT004778.2 ENSGALT00000026579 ENSGALG00000016475 - 0,935108 0,000650321

NONGGAT004778.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,933945 0,000685327

NONGGAT004778.2 ENSGALT00000009308 ENSGALG00000005795 - 0,933544 0,000697656

NONGGAT004778.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,933108 0,000711225

NONGGAT004778.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,930044 0,000811608

NONGGAT004778.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,929600 0,000826873

NONGGAT004778.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,924832 0,001002812

NONGGAT004778.2 ENSGALT00000065964 ENSGALG00000001863 - 0,924765 0,001005462

NONGGAT004778.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,924417 0,001019196

NONGGAT004778.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,924207 0,001027541

NONGGAT004778.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,924144 0,00103009

NONGGAT004778.2 ENSGALT00000007194 ENSGALG00000004518 - 0,923327 0,001063027

NONGGAT004778.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,920548 0,001180327

NONGGAT004778.2 ENSGALT00000044321 ENSGALG00000026757 - 0,919947 0,001206793

NONGGAT004778.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,918493 0,001272285

NONGGAT004778.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,917287 0,001328381

NONGGAT004778.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,917222 0,001331437

NONGGAT004778.2 ENSGALT00000026335 ENSGALG00000016324 - 0,916366 0,00137227

NONGGAT004778.2 ENSGALT00000085318 ENSGALG00000045446 - 0,916359 0,001372627

NONGGAT004778.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,915593 0,001409838

NONGGAT004778.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,914805 0,0014488

NONGGAT004778.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,913352 0,00152248



NONGGAT004778.2 ENSGALT00000070619 ENSGALG00000034735 - 0,913187 0,001530996

NONGGAT004778.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,912070 0,001589484

NONGGAT004778.2 ENSGALT00000050726 ENSGALG00000021450 - 0,911714 0,001608435

NONGGAT004778.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,911379 0,001626424

NONGGAT004778.2 ENSGALT00000054207 ENSGALG00000041161 - 0,910108 0,001695711

NONGGAT004778.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,907885 0,001821495

NONGGAT004778.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,905447 0,001966278

NONGGAT004778.2 ENSGALT00000080092 ENSGALG00000012112 - 0,905308 0,001974738

NONGGAT004778.2 ENSGALT00000014282 ENSGALG00000008784 - 0,903842 0,002065575

NONGGAT004778.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,903200 0,002106143

NONGGAT004778.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,903123 0,002111059

NONGGAT004778.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,901572 0,002211443

NONGGAT004778.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,901153 0,002239084

NONGGAT004778.2 ENSGALT00000006930 ENSGALG00000004343 - 0,900593 0,00227631

NONGGAT004778.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,900068 0,002311679

NONGGAT004778.2 ENSGALT00000081277 ENSGALG00000042801 - 0,900044 0,002313256

NONGGAT004778.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,898646 0,002409084

NONGGAT004778.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,897956 0,002457294

NONGGAT004778.2 ENSGALT00000067152 ENSGALG00000040117 - 0,897304 0,002503443

NONGGAT004778.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,896772 0,00254146

NONGGAT004778.2 ENSGALT00000081175 ENSGALG00000029947 - 0,896526 0,002559188

NONGGAT004778.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,896259 0,002578526

NONGGAT004778.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,895791 0,002612643

NONGGAT004778.2 ENSGALT00000017871 ENSGALG00000010969 - 0,895430 0,002639123

NONGGAT004778.2 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,894876 0,002680182

NONGGAT004778.2 ENSGALT00000087867 ENSGALG00000006723 - 0,893273 0,00280114

NONGGAT004778.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,892585 0,002854114

NONGGAT004778.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,890062 0,003053984

NONGGAT004778.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,889384 0,003109198

NONGGAT004778.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,888141 0,003212068

NONGGAT004778.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,886951 0,003312613

NONGGAT004778.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,886657 0,003337742

NONGGAT004778.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,884728 0,003505827

NONGGAT004778.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,883571 0,003609202

NONGGAT004778.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,882828 0,003676565

NONGGAT004778.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,882579 0,003699345

NONGGAT004778.2 ENSGALT00000036719 ENSGALG00000019845 - 0,882155 0,003738297

NONGGAT004778.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,881721 0,003778472

NONGGAT004778.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,881673 0,003782911

NONGGAT004778.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,881642 0,003785829

NONGGAT004778.2 ENSGALT00000080710 ENSGALG00000006344 - 0,880012 0,003939361

NONGGAT004778.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,879223 0,004015133

NONGGAT004778.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,876490 0,004284711

NONGGAT004778.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,875807 0,00435384

NONGGAT004778.2 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,874778 0,004459367

NONGGAT004778.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,874326 0,004506229

NONGGAT004778.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,874149 0,004524674

NONGGAT004778.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,873376 0,004605829

NONGGAT004778.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,873370 0,004606453

NONGGAT004778.2 ENSGALT00000001061 ENSGALG00000021451 - 0,872911 0,00465503

NONGGAT004778.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,871780 0,004776125

NONGGAT004778.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,871545 0,004801598

NONGGAT004778.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,870085 0,004961474

NONGGAT004778.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,869517 0,005024622

NONGGAT004778.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,869506 0,005025855

NONGGAT004778.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,869270 0,00505225



NONGGAT004778.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,868799 0,005105097

NONGGAT004778.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,868704 0,005115865

NONGGAT004778.2 ENSGALT00000086534 ENSGALG00000004725 - 0,868123 0,005181694

NONGGAT004778.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,867104 0,005298515

NONGGAT004778.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,866309 0,005390828

NONGGAT004778.2 ENSGALT00000006584 ENSGALG00000004141 - 0,865295 0,005509981

NONGGAT004778.2 ENSGALT00000068608 ENSGALG00000030324 KIAA1324L 0,864824 0,005565964

NONGGAT004778.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,862860 0,005803082

NONGGAT004778.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,862433 0,005855467

NONGGAT004778.2 ENSGALT00000073442 ENSGALG00000029308 - 0,861986 0,005910671

NONGGAT004778.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,861523 0,005968198

NONGGAT004778.2 ENSGALT00000024632 ENSGALG00000015263 - 0,861473 0,005974385

NONGGAT004778.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,860281 0,006124165

NONGGAT004778.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,858278 0,006381265

NONGGAT004778.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,855752 0,00671527

NONGGAT004778.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,853509 0,00702095

NONGGAT004778.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,852605 0,007146623

NONGGAT004778.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,852191 0,007204569

NONGGAT004778.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,852088 0,007219107

NONGGAT004778.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,850892 0,007388704

NONGGAT004778.2 ENSGALT00000017864 ENSGALG00000020390 - 0,847126 0,007939097

NONGGAT004778.2 ENSGALT00000032169 ENSGALG00000011455 - 0,847056 0,007949581

NONGGAT004778.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,846726 0,00799898

NONGGAT004778.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,846204 0,008077605

NONGGAT004778.2 ENSGALT00000051352 ENSGALG00000041296 - 0,843406 0,008507684

NONGGAT004778.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,841589 0,00879465

NONGGAT004778.2 ENSGALT00000087557 ENSGALG00000044733 - 0,839557 0,009122624

NONGGAT004778.2 ENSGALT00000023973 ENSGALG00000014855 - 0,838911 0,009228607

NONGGAT004778.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,838855 0,009237764

NONGGAT004778.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,838092 0,009363923

NONGGAT004778.2 ENSGALT00000048004 ENSGALG00000037629 - 0,835931 0,009727134

NONGGAT004778.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,835170 0,009857202

NONGGAT004778.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,834840 0,009913864

NONGGAT004778.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,833111 0,010214451

NONGGAT004778.2 ENSGALT00000044496 ENSGALG00000028880 - 0,832900 0,010251528

NONGGAT004778.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,832812 0,010266988

NONGGAT004778.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,831354 0,010525819

NONGGAT004778.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,830055 0,010759784

NONGGAT004778.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,828838 0,010981958

NONGGAT004778.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,826466 0,01142317

NONGGAT004778.2 ENSGALT00000002018 ENSGALG00000001320 - 0,826253 0,01146334

NONGGAT004778.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,824009 0,011891896

NONGGAT004778.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,815039 0,01370581

NONGGAT004778.2 ENSGALT00000019412 ENSGALG00000011894 - 0,814139 0,01389678

NONGGAT004778.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,813092 0,014121221

NONGGAT004778.2 ENSGALT00000063397 ENSGALG00000006723 - 0,811803 0,014400375

NONGGAT004778.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,811593 0,014446201

NONGGAT004778.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,811435 0,014480784

NONGGAT004778.2 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,808812 0,015061697

NONGGAT004778.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,799115 0,017335984

NONGGAT004778.2 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,798947 0,017377174

NONGGAT004778.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,798876 0,017394573

NONGGAT004778.2 ENSGALT00000031834 ENSGALG00000011287 - 0,798622 0,017456935

NONGGAT004778.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,798523 0,017481192

NONGGAT004778.2 ENSGALT00000065362 ENSGALG00000034674 - 0,798422 0,017506071

NONGGAT004778.2 ENSGALT00000035078 ENSGALG00000002595 - 0,798362 0,01752099



NONGGAT004778.2 ENSGALT00000056684 ENSGALG00000021450 - 0,797229 0,017801598

NONGGAT004778.2 ENSGALT00000038284 ENSGALG00000011421 HAL 0,796142 0,018073754

NONGGAT004778.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,795351 0,018273254

NONGGAT004778.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,794626 0,018457366

NONGGAT004778.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,794316 0,018536195

NONGGAT004778.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,793540 0,01873524

NONGGAT004778.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,791965 0,019142757

NONGGAT004778.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,791141 0,019358261

NONGGAT004778.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,789132 0,019889872

NONGGAT004778.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,788488 0,020062285

NONGGAT004778.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,788187 0,02014325

NONGGAT004778.2 ENSGALT00000089110 ENSGALG00000045714 - 0,786685 0,020549643

NONGGAT004778.2 ENSGALT00000056830 ENSGALG00000033462 - 0,785214 0,020952712

NONGGAT004778.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,784503 0,021149271

NONGGAT004778.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,783167 0,021521799

NONGGAT004778.2 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,779700 0,022507363

NONGGAT004778.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,776192 0,023532664

NONGGAT004778.2 ENSGALT00000036427 ENSGALG00000017185 TMEM123 0,775221 0,023821419

NONGGAT004778.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,773871 0,024226611

NONGGAT004778.2 ENSGALT00000083141 ENSGALG00000046329 - 0,773723 0,024271237

NONGGAT004778.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,769717 0,02549985

NONGGAT004778.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,769085 0,025697102

NONGGAT004778.2 ENSGALT00000026897 ENSGALG00000016667 - 0,768287 0,025947718

NONGGAT004778.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,765807 0,026735405

NONGGAT004778.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,764646 0,027109541

NONGGAT004778.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,763452 0,027497229

NONGGAT004778.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,762713 0,027739121

NONGGAT004778.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,761950 0,027990116

NONGGAT004778.2 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,760685 0,028409172

NONGGAT004778.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,757730 0,029403556

NONGGAT004778.2 ENSGALT00000074202 ENSGALG00000030614 - 0,757322 0,029542245

NONGGAT004778.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,756923 0,029678616

NONGGAT004778.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,756470 0,029833833

NONGGAT004778.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,754489 0,030518132

NONGGAT004778.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,754220 0,030611851

NONGGAT004778.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,751877 0,03143502

NONGGAT004778.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,750707 0,031851199

NONGGAT004778.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,750487 0,031930143

NONGGAT004778.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,744203 0,034226628

NONGGAT004778.2 ENSGALT00000028570 ENSGALG00000017863 SNORA3 0,741662 0,035182792

NONGGAT004778.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,741176 0,035367824

NONGGAT004778.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,740077 0,035787589

NONGGAT004778.2 ENSGALT00000047996 ENSGALG00000042168 - 0,734959 0,037783611

NONGGAT004778.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,734033 0,038152028

NONGGAT004778.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,732362 0,038822084

NONGGAT004778.2 ENSGALT00000054524 ENSGALG00000023925 - 0,731820 0,039040656

NONGGAT004778.2 ENSGALT00000023051 ENSGALG00000014252 - 0,731295 0,039253529

NONGGAT004778.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,729177 0,040118591

NONGGAT004778.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,725089 0,041821243

NONGGAT004778.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,724333 0,042140535

NONGGAT004778.2 ENSGALT00000023212 ENSGALG00000014368 APOA5 0,723746 0,042389893

NONGGAT004778.2 ENSGALT00000026507 ENSGALG00000016430 - 0,722745 0,042816563

NONGGAT004778.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,705826 0,050427783

NONGGAT004778.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,705138 0,050753191

NONGGAT004778.2 ENSGALT00000073246 ENSGALG00000033498 - -0,700572 0,052945446

NONGGAT004778.2 ENSGALT00000023256 ENSGALG00000018557 SOD3 -0,705740 0,050468282



NONGGAT004778.2 ENSGALT00000017862 ENSGALG00000020388 - -0,708226 0,049302233

NONGGAT004778.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,710467 0,04826503

NONGGAT004778.2 ENSGALT00000022096 ENSGALG00000013575 - -0,715712 0,045889546

NONGGAT004778.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,734630 0,037914453

NONGGAT004778.2 ENSGALT00000031541 ENSGALG00000016668 - -0,737869 0,036640628

NONGGAT004778.2 ENSGALT00000036713 ENSGALG00000022815 - -0,744989 0,03393403

NONGGAT004778.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,750031 0,032093361

NONGGAT004778.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,754299 0,030584201

NONGGAT004778.2 ENSGALT00000085066 ENSGALG00000044326 - -0,754617 0,030473675

NONGGAT004778.2 ENSGALT00000010917 ENSGALG00000006756 - -0,760171 0,028580662

NONGGAT004778.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,760315 0,028532545

NONGGAT004778.2 ENSGALT00000082196 ENSGALG00000031149 - -0,765304 0,026897013

NONGGAT004778.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,769574 0,025544425

NONGGAT004778.2 ENSGALT00000011516 ENSGALG00000007109 APOA4 -0,769892 0,025445497

NONGGAT004778.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,774762 0,023958756

NONGGAT004778.2 ENSGALT00000080142 ENSGALG00000034990 - -0,775413 0,023764045

NONGGAT004778.2 ENSGALT00000009555 ENSGALG00000005937 - -0,775621 0,023702182

NONGGAT004778.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,775948 0,023604936

NONGGAT004778.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,777059 0,02327647

NONGGAT004778.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,789535 0,019782612

NONGGAT004778.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,790934 0,019412714

NONGGAT004778.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,794762 0,018422604

NONGGAT004778.2 ENSGALT00000009519 ENSGALG00000021139 - -0,794961 0,018371977

NONGGAT004778.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,797148 0,017821782

NONGGAT004778.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,798058 0,017596022

NONGGAT004778.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,800354 0,017034161

NONGGAT004778.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,801067 0,016862023

NONGGAT004778.2 ENSGALT00000016586 ENSGALG00000010203 - -0,801854 0,016673192

NONGGAT004778.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,802573 0,016501796

NONGGAT004778.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,804853 0,015965955

NONGGAT004778.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,804996 0,01593285

NONGGAT004778.2 ENSGALT00000057586 ENSGALG00000033730 - -0,807041 0,0154622

NONGGAT004778.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,807701 0,015312214

NONGGAT004778.2 ENSGALT00000027063 ENSGALG00000016761 - -0,808139 0,015213221

NONGGAT004778.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,809137 0,014989062

NONGGAT004778.2 ENSGALT00000045496 ENSGALG00000028341 - -0,811160 0,014541042

NONGGAT004778.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,813328 0,014070436

NONGGAT004778.2 ENSGALT00000073167 ENSGALG00000042285 - -0,820503 0,012581633

NONGGAT004778.2 ENSGALT00000040327 ENSGALG00000023950 - -0,826021 0,011507236

NONGGAT004778.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,826073 0,01149736

NONGGAT004778.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,828596 0,011026333

NONGGAT004778.2 ENSGALT00000059872 ENSGALG00000041621 - -0,832351 0,010348402

NONGGAT004778.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,833045 0,010226049

NONGGAT004778.2 ENSGALT00000026575 ENSGALG00000016471 - -0,843964 0,008420777

NONGGAT004778.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,845713 0,008152156

NONGGAT004778.2 ENSGALT00000043822 ENSGALG00000028928 LCAT -0,845746 0,008147088

NONGGAT004778.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,846978 0,007961254

NONGGAT004778.2 ENSGALT00000043563 ENSGALG00000026970 - -0,847572 0,007872539

NONGGAT004778.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,852889 0,007107022

NONGGAT004778.2 ENSGALT00000067119 ENSGALG00000030920 - -0,853026 0,007087952

NONGGAT004778.2 ENSGALT00000083389 ENSGALG00000044326 - -0,857244 0,006516685

NONGGAT004778.2 ENSGALT00000026937 ENSGALG00000016690 - -0,858739 0,00632157

NONGGAT004778.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,858897 0,006301129

NONGGAT004778.2 ENSGALT00000079162 ENSGALG00000043044 - -0,859966 0,006164239

NONGGAT004778.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,864227 0,005637319

NONGGAT004778.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,872270 0,004723443



NONGGAT004778.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,874390 0,004499576

NONGGAT004778.2 ENSGALT00000021277 ENSGALG00000013033 - -0,874582 0,004479732

NONGGAT004778.2 ENSGALT00000026936 ENSGALG00000016690 - -0,876399 0,004293884

NONGGAT004778.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,876772 0,004256436

NONGGAT004778.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,878463 0,004088992

NONGGAT004778.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,879796 0,003960031

NONGGAT004778.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,880181 0,003923312

NONGGAT004778.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,881070 0,003839235

NONGGAT004778.2 ENSGALT00000086203 ENSGALG00000044772 - -0,883165 0,003645931

NONGGAT004778.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,884359 0,003538552

NONGGAT004778.2 ENSGALT00000000384 ENSGALG00000000293 - -0,884790 0,003500292

NONGGAT004778.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,885229 0,003461617

NONGGAT004778.2 ENSGALT00000000109 ENSGALG00000000081 - -0,885559 0,003432744

NONGGAT004778.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,887249 0,003287219

NONGGAT004778.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,887659 0,003252544

NONGGAT004778.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,889707 0,003082813

NONGGAT004778.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,889806 0,003074744

NONGGAT004778.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,894891 0,002679057

NONGGAT004778.2 ENSGALT00000084217 ENSGALG00000003876 - -0,894948 0,002674824

NONGGAT004778.2 ENSGALT00000086755 ENSGALG00000045640 - -0,895686 0,00262033

NONGGAT004778.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,898246 0,002436976

NONGGAT004778.2 ENSGALT00000008441 ENSGALG00000005257 - -0,898825 0,00239665

NONGGAT004778.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,899543 0,002347297

NONGGAT004778.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,901583 0,00221073

NONGGAT004778.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,902969 0,002120868

NONGGAT004778.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,903104 0,002112285

NONGGAT004778.2 ENSGALT00000023517 ENSGALG00000014585 - -0,903466 0,002089277

NONGGAT004778.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,905049 0,001990606

NONGGAT004778.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,906377 0,001910212

NONGGAT004778.2 ENSGALT00000008177 ENSGALG00000005099 - -0,907233 0,00185952

NONGGAT004778.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,909265 0,001742732

NONGGAT004778.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,909491 0,001730061

NONGGAT004778.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,909843 0,001710396

NONGGAT004778.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,910464 0,001676108

NONGGAT004778.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,910871 0,001653872

NONGGAT004778.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,911828 0,001602349

NONGGAT004778.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,912982 0,001541652

NONGGAT004778.2 ENSGALT00000063740 ENSGALG00000043044 - -0,914014 0,001488644

NONGGAT004778.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,922046 0,001116132

NONGGAT004778.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,922486 0,001097681

NONGGAT004778.2 ENSGALT00000003069 ENSGALG00000001975 - -0,927336 0,00090768

NONGGAT004778.2 ENSGALT00000001533 ENSGALG00000001035 - -0,928183 0,000876868

NONGGAT004778.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,932391 0,000733966

NONGGAT004778.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,936428 0,000612061

NONGGAT004778.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,939352 0,000532619

NONGGAT004778.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,943336 0,000435733

NONGGAT004778.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,943795 0,000425381

NONGGAT004778.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,946102 0,000375775

NONGGAT004778.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,947333 0,000350952

NONGGAT004778.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,947687 0,000344019

NONGGAT004778.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,954338 0,000229937

NONGGAT004778.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,955021 0,000219892

NONGGAT004778.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,963090 0,000122261

NONGGAT004778.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,965792 9,75E-05

NONGGAT004778.2 ENSGALT00000052825 ENSGALG00000040434 - -0,965843 9,71E-05

NONGGAT004778.2 ENSGALT00000075825 ENSGALG00000033661 - -0,965869 9,69E-05



NONGGAT004778.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,968126 7,90E-05

NONGGAT004778.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,969711 6,79E-05

NONGGAT004778.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,978931 2,30E-05

NONGGAT004935.2 ENSGALT00000044321 ENSGALG00000026757 - 0,995948 1,66E-07

NONGGAT004935.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,995032 3,05E-07

NONGGAT004935.2 ENSGALT00000027871 ENSGALG00000017241 - 0,994735 3,63E-07

NONGGAT004935.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,994415 4,34E-07

NONGGAT004935.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,993738 6,11E-07

NONGGAT004935.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,992981 8,60E-07

NONGGAT004935.2 ENSGALT00000073281 ENSGALG00000005795 - 0,989531 2,85E-06

NONGGAT004935.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,989403 2,95E-06

NONGGAT004935.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,989069 3,24E-06

NONGGAT004935.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,988873 3,42E-06

NONGGAT004935.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,987434 4,91E-06

NONGGAT004935.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,987243 5,14E-06

NONGGAT004935.2 ENSGALT00000080092 ENSGALG00000012112 - 0,987121 5,29E-06

NONGGAT004935.2 ENSGALT00000068270 ENSGALG00000034917 - 0,987092 5,33E-06

NONGGAT004935.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,986928 5,53E-06

NONGGAT004935.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,986840 5,64E-06

NONGGAT004935.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,986481 6,11E-06

NONGGAT004935.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,986110 6,63E-06

NONGGAT004935.2 ENSGALT00000046971 ENSGALG00000021450 - 0,986094 6,65E-06

NONGGAT004935.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,985720 7,20E-06

NONGGAT004935.2 ENSGALT00000040072 ENSGALG00000005795 - 0,985382 7,72E-06

NONGGAT004935.2 ENSGALT00000061743 ENSGALG00000010189 - 0,985179 8,05E-06

NONGGAT004935.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,984369 9,44E-06

NONGGAT004935.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,984188 9,77E-06

NONGGAT004935.2 ENSGALT00000071196 ENSGALG00000030366 - 0,984123 9,89E-06

NONGGAT004935.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,984021 1,01E-05

NONGGAT004935.2 ENSGALT00000024419 ENSGALG00000015134 - 0,983777 1,05E-05

NONGGAT004935.2 ENSGALT00000082890 ENSGALG00000041604 - 0,982891 1,24E-05

NONGGAT004935.2 ENSGALT00000064075 ENSGALG00000036713 - 0,982466 1,33E-05

NONGGAT004935.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,982237 1,38E-05

NONGGAT004935.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,981776 1,49E-05

NONGGAT004935.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,981661 1,52E-05

NONGGAT004935.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,981438 1,58E-05

NONGGAT004935.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,980444 1,84E-05

NONGGAT004935.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,980442 1,84E-05

NONGGAT004935.2 ENSGALT00000024632 ENSGALG00000015263 - 0,979803 2,03E-05

NONGGAT004935.2 ENSGALT00000078635 ENSGALG00000034504 - 0,979310 2,18E-05

NONGGAT004935.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,978695 2,38E-05

NONGGAT004935.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,978185 2,55E-05

NONGGAT004935.2 ENSGALT00000040063 ENSGALG00000005795 - 0,977960 2,63E-05

NONGGAT004935.2 ENSGALT00000017871 ENSGALG00000010969 - 0,977629 2,75E-05

NONGGAT004935.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,977348 2,86E-05

NONGGAT004935.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,976286 3,27E-05

NONGGAT004935.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,975684 3,53E-05

NONGGAT004935.2 ENSGALT00000086534 ENSGALG00000004725 - 0,975475 3,62E-05

NONGGAT004935.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,975159 3,76E-05

NONGGAT004935.2 ENSGALT00000039781 ENSGALG00000023761 - 0,973494 4,56E-05

NONGGAT004935.2 ENSGALT00000054207 ENSGALG00000041161 - 0,973349 4,64E-05

NONGGAT004935.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,972401 5,15E-05

NONGGAT004935.2 ENSGALT00000065964 ENSGALG00000001863 - 0,972067 5,34E-05

NONGGAT004935.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,970822 6,08E-05

NONGGAT004935.2 ENSGALT00000048004 ENSGALG00000037629 - 0,970105 6,53E-05

NONGGAT004935.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,969611 6,86E-05



NONGGAT004935.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,968892 7,35E-05

NONGGAT004935.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,968720 7,47E-05

NONGGAT004935.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,967483 8,39E-05

NONGGAT004935.2 ENSGALT00000087652 ENSGALG00000045700 - 0,966147 9,45E-05

NONGGAT004935.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,966114 9,48E-05

NONGGAT004935.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,965918 9,65E-05

NONGGAT004935.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,965697 9,83E-05

NONGGAT004935.2 ENSGALT00000051020 ENSGALG00000042672 - 0,965173 0,000102869

NONGGAT004935.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,963266 0,00012053

NONGGAT004935.2 ENSGALT00000085318 ENSGALG00000045446 - 0,962169 0,000131551

NONGGAT004935.2 ENSGALT00000002892 ENSGALG00000001863 - 0,960851 0,000145636

NONGGAT004935.2 ENSGALT00000081277 ENSGALG00000042801 - 0,960822 0,000145953

NONGGAT004935.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,960590 0,000148533

NONGGAT004935.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,960253 0,000152341

NONGGAT004935.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,960155 0,000153464

NONGGAT004935.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,959752 0,00015811

NONGGAT004935.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,959370 0,000162617

NONGGAT004935.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,959116 0,000165643

NONGGAT004935.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,959013 0,000166887

NONGGAT004935.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,958410 0,000174284

NONGGAT004935.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,957976 0,000179738

NONGGAT004935.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,957883 0,000180927

NONGGAT004935.2 ENSGALT00000006584 ENSGALG00000004141 - 0,957150 0,000190431

NONGGAT004935.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,955586 0,000211802

NONGGAT004935.2 ENSGALT00000036719 ENSGALG00000019845 - 0,955413 0,000214255

NONGGAT004935.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,955002 0,000220158

NONGGAT004935.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,954779 0,000223418

NONGGAT004935.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,954636 0,000225512

NONGGAT004935.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,952444 0,000259385

NONGGAT004935.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,952284 0,000261977

NONGGAT004935.2 ENSGALT00000056823 ENSGALG00000039354 - 0,952138 0,000264359

NONGGAT004935.2 ENSGALT00000076278 ENSGALG00000036572 - 0,952025 0,000266216

NONGGAT004935.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,951358 0,00027733

NONGGAT004935.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,950473 0,000292542

NONGGAT004935.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,950450 0,000292948

NONGGAT004935.2 ENSGALT00000062888 ENSGALG00000042020 - 0,949479 0,000310279

NONGGAT004935.2 ENSGALT00000023973 ENSGALG00000014855 - 0,948984 0,000319367

NONGGAT004935.2 ENSGALT00000087867 ENSGALG00000006723 - 0,947665 0,00034444

NONGGAT004935.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,945639 0,000385418

NONGGAT004935.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,945432 0,000389766

NONGGAT004935.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,944491 0,00040999

NONGGAT004935.2 ENSGALT00000009308 ENSGALG00000005795 - 0,943831 0,000424562

NONGGAT004935.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,943687 0,000427799

NONGGAT004935.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,943248 0,00043774

NONGGAT004935.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,942480 0,000455474

NONGGAT004935.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,942401 0,000457332

NONGGAT004935.2 ENSGALT00000070619 ENSGALG00000034735 - 0,941913 0,000468877

NONGGAT004935.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,941362 0,000482153

NONGGAT004935.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,940966 0,000491828

NONGGAT004935.2 ENSGALT00000087708 ENSGALG00000045747 - 0,940747 0,000497243

NONGGAT004935.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,940396 0,000505989

NONGGAT004935.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,939519 0,0005283

NONGGAT004935.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,939211 0,000536288

NONGGAT004935.2 ENSGALT00000016271 ENSGALG00000010018 - 0,938775 0,000547719

NONGGAT004935.2 ENSGALT00000002818 ENSGALG00000001824 - 0,937983 0,000568915

NONGGAT004935.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,937462 0,000583149



NONGGAT004935.2 ENSGALT00000038387 ENSGALG00000010293 - 0,936161 0,000619687

NONGGAT004935.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,934448 0,000670043

NONGGAT004935.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,934194 0,000677708

NONGGAT004935.2 ENSGALT00000074202 ENSGALG00000030614 - 0,934140 0,000679352

NONGGAT004935.2 ENSGALT00000073249 ENSGALG00000021450 - 0,934118 0,000680027

NONGGAT004935.2 ENSGALT00000011547 ENSGALG00000007127 - 0,934107 0,000680372

NONGGAT004935.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,932872 0,000718661

NONGGAT004935.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,932056 0,000744731

NONGGAT004935.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,931106 0,000775832

NONGGAT004935.2 ENSGALT00000032169 ENSGALG00000011455 - 0,930935 0,00078152

NONGGAT004935.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,929923 0,000815738

NONGGAT004935.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,929543 0,000828841

NONGGAT004935.2 ENSGALT00000035078 ENSGALG00000002595 - 0,929196 0,00084092

NONGGAT004935.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,929194 0,000841012

NONGGAT004935.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,928631 0,000860855

NONGGAT004935.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,927836 0,000889387

NONGGAT004935.2 ENSGALT00000084127 ENSGALG00000046197 - 0,927648 0,000896223

NONGGAT004935.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,926105 0,000953684

NONGGAT004935.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,925178 0,000989292

NONGGAT004935.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,924434 0,001018537

NONGGAT004935.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,923851 0,001041827

NONGGAT004935.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,923689 0,001048345

NONGGAT004935.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,923288 0,001064655

NONGGAT004935.2 ENSGALT00000065362 ENSGALG00000034674 - 0,923170 0,001069457

NONGGAT004935.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,922134 0,001112407

NONGGAT004935.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,920737 0,001172097

NONGGAT004935.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,920331 0,001189848

NONGGAT004935.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,919015 0,001248528

NONGGAT004935.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,917710 0,001308522

NONGGAT004935.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,917676 0,001310102

NONGGAT004935.2 ENSGALT00000006930 ENSGALG00000004343 - 0,915547 0,001412113

NONGGAT004935.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,915262 0,001426145

NONGGAT004935.2 ENSGALT00000089110 ENSGALG00000045714 - 0,914340 0,001472108

NONGGAT004935.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,914261 0,001476121

NONGGAT004935.2 ENSGALT00000017864 ENSGALG00000020390 - 0,913489 0,001515431

NONGGAT004935.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,913168 0,001532021

NONGGAT004935.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,912093 0,00158829

NONGGAT004935.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,910203 0,001690472

NONGGAT004935.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,909660 0,001720574

NONGGAT004935.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,909153 0,001749027

NONGGAT004935.2 ENSGALT00000067152 ENSGALG00000040117 - 0,907866 0,001822607

NONGGAT004935.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,906961 0,001875521

NONGGAT004935.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,906497 0,001903052

NONGGAT004935.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,906441 0,001906388

NONGGAT004935.2 ENSGALT00000026897 ENSGALG00000016667 - 0,906323 0,001913437

NONGGAT004935.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,906111 0,001926153

NONGGAT004935.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,905640 0,00195457

NONGGAT004935.2 ENSGALT00000073442 ENSGALG00000029308 - 0,904411 0,002030015

NONGGAT004935.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,903701 0,002074423

NONGGAT004935.2 ENSGALT00000089702 ENSGALG00000045648 - 0,902398 0,0021576

NONGGAT004935.2 ENSGALT00000051352 ENSGALG00000041296 - 0,902241 0,002167761

NONGGAT004935.2 ENSGALT00000063397 ENSGALG00000006723 - 0,901206 0,002235539

NONGGAT004935.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,900720 0,002267873

NONGGAT004935.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,900267 0,002298245

NONGGAT004935.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,900245 0,002299688

NONGGAT004935.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,899867 0,00232525



NONGGAT004935.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,898970 0,002386655

NONGGAT004935.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,898196 0,00244043

NONGGAT004935.2 ENSGALT00000068577 ENSGALG00000035803 - 0,897450 0,002493029

NONGGAT004935.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,896915 0,002531236

NONGGAT004935.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,895937 0,002601968

NONGGAT004935.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,895531 0,002631707

NONGGAT004935.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,895405 0,002640994

NONGGAT004935.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,892751 0,002841306

NONGGAT004935.2 ENSGALT00000031834 ENSGALG00000011287 - 0,892700 0,002845219

NONGGAT004935.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,891889 0,002908364

NONGGAT004935.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,891744 0,002919775

NONGGAT004935.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,889602 0,003091385

NONGGAT004935.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,888496 0,003182467

NONGGAT004935.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,886127 0,003383378

NONGGAT004935.2 ENSGALT00000074333 ENSGALG00000033852 - 0,885894 0,003403638

NONGGAT004935.2 ENSGALT00000077159 ENSGALG00000039257 - 0,884929 0,00348803

NONGGAT004935.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,884314 0,003542551

NONGGAT004935.2 ENSGALT00000089602 ENSGALG00000005704 - 0,882571 0,003700072

NONGGAT004935.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,881779 0,003773131

NONGGAT004935.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,880971 0,003848552

NONGGAT004935.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,880810 0,00386376

NONGGAT004935.2 ENSGALT00000014282 ENSGALG00000008784 - 0,880712 0,003872923

NONGGAT004935.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,880686 0,003875388

NONGGAT004935.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,880273 0,00391458

NONGGAT004935.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,880231 0,003918505

NONGGAT004935.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,879798 0,003959852

NONGGAT004935.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,878291 0,004105837

NONGGAT004935.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,877425 0,004191185

NONGGAT004935.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,875232 0,004412638

NONGGAT004935.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,875023 0,004434074

NONGGAT004935.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,870757 0,004887496

NONGGAT004935.2 ENSGALT00000088901 ENSGALG00000044762 - 0,869329 0,005045576

NONGGAT004935.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,869055 0,00507637

NONGGAT004935.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,868865 0,005097682

NONGGAT004935.2 ENSGALT00000019412 ENSGALG00000011894 - 0,868191 0,005173954

NONGGAT004935.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,867456 0,005257943

NONGGAT004935.2 ENSGALT00000011621 ENSGALG00000007178 - 0,865979 0,005429359

NONGGAT004935.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,863073 0,00577706

NONGGAT004935.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,862796 0,005810971

NONGGAT004935.2 ENSGALT00000080710 ENSGALG00000006344 - 0,861503 0,005970626

NONGGAT004935.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,859727 0,006194696

NONGGAT004935.2 ENSGALT00000081175 ENSGALG00000029947 - 0,856481 0,006617799

NONGGAT004935.2 ENSGALT00000046716 ENSGALG00000040584 - 0,855307 0,006775185

NONGGAT004935.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,853112 0,007076016

NONGGAT004935.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,852979 0,007094408

NONGGAT004935.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,852800 0,00711933

NONGGAT004935.2 ENSGALT00000026335 ENSGALG00000016324 - 0,852610 0,007145935

NONGGAT004935.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,849889 0,007532735

NONGGAT004935.2 ENSGALT00000007194 ENSGALG00000004518 - 0,849041 0,007656063

NONGGAT004935.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,847667 0,007858455

NONGGAT004935.2 ENSGALT00000044387 ENSGALG00000027334 - 0,847604 0,007867828

NONGGAT004935.2 ENSGALT00000042798 ENSGALG00000025738 - 0,847478 0,007886585

NONGGAT004935.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,847468 0,007888094

NONGGAT004935.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,844688 0,008308938

NONGGAT004935.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,843282 0,008527162

NONGGAT004935.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,842414 0,008663638



NONGGAT004935.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,841981 0,008732222

NONGGAT004935.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,841536 0,008803113

NONGGAT004935.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,841179 0,00886028

NONGGAT004935.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,840577 0,008957129

NONGGAT004935.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,840225 0,009013998

NONGGAT004935.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,837128 0,009524845

NONGGAT004935.2 ENSGALT00000026507 ENSGALG00000016430 - 0,837015 0,009543856

NONGGAT004935.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,836430 0,009642641

NONGGAT004935.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,835175 0,009856361

NONGGAT004935.2 ENSGALT00000026579 ENSGALG00000016475 - 0,834415 0,009987238

NONGGAT004935.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,833577 0,010133001

NONGGAT004935.2 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,831345 0,010527433

NONGGAT004935.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,828586 0,011028295

NONGGAT004935.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,827075 0,011308804

NONGGAT004935.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,825811 0,011546894

NONGGAT004935.2 ENSGALT00000032123 ENSGALG00000020160 - 0,825803 0,011548592

NONGGAT004935.2 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,825216 0,011660084

NONGGAT004935.2 ENSGALT00000089250 ENSGALG00000044870 - 0,824978 0,011705705

NONGGAT004935.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,821969 0,012290291

NONGGAT004935.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,817458 0,013200654

NONGGAT004935.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,813048 0,014130546

NONGGAT004935.2 ENSGALT00000002018 ENSGALG00000001320 - 0,812972 0,014146928

NONGGAT004935.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,812803 0,014183375

NONGGAT004935.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,812202 0,014313602

NONGGAT004935.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,807578 0,015340034

NONGGAT004935.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,807400 0,015380574

NONGGAT004935.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,807023 0,015466272

NONGGAT004935.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,805979 0,015705449

NONGGAT004935.2 ENSGALT00000054524 ENSGALG00000023925 - 0,805815 0,015743213

NONGGAT004935.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,803091 0,016379108

NONGGAT004935.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,802102 0,016613911

NONGGAT004935.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,798658 0,017448022

NONGGAT004935.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,797298 0,01778447

NONGGAT004935.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,796325 0,018027566

NONGGAT004935.2 ENSGALT00000017449 ENSGALG00000010722 - 0,796191 0,018061256

NONGGAT004935.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,794809 0,018410572

NONGGAT004935.2 ENSGALT00000063525 ENSGALG00000023925 - 0,793603 0,018719017

NONGGAT004935.2 ENSGALT00000044496 ENSGALG00000028880 - 0,792804 0,018925096

NONGGAT004935.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,792358 0,019040646

NONGGAT004935.2 ENSGALT00000032121 ENSGALG00000020160 - 0,785514 0,020870295

NONGGAT004935.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,781106 0,022104281

NONGGAT004935.2 ENSGALT00000008787 ENSGALG00000023925 - 0,774739 0,023965461

NONGGAT004935.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,774627 0,023999197

NONGGAT004935.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,764151 0,027269723

NONGGAT004935.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,762563 0,027788138

NONGGAT004935.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,761817 0,028033939

NONGGAT004935.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,755053 0,030322243

NONGGAT004935.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,752481 0,031221815

NONGGAT004935.2 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,750119 0,032061843

NONGGAT004935.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,748106 0,032788721

NONGGAT004935.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,744182 0,03423443

NONGGAT004935.2 ENSGALT00000038740 ENSGALG00000023435 GATM 0,743965 0,034315486

NONGGAT004935.2 ENSGALT00000050726 ENSGALG00000021450 - 0,739918 0,035848667

NONGGAT004935.2 ENSGALT00000047856 ENSGALG00000038169 - 0,734579 0,037934726

NONGGAT004935.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,732821 0,038637038

NONGGAT004935.2 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,731703 0,03908811



NONGGAT004935.2 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,730562 0,039551571

NONGGAT004935.2 ENSGALT00000083141 ENSGALG00000046329 - 0,730090 0,039744081

NONGGAT004935.2 ENSGALT00000023051 ENSGALG00000014252 - 0,728704 0,040313564

NONGGAT004935.2 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,727725 0,04071858

NONGGAT004935.2 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,726920 0,041053372

NONGGAT004935.2 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,716120 0,045707424

NONGGAT004935.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,706849 0,049946076

NONGGAT004935.2 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,706031 0,050331039

NONGGAT004935.2 ENSGALT00000085066 ENSGALG00000044326 - -0,706278 0,050214721

NONGGAT004935.2 ENSGALT00000017862 ENSGALG00000020388 - -0,708094 0,049363649

NONGGAT004935.2 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,708678 0,049091938

NONGGAT004935.2 ENSGALT00000064199 ENSGALG00000030773 CP -0,708952 0,048964695

NONGGAT004935.2 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,712856 0,047174079

NONGGAT004935.2 ENSGALT00000022096 ENSGALG00000013575 - -0,713902 0,046701054

NONGGAT004935.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,717481 0,045104369

NONGGAT004935.2 ENSGALT00000009555 ENSGALG00000005937 - -0,720212 0,043908618

NONGGAT004935.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,724379 0,042121164

NONGGAT004935.2 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,724934 0,041886264

NONGGAT004935.2 ENSGALT00000073167 ENSGALG00000042285 - -0,728908 0,040229264

NONGGAT004935.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,730297 0,039659657

NONGGAT004935.2 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,734417 0,037998904

NONGGAT004935.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,736940 0,037003484

NONGGAT004935.2 ENSGALT00000082196 ENSGALG00000031149 - -0,739448 0,036029307

NONGGAT004935.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,754434 0,030537427

NONGGAT004935.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,755232 0,03026032

NONGGAT004935.2 ENSGALT00000010917 ENSGALG00000006756 - -0,759261 0,028885662

NONGGAT004935.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,764183 0,027259501

NONGGAT004935.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,764858 0,027040804

NONGGAT004935.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,765111 0,026959424

NONGGAT004935.2 ENSGALT00000073246 ENSGALG00000033498 - -0,765712 0,026765944

NONGGAT004935.2 ENSGALT00000057586 ENSGALG00000033730 - -0,771451 0,02496342

NONGGAT004935.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,772571 0,024620596

NONGGAT004935.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,777003 0,023293052

NONGGAT004935.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,777810 0,023056238

NONGGAT004935.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,778261 0,022924449

NONGGAT004935.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,780468 0,022286599

NONGGAT004935.2 ENSGALT00000046070 ENSGALG00000028451 - -0,781244 0,022064939

NONGGAT004935.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,786643 0,020561248

NONGGAT004935.2 ENSGALT00000016586 ENSGALG00000010203 - -0,787741 0,020263354

NONGGAT004935.2 ENSGALT00000021277 ENSGALG00000013033 - -0,790415 0,019549467

NONGGAT004935.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,790522 0,019521019

NONGGAT004935.2 ENSGALT00000059872 ENSGALG00000041621 - -0,793177 0,01882857

NONGGAT004935.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,796534 0,017975247

NONGGAT004935.2 ENSGALT00000031541 ENSGALG00000016668 - -0,801028 0,016871385

NONGGAT004935.2 ENSGALT00000045496 ENSGALG00000028341 - -0,801143 0,016843682

NONGGAT004935.2 ENSGALT00000027063 ENSGALG00000016761 - -0,805655 0,015780158

NONGGAT004935.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,808531 0,015124773

NONGGAT004935.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,813668 0,013997403

NONGGAT004935.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,816301 0,013440853

NONGGAT004935.2 ENSGALT00000043563 ENSGALG00000026970 - -0,816972 0,013301129

NONGGAT004935.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,821146 0,012453191

NONGGAT004935.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,823155 0,01205776

NONGGAT004935.2 ENSGALT00000026937 ENSGALG00000016690 - -0,823357 0,012018292

NONGGAT004935.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,825427 0,011619894

NONGGAT004935.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,826657 0,011387239

NONGGAT004935.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,826792 0,011361845



NONGGAT004935.2 ENSGALT00000026575 ENSGALG00000016471 - -0,830930 0,01060179

NONGGAT004935.2 ENSGALT00000031540 ENSGALG00000016669 - -0,832391 0,010341405

NONGGAT004935.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,832826 0,010264546

NONGGAT004935.2 ENSGALT00000026936 ENSGALG00000016690 - -0,832879 0,010255188

NONGGAT004935.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,835227 0,009847539

NONGGAT004935.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,836128 0,009693682

NONGGAT004935.2 ENSGALT00000086755 ENSGALG00000045640 - -0,837668 0,009434614

NONGGAT004935.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,838575 0,009283908

NONGGAT004935.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,842031 0,008724279

NONGGAT004935.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,844152 0,008391648

NONGGAT004935.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,844304 0,008368086

NONGGAT004935.2 ENSGALT00000083389 ENSGALG00000044326 - -0,844642 0,008316011

NONGGAT004935.2 ENSGALT00000086203 ENSGALG00000044772 - -0,845476 0,008188162

NONGGAT004935.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,851011 0,007371646

NONGGAT004935.2 ENSGALT00000084217 ENSGALG00000003876 - -0,852610 0,00714588

NONGGAT004935.2 ENSGALT00000000109 ENSGALG00000000081 - -0,853263 0,007055046

NONGGAT004935.2 ENSGALT00000036713 ENSGALG00000022815 - -0,853781 0,006983336

NONGGAT004935.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,855030 0,006812631

NONGGAT004935.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,855761 0,006713971

NONGGAT004935.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,856379 0,006631328

NONGGAT004935.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,856935 0,006557452

NONGGAT004935.2 ENSGALT00000008441 ENSGALG00000005257 - -0,857436 0,006491353

NONGGAT004935.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,857645 0,006464014

NONGGAT004935.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,858775 0,006316874

NONGGAT004935.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,863498 0,005725309

NONGGAT004935.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,864587 0,005594194

NONGGAT004935.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,865057 0,005538217

NONGGAT004935.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,865342 0,005504376

NONGGAT004935.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,870899 0,004871877

NONGGAT004935.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,873313 0,004612437

NONGGAT004935.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,876748 0,004258808

NONGGAT004935.2 ENSGALT00000023517 ENSGALG00000014585 - -0,877408 0,004192953

NONGGAT004935.2 ENSGALT00000000384 ENSGALG00000000293 - -0,877715 0,004162452

NONGGAT004935.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,885331 0,003452722

NONGGAT004935.2 ENSGALT00000040327 ENSGALG00000023950 - -0,885850 0,003407391

NONGGAT004935.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,885929 0,003400569

NONGGAT004935.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,887144 0,003296205

NONGGAT004935.2 ENSGALT00000001533 ENSGALG00000001035 - -0,893935 0,002750734

NONGGAT004935.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,895364 0,002643991

NONGGAT004935.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,896117 0,002588874

NONGGAT004935.2 ENSGALT00000075825 ENSGALG00000033661 - -0,899753 0,002333025

NONGGAT004935.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,901402 0,002222628

NONGGAT004935.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,902073 0,00217867

NONGGAT004935.2 ENSGALT00000052825 ENSGALG00000040434 - -0,902172 0,002172258

NONGGAT004935.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,902423 0,002156003

NONGGAT004935.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,902992 0,002119422

NONGGAT004935.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,903159 0,002108757

NONGGAT004935.2 ENSGALT00000079162 ENSGALG00000043044 - -0,903498 0,002087278

NONGGAT004935.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,906759 0,001887481

NONGGAT004935.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,908637 0,00177828

NONGGAT004935.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,913872 0,001495831

NONGGAT004935.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,914493 0,001464445

NONGGAT004935.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,915631 0,001407984

NONGGAT004935.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,916852 0,00134902

NONGGAT004935.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,917229 0,001331129

NONGGAT004935.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,920892 0,001165407



NONGGAT004935.2 ENSGALT00000008177 ENSGALG00000005099 - -0,924219 0,001027081

NONGGAT004935.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,941101 0,000488514

NONGGAT004935.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,942282 0,000460139

NONGGAT004935.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,942461 0,000455916

NONGGAT004935.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,943154 0,000439887

NONGGAT004935.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,943587 0,000430049

NONGGAT004935.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,946795 0,000361656

NONGGAT004935.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,948487 0,000328673

NONGGAT004935.2 ENSGALT00000003069 ENSGALG00000001975 - -0,956328 0,000201467

NONGGAT004935.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,956489 0,000199271

NONGGAT004935.2 ENSGALT00000063740 ENSGALG00000043044 - -0,959052 0,000166421

NONGGAT004935.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,960904 0,000145054

NONGGAT004935.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,962518 0,000127972

NONGGAT004935.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,963385 0,000119378

NONGGAT006128.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,998138 1,61E-08

NONGGAT006128.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,997655 3,22E-08

NONGGAT006128.2 ENSGALT00000065362 ENSGALG00000034674 - 0,996896 7,46E-08

NONGGAT006128.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,995296 2,59E-07

NONGGAT006128.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,994942 3,22E-07

NONGGAT006128.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,992010 1,27E-06

NONGGAT006128.2 ENSGALT00000035078 ENSGALG00000002595 - 0,991748 1,40E-06

NONGGAT006128.2 ENSGALT00000031834 ENSGALG00000011287 - 0,989940 2,53E-06

NONGGAT006128.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,987972 4,31E-06

NONGGAT006128.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,984312 9,54E-06

NONGGAT006128.2 ENSGALT00000026897 ENSGALG00000016667 - 0,981995 1,44E-05

NONGGAT006128.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,980162 1,92E-05

NONGGAT006128.2 ENSGALT00000023973 ENSGALG00000014855 - 0,979227 2,21E-05

NONGGAT006128.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,978023 2,61E-05

NONGGAT006128.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,977875 2,66E-05

NONGGAT006128.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,977438 2,82E-05

NONGGAT006128.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,976239 3,29E-05

NONGGAT006128.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,976174 3,32E-05

NONGGAT006128.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,975209 3,74E-05

NONGGAT006128.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,973654 4,48E-05

NONGGAT006128.2 ENSGALT00000063525 ENSGALG00000023925 - 0,973425 4,60E-05

NONGGAT006128.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,972935 4,86E-05

NONGGAT006128.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,972006 5,37E-05

NONGGAT006128.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,970230 6,45E-05

NONGGAT006128.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,969641 6,84E-05

NONGGAT006128.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,969502 6,93E-05

NONGGAT006128.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,967213 8,60E-05

NONGGAT006128.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,966469 9,19E-05

NONGGAT006128.2 ENSGALT00000074202 ENSGALG00000030614 - 0,965605 9,91E-05

NONGGAT006128.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,963506 0,000118206

NONGGAT006128.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,963468 0,000118575

NONGGAT006128.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,962451 0,000128658

NONGGAT006128.2 ENSGALT00000006584 ENSGALG00000004141 - 0,960927 0,000144795

NONGGAT006128.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,960689 0,000147431

NONGGAT006128.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,960412 0,000150532

NONGGAT006128.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,959013 0,000166895

NONGGAT006128.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,958762 0,000169946

NONGGAT006128.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,958520 0,000172926

NONGGAT006128.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,957875 0,000181019

NONGGAT006128.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,957757 0,000182531

NONGGAT006128.2 ENSGALT00000089250 ENSGALG00000044870 - 0,957703 0,000183226

NONGGAT006128.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,956925 0,000193411



NONGGAT006128.2 ENSGALT00000008787 ENSGALG00000023925 - 0,956622 0,000197474

NONGGAT006128.2 ENSGALT00000065964 ENSGALG00000001863 - 0,956455 0,000199736

NONGGAT006128.2 ENSGALT00000080092 ENSGALG00000012112 - 0,955259 0,000216452

NONGGAT006128.2 ENSGALT00000089110 ENSGALG00000045714 - 0,955018 0,000219925

NONGGAT006128.2 ENSGALT00000036719 ENSGALG00000019845 - 0,954980 0,000220484

NONGGAT006128.2 ENSGALT00000054524 ENSGALG00000023925 - 0,953543 0,000242006

NONGGAT006128.2 ENSGALT00000019412 ENSGALG00000011894 - 0,950772 0,000287346

NONGGAT006128.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,949405 0,000311634

NONGGAT006128.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,948749 0,000323752

NONGGAT006128.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,948574 0,000327022

NONGGAT006128.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,948151 0,000335058

NONGGAT006128.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,948078 0,00033645

NONGGAT006128.2 ENSGALT00000086534 ENSGALG00000004725 - 0,945735 0,000383412

NONGGAT006128.2 ENSGALT00000032121 ENSGALG00000020160 - 0,944745 0,000404463

NONGGAT006128.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,944183 0,000416763

NONGGAT006128.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,944024 0,000420273

NONGGAT006128.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,943779 0,000425742

NONGGAT006128.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,942874 0,000446317

NONGGAT006128.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,942138 0,000463526

NONGGAT006128.2 ENSGALT00000032123 ENSGALG00000020160 - 0,940959 0,000492008

NONGGAT006128.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,936551 0,00060857

NONGGAT006128.2 ENSGALT00000068270 ENSGALG00000034917 - 0,936109 0,000621182

NONGGAT006128.2 ENSGALT00000051020 ENSGALG00000042672 - 0,935829 0,000629253

NONGGAT006128.2 ENSGALT00000044321 ENSGALG00000026757 - 0,935521 0,000638185

NONGGAT006128.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,934780 0,000660075

NONGGAT006128.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,934054 0,000681982

NONGGAT006128.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,932332 0,000735845

NONGGAT006128.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,931116 0,00077549

NONGGAT006128.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,928271 0,000873712

NONGGAT006128.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,928144 0,000878255

NONGGAT006128.2 ENSGALT00000006930 ENSGALG00000004343 - 0,927943 0,000885519

NONGGAT006128.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,927482 0,000902311

NONGGAT006128.2 ENSGALT00000024419 ENSGALG00000015134 - 0,927183 0,000913283

NONGGAT006128.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,926682 0,000931929

NONGGAT006128.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,925898 0,000961574

NONGGAT006128.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,925753 0,000967109

NONGGAT006128.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,925015 0,000995666

NONGGAT006128.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,924256 0,001025626

NONGGAT006128.2 ENSGALT00000067152 ENSGALG00000040117 - 0,924135 0,001030433

NONGGAT006128.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,923474 0,001057047

NONGGAT006128.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,923210 0,00106782

NONGGAT006128.2 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,922815 0,00108404

NONGGAT006128.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,921094 0,001156657

NONGGAT006128.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,920646 0,001176063

NONGGAT006128.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,919927 0,001207652

NONGGAT006128.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,914802 0,00144897

NONGGAT006128.2 ENSGALT00000071196 ENSGALG00000030366 - 0,913942 0,001492265

NONGGAT006128.2 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,913923 0,001493266

NONGGAT006128.2 ENSGALT00000002892 ENSGALG00000001863 - 0,912902 0,001545801

NONGGAT006128.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,912536 0,001564932

NONGGAT006128.2 ENSGALT00000040072 ENSGALG00000005795 - 0,912360 0,001574167

NONGGAT006128.2 ENSGALT00000089702 ENSGALG00000045648 - 0,911404 0,001625053

NONGGAT006128.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,911158 0,001638315

NONGGAT006128.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,910337 0,001683081

NONGGAT006128.2 ENSGALT00000081277 ENSGALG00000042801 - 0,909854 0,001709779

NONGGAT006128.2 ENSGALT00000048004 ENSGALG00000037629 - 0,907841 0,001824047



NONGGAT006128.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,906032 0,001930905

NONGGAT006128.2 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,905652 0,001953827

NONGGAT006128.2 ENSGALT00000017449 ENSGALG00000010722 - 0,904103 0,002049214

NONGGAT006128.2 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,903693 0,002074948

NONGGAT006128.2 ENSGALT00000064075 ENSGALG00000036713 - 0,903547 0,002084162

NONGGAT006128.2 ENSGALT00000054207 ENSGALG00000041161 - 0,902772 0,00213349

NONGGAT006128.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,902747 0,002135144

NONGGAT006128.2 ENSGALT00000032169 ENSGALG00000011455 - 0,902533 0,002148884

NONGGAT006128.2 ENSGALT00000014282 ENSGALG00000008784 - 0,902332 0,002161852

NONGGAT006128.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,900320 0,002294681

NONGGAT006128.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,898105 0,002446823

NONGGAT006128.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,895517 0,002632719

NONGGAT006128.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,895457 0,002637177

NONGGAT006128.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,895414 0,002640291

NONGGAT006128.2 ENSGALT00000017864 ENSGALG00000020390 - 0,895049 0,002667321

NONGGAT006128.2 ENSGALT00000016271 ENSGALG00000010018 - 0,894962 0,0026738

NONGGAT006128.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,894809 0,002685119

NONGGAT006128.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,893821 0,002759417

NONGGAT006128.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,893740 0,002765538

NONGGAT006128.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,887115 0,003298655

NONGGAT006128.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,884306 0,003543277

NONGGAT006128.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,884004 0,003570252

NONGGAT006128.2 ENSGALT00000087708 ENSGALG00000045747 - 0,883829 0,003585951

NONGGAT006128.2 ENSGALT00000027871 ENSGALG00000017241 - 0,883628 0,003604063

NONGGAT006128.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,882921 0,00366806

NONGGAT006128.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,881499 0,003799157

NONGGAT006128.2 ENSGALT00000085318 ENSGALG00000045446 - 0,879886 0,003951459

NONGGAT006128.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,879529 0,003985663

NONGGAT006128.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,878903 0,004046074

NONGGAT006128.2 ENSGALT00000056823 ENSGALG00000039354 - 0,878414 0,004093738

NONGGAT006128.2 ENSGALT00000040063 ENSGALG00000005795 - 0,877075 0,004226048

NONGGAT006128.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,876453 0,004288487

NONGGAT006128.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,876194 0,00431462

NONGGAT006128.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,875957 0,004338588

NONGGAT006128.2 ENSGALT00000024632 ENSGALG00000015263 - 0,875919 0,00434245

NONGGAT006128.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,874929 0,004443813

NONGGAT006128.2 ENSGALT00000073281 ENSGALG00000005795 - 0,873693 0,00457248

NONGGAT006128.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,873680 0,00457381

NONGGAT006128.2 ENSGALT00000039781 ENSGALG00000023761 - 0,873474 0,004595484

NONGGAT006128.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,873207 0,004623676

NONGGAT006128.2 ENSGALT00000068577 ENSGALG00000035803 - 0,870280 0,00493998

NONGGAT006128.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,869632 0,005011767

NONGGAT006128.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,868359 0,00515486

NONGGAT006128.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,866345 0,005386618

NONGGAT006128.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,864098 0,005652835

NONGGAT006128.2 ENSGALT00000009308 ENSGALG00000005795 - 0,863796 0,005689256

NONGGAT006128.2 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,862536 0,005842866

NONGGAT006128.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,862504 0,005846793

NONGGAT006128.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,862493 0,005848094

NONGGAT006128.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,861965 0,005913246

NONGGAT006128.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,861926 0,005918082

NONGGAT006128.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,861580 0,005961113

NONGGAT006128.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,861420 0,005981066

NONGGAT006128.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,857807 0,006442783

NONGGAT006128.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,857606 0,006469081

NONGGAT006128.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,856505 0,006614575



NONGGAT006128.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,856451 0,006621741

NONGGAT006128.2 ENSGALT00000080710 ENSGALG00000006344 - 0,855492 0,006750245

NONGGAT006128.2 ENSGALT00000087652 ENSGALG00000045700 - 0,854880 0,00683303

NONGGAT006128.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,850673 0,007420019

NONGGAT006128.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,850334 0,007468667

NONGGAT006128.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,847981 0,007811917

NONGGAT006128.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,845732 0,008149156

NONGGAT006128.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,844868 0,008281298

NONGGAT006128.2 ENSGALT00000082890 ENSGALG00000041604 - 0,844140 0,008393564

NONGGAT006128.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,843779 0,008449559

NONGGAT006128.2 ENSGALT00000061743 ENSGALG00000010189 - 0,841292 0,008842075

NONGGAT006128.2 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,841158 0,008863502

NONGGAT006128.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,840553 0,008960873

NONGGAT006128.2 ENSGALT00000038387 ENSGALG00000010293 - 0,840281 0,00900491

NONGGAT006128.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,839624 0,009111813

NONGGAT006128.2 ENSGALT00000078635 ENSGALG00000034504 - 0,838799 0,009246977

NONGGAT006128.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,837837 0,009406386

NONGGAT006128.2 ENSGALT00000076278 ENSGALG00000036572 - 0,837714 0,00942686

NONGGAT006128.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,837331 0,00949089

NONGGAT006128.2 ENSGALT00000011547 ENSGALG00000007127 - 0,836375 0,009651952

NONGGAT006128.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,833621 0,01012531

NONGGAT006128.2 ENSGALT00000046971 ENSGALG00000021450 - 0,830314 0,010712923

NONGGAT006128.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,829451 0,010869731

NONGGAT006128.2 ENSGALT00000017871 ENSGALG00000010969 - 0,826215 0,011470597

NONGGAT006128.2 ENSGALT00000047856 ENSGALG00000038169 - 0,824893 0,011721907

NONGGAT006128.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,818027 0,013083593

NONGGAT006128.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,816772 0,013342639

NONGGAT006128.2 ENSGALT00000088451 ENSGALG00000044044 - 0,803292 0,016331677

NONGGAT006128.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,803262 0,016338811

NONGGAT006128.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,800866 0,016910444

NONGGAT006128.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,792833 0,018917527

NONGGAT006128.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,790106 0,019631191

NONGGAT006128.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,788326 0,020105736

NONGGAT006128.2 ENSGALT00000074333 ENSGALG00000033852 - 0,787785 0,020251499

NONGGAT006128.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,787654 0,020286718

NONGGAT006128.2 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,783886 0,021320843

NONGGAT006128.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,783782 0,021349707

NONGGAT006128.2 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,783729 0,021364522

NONGGAT006128.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,781655 0,021948265

NONGGAT006128.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,779070 0,022689252

NONGGAT006128.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,778998 0,022710139

NONGGAT006128.2 ENSGALT00000007194 ENSGALG00000004518 - 0,778564 0,022836241

NONGGAT006128.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,773753 0,024262235

NONGGAT006128.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,770317 0,025313332

NONGGAT006128.2 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,770146 0,025366567

NONGGAT006128.2 ENSGALT00000023051 ENSGALG00000014252 - 0,769300 0,025630055

NONGGAT006128.2 ENSGALT00000062888 ENSGALG00000042020 - 0,767140 0,026310316

NONGGAT006128.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,763585 0,027454039

NONGGAT006128.2 ENSGALT00000089602 ENSGALG00000005704 - 0,762608 0,027773427

NONGGAT006128.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,762304 0,02787343

NONGGAT006128.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,760593 0,028439793

NONGGAT006128.2 ENSGALT00000038284 ENSGALG00000011421 HAL 0,758201 0,029243452

NONGGAT006128.2 ENSGALT00000028517 ENSGALG00000017810 SNORA31 0,756704 0,029753458

NONGGAT006128.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,755863 0,030042575

NONGGAT006128.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,755187 0,030275917

NONGGAT006128.2 ENSGALT00000077159 ENSGALG00000039257 - 0,753757 0,030773445



NONGGAT006128.2 ENSGALT00000073249 ENSGALG00000021450 - 0,752141 0,031341626

NONGGAT006128.2 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,751941 0,031412514

NONGGAT006128.2 ENSGALT00000087867 ENSGALG00000006723 - 0,751483 0,031574861

NONGGAT006128.2 ENSGALT00000070619 ENSGALG00000034735 - 0,751443 0,031589093

NONGGAT006128.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,750651 0,031871552

NONGGAT006128.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,746954 0,033209105

NONGGAT006128.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,746403 0,033411323

NONGGAT006128.2 ENSGALT00000046716 ENSGALG00000040584 - 0,741760 0,035145719

NONGGAT006128.2 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,739087 0,036168517

NONGGAT006128.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,738515 0,036390005

NONGGAT006128.2 ENSGALT00000026579 ENSGALG00000016475 - 0,738395 0,036436264

NONGGAT006128.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,737522 0,036775989

NONGGAT006128.2 ENSGALT00000044387 ENSGALG00000027334 - 0,736299 0,037254692

NONGGAT006128.2 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,734763 0,037861585

NONGGAT006128.2 ENSGALT00000084127 ENSGALG00000046197 - 0,730672 0,039506756

NONGGAT006128.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,729670 0,039916253

NONGGAT006128.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,728649 0,040336055

NONGGAT006128.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,727823 0,040677788

NONGGAT006128.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,726022 0,041428731

NONGGAT006128.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,725674 0,041574773

NONGGAT006128.2 ENSGALT00000002818 ENSGALG00000001824 - 0,725068 0,041829985

NONGGAT006128.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,724801 0,041942775

NONGGAT006128.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,724537 0,042054203

NONGGAT006128.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,724283 0,042161861

NONGGAT006128.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,722628 0,042866523

NONGGAT006128.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,720410 0,04382243

NONGGAT006128.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,720259 0,043888241

NONGGAT006128.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,719514 0,044212043

NONGGAT006128.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,719398 0,044262882

NONGGAT006128.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,718747 0,044547457

NONGGAT006128.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,717894 0,044922084

NONGGAT006128.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,717321 0,045174885

NONGGAT006128.2 ENSGALT00000026937 ENSGALG00000016690 - -0,705479 0,050591589

NONGGAT006128.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,706561 0,050081611

NONGGAT006128.2 ENSGALT00000016586 ENSGALG00000010203 - -0,712327 0,047414105

NONGGAT006128.2 ENSGALT00000026936 ENSGALG00000016690 - -0,719287 0,044311499

NONGGAT006128.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,719849 0,044066124

NONGGAT006128.2 ENSGALT00000089585 ENSGALG00000043917 - -0,720963 0,043582939

NONGGAT006128.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,721922 0,043169629

NONGGAT006128.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,727520 0,040803438

NONGGAT006128.2 ENSGALT00000045496 ENSGALG00000028341 - -0,728395 0,040440868

NONGGAT006128.2 ENSGALT00000073246 ENSGALG00000033498 - -0,731018 0,039365976

NONGGAT006128.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,733351 0,038424601

NONGGAT006128.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,734342 0,038028869

NONGGAT006128.2 ENSGALT00000059872 ENSGALG00000041621 - -0,740997 0,035435944

NONGGAT006128.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,741208 0,035355446

NONGGAT006128.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,743463 0,034503238

NONGGAT006128.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,743775 0,034386545

NONGGAT006128.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,746217 0,033479959

NONGGAT006128.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,747944 0,032847753

NONGGAT006128.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,748904 0,032499338

NONGGAT006128.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,751401 0,031603985

NONGGAT006128.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,752689 0,031148488

NONGGAT006128.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,758907 0,029004832

NONGGAT006128.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,759357 0,028853338

NONGGAT006128.2 ENSGALT00000079162 ENSGALG00000043044 - -0,761661 0,028085541



NONGGAT006128.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,763092 0,027614963

NONGGAT006128.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,773118 0,02445419

NONGGAT006128.2 ENSGALT00000008441 ENSGALG00000005257 - -0,773647 0,024294055

NONGGAT006128.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,774454 0,02405098

NONGGAT006128.2 ENSGALT00000031540 ENSGALG00000016669 - -0,775147 0,023843421

NONGGAT006128.2 ENSGALT00000086755 ENSGALG00000045640 - -0,777821 0,023052919

NONGGAT006128.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,780664 0,022230542

NONGGAT006128.2 ENSGALT00000026575 ENSGALG00000016471 - -0,782149 0,02180846

NONGGAT006128.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,782811 0,02162176

NONGGAT006128.2 ENSGALT00000086203 ENSGALG00000044772 - -0,784560 0,021133438

NONGGAT006128.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,787549 0,020315081

NONGGAT006128.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,788505 0,020057783

NONGGAT006128.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,790007 0,019657395

NONGGAT006128.2 ENSGALT00000052825 ENSGALG00000040434 - -0,790195 0,019607516

NONGGAT006128.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,790388 0,019556473

NONGGAT006128.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,790560 0,019511211

NONGGAT006128.2 ENSGALT00000000109 ENSGALG00000000081 - -0,792491 0,019006033

NONGGAT006128.2 ENSGALT00000027063 ENSGALG00000016761 - -0,792780 0,018931277

NONGGAT006128.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,798454 0,017498327

NONGGAT006128.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,801496 0,01675883

NONGGAT006128.2 ENSGALT00000000384 ENSGALG00000000293 - -0,801680 0,016714773

NONGGAT006128.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,802699 0,016471954

NONGGAT006128.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,804732 0,015994072

NONGGAT006128.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,805814 0,015743578

NONGGAT006128.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,805843 0,015736727

NONGGAT006128.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,806929 0,015487716

NONGGAT006128.2 ENSGALT00000031541 ENSGALG00000016668 - -0,807358 0,015390059

NONGGAT006128.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,809026 0,01501378

NONGGAT006128.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,811092 0,014555836

NONGGAT006128.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,811351 0,014499116

NONGGAT006128.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,811995 0,014358612

NONGGAT006128.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,812243 0,014304739

NONGGAT006128.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,815177 0,013676754

NONGGAT006128.2 ENSGALT00000008177 ENSGALG00000005099 - -0,816481 0,013403244

NONGGAT006128.2 ENSGALT00000043563 ENSGALG00000026970 - -0,816576 0,013383386

NONGGAT006128.2 ENSGALT00000036713 ENSGALG00000022815 - -0,817131 0,013268277

NONGGAT006128.2 ENSGALT00000010917 ENSGALG00000006756 - -0,817550 0,013181554

NONGGAT006128.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,817752 0,013140025

NONGGAT006128.2 ENSGALT00000075825 ENSGALG00000033661 - -0,818462 0,012994347

NONGGAT006128.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,819227 0,012838774

NONGGAT006128.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,824158 0,011863144

NONGGAT006128.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,827223 0,0112811

NONGGAT006128.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,827876 0,011159606

NONGGAT006128.2 ENSGALT00000023517 ENSGALG00000014585 - -0,836994 0,009547515

NONGGAT006128.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,838911 0,009228547

NONGGAT006128.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,840527 0,008965191

NONGGAT006128.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,841450 0,00881687

NONGGAT006128.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,841673 0,008781235

NONGGAT006128.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,843698 0,008462242

NONGGAT006128.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,848871 0,007680933

NONGGAT006128.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,849668 0,00756474

NONGGAT006128.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,850045 0,007510224

NONGGAT006128.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,850864 0,007392691

NONGGAT006128.2 ENSGALT00000001533 ENSGALG00000001035 - -0,852681 0,007135918

NONGGAT006128.2 ENSGALT00000040327 ENSGALG00000023950 - -0,853460 0,007027663

NONGGAT006128.2 ENSGALT00000063740 ENSGALG00000043044 - -0,855433 0,006758114



NONGGAT006128.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,856422 0,006625576

NONGGAT006128.2 ENSGALT00000003069 ENSGALG00000001975 - -0,856897 0,006562558

NONGGAT006128.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,857011 0,006547467

NONGGAT006128.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,858227 0,006387977

NONGGAT006128.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,858604 0,006339051

NONGGAT006128.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,863783 0,005690835

NONGGAT006128.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,865741 0,005457354

NONGGAT006128.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,866856 0,005327222

NONGGAT006128.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,868375 0,005153091

NONGGAT006128.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,873969 0,004543552

NONGGAT006128.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,879661 0,003972951

NONGGAT006128.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,881575 0,003792111

NONGGAT006128.2 ENSGALT00000083389 ENSGALG00000044326 - -0,890642 0,003007262

NONGGAT006480.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,999831 1,20E-11

NONGGAT006480.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,997245 5,21E-08

NONGGAT006480.2 ENSGALT00000046971 ENSGALG00000021450 - 0,996335 1,23E-07

NONGGAT006480.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,996232 1,33E-07

NONGGAT006480.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,995741 1,92E-07

NONGGAT006480.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,995021 3,07E-07

NONGGAT006480.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,993393 7,18E-07

NONGGAT006480.2 ENSGALT00000027871 ENSGALG00000017241 - 0,993145 8,01E-07

NONGGAT006480.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,991944 1,30E-06

NONGGAT006480.2 ENSGALT00000017871 ENSGALG00000010969 - 0,991795 1,37E-06

NONGGAT006480.2 ENSGALT00000061743 ENSGALG00000010189 - 0,991030 1,79E-06

NONGGAT006480.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,989059 3,25E-06

NONGGAT006480.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,989013 3,29E-06

NONGGAT006480.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,988798 3,48E-06

NONGGAT006480.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,988784 3,50E-06

NONGGAT006480.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,987297 5,08E-06

NONGGAT006480.2 ENSGALT00000073281 ENSGALG00000005795 - 0,986925 5,53E-06

NONGGAT006480.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,986664 5,87E-06

NONGGAT006480.2 ENSGALT00000082890 ENSGALG00000041604 - 0,986046 6,72E-06

NONGGAT006480.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,985939 6,88E-06

NONGGAT006480.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,983639 1,08E-05

NONGGAT006480.2 ENSGALT00000024632 ENSGALG00000015263 - 0,982708 1,28E-05

NONGGAT006480.2 ENSGALT00000078635 ENSGALG00000034504 - 0,982529 1,32E-05

NONGGAT006480.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,982360 1,35E-05

NONGGAT006480.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,982087 1,42E-05

NONGGAT006480.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,981391 1,59E-05

NONGGAT006480.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,981345 1,60E-05

NONGGAT006480.2 ENSGALT00000044321 ENSGALG00000026757 - 0,981032 1,68E-05

NONGGAT006480.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,979822 2,02E-05

NONGGAT006480.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,978455 2,46E-05

NONGGAT006480.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,977281 2,88E-05

NONGGAT006480.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,976642 3,13E-05

NONGGAT006480.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,976523 3,18E-05

NONGGAT006480.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,976278 3,28E-05

NONGGAT006480.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,976112 3,35E-05

NONGGAT006480.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,975236 3,73E-05

NONGGAT006480.2 ENSGALT00000087867 ENSGALG00000006723 - 0,974831 3,91E-05

NONGGAT006480.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,973268 4,68E-05

NONGGAT006480.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,971753 5,52E-05

NONGGAT006480.2 ENSGALT00000040072 ENSGALG00000005795 - 0,970982 5,98E-05

NONGGAT006480.2 ENSGALT00000064075 ENSGALG00000036713 - 0,970484 6,29E-05

NONGGAT006480.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,970077 6,55E-05

NONGGAT006480.2 ENSGALT00000040063 ENSGALG00000005795 - 0,969930 6,64E-05



NONGGAT006480.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,968965 7,30E-05

NONGGAT006480.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,968358 7,73E-05

NONGGAT006480.2 ENSGALT00000071196 ENSGALG00000030366 - 0,968111 7,91E-05

NONGGAT006480.2 ENSGALT00000068270 ENSGALG00000034917 - 0,967546 8,34E-05

NONGGAT006480.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,967508 8,37E-05

NONGGAT006480.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,965959 9,61E-05

NONGGAT006480.2 ENSGALT00000062888 ENSGALG00000042020 - 0,964495 0,000108934

NONGGAT006480.2 ENSGALT00000039781 ENSGALG00000023761 - 0,964495 0,000108935

NONGGAT006480.2 ENSGALT00000080092 ENSGALG00000012112 - 0,964445 0,00010939

NONGGAT006480.2 ENSGALT00000024419 ENSGALG00000015134 - 0,964417 0,000109649

NONGGAT006480.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,964282 0,00011089

NONGGAT006480.2 ENSGALT00000070619 ENSGALG00000034735 - 0,963995 0,000113558

NONGGAT006480.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,963979 0,00011371

NONGGAT006480.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,963527 0,000118

NONGGAT006480.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,962552 0,000127626

NONGGAT006480.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,962472 0,000128444

NONGGAT006480.2 ENSGALT00000002818 ENSGALG00000001824 - 0,962130 0,000131945

NONGGAT006480.2 ENSGALT00000054207 ENSGALG00000041161 - 0,961664 0,00013683

NONGGAT006480.2 ENSGALT00000048004 ENSGALG00000037629 - 0,961408 0,000139562

NONGGAT006480.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,959886 0,000156555

NONGGAT006480.2 ENSGALT00000087652 ENSGALG00000045700 - 0,959519 0,000160842

NONGGAT006480.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,959425 0,000161962

NONGGAT006480.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,957740 0,000182754

NONGGAT006480.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,956555 0,000198382

NONGGAT006480.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,956548 0,000198472

NONGGAT006480.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,955436 0,000213924

NONGGAT006480.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,954486 0,000227734

NONGGAT006480.2 ENSGALT00000086534 ENSGALG00000004725 - 0,954315 0,000230288

NONGGAT006480.2 ENSGALT00000085318 ENSGALG00000045446 - 0,953925 0,000236165

NONGGAT006480.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,952836 0,00025309

NONGGAT006480.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,952785 0,000253912

NONGGAT006480.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,952256 0,000262429

NONGGAT006480.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,952136 0,000264385

NONGGAT006480.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,951797 0,000269986

NONGGAT006480.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,951668 0,000272124

NONGGAT006480.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,950697 0,00028864

NONGGAT006480.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,949328 0,000313036

NONGGAT006480.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,949323 0,000313134

NONGGAT006480.2 ENSGALT00000073249 ENSGALG00000021450 - 0,947915 0,000339585

NONGGAT006480.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,947869 0,00034048

NONGGAT006480.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,947180 0,000353979

NONGGAT006480.2 ENSGALT00000073442 ENSGALG00000029308 - 0,946379 0,000370094

NONGGAT006480.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,945947 0,000378982

NONGGAT006480.2 ENSGALT00000076278 ENSGALG00000036572 - 0,945913 0,000379695

NONGGAT006480.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,945430 0,000389804

NONGGAT006480.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,945112 0,000396573

NONGGAT006480.2 ENSGALT00000084127 ENSGALG00000046197 - 0,944928 0,000400522

NONGGAT006480.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,944077 0,00041909

NONGGAT006480.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,943929 0,000422383

NONGGAT006480.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,943737 0,000426679

NONGGAT006480.2 ENSGALT00000051352 ENSGALG00000041296 - 0,943387 0,000434567

NONGGAT006480.2 ENSGALT00000081277 ENSGALG00000042801 - 0,943366 0,000435052

NONGGAT006480.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,943167 0,000439577

NONGGAT006480.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,942935 0,000444912

NONGGAT006480.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,942766 0,000448824

NONGGAT006480.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,942457 0,00045603



NONGGAT006480.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,942305 0,000459588

NONGGAT006480.2 ENSGALT00000065964 ENSGALG00000001863 - 0,942248 0,000460925

NONGGAT006480.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,942046 0,000465719

NONGGAT006480.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,942034 0,000466

NONGGAT006480.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,941596 0,000476472

NONGGAT006480.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,939408 0,000531163

NONGGAT006480.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,938772 0,000547814

NONGGAT006480.2 ENSGALT00000051020 ENSGALG00000042672 - 0,937530 0,000581267

NONGGAT006480.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,937492 0,00058233

NONGGAT006480.2 ENSGALT00000002892 ENSGALG00000001863 - 0,937256 0,000588822

NONGGAT006480.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,937243 0,000589188

NONGGAT006480.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,936520 0,000609463

NONGGAT006480.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,936183 0,000619052

NONGGAT006480.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,935908 0,000626957

NONGGAT006480.2 ENSGALT00000063397 ENSGALG00000006723 - 0,935788 0,000630424

NONGGAT006480.2 ENSGALT00000056823 ENSGALG00000039354 - 0,934528 0,000667613

NONGGAT006480.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,933475 0,000699782

NONGGAT006480.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,933256 0,000706606

NONGGAT006480.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,932171 0,000741005

NONGGAT006480.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,931381 0,000766747

NONGGAT006480.2 ENSGALT00000009308 ENSGALG00000005795 - 0,930455 0,000797633

NONGGAT006480.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,928584 0,000862515

NONGGAT006480.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,928272 0,00087367

NONGGAT006480.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,927939 0,000885655

NONGGAT006480.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,927018 0,000919403

NONGGAT006480.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,926801 0,000927489

NONGGAT006480.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,926597 0,000935112

NONGGAT006480.2 ENSGALT00000006584 ENSGALG00000004141 - 0,925655 0,000970852

NONGGAT006480.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,925636 0,000971597

NONGGAT006480.2 ENSGALT00000011547 ENSGALG00000007127 - 0,925395 0,000980879

NONGGAT006480.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,924831 0,001002879

NONGGAT006480.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,924442 0,001018223

NONGGAT006480.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,924177 0,001028767

NONGGAT006480.2 ENSGALT00000038387 ENSGALG00000010293 - 0,923718 0,001047201

NONGGAT006480.2 ENSGALT00000036719 ENSGALG00000019845 - 0,923137 0,001070801

NONGGAT006480.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,919944 0,001206888

NONGGAT006480.2 ENSGALT00000087708 ENSGALG00000045747 - 0,918220 0,001284881

NONGGAT006480.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,918152 0,001287985

NONGGAT006480.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,917900 0,001299671

NONGGAT006480.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,914042 0,001487212

NONGGAT006480.2 ENSGALT00000016271 ENSGALG00000010018 - 0,912924 0,001544678

NONGGAT006480.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,912585 0,001562362

NONGGAT006480.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,911775 0,001605165

NONGGAT006480.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,911756 0,001606197

NONGGAT006480.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,911245 0,001633633

NONGGAT006480.2 ENSGALT00000023973 ENSGALG00000014855 - 0,910897 0,00165249

NONGGAT006480.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,910448 0,001676987

NONGGAT006480.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,909813 0,001712056

NONGGAT006480.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,909590 0,001724529

NONGGAT006480.2 ENSGALT00000032169 ENSGALG00000011455 - 0,908845 0,001766501

NONGGAT006480.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,908750 0,001771859

NONGGAT006480.2 ENSGALT00000081175 ENSGALG00000029947 - 0,907616 0,001837116

NONGGAT006480.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,907187 0,001862258

NONGGAT006480.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,906639 0,001894639

NONGGAT006480.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,904469 0,002026412

NONGGAT006480.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,904209 0,002042582



NONGGAT006480.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,903329 0,002097972

NONGGAT006480.2 ENSGALT00000074202 ENSGALG00000030614 - 0,902745 0,00213525

NONGGAT006480.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,901587 0,002210434

NONGGAT006480.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,898329 0,002431186

NONGGAT006480.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,897210 0,002510162

NONGGAT006480.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,896689 0,002547492

NONGGAT006480.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,894335 0,002720633

NONGGAT006480.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,894310 0,00272249

NONGGAT006480.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,893955 0,002749223

NONGGAT006480.2 ENSGALT00000088901 ENSGALG00000044762 - 0,893166 0,002809368

NONGGAT006480.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,892860 0,002832903

NONGGAT006480.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,890228 0,00304054

NONGGAT006480.2 ENSGALT00000017864 ENSGALG00000020390 - 0,888409 0,003189751

NONGGAT006480.2 ENSGALT00000068577 ENSGALG00000035803 - 0,888131 0,003212921

NONGGAT006480.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,887629 0,003255106

NONGGAT006480.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,887393 0,003275037

NONGGAT006480.2 ENSGALT00000011621 ENSGALG00000007178 - 0,886701 0,003333954

NONGGAT006480.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,884934 0,003487619

NONGGAT006480.2 ENSGALT00000035078 ENSGALG00000002595 - 0,884281 0,003545485

NONGGAT006480.2 ENSGALT00000042798 ENSGALG00000025738 - 0,884104 0,003561326

NONGGAT006480.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,883969 0,0035734

NONGGAT006480.2 ENSGALT00000026335 ENSGALG00000016324 - 0,883944 0,003575607

NONGGAT006480.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,883462 0,003619011

NONGGAT006480.2 ENSGALT00000089702 ENSGALG00000045648 - 0,882202 0,00373395

NONGGAT006480.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,882083 0,003744964

NONGGAT006480.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,880918 0,003853578

NONGGAT006480.2 ENSGALT00000077159 ENSGALG00000039257 - 0,880866 0,00385847

NONGGAT006480.2 ENSGALT00000026507 ENSGALG00000016430 - 0,880551 0,003888152

NONGGAT006480.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,880002 0,003940325

NONGGAT006480.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,877852 0,004148973

NONGGAT006480.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,877063 0,004227275

NONGGAT006480.2 ENSGALT00000006930 ENSGALG00000004343 - 0,876711 0,004262496

NONGGAT006480.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,876554 0,004278297

NONGGAT006480.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,876387 0,004295159

NONGGAT006480.2 ENSGALT00000089110 ENSGALG00000045714 - 0,875555 0,004379531

NONGGAT006480.2 ENSGALT00000089602 ENSGALG00000005704 - 0,875308 0,004404804

NONGGAT006480.2 ENSGALT00000065362 ENSGALG00000034674 - 0,874737 0,00446367

NONGGAT006480.2 ENSGALT00000002018 ENSGALG00000001320 - 0,873893 0,004551472

NONGGAT006480.2 ENSGALT00000074333 ENSGALG00000033852 - 0,872636 0,004684276

NONGGAT006480.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,872086 0,0047432

NONGGAT006480.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,867927 0,005203991

NONGGAT006480.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,867884 0,005208942

NONGGAT006480.2 ENSGALT00000067152 ENSGALG00000040117 - 0,867708 0,005229089

NONGGAT006480.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,866287 0,005393335

NONGGAT006480.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,865561 0,005478516

NONGGAT006480.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,864932 0,005553064

NONGGAT006480.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,863432 0,005733357

NONGGAT006480.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,861883 0,005923459

NONGGAT006480.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,861554 0,00596435

NONGGAT006480.2 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,861493 0,005971911

NONGGAT006480.2 ENSGALT00000026897 ENSGALG00000016667 - 0,858338 0,006373488

NONGGAT006480.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,858149 0,006398101

NONGGAT006480.2 ENSGALT00000044496 ENSGALG00000028880 - 0,856402 0,006628235

NONGGAT006480.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,853434 0,007031267

NONGGAT006480.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,853200 0,007063663

NONGGAT006480.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,848751 0,007698464



NONGGAT006480.2 ENSGALT00000046716 ENSGALG00000040584 - 0,845742 0,008147712

NONGGAT006480.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,844579 0,008325687

NONGGAT006480.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,843738 0,008455944

NONGGAT006480.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,842981 0,008574235

NONGGAT006480.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,841177 0,008860469

NONGGAT006480.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,840728 0,008932658

NONGGAT006480.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,838799 0,009246968

NONGGAT006480.2 ENSGALT00000044387 ENSGALG00000027334 - 0,837667 0,00943479

NONGGAT006480.2 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,837655 0,009436748

NONGGAT006480.2 ENSGALT00000014282 ENSGALG00000008784 - 0,837266 0,009501755

NONGGAT006480.2 ENSGALT00000031834 ENSGALG00000011287 - 0,835715 0,009764075

NONGGAT006480.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,833121 0,010212739

NONGGAT006480.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,831945 0,010420423

NONGGAT006480.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,831943 0,010420838

NONGGAT006480.2 ENSGALT00000007194 ENSGALG00000004518 - 0,829472 0,010865836

NONGGAT006480.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,826820 0,011356644

NONGGAT006480.2 ENSGALT00000080710 ENSGALG00000006344 - 0,826118 0,011488878

NONGGAT006480.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,823496 0,011991416

NONGGAT006480.2 ENSGALT00000026579 ENSGALG00000016475 - 0,820719 0,012538297

NONGGAT006480.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,813749 0,013980065

NONGGAT006480.2 ENSGALT00000019412 ENSGALG00000011894 - 0,812732 0,014198826

NONGGAT006480.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,811787 0,014403797

NONGGAT006480.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,808947 0,015031488

NONGGAT006480.2 ENSGALT00000038740 ENSGALG00000023435 GATM 0,807846 0,015279376

NONGGAT006480.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,807456 0,015367676

NONGGAT006480.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,799911 0,017141751

NONGGAT006480.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,799540 0,017231963

NONGGAT006480.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,798230 0,017553421

NONGGAT006480.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,794732 0,018430286

NONGGAT006480.2 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,789709 0,019736408

NONGGAT006480.2 ENSGALT00000083141 ENSGALG00000046329 - 0,785973 0,02074424

NONGGAT006480.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,785667 0,020828158

NONGGAT006480.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,784280 0,021211229

NONGGAT006480.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,784208 0,021231207

NONGGAT006480.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,782308 0,02176342

NONGGAT006480.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,782095 0,021823508

NONGGAT006480.2 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,781153 0,022090996

NONGGAT006480.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,781120 0,022100254

NONGGAT006480.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,780875 0,022170355

NONGGAT006480.2 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,775386 0,023772179

NONGGAT006480.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,773759 0,024260364

NONGGAT006480.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,773133 0,024449654

NONGGAT006480.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,772196 0,024735056

NONGGAT006480.2 ENSGALT00000089250 ENSGALG00000044870 - 0,771346 0,024995768

NONGGAT006480.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,769590 0,02553959

NONGGAT006480.2 ENSGALT00000032123 ENSGALG00000020160 - 0,769254 0,025644283

NONGGAT006480.2 ENSGALT00000047996 ENSGALG00000042168 - 0,767618 0,026158701

NONGGAT006480.2 ENSGALT00000050726 ENSGALG00000021450 - 0,766255 0,02659224

NONGGAT006480.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,764695 0,027093623

NONGGAT006480.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,762008 0,027970741

NONGGAT006480.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,757314 0,029545101

NONGGAT006480.2 ENSGALT00000017449 ENSGALG00000010722 - 0,753901 0,030723136

NONGGAT006480.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,753776 0,030766994

NONGGAT006480.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,750185 0,032038108

NONGGAT006480.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,747610 0,032969213

NONGGAT006480.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,740657 0,035565713



NONGGAT006480.2 ENSGALT00000002682 ENSGALG00000001749 ACSBG2 0,737069 0,036953004

NONGGAT006480.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,736676 0,037106644

NONGGAT006480.2 ENSGALT00000054524 ENSGALG00000023925 - 0,734982 0,037774493

NONGGAT006480.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,730107 0,039737499

NONGGAT006480.2 ENSGALT00000032121 ENSGALG00000020160 - 0,720335 0,043855115

NONGGAT006480.2 ENSGALT00000063525 ENSGALG00000023925 - 0,719833 0,044073253

NONGGAT006480.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,719363 0,044278238

NONGGAT006480.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,718732 0,04455417

NONGGAT006480.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,714375 0,046488036

NONGGAT006480.2 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,711963 0,047580037

NONGGAT006480.2 ENSGALT00000036427 ENSGALG00000017185 TMEM123 0,703880 0,051351562

NONGGAT006480.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,703316 0,051621454

NONGGAT006480.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,700391 0,053033034

NONGGAT006480.2 ENSGALT00000064199 ENSGALG00000030773 CP -0,703002 0,051771788

NONGGAT006480.2 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,704835 0,050897243

NONGGAT006480.2 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,706409 0,050152822

NONGGAT006480.2 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,707289 0,04974007

NONGGAT006480.2 ENSGALT00000009555 ENSGALG00000005937 - -0,708039 0,049389629

NONGGAT006480.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,709015 0,048935741

NONGGAT006480.2 ENSGALT00000010917 ENSGALG00000006756 - -0,713224 0,047007445

NONGGAT006480.2 ENSGALT00000073167 ENSGALG00000042285 - -0,714248 0,046545361

NONGGAT006480.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,720651 0,043718042

NONGGAT006480.2 ENSGALT00000082196 ENSGALG00000031149 - -0,721888 0,043184194

NONGGAT006480.2 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,728643 0,040338639

NONGGAT006480.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,737595 0,036747607

NONGGAT006480.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,739581 0,035978291

NONGGAT006480.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,745308 0,03381555

NONGGAT006480.2 ENSGALT00000073246 ENSGALG00000033498 - -0,750284 0,03200262

NONGGAT006480.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,752277 0,031293638

NONGGAT006480.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,760601 0,028437146

NONGGAT006480.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,761370 0,028181645

NONGGAT006480.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,765754 0,026752562

NONGGAT006480.2 ENSGALT00000057586 ENSGALG00000033730 - -0,767065 0,026333956

NONGGAT006480.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,770903 0,025132208

NONGGAT006480.2 ENSGALT00000031541 ENSGALG00000016668 - -0,771018 0,025096669

NONGGAT006480.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,773376 0,024376034

NONGGAT006480.2 ENSGALT00000027063 ENSGALG00000016761 - -0,775420 0,023762066

NONGGAT006480.2 ENSGALT00000059872 ENSGALG00000041621 - -0,776013 0,023585603

NONGGAT006480.2 ENSGALT00000016586 ENSGALG00000010203 - -0,776603 0,023411086

NONGGAT006480.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,776673 0,02339028

NONGGAT006480.2 ENSGALT00000043563 ENSGALG00000026970 - -0,782580 0,021686848

NONGGAT006480.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,786021 0,020731129

NONGGAT006480.2 ENSGALT00000045496 ENSGALG00000028341 - -0,789163 0,019881687

NONGGAT006480.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,793761 0,018678322

NONGGAT006480.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,795666 0,018193492

NONGGAT006480.2 ENSGALT00000083389 ENSGALG00000044326 - -0,796319 0,018029055

NONGGAT006480.2 ENSGALT00000021277 ENSGALG00000013033 - -0,799334 0,017282389

NONGGAT006480.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,799545 0,017230669

NONGGAT006480.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,800405 0,017021819

NONGGAT006480.2 ENSGALT00000046070 ENSGALG00000028451 - -0,809375 0,014935732

NONGGAT006480.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,810782 0,014624069

NONGGAT006480.2 ENSGALT00000026575 ENSGALG00000016471 - -0,811018 0,014572072

NONGGAT006480.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,812992 0,014142612

NONGGAT006480.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,813032 0,014133987

NONGGAT006480.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,813626 0,014006466

NONGGAT006480.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,815902 0,013524106



NONGGAT006480.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,817295 0,013234189

NONGGAT006480.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,817836 0,013122783

NONGGAT006480.2 ENSGALT00000086755 ENSGALG00000045640 - -0,818800 0,01292545

NONGGAT006480.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,819168 0,012850776

NONGGAT006480.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,820217 0,012638883

NONGGAT006480.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,820942 0,012493983

NONGGAT006480.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,821131 0,012456263

NONGGAT006480.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,823587 0,011973698

NONGGAT006480.2 ENSGALT00000026937 ENSGALG00000016690 - -0,825313 0,011641668

NONGGAT006480.2 ENSGALT00000031540 ENSGALG00000016669 - -0,826260 0,011462067

NONGGAT006480.2 ENSGALT00000086203 ENSGALG00000044772 - -0,827469 0,011235302

NONGGAT006480.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,827670 0,011197878

NONGGAT006480.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,828351 0,011071599

NONGGAT006480.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,829150 0,010924622

NONGGAT006480.2 ENSGALT00000026936 ENSGALG00000016690 - -0,832538 0,010315369

NONGGAT006480.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,835323 0,009830968

NONGGAT006480.2 ENSGALT00000000109 ENSGALG00000000081 - -0,836009 0,009713955

NONGGAT006480.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,837259 0,009502908

NONGGAT006480.2 ENSGALT00000036713 ENSGALG00000022815 - -0,838107 0,009361561

NONGGAT006480.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,844413 0,008351311

NONGGAT006480.2 ENSGALT00000008441 ENSGALG00000005257 - -0,845296 0,008215723

NONGGAT006480.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,846950 0,007965403

NONGGAT006480.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,847977 0,007812491

NONGGAT006480.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,848087 0,007796178

NONGGAT006480.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,849264 0,007623553

NONGGAT006480.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,850193 0,007488911

NONGGAT006480.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,850454 0,007451402

NONGGAT006480.2 ENSGALT00000023517 ENSGALG00000014585 - -0,852153 0,00720993

NONGGAT006480.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,854578 0,006874124

NONGGAT006480.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,859226 0,006258721

NONGGAT006480.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,859670 0,006201903

NONGGAT006480.2 ENSGALT00000000384 ENSGALG00000000293 - -0,864191 0,005641715

NONGGAT006480.2 ENSGALT00000040327 ENSGALG00000023950 - -0,867274 0,005278947

NONGGAT006480.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,868221 0,00517054

NONGGAT006480.2 ENSGALT00000001533 ENSGALG00000001035 - -0,868772 0,005108124

NONGGAT006480.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,868826 0,005102095

NONGGAT006480.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,871743 0,004780164

NONGGAT006480.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,873640 0,004578044

NONGGAT006480.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,878094 0,004125086

NONGGAT006480.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,879474 0,003990888

NONGGAT006480.2 ENSGALT00000075825 ENSGALG00000033661 - -0,883804 0,003588234

NONGGAT006480.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,889521 0,003098001

NONGGAT006480.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,890255 0,003038417

NONGGAT006480.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,890901 0,002986547

NONGGAT006480.2 ENSGALT00000052825 ENSGALG00000040434 - -0,893933 0,002750947

NONGGAT006480.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,894525 0,00270633

NONGGAT006480.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,895475 0,002635821

NONGGAT006480.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,897508 0,002488935

NONGGAT006480.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,898942 0,002388579

NONGGAT006480.2 ENSGALT00000084217 ENSGALG00000003876 - -0,899238 0,002368208

NONGGAT006480.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,900890 0,002256532

NONGGAT006480.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,902175 0,002172069

NONGGAT006480.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,902893 0,002125758

NONGGAT006480.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,909254 0,00174338

NONGGAT006480.2 ENSGALT00000079162 ENSGALG00000043044 - -0,914414 0,001468392

NONGGAT006480.2 ENSGALT00000008177 ENSGALG00000005099 - -0,920756 0,001171308



NONGGAT006480.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,921670 0,001132027

NONGGAT006480.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,922071 0,001115091

NONGGAT006480.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,923684 0,001048553

NONGGAT006480.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,944640 0,000406739

NONGGAT006480.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,945563 0,000387018

NONGGAT006480.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,946048 0,000376892

NONGGAT006480.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,949292 0,000313692

NONGGAT006480.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,949691 0,000306439

NONGGAT006480.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,950385 0,000294092

NONGGAT006480.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,951309 0,000278159

NONGGAT006480.2 ENSGALT00000003069 ENSGALG00000001975 - -0,951790 0,000270086

NONGGAT006480.2 ENSGALT00000063740 ENSGALG00000043044 - -0,956494 0,000199214

NONGGAT006480.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,961621 0,000137291

NONGGAT006480.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,965869 9,69E-05

NONGGAT008948.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,996083 1,50E-07

NONGGAT008948.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,995079 2,97E-07

NONGGAT008948.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,993571 6,61E-07

NONGGAT008948.2 ENSGALT00000044321 ENSGALG00000026757 - 0,993174 7,91E-07

NONGGAT008948.2 ENSGALT00000027871 ENSGALG00000017241 - 0,992770 9,40E-07

NONGGAT008948.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,992317 1,13E-06

NONGGAT008948.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,991500 1,53E-06

NONGGAT008948.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,990570 2,08E-06

NONGGAT008948.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,990505 2,12E-06

NONGGAT008948.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,989711 2,70E-06

NONGGAT008948.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,989583 2,80E-06

NONGGAT008948.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,988812 3,47E-06

NONGGAT008948.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,988708 3,57E-06

NONGGAT008948.2 ENSGALT00000024632 ENSGALG00000015263 - 0,988613 3,66E-06

NONGGAT008948.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,987941 4,34E-06

NONGGAT008948.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,986549 6,02E-06

NONGGAT008948.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,985737 7,18E-06

NONGGAT008948.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,985397 7,70E-06

NONGGAT008948.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,985311 7,84E-06

NONGGAT008948.2 ENSGALT00000017871 ENSGALG00000010969 - 0,985016 8,32E-06

NONGGAT008948.2 ENSGALT00000046971 ENSGALG00000021450 - 0,984581 9,06E-06

NONGGAT008948.2 ENSGALT00000073281 ENSGALG00000005795 - 0,983283 1,15E-05

NONGGAT008948.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,982956 1,22E-05

NONGGAT008948.2 ENSGALT00000080092 ENSGALG00000012112 - 0,982889 1,24E-05

NONGGAT008948.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,981918 1,46E-05

NONGGAT008948.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,981540 1,55E-05

NONGGAT008948.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,981503 1,56E-05

NONGGAT008948.2 ENSGALT00000061743 ENSGALG00000010189 - 0,981117 1,66E-05

NONGGAT008948.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,980179 1,92E-05

NONGGAT008948.2 ENSGALT00000068270 ENSGALG00000034917 - 0,979422 2,14E-05

NONGGAT008948.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,978395 2,48E-05

NONGGAT008948.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,978352 2,50E-05

NONGGAT008948.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,977623 2,75E-05

NONGGAT008948.2 ENSGALT00000040072 ENSGALG00000005795 - 0,977225 2,90E-05

NONGGAT008948.2 ENSGALT00000048004 ENSGALG00000037629 - 0,976819 3,06E-05

NONGGAT008948.2 ENSGALT00000064075 ENSGALG00000036713 - 0,976024 3,38E-05

NONGGAT008948.2 ENSGALT00000082890 ENSGALG00000041604 - 0,976017 3,39E-05

NONGGAT008948.2 ENSGALT00000086534 ENSGALG00000004725 - 0,974749 3,95E-05

NONGGAT008948.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,974553 4,04E-05

NONGGAT008948.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,974359 4,13E-05

NONGGAT008948.2 ENSGALT00000071196 ENSGALG00000030366 - 0,973960 4,33E-05

NONGGAT008948.2 ENSGALT00000024419 ENSGALG00000015134 - 0,973767 4,42E-05



NONGGAT008948.2 ENSGALT00000078635 ENSGALG00000034504 - 0,971545 5,64E-05

NONGGAT008948.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,971502 5,66E-05

NONGGAT008948.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,971034 5,94E-05

NONGGAT008948.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,970661 6,18E-05

NONGGAT008948.2 ENSGALT00000054207 ENSGALG00000041161 - 0,970529 6,26E-05

NONGGAT008948.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,969169 7,16E-05

NONGGAT008948.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,968922 7,33E-05

NONGGAT008948.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,968805 7,41E-05

NONGGAT008948.2 ENSGALT00000040063 ENSGALG00000005795 - 0,968143 7,89E-05

NONGGAT008948.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,966826 8,90E-05

NONGGAT008948.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,965511 9,99E-05

NONGGAT008948.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,965450 0,000100451

NONGGAT008948.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,964677 0,000107286

NONGGAT008948.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,963774 0,000115647

NONGGAT008948.2 ENSGALT00000039781 ENSGALG00000023761 - 0,962023 0,000133061

NONGGAT008948.2 ENSGALT00000065964 ENSGALG00000001863 - 0,961266 0,000141097

NONGGAT008948.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,961024 0,000143733

NONGGAT008948.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,960805 0,00014614

NONGGAT008948.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,960417 0,000150479

NONGGAT008948.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,959457 0,000161585

NONGGAT008948.2 ENSGALT00000085318 ENSGALG00000045446 - 0,958795 0,000169536

NONGGAT008948.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,958481 0,000173405

NONGGAT008948.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,958457 0,000173702

NONGGAT008948.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,958156 0,000177462

NONGGAT008948.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,957059 0,000191628

NONGGAT008948.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,956372 0,000200869

NONGGAT008948.2 ENSGALT00000087867 ENSGALG00000006723 - 0,956148 0,000203944

NONGGAT008948.2 ENSGALT00000081277 ENSGALG00000042801 - 0,955920 0,000207114

NONGGAT008948.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,955802 0,000208753

NONGGAT008948.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,955700 0,000210186

NONGGAT008948.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,955209 0,00021717

NONGGAT008948.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,953679 0,000239918

NONGGAT008948.2 ENSGALT00000087652 ENSGALG00000045700 - 0,953150 0,000248139

NONGGAT008948.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,952929 0,000251611

NONGGAT008948.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,952750 0,000254472

NONGGAT008948.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,952242 0,00026266

NONGGAT008948.2 ENSGALT00000006584 ENSGALG00000004141 - 0,951796 0,00027

NONGGAT008948.2 ENSGALT00000051020 ENSGALG00000042672 - 0,951598 0,000273287

NONGGAT008948.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,951532 0,000274407

NONGGAT008948.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,951413 0,000276401

NONGGAT008948.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,950144 0,000298338

NONGGAT008948.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,949452 0,000310773

NONGGAT008948.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,948606 0,000326425

NONGGAT008948.2 ENSGALT00000036719 ENSGALG00000019845 - 0,946823 0,000361099

NONGGAT008948.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,946511 0,000367412

NONGGAT008948.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,946164 0,000374502

NONGGAT008948.2 ENSGALT00000002892 ENSGALG00000001863 - 0,945823 0,000381559

NONGGAT008948.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,945792 0,000382209

NONGGAT008948.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,944967 0,000399673

NONGGAT008948.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,944674 0,000406002

NONGGAT008948.2 ENSGALT00000070619 ENSGALG00000034735 - 0,944314 0,000413863

NONGGAT008948.2 ENSGALT00000023973 ENSGALG00000014855 - 0,943563 0,000430599

NONGGAT008948.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,943187 0,000439126

NONGGAT008948.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,943156 0,000439843

NONGGAT008948.2 ENSGALT00000062888 ENSGALG00000042020 - 0,942630 0,00045197

NONGGAT008948.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,941785 0,000471945



NONGGAT008948.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,941297 0,000483739

NONGGAT008948.2 ENSGALT00000074202 ENSGALG00000030614 - 0,940463 0,000504316

NONGGAT008948.2 ENSGALT00000076278 ENSGALG00000036572 - 0,938156 0,000564243

NONGGAT008948.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,937601 0,000579338

NONGGAT008948.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,935726 0,000632232

NONGGAT008948.2 ENSGALT00000056823 ENSGALG00000039354 - 0,935650 0,000634422

NONGGAT008948.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,935240 0,000646422

NONGGAT008948.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,934955 0,00065487

NONGGAT008948.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,934747 0,000661048

NONGGAT008948.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,933927 0,000685859

NONGGAT008948.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,933506 0,000698819

NONGGAT008948.2 ENSGALT00000002818 ENSGALG00000001824 - 0,932928 0,000716899

NONGGAT008948.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,932512 0,000730084

NONGGAT008948.2 ENSGALT00000009308 ENSGALG00000005795 - 0,932398 0,000733727

NONGGAT008948.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,931948 0,000748235

NONGGAT008948.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,931669 0,000757303

NONGGAT008948.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,929368 0,000834933

NONGGAT008948.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,928723 0,000857569

NONGGAT008948.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,928015 0,000882909

NONGGAT008948.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,927506 0,000901438

NONGGAT008948.2 ENSGALT00000032169 ENSGALG00000011455 - 0,927053 0,000918091

NONGGAT008948.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,925343 0,000982907

NONGGAT008948.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,925235 0,00098708

NONGGAT008948.2 ENSGALT00000035078 ENSGALG00000002595 - 0,924997 0,000996357

NONGGAT008948.2 ENSGALT00000073249 ENSGALG00000021450 - 0,924561 0,001013505

NONGGAT008948.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,923899 0,001039895

NONGGAT008948.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,923758 0,001045555

NONGGAT008948.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,922682 0,001089552

NONGGAT008948.2 ENSGALT00000087708 ENSGALG00000045747 - 0,922547 0,001095155

NONGGAT008948.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,922120 0,001113029

NONGGAT008948.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,921645 0,001133083

NONGGAT008948.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,921513 0,001138708

NONGGAT008948.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,921399 0,001143589

NONGGAT008948.2 ENSGALT00000011547 ENSGALG00000007127 - 0,921170 0,001153391

NONGGAT008948.2 ENSGALT00000016271 ENSGALG00000010018 - 0,920342 0,001189382

NONGGAT008948.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,919633 0,001220742

NONGGAT008948.2 ENSGALT00000038387 ENSGALG00000010293 - 0,918008 0,001294672

NONGGAT008948.2 ENSGALT00000089702 ENSGALG00000045648 - 0,917255 0,001329887

NONGGAT008948.2 ENSGALT00000065362 ENSGALG00000034674 - 0,917242 0,001330495

NONGGAT008948.2 ENSGALT00000063397 ENSGALG00000006723 - 0,917072 0,001338532

NONGGAT008948.2 ENSGALT00000084127 ENSGALG00000046197 - 0,916828 0,001350135

NONGGAT008948.2 ENSGALT00000073442 ENSGALG00000029308 - 0,915821 0,00139869

NONGGAT008948.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,915785 0,001400467

NONGGAT008948.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,915581 0,001410412

NONGGAT008948.2 ENSGALT00000051352 ENSGALG00000041296 - 0,915527 0,001413078

NONGGAT008948.2 ENSGALT00000068577 ENSGALG00000035803 - 0,915360 0,001421271

NONGGAT008948.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,913622 0,001508627

NONGGAT008948.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,912983 0,001541589

NONGGAT008948.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,912736 0,001554459

NONGGAT008948.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,912546 0,001564386

NONGGAT008948.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,912210 0,001582077

NONGGAT008948.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,911827 0,001602423

NONGGAT008948.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,911380 0,001626332

NONGGAT008948.2 ENSGALT00000089110 ENSGALG00000045714 - 0,910831 0,001656067

NONGGAT008948.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,910318 0,001684128

NONGGAT008948.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,909426 0,001733717



NONGGAT008948.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,908635 0,00177842

NONGGAT008948.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,907878 0,001821902

NONGGAT008948.2 ENSGALT00000017864 ENSGALG00000020390 - 0,907329 0,001853915

NONGGAT008948.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,907060 0,001869689

NONGGAT008948.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,906624 0,001895501

NONGGAT008948.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,906037 0,001930598

NONGGAT008948.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,904309 0,002036364

NONGGAT008948.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,901755 0,002199437

NONGGAT008948.2 ENSGALT00000026897 ENSGALG00000016667 - 0,901690 0,002203676

NONGGAT008948.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,901164 0,002238358

NONGGAT008948.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,900683 0,002270345

NONGGAT008948.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,898840 0,002395639

NONGGAT008948.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,898526 0,002417444

NONGGAT008948.2 ENSGALT00000006930 ENSGALG00000004343 - 0,898252 0,00243656

NONGGAT008948.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,896254 0,002578899

NONGGAT008948.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,893693 0,002769108

NONGGAT008948.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,889991 0,003059759

NONGGAT008948.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,889720 0,003081733

NONGGAT008948.2 ENSGALT00000067152 ENSGALG00000040117 - 0,889574 0,003093698

NONGGAT008948.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,888009 0,003223162

NONGGAT008948.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,887004 0,003308061

NONGGAT008948.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,886519 0,003349617

NONGGAT008948.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,885577 0,003431153

NONGGAT008948.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,883723 0,00359545

NONGGAT008948.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,882533 0,003703594

NONGGAT008948.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,882331 0,003722154

NONGGAT008948.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,881946 0,003757596

NONGGAT008948.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,881726 0,003778024

NONGGAT008948.2 ENSGALT00000031834 ENSGALG00000011287 - 0,880284 0,003913445

NONGGAT008948.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,878585 0,004077037

NONGGAT008948.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,878466 0,004088685

NONGGAT008948.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,876783 0,004255263

NONGGAT008948.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,875609 0,004374005

NONGGAT008948.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,871827 0,004771148

NONGGAT008948.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,871663 0,00478885

NONGGAT008948.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,870410 0,004925592

NONGGAT008948.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,869916 0,004980204

NONGGAT008948.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,868944 0,00508882

NONGGAT008948.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,867011 0,005309209

NONGGAT008948.2 ENSGALT00000077159 ENSGALG00000039257 - 0,863215 0,005759744

NONGGAT008948.2 ENSGALT00000074333 ENSGALG00000033852 - 0,862725 0,005819629

NONGGAT008948.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,862516 0,005845259

NONGGAT008948.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,861537 0,005966442

NONGGAT008948.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,860565 0,006088249

NONGGAT008948.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,860301 0,006121664

NONGGAT008948.2 ENSGALT00000081175 ENSGALG00000029947 - 0,860280 0,006124282

NONGGAT008948.2 ENSGALT00000089602 ENSGALG00000005704 - 0,860018 0,006157603

NONGGAT008948.2 ENSGALT00000026507 ENSGALG00000016430 - 0,859545 0,006217834

NONGGAT008948.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,858729 0,00632284

NONGGAT008948.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,858549 0,006346091

NONGGAT008948.2 ENSGALT00000014282 ENSGALG00000008784 - 0,857174 0,006525875

NONGGAT008948.2 ENSGALT00000088901 ENSGALG00000044762 - 0,856724 0,006585393

NONGGAT008948.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,855799 0,006708908

NONGGAT008948.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,855662 0,006727377

NONGGAT008948.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,855558 0,006741269

NONGGAT008948.2 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,853777 0,006983967



NONGGAT008948.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,851577 0,007291273

NONGGAT008948.2 ENSGALT00000011621 ENSGALG00000007178 - 0,850915 0,00738541

NONGGAT008948.2 ENSGALT00000019412 ENSGALG00000011894 - 0,850811 0,007400277

NONGGAT008948.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,849705 0,007559398

NONGGAT008948.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,849323 0,007614966

NONGGAT008948.2 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,849032 0,00765731

NONGGAT008948.2 ENSGALT00000026335 ENSGALG00000016324 - 0,846167 0,008083312

NONGGAT008948.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,845594 0,00817023

NONGGAT008948.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,844212 0,008382305

NONGGAT008948.2 ENSGALT00000080710 ENSGALG00000006344 - 0,839910 0,009065078

NONGGAT008948.2 ENSGALT00000042798 ENSGALG00000025738 - 0,837806 0,009411507

NONGGAT008948.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,836088 0,009700582

NONGGAT008948.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,833766 0,010099934

NONGGAT008948.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,832247 0,01036691

NONGGAT008948.2 ENSGALT00000089250 ENSGALG00000044870 - 0,831775 0,01045064

NONGGAT008948.2 ENSGALT00000046716 ENSGALG00000040584 - 0,829985 0,010772408

NONGGAT008948.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,829947 0,010779307

NONGGAT008948.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,829924 0,010783576

NONGGAT008948.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,829921 0,01078404

NONGGAT008948.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,829904 0,010787241

NONGGAT008948.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,829444 0,010870912

NONGGAT008948.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,829116 0,01093096

NONGGAT008948.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,827557 0,011218822

NONGGAT008948.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,826792 0,011361953

NONGGAT008948.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,826748 0,011370092

NONGGAT008948.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,825864 0,011537013

NONGGAT008948.2 ENSGALT00000007194 ENSGALG00000004518 - 0,825652 0,011577222

NONGGAT008948.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,824917 0,011717367

NONGGAT008948.2 ENSGALT00000002018 ENSGALG00000001320 - 0,823652 0,011961045

NONGGAT008948.2 ENSGALT00000044387 ENSGALG00000027334 - 0,822443 0,012196877

NONGGAT008948.2 ENSGALT00000032123 ENSGALG00000020160 - 0,819192 0,012845726

NONGGAT008948.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,818976 0,012889621

NONGGAT008948.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,818821 0,012921282

NONGGAT008948.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,812463 0,014257064

NONGGAT008948.2 ENSGALT00000017449 ENSGALG00000010722 - 0,810906 0,014596791

NONGGAT008948.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,810502 0,014685723

NONGGAT008948.2 ENSGALT00000026579 ENSGALG00000016475 - 0,809085 0,015000625

NONGGAT008948.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,808743 0,015077137

NONGGAT008948.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,803369 0,01631347

NONGGAT008948.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,803150 0,016365288

NONGGAT008948.2 ENSGALT00000044496 ENSGALG00000028880 - 0,800916 0,016898437

NONGGAT008948.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,800899 0,016902351

NONGGAT008948.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,793990 0,018619689

NONGGAT008948.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,793384 0,018775313

NONGGAT008948.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,790684 0,019478551

NONGGAT008948.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,788571 0,020040098

NONGGAT008948.2 ENSGALT00000054524 ENSGALG00000023925 - 0,786866 0,020500422

NONGGAT008948.2 ENSGALT00000063525 ENSGALG00000023925 - 0,783527 0,021421165

NONGGAT008948.2 ENSGALT00000032121 ENSGALG00000020160 - 0,781582 0,021969052

NONGGAT008948.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,772323 0,024696221

NONGGAT008948.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,771693 0,024889192

NONGGAT008948.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,770391 0,025290379

NONGGAT008948.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,769574 0,025544327

NONGGAT008948.2 ENSGALT00000038740 ENSGALG00000023435 GATM 0,767909 0,026066654

NONGGAT008948.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,764908 0,027024849

NONGGAT008948.2 ENSGALT00000008787 ENSGALG00000023925 - 0,758680 0,029081333



NONGGAT008948.2 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,755191 0,030274564

NONGGAT008948.2 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,752405 0,031248311

NONGGAT008948.2 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,747291 0,033085813

NONGGAT008948.2 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,743124 0,034630671

NONGGAT008948.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,735346 0,037630359

NONGGAT008948.2 ENSGALT00000083141 ENSGALG00000046329 - 0,734274 0,038055816

NONGGAT008948.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,732169 0,038899699

NONGGAT008948.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,729426 0,040016147

NONGGAT008948.2 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,725795 0,041523764

NONGGAT008948.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,718652 0,04458931

NONGGAT008948.2 ENSGALT00000050726 ENSGALG00000021450 - 0,718479 0,04466497

NONGGAT008948.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,717365 0,045155649

NONGGAT008948.2 ENSGALT00000047856 ENSGALG00000038169 - 0,716983 0,045324285

NONGGAT008948.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,716701 0,045449601

NONGGAT008948.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,714660 0,046360135

NONGGAT008948.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,713131 0,047049222

NONGGAT008948.2 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,711698 0,047701074

NONGGAT008948.2 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,709148 0,048873832

NONGGAT008948.2 ENSGALT00000023051 ENSGALG00000014252 - 0,708513 0,049168513

NONGGAT008948.2 ENSGALT00000047996 ENSGALG00000042168 - 0,704553 0,051030816

NONGGAT008948.2 ENSGALT00000028517 ENSGALG00000017810 SNORA31 0,702272 0,05212251

NONGGAT008948.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,700785 0,052841847

NONGGAT008948.2 ENSGALT00000064199 ENSGALG00000030773 CP -0,701145 0,052667047

NONGGAT008948.2 ENSGALT00000022096 ENSGALG00000013575 - -0,703932 0,051327031

NONGGAT008948.2 ENSGALT00000009555 ENSGALG00000005937 - -0,704820 0,050903905

NONGGAT008948.2 ENSGALT00000073167 ENSGALG00000042285 - -0,707732 0,049532605

NONGGAT008948.2 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,709588 0,048670356

NONGGAT008948.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,713947 0,04668085

NONGGAT008948.2 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,715338 0,046056159

NONGGAT008948.2 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,720905 0,043607946

NONGGAT008948.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,722526 0,042910566

NONGGAT008948.2 ENSGALT00000082196 ENSGALG00000031149 - -0,723717 0,042402217

NONGGAT008948.2 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,735817 0,037444632

NONGGAT008948.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,739267 0,036099101

NONGGAT008948.2 ENSGALT00000010917 ENSGALG00000006756 - -0,740604 0,035585878

NONGGAT008948.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,742636 0,034814559

NONGGAT008948.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,743277 0,034573001

NONGGAT008948.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,745743 0,033654515

NONGGAT008948.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,748775 0,032546057

NONGGAT008948.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,757045 0,02963695

NONGGAT008948.2 ENSGALT00000057586 ENSGALG00000033730 - -0,760129 0,028594647

NONGGAT008948.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,762068 0,02795097

NONGGAT008948.2 ENSGALT00000073246 ENSGALG00000033498 - -0,762775 0,027718612

NONGGAT008948.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,763898 0,027351917

NONGGAT008948.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,765072 0,026972001

NONGGAT008948.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,767828 0,026092228

NONGGAT008948.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,770293 0,025320836

NONGGAT008948.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,771525 0,024940684

NONGGAT008948.2 ENSGALT00000016586 ENSGALG00000010203 - -0,775001 0,023887136

NONGGAT008948.2 ENSGALT00000021277 ENSGALG00000013033 - -0,776955 0,023307261

NONGGAT008948.2 ENSGALT00000059872 ENSGALG00000041621 - -0,778162 0,022953333

NONGGAT008948.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,778297 0,02291407

NONGGAT008948.2 ENSGALT00000027063 ENSGALG00000016761 - -0,787906 0,020218738

NONGGAT008948.2 ENSGALT00000045496 ENSGALG00000028341 - -0,788714 0,020001795

NONGGAT008948.2 ENSGALT00000031541 ENSGALG00000016668 - -0,791851 0,019172502

NONGGAT008948.2 ENSGALT00000043563 ENSGALG00000026970 - -0,796447 0,017997173



NONGGAT008948.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,801727 0,016703638

NONGGAT008948.2 ENSGALT00000046070 ENSGALG00000028451 - -0,801821 0,016680966

NONGGAT008948.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,806726 0,015534115

NONGGAT008948.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,808819 0,015060233

NONGGAT008948.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,809678 0,014868353

NONGGAT008948.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,813717 0,013986958

NONGGAT008948.2 ENSGALT00000026937 ENSGALG00000016690 - -0,814138 0,013896931

NONGGAT008948.2 ENSGALT00000026575 ENSGALG00000016471 - -0,816116 0,013479339

NONGGAT008948.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,817415 0,013209485

NONGGAT008948.2 ENSGALT00000086755 ENSGALG00000045640 - -0,818662 0,012953637

NONGGAT008948.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,819115 0,012861432

NONGGAT008948.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,820232 0,012635843

NONGGAT008948.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,820922 0,012497978

NONGGAT008948.2 ENSGALT00000083389 ENSGALG00000044326 - -0,821588 0,012365576

NONGGAT008948.2 ENSGALT00000026936 ENSGALG00000016690 - -0,821926 0,012298688

NONGGAT008948.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,823493 0,011991842

NONGGAT008948.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,824937 0,011713411

NONGGAT008948.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,825426 0,011620066

NONGGAT008948.2 ENSGALT00000086203 ENSGALG00000044772 - -0,828082 0,011121385

NONGGAT008948.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,830737 0,010636583

NONGGAT008948.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,832951 0,010242655

NONGGAT008948.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,834564 0,009961572

NONGGAT008948.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,836900 0,009563325

NONGGAT008948.2 ENSGALT00000000109 ENSGALG00000000081 - -0,837868 0,009401147

NONGGAT008948.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,838960 0,009220494

NONGGAT008948.2 ENSGALT00000031540 ENSGALG00000016669 - -0,839966 0,009056054

NONGGAT008948.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,840991 0,008890416

NONGGAT008948.2 ENSGALT00000008441 ENSGALG00000005257 - -0,841581 0,008795967

NONGGAT008948.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,844385 0,008355669

NONGGAT008948.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,845588 0,008171102

NONGGAT008948.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,846427 0,008044077

NONGGAT008948.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,851233 0,007340113

NONGGAT008948.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,852026 0,007227807

NONGGAT008948.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,852317 0,007186976

NONGGAT008948.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,853190 0,007065091

NONGGAT008948.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,854374 0,006902078

NONGGAT008948.2 ENSGALT00000036713 ENSGALG00000022815 - -0,854428 0,006894647

NONGGAT008948.2 ENSGALT00000084217 ENSGALG00000003876 - -0,855467 0,006753634

NONGGAT008948.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,857264 0,006514063

NONGGAT008948.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,858672 0,006330198

NONGGAT008948.2 ENSGALT00000023517 ENSGALG00000014585 - -0,858882 0,006303007

NONGGAT008948.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,860991 0,006034651

NONGGAT008948.2 ENSGALT00000000384 ENSGALG00000000293 - -0,864714 0,005579001

NONGGAT008948.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,865845 0,005445166

NONGGAT008948.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,867418 0,005262341

NONGGAT008948.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,870375 0,004929485

NONGGAT008948.2 ENSGALT00000001533 ENSGALG00000001035 - -0,874940 0,004442687

NONGGAT008948.2 ENSGALT00000075825 ENSGALG00000033661 - -0,879473 0,003991068

NONGGAT008948.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,880454 0,003897403

NONGGAT008948.2 ENSGALT00000040327 ENSGALG00000023950 - -0,882538 0,003703089

NONGGAT008948.2 ENSGALT00000052825 ENSGALG00000040434 - -0,883060 0,003655469

NONGGAT008948.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,884927 0,003488218

NONGGAT008948.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,885061 0,003476433

NONGGAT008948.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,885232 0,003461404

NONGGAT008948.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,886261 0,003371846

NONGGAT008948.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,886328 0,003366071



NONGGAT008948.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,892772 0,002839652

NONGGAT008948.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,893188 0,002807651

NONGGAT008948.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,893731 0,002766258

NONGGAT008948.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,894193 0,002731306

NONGGAT008948.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,894981 0,002672373

NONGGAT008948.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,903336 0,002097504

NONGGAT008948.2 ENSGALT00000079162 ENSGALG00000043044 - -0,905640 0,001954558

NONGGAT008948.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,910164 0,001692605

NONGGAT008948.2 ENSGALT00000008177 ENSGALG00000005099 - -0,917313 0,001327137

NONGGAT008948.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,918331 0,001279765

NONGGAT008948.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,922694 0,001089058

NONGGAT008948.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,923865 0,001041266

NONGGAT008948.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,925544 0,000975149

NONGGAT008948.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,938969 0,000542625

NONGGAT008948.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,940571 0,00050163

NONGGAT008948.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,942019 0,000466355

NONGGAT008948.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,942847 0,00044695

NONGGAT008948.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,945619 0,000385836

NONGGAT008948.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,946908 0,000359402

NONGGAT008948.2 ENSGALT00000003069 ENSGALG00000001975 - -0,951899 0,000268294

NONGGAT008948.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,953698 0,000239621

NONGGAT008948.2 ENSGALT00000063740 ENSGALG00000043044 - -0,956874 0,000194094

NONGGAT008948.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,960649 0,000147874

NONGGAT008948.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,961834 0,000135042

NONGGAT009493.2 ENSGALT00000017633 ENSGALG00000010850 C8A 0,985750 7,16E-06

NONGGAT009493.2 ENSGALT00000008177 ENSGALG00000005099 - 0,951074 0,000282151

NONGGAT009493.2 ENSGALT00000015077 ENSGALG00000009266 FGA 0,948732 0,000324055

NONGGAT009493.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 0,944800 0,000403284

NONGGAT009493.2 ENSGALT00000015079 ENSGALG00000009268 FGG 0,943877 0,000423554

NONGGAT009493.2 ENSGALT00000052825 ENSGALG00000040434 - 0,942502 0,000454967

NONGGAT009493.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,942083 0,000464837

NONGGAT009493.2 ENSGALT00000036713 ENSGALG00000022815 - 0,935979 0,000624919

NONGGAT009493.2 ENSGALT00000023956 ENSGALG00000014840 C6 0,935513 0,000638416

NONGGAT009493.2 ENSGALT00000038895 ENSGALG00000009262 FGB 0,931521 0,000762142

NONGGAT009493.2 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,929516 0,000829795

NONGGAT009493.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 0,927687 0,00089482

NONGGAT009493.2 ENSGALT00000063740 ENSGALG00000043044 - 0,919092 0,001245053

NONGGAT009493.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,917049 0,001339635

NONGGAT009493.2 ENSGALT00000031540 ENSGALG00000016669 - 0,916354 0,00137287

NONGGAT009493.2 ENSGALT00000000384 ENSGALG00000000293 - 0,915678 0,001405679

NONGGAT009493.2 ENSGALT00000087941 ENSGALG00000035836 LDHB 0,914337 0,001472308

NONGGAT009493.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT 0,908105 0,001808814

NONGGAT009493.2 ENSGALT00000017638 ENSGALG00000010853 C8B 0,906233 0,001918823

NONGGAT009493.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,905699 0,001950998

NONGGAT009493.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,900206 0,002302319

NONGGAT009493.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,897912 0,002460392

NONGGAT009493.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,891335 0,002952031

NONGGAT009493.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,888673 0,003167787

NONGGAT009493.2 ENSGALT00000003069 ENSGALG00000001975 - 0,887408 0,003273733

NONGGAT009493.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,886538 0,003347949

NONGGAT009493.2 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,883752 0,003592913

NONGGAT009493.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,882641 0,003693638

NONGGAT009493.2 ENSGALT00000044622 ENSGALG00000026677 F10 0,882198 0,003734368

NONGGAT009493.2 ENSGALT00000079162 ENSGALG00000043044 - 0,882159 0,003737943

NONGGAT009493.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,880006 0,003939984

NONGGAT009493.2 ENSGALT00000027063 ENSGALG00000016761 - 0,879817 0,003958063



NONGGAT009493.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 0,875317 0,004403948

NONGGAT009493.2 ENSGALT00000023517 ENSGALG00000014585 - 0,873667 0,004575192

NONGGAT009493.2 ENSGALT00000083243 ENSGALG00000035836 LDHB 0,870396 0,004927109

NONGGAT009493.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,870296 0,004938147

NONGGAT009493.2 ENSGALT00000005664 ENSGALG00000003578 FN1 0,865564 0,005478213

NONGGAT009493.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,865099 0,005533209

NONGGAT009493.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,863155 0,005766997

NONGGAT009493.2 ENSGALT00000063728 ENSGALG00000003578 FN1 0,863125 0,005770769

NONGGAT009493.2 ENSGALT00000052417 ENSGALG00000035836 LDHB 0,861884 0,005923348

NONGGAT009493.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 0,858957 0,006293419

NONGGAT009493.2 ENSGALT00000031541 ENSGALG00000016668 - 0,857018 0,006546552

NONGGAT009493.2 ENSGALT00000045496 ENSGALG00000028341 - 0,854393 0,00689937

NONGGAT009493.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 0,854042 0,00694746

NONGGAT009493.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 0,851516 0,00729993

NONGGAT009493.2 ENSGALT00000016586 ENSGALG00000010203 - 0,850523 0,007441555

NONGGAT009493.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT 0,850492 0,007445892

NONGGAT009493.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,846396 0,008048738

NONGGAT009493.2 ENSGALT00000075825 ENSGALG00000033661 - 0,841984 0,008731665

NONGGAT009493.2 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,840219 0,009015043

NONGGAT009493.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 0,839687 0,009101396

NONGGAT009493.2 ENSGALT00000085066 ENSGALG00000044326 - 0,837831 0,009407393

NONGGAT009493.2 ENSGALT00000008441 ENSGALG00000005257 - 0,836790 0,009581749

NONGGAT009493.2 ENSGALT00000026575 ENSGALG00000016471 - 0,836599 0,009614021

NONGGAT009493.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 0,836094 0,009699431

NONGGAT009493.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 0,835632 0,009778158

NONGGAT009493.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 0,834050 0,010050589

NONGGAT009493.2 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,831126 0,010566685

NONGGAT009493.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 0,829895 0,010788746

NONGGAT009493.2 ENSGALT00000001533 ENSGALG00000001035 - 0,829186 0,010918147

NONGGAT009493.2 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,827285 0,011269561

NONGGAT009493.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 0,826035 0,011504481

NONGGAT009493.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 0,823251 0,012038922

NONGGAT009493.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,822816 0,012123769

NONGGAT009493.2 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,821165 0,012449498

NONGGAT009493.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 0,820011 0,012680279

NONGGAT009493.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT 0,818859 0,012913551

NONGGAT009493.2 ENSGALT00000084217 ENSGALG00000003876 - 0,814572 0,013804742

NONGGAT009493.2 ENSGALT00000086203 ENSGALG00000044772 - 0,811947 0,014369039

NONGGAT009493.2 ENSGALT00000090260 ENSGALG00000035836 LDHB 0,810475 0,014691773

NONGGAT009493.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 0,809031 0,015012606

NONGGAT009493.2 ENSGALT00000064199 ENSGALG00000030773 CP 0,808709 0,015084942

NONGGAT009493.2 ENSGALT00000022669 ENSGALG00000013993 - 0,808367 0,015161812

NONGGAT009493.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,807734 0,015304638

NONGGAT009493.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 0,807721 0,015307683

NONGGAT009493.2 ENSGALT00000036163 ENSGALG00000022586 HPX 0,804522 0,016043033

NONGGAT009493.2 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,803869 0,016195948

NONGGAT009493.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,802070 0,01662164

NONGGAT009493.2 ENSGALT00000007608 ENSGALG00000021569 C1QA 0,802036 0,016629689

NONGGAT009493.2 ENSGALT00000017862 ENSGALG00000020388 - 0,799860 0,017154089

NONGGAT009493.2 ENSGALT00000046070 ENSGALG00000028451 - 0,797894 0,017636598

NONGGAT009493.2 ENSGALT00000086052 ENSGALG00000046544 - 0,795964 0,018118311

NONGGAT009493.2 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,794646 0,018452132

NONGGAT009493.2 ENSGALT00000082196 ENSGALG00000031149 - 0,793902 0,01864224

NONGGAT009493.2 ENSGALT00000073246 ENSGALG00000033498 - 0,791628 0,019230801

NONGGAT009493.2 ENSGALT00000083389 ENSGALG00000044326 - 0,789165 0,019881233

NONGGAT009493.2 ENSGALT00000043497 ENSGALG00000026995 RHOG 0,787040 0,02045307



NONGGAT009493.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 0,785136 0,02097421

NONGGAT009493.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX 0,783781 0,021350083

NONGGAT009493.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 0,781393 0,022022588

NONGGAT009493.2 ENSGALT00000000109 ENSGALG00000000081 - 0,777774 0,023066567

NONGGAT009493.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 0,771607 0,02491536

NONGGAT009493.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 0,770089 0,025384147

NONGGAT009493.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 0,769997 0,025412804

NONGGAT009493.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 0,767505 0,026194487

NONGGAT009493.2 ENSGALT00000080142 ENSGALG00000034990 - 0,760514 0,028466262

NONGGAT009493.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,758869 0,029017582

NONGGAT009493.2 ENSGALT00000040327 ENSGALG00000023950 - 0,758056 0,029292623

NONGGAT009493.2 ENSGALT00000043563 ENSGALG00000026970 - 0,754729 0,030434592

NONGGAT009493.2 ENSGALT00000086755 ENSGALG00000045640 - 0,752186 0,031325979

NONGGAT009493.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 0,751902 0,03142628

NONGGAT009493.2 ENSGALT00000050127 ENSGALG00000029857 - 0,747102 0,033154877

NONGGAT009493.2 ENSGALT00000081572 ENSGALG00000039008 - 0,732884 0,038611857

NONGGAT009493.2 ENSGALT00000028617 ENSGALG00000017910 U6 0,729365 0,040041348

NONGGAT009493.2 ENSGALT00000054028 ENSGALG00000033932 BF1 0,727138 0,040962289

NONGGAT009493.2 ENSGALT00000057586 ENSGALG00000033730 - 0,719805 0,044085567

NONGGAT009493.2 ENSGALT00000026936 ENSGALG00000016690 - 0,715866 0,045820563

NONGGAT009493.2 ENSGALT00000010419 ENSGALG00000006453 - 0,713797 0,046748182

NONGGAT009493.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 0,712811 0,047194212

NONGGAT009493.2 ENSGALT00000026937 ENSGALG00000016690 - 0,711535 0,047775623

NONGGAT009493.2 ENSGALT00000010127 ENSGALG00000027716 - 0,707096 0,049830213

NONGGAT009493.2 ENSGALT00000048616 ENSGALG00000033187 - 0,703303 0,051627371

NONGGAT009493.2 ENSGALT00000021277 ENSGALG00000013033 - 0,701542 0,052474792

NONGGAT009493.2 ENSGALT00000087837 ENSGALG00000041380 BFIV21 0,700747 0,052860023

NONGGAT009493.2 ENSGALT00000026595 ENSGALG00000016485 RHOB -0,702722 0,051906068

NONGGAT009493.2 ENSGALT00000067324 ENSGALG00000023760 CHIA -0,708317 0,04925993

NONGGAT009493.2 ENSGALT00000065653 ENSGALG00000002397 PSPH -0,714124 0,046601116

NONGGAT009493.2 ENSGALT00000016002 ENSGALG00000009842 RASSF3 -0,714755 0,046317406

NONGGAT009493.2 ENSGALT00000008787 ENSGALG00000023925 - -0,715724 0,045884049

NONGGAT009493.2 ENSGALT00000047996 ENSGALG00000042168 - -0,716039 0,045743762

NONGGAT009493.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 -0,718555 0,044631733

NONGGAT009493.2 ENSGALT00000017449 ENSGALG00000010722 - -0,719685 0,044137672

NONGGAT009493.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 -0,722234 0,043035495

NONGGAT009493.2 ENSGALT00000056684 ENSGALG00000021450 - -0,722795 0,042795045

NONGGAT009493.2 ENSGALT00000032121 ENSGALG00000020160 - -0,725617 0,041598715

NONGGAT009493.2 ENSGALT00000063525 ENSGALG00000023925 - -0,726301 0,041311999

NONGGAT009493.2 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 -0,727264 0,0409098

NONGGAT009493.2 ENSGALT00000034715 ENSGALG00000005439 ACACA -0,727935 0,040631319

NONGGAT009493.2 ENSGALT00000003775 ENSGALG00000002397 PSPH -0,729013 0,04018614

NONGGAT009493.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 -0,730441 0,039601083

NONGGAT009493.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 -0,733805 0,038242978

NONGGAT009493.2 ENSGALT00000018735 ENSGALG00000011497 PECR -0,736154 0,037311621

NONGGAT009493.2 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 -0,736216 0,037287184

NONGGAT009493.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 -0,736748 0,037078409

NONGGAT009493.2 ENSGALT00000088594 ENSGALG00000005701 IP6K2 -0,737317 0,036856018

NONGGAT009493.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 -0,737635 0,036731998

NONGGAT009493.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 -0,740335 0,035689027

NONGGAT009493.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 -0,741703 0,035167494

NONGGAT009493.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 -0,742719 0,034782993

NONGGAT009493.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,748118 0,032784165

NONGGAT009493.2 ENSGALT00000089250 ENSGALG00000044870 - -0,748182 0,032760938

NONGGAT009493.2 ENSGALT00000047856 ENSGALG00000038169 - -0,750908 0,031779608

NONGGAT009493.2 ENSGALT00000057104 ENSGALG00000030866 CPQ -0,754664 0,030457472



NONGGAT009493.2 ENSGALT00000038740 ENSGALG00000023435 GATM -0,755449 0,0301853

NONGGAT009493.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 -0,755478 0,030175273

NONGGAT009493.2 ENSGALT00000023051 ENSGALG00000014252 - -0,756063 0,029973505

NONGGAT009493.2 ENSGALT00000032123 ENSGALG00000020160 - -0,758284 0,029215458

NONGGAT009493.2 ENSGALT00000058793 ENSGALG00000031408 SORD -0,758747 0,029058721

NONGGAT009493.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 -0,760843 0,028356558

NONGGAT009493.2 ENSGALT00000054524 ENSGALG00000023925 - -0,761086 0,028275825

NONGGAT009493.2 ENSGALT00000001061 ENSGALG00000021451 - -0,761420 0,028165134

NONGGAT009493.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH -0,762543 0,027794696

NONGGAT009493.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 -0,765173 0,026939345

NONGGAT009493.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 -0,768572 0,025857882

NONGGAT009493.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 -0,773674 0,024285885

NONGGAT009493.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 -0,777906 0,023028194

NONGGAT009493.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 -0,778774 0,022775086

NONGGAT009493.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 -0,782902 0,021596198

NONGGAT009493.2 ENSGALT00000026507 ENSGALG00000016430 - -0,784823 0,021060844

NONGGAT009493.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD -0,786037 0,020726625

NONGGAT009493.2 ENSGALT00000089332 ENSGALG00000032679 GCSH -0,788387 0,020089482

NONGGAT009493.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 -0,793263 0,018806345

NONGGAT009493.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH -0,796519 0,017978897

NONGGAT009493.2 ENSGALT00000068873 ENSGALG00000006198 LSS -0,804273 0,016101293

NONGGAT009493.2 ENSGALT00000044496 ENSGALG00000028880 - -0,808693 0,015088397

NONGGAT009493.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,810207 0,014751001

NONGGAT009493.2 ENSGALT00000039765 ENSGALG00000008608 FETUB -0,810384 0,014711839

NONGGAT009493.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 -0,811273 0,014516148

NONGGAT009493.2 ENSGALT00000037945 ENSGALG00000010792 AGMO -0,811304 0,014509373

NONGGAT009493.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 -0,812354 0,014280574

NONGGAT009493.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,814567 0,013805823

NONGGAT009493.2 ENSGALT00000050726 ENSGALG00000021450 - -0,814655 0,013787157

NONGGAT009493.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 -0,817516 0,013188581

NONGGAT009493.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 -0,817596 0,013172201

NONGGAT009493.2 ENSGALT00000036535 ENSGALG00000022758 GGACT -0,819233 0,012837559

NONGGAT009493.2 ENSGALT00000002018 ENSGALG00000001320 - -0,823681 0,011955382

NONGGAT009493.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 -0,825798 0,011549506

NONGGAT009493.2 ENSGALT00000074439 ENSGALG00000036915 SQLE -0,826139 0,011484834

NONGGAT009493.2 ENSGALT00000039950 ENSGALG00000003475 ACLY -0,826450 0,011426223

NONGGAT009493.2 ENSGALT00000020815 ENSGALG00000012754 PAH -0,826517 0,011413604

NONGGAT009493.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 -0,828768 0,010994693

NONGGAT009493.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 -0,829443 0,010871092

NONGGAT009493.2 ENSGALT00000004577 ENSGALG00000002899 AACS -0,829725 0,010819676

NONGGAT009493.2 ENSGALT00000083141 ENSGALG00000046329 - -0,833122 0,010212637

NONGGAT009493.2 ENSGALT00000026988 ENSGALG00000016724 RGN -0,834292 0,010008535

NONGGAT009493.2 ENSGALT00000080941 ENSGALG00000037076 GART -0,835075 0,009873617

NONGGAT009493.2 ENSGALT00000022312 ENSGALG00000013728 PPAT -0,835369 0,009823139

NONGGAT009493.2 ENSGALT00000031834 ENSGALG00000011287 - -0,836110 0,009696822

NONGGAT009493.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS -0,836592 0,009615181

NONGGAT009493.2 ENSGALT00000056515 ENSGALG00000013726 AIRC -0,839208 0,009179836

NONGGAT009493.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 -0,839302 0,009164329

NONGGAT009493.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 -0,840516 0,008966848

NONGGAT009493.2 ENSGALT00000014282 ENSGALG00000008784 - -0,840646 0,008945872

NONGGAT009493.2 ENSGALT00000089702 ENSGALG00000045648 - -0,840734 0,008931754

NONGGAT009493.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 -0,841138 0,008866806

NONGGAT009493.2 ENSGALT00000011621 ENSGALG00000007178 - -0,842696 0,008619082

NONGGAT009493.2 ENSGALT00000001314 ENSGALG00000000893 TAT -0,843071 0,00856013

NONGGAT009493.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 -0,843229 0,008535346

NONGGAT009493.2 ENSGALT00000019412 ENSGALG00000011894 - -0,843574 0,008481515



NONGGAT009493.2 ENSGALT00000061955 ENSGALG00000042079 NID1 -0,844826 0,008287701

NONGGAT009493.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 -0,845275 0,008218927

NONGGAT009493.2 ENSGALT00000068577 ENSGALG00000035803 - -0,846831 0,007983293

NONGGAT009493.2 ENSGALT00000063397 ENSGALG00000006723 - -0,850449 0,007452102

NONGGAT009493.2 ENSGALT00000011769 ENSGALG00000007267 MVD -0,851250 0,007337635

NONGGAT009493.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB -0,852121 0,007214452

NONGGAT009493.2 ENSGALT00000022468 ENSGALG00000013848 MVK -0,853575 0,007011799

NONGGAT009493.2 ENSGALT00000087999 ENSGALG00000006198 LSS -0,856265 0,006646548

NONGGAT009493.2 ENSGALT00000011547 ENSGALG00000007127 - -0,856378 0,006631488

NONGGAT009493.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B -0,856695 0,006589331

NONGGAT009493.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 -0,858076 0,006407613

NONGGAT009493.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 -0,858229 0,006387715

NONGGAT009493.2 ENSGALT00000044387 ENSGALG00000027334 - -0,862075 0,00589964

NONGGAT009493.2 ENSGALT00000046716 ENSGALG00000040584 - -0,862213 0,005882572

NONGGAT009493.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 -0,862551 0,005840945

NONGGAT009493.2 ENSGALT00000081175 ENSGALG00000029947 - -0,862625 0,005831873

NONGGAT009493.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 -0,864225 0,005637596

NONGGAT009493.2 ENSGALT00000085953 ENSGALG00000009621 ACTB -0,864381 0,005618812

NONGGAT009493.2 ENSGALT00000065362 ENSGALG00000034674 - -0,865853 0,005444191

NONGGAT009493.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 -0,865869 0,005442272

NONGGAT009493.2 ENSGALT00000053340 ENSGALG00000040896 FASN -0,866646 0,005351513

NONGGAT009493.2 ENSGALT00000074202 ENSGALG00000030614 - -0,867711 0,005228717

NONGGAT009493.2 ENSGALT00000067152 ENSGALG00000040117 - -0,870775 0,004885532

NONGGAT009493.2 ENSGALT00000006930 ENSGALG00000004343 - -0,874150 0,004524619

NONGGAT009493.2 ENSGALT00000085318 ENSGALG00000045446 - -0,875305 0,004405148

NONGGAT009493.2 ENSGALT00000017864 ENSGALG00000020390 - -0,875382 0,0043973

NONGGAT009493.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 -0,876691 0,00426449

NONGGAT009493.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 -0,876970 0,004236532

NONGGAT009493.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 -0,877001 0,004233493

NONGGAT009493.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 -0,877235 0,004210131

NONGGAT009493.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR -0,877312 0,00420248

NONGGAT009493.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 -0,878199 0,004114775

NONGGAT009493.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 -0,879471 0,003991231

NONGGAT009493.2 ENSGALT00000007194 ENSGALG00000004518 - -0,880691 0,00387499

NONGGAT009493.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 -0,880849 0,003860032

NONGGAT009493.2 ENSGALT00000035078 ENSGALG00000002595 - -0,881051 0,003841055

NONGGAT009493.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 -0,881743 0,003776495

NONGGAT009493.2 ENSGALT00000066450 ENSGALG00000042784 TPPP -0,881786 0,003772444

NONGGAT009493.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 -0,882300 0,003724993

NONGGAT009493.2 ENSGALT00000025553 ENSGALG00000015849 ME1 -0,882300 0,003724964

NONGGAT009493.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,883324 0,003631446

NONGGAT009493.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL -0,883761 0,003592043

NONGGAT009493.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 -0,885091 0,003473766

NONGGAT009493.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,885191 0,003464979

NONGGAT009493.2 ENSGALT00000026579 ENSGALG00000016475 - -0,886471 0,003353705

NONGGAT009493.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 -0,886661 0,003337433

NONGGAT009493.2 ENSGALT00000079625 ENSGALG00000005739 SCD -0,888770 0,003159759

NONGGAT009493.2 ENSGALT00000009221 ENSGALG00000005739 SCD -0,888970 0,00314321

NONGGAT009493.2 ENSGALT00000042798 ENSGALG00000025738 - -0,889115 0,003131322

NONGGAT009493.2 ENSGALT00000016138 ENSGALG00000009926 HAAO -0,889990 0,003059796

NONGGAT009493.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G -0,890381 0,003028267

NONGGAT009493.2 ENSGALT00000026897 ENSGALG00000016667 - -0,890498 0,003018859

NONGGAT009493.2 ENSGALT00000074333 ENSGALG00000033852 - -0,891285 0,002956053

NONGGAT009493.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 -0,891715 0,002922032

NONGGAT009493.2 ENSGALT00000001353 ENSGALG00000000919 PIGR -0,892694 0,002845679

NONGGAT009493.2 ENSGALT00000084832 ENSGALG00000015849 ME1 -0,892800 0,002837515



NONGGAT009493.2 ENSGALT00000083414 ENSGALG00000012196 MCUB -0,893204 0,002806431

NONGGAT009493.2 ENSGALT00000077159 ENSGALG00000039257 - -0,893612 0,002775268

NONGGAT009493.2 ENSGALT00000089602 ENSGALG00000005704 - -0,893815 0,002759831

NONGGAT009493.2 ENSGALT00000038777 ENSGALG00000023444 APELA -0,894205 0,002730355

NONGGAT009493.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B -0,895294 0,00264917

NONGGAT009493.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 -0,895736 0,00261664

NONGGAT009493.2 ENSGALT00000051352 ENSGALG00000041296 - -0,896522 0,002559521

NONGGAT009493.2 ENSGALT00000073442 ENSGALG00000029308 - -0,897121 0,002516477

NONGGAT009493.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 -0,897515 0,002488426

NONGGAT009493.2 ENSGALT00000037180 ENSGALG00000012882 KDSR -0,897518 0,0024882

NONGGAT009493.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 -0,897545 0,002486279

NONGGAT009493.2 ENSGALT00000057505 ENSGALG00000006872 PISD -0,897907 0,002460732

NONGGAT009493.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 -0,899589 0,002344208

NONGGAT009493.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 -0,902013 0,00218255

NONGGAT009493.2 ENSGALT00000026335 ENSGALG00000016324 - -0,903242 0,002103501

NONGGAT009493.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 -0,903437 0,00209111

NONGGAT009493.2 ENSGALT00000087867 ENSGALG00000006723 - -0,903820 0,002066917

NONGGAT009493.2 ENSGALT00000080710 ENSGALG00000006344 - -0,907007 0,001872856

NONGGAT009493.2 ENSGALT00000044167 ENSGALG00000027608 PIGC -0,907256 0,001858174

NONGGAT009493.2 ENSGALT00000014299 ENSGALG00000008795 GPAM -0,907282 0,001856636

NONGGAT009493.2 ENSGALT00000024139 ENSGALG00000014966 HGD -0,908096 0,00180933

NONGGAT009493.2 ENSGALT00000086946 ENSGALG00000036915 SQLE -0,908998 0,001757802

NONGGAT009493.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 -0,909812 0,001712107

NONGGAT009493.2 ENSGALT00000011126 ENSGALG00000006872 PISD -0,911038 0,001644792

NONGGAT009493.2 ENSGALT00000018962 ENSGALG00000011612 GC -0,911216 0,001635175

NONGGAT009493.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 -0,911567 0,001616312

NONGGAT009493.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 -0,911582 0,001615495

NONGGAT009493.2 ENSGALT00000016271 ENSGALG00000010018 - -0,911857 0,001600845

NONGGAT009493.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 -0,914668 0,001455667

NONGGAT009493.2 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,915457 0,001416526

NONGGAT009493.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 -0,915991 0,001390422

NONGGAT009493.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,917102 0,001337143

NONGGAT009493.2 ENSGALT00000089110 ENSGALG00000045714 - -0,917548 0,001316114

NONGGAT009493.2 ENSGALT00000014007 ENSGALG00000008601 AHSG -0,918802 0,001258187

NONGGAT009493.2 ENSGALT00000006584 ENSGALG00000004141 - -0,919062 0,001246392

NONGGAT009493.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL -0,919434 0,001229648

NONGGAT009493.2 ENSGALT00000038387 ENSGALG00000010293 - -0,919649 0,001220018

NONGGAT009493.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 -0,919745 0,001215736

NONGGAT009493.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 -0,919828 0,001212051

NONGGAT009493.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL -0,920125 0,001198921

NONGGAT009493.2 ENSGALT00000081277 ENSGALG00000042801 - -0,921493 0,001139563

NONGGAT009493.2 ENSGALT00000057311 ENSGALG00000012377 HNMT -0,922778 0,001085575

NONGGAT009493.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 -0,924209 0,001027491

NONGGAT009493.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,925374 0,000981704

NONGGAT009493.2 ENSGALT00000087708 ENSGALG00000045747 - -0,925466 0,000978147

NONGGAT009493.2 ENSGALT00000088901 ENSGALG00000044762 - -0,926004 0,00095751

NONGGAT009493.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A -0,926145 0,000952138

NONGGAT009493.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 -0,927297 0,000909104

NONGGAT009493.2 ENSGALT00000083952 ENSGALG00000030187 CAT -0,927826 0,000889764

NONGGAT009493.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,928590 0,000862325

NONGGAT009493.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B -0,928629 0,000860906

NONGGAT009493.2 ENSGALT00000056823 ENSGALG00000039354 - -0,928870 0,00085238

NONGGAT009493.2 ENSGALT00000051020 ENSGALG00000042672 - -0,929956 0,000814627

NONGGAT009493.2 ENSGALT00000020120 ENSGALG00000012312 GCAT -0,930184 0,000806845

NONGGAT009493.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 -0,930345 0,000801349

NONGGAT009493.2 ENSGALT00000023973 ENSGALG00000014855 - -0,930579 0,000793471



NONGGAT009493.2 ENSGALT00000002892 ENSGALG00000001863 - -0,930740 0,000788048

NONGGAT009493.2 ENSGALT00000054207 ENSGALG00000041161 - -0,930873 0,000783595

NONGGAT009493.2 ENSGALT00000065964 ENSGALG00000001863 - -0,931474 0,000763699

NONGGAT009493.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 -0,931956 0,000747954

NONGGAT009493.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 -0,933130 0,000710563

NONGGAT009493.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A -0,933280 0,00070586

NONGGAT009493.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 -0,934081 0,000681155

NONGGAT009493.2 ENSGALT00000084127 ENSGALG00000046197 - -0,934911 0,000656168

NONGGAT009493.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,935112 0,000650225

NONGGAT009493.2 ENSGALT00000063292 ENSGALG00000030187 CAT -0,936475 0,000610724

NONGGAT009493.2 ENSGALT00000020401 ENSGALG00000012488 TST -0,936494 0,000610181

NONGGAT009493.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 -0,937163 0,0005914

NONGGAT009493.2 ENSGALT00000038351 ENSGALG00000015053 GLDC -0,937374 0,000585559

NONGGAT009493.2 ENSGALT00000024632 ENSGALG00000015263 - -0,937450 0,000583476

NONGGAT009493.2 ENSGALT00000002818 ENSGALG00000001824 - -0,937918 0,000570675

NONGGAT009493.2 ENSGALT00000024043 ENSGALG00000014908 FST -0,937942 0,000570033

NONGGAT009493.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 -0,937992 0,000568661

NONGGAT009493.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 -0,938210 0,000562797

NONGGAT009493.2 ENSGALT00000068270 ENSGALG00000034917 - -0,938455 0,00055622

NONGGAT009493.2 ENSGALT00000004493 ENSGALG00000002849 DER -0,938620 0,000551838

NONGGAT009493.2 ENSGALT00000032169 ENSGALG00000011455 - -0,938633 0,000551489

NONGGAT009493.2 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,938825 0,000546411

NONGGAT009493.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 -0,939583 0,000526666

NONGGAT009493.2 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,939916 0,000518127

NONGGAT009493.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF -0,941595 0,000476507

NONGGAT009493.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 -0,941680 0,000474456

NONGGAT009493.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 -0,942736 0,000449513

NONGGAT009493.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 -0,943276 0,000437107

NONGGAT009493.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 -0,946111 0,000375605

NONGGAT009493.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 -0,946761 0,000362355

NONGGAT009493.2 ENSGALT00000087652 ENSGALG00000045700 - -0,947050 0,000356564

NONGGAT009493.2 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,947433 0,000348969

NONGGAT009493.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,947931 0,00033929

NONGGAT009493.2 ENSGALT00000005420 ENSGALG00000003427 USP3 -0,948318 0,000331871

NONGGAT009493.2 ENSGALT00000036719 ENSGALG00000019845 - -0,949866 0,000303288

NONGGAT009493.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 -0,949911 0,000302482

NONGGAT009493.2 ENSGALT00000024419 ENSGALG00000015134 - -0,950646 0,000289532

NONGGAT009493.2 ENSGALT00000026601 ENSGALG00000016491 APOB -0,950819 0,000286529

NONGGAT009493.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L -0,951510 0,000274774

NONGGAT009493.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 -0,951824 0,000269532

NONGGAT009493.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,951832 0,000269389

NONGGAT009493.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 -0,951987 0,00026683

NONGGAT009493.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 -0,952484 0,000258738

NONGGAT009493.2 ENSGALT00000080092 ENSGALG00000012112 - -0,952678 0,000255612

NONGGAT009493.2 ENSGALT00000071196 ENSGALG00000030366 - -0,953497 0,000242728

NONGGAT009493.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 -0,954944 0,000221006

NONGGAT009493.2 ENSGALT00000062888 ENSGALG00000042020 - -0,955115 0,000218534

NONGGAT009493.2 ENSGALT00000017871 ENSGALG00000010969 - -0,955247 0,00021663

NONGGAT009493.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A -0,955298 0,000215903

NONGGAT009493.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,955392 0,000214557

NONGGAT009493.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 -0,955598 0,000211629

NONGGAT009493.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,955689 0,000210347

NONGGAT009493.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B -0,956210 0,000203091

NONGGAT009493.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,957248 0,000189133

NONGGAT009493.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 -0,957980 0,000179683

NONGGAT009493.2 ENSGALT00000020209 ENSGALG00000012377 HNMT -0,958451 0,000173777



NONGGAT009493.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 -0,958966 0,000167456

NONGGAT009493.2 ENSGALT00000048004 ENSGALG00000037629 - -0,959195 0,000164701

NONGGAT009493.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 -0,960613 0,00014828

NONGGAT009493.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 -0,960930 0,000144764

NONGGAT009493.2 ENSGALT00000078635 ENSGALG00000034504 - -0,961363 0,000140045

NONGGAT009493.2 ENSGALT00000000158 ENSGALG00000000109 AFMID -0,962922 0,000123914

NONGGAT009493.2 ENSGALT00000089852 ENSGALG00000040182 GAMT -0,963430 0,000118938

NONGGAT009493.2 ENSGALT00000082890 ENSGALG00000041604 - -0,963628 0,000117032

NONGGAT009493.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,964101 0,00011257

NONGGAT009493.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 -0,964330 0,00011045

NONGGAT009493.2 ENSGALT00000086534 ENSGALG00000004725 - -0,965303 0,000101733

NONGGAT009493.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 -0,965702 9,83E-05

NONGGAT009493.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 -0,966788 8,93E-05

NONGGAT009493.2 ENSGALT00000076278 ENSGALG00000036572 - -0,967566 8,32E-05

NONGGAT009493.2 ENSGALT00000046971 ENSGALG00000021450 - -0,968419 7,69E-05

NONGGAT009493.2 ENSGALT00000027871 ENSGALG00000017241 - -0,968941 7,32E-05

NONGGAT009493.2 ENSGALT00000073249 ENSGALG00000021450 - -0,968953 7,31E-05

NONGGAT009493.2 ENSGALT00000044321 ENSGALG00000026757 - -0,970248 6,44E-05

NONGGAT009493.2 ENSGALT00000039781 ENSGALG00000023761 - -0,970327 6,39E-05

NONGGAT009493.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,971096 5,91E-05

NONGGAT009493.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 -0,974059 4,28E-05

NONGGAT009493.2 ENSGALT00000070619 ENSGALG00000034735 - -0,974388 4,12E-05

NONGGAT009493.2 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,974952 3,86E-05

NONGGAT009493.2 ENSGALT00000061743 ENSGALG00000010189 - -0,976811 3,06E-05

NONGGAT009493.2 ENSGALT00000009308 ENSGALG00000005795 - -0,977476 2,81E-05

NONGGAT009493.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 -0,977529 2,79E-05

NONGGAT009493.2 ENSGALT00000040072 ENSGALG00000005795 - -0,979455 2,13E-05

NONGGAT009493.2 ENSGALT00000040063 ENSGALG00000005795 - -0,979690 2,06E-05

NONGGAT009493.2 ENSGALT00000073281 ENSGALG00000005795 - -0,979853 2,01E-05

NONGGAT009493.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,980126 1,93E-05

NONGGAT009493.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,985931 6,89E-06

NONGGAT009493.2 ENSGALT00000064075 ENSGALG00000036713 - -0,989532 2,85E-06

NONGGAT012030.2 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,999146 1,56E-09

NONGGAT012030.2 ENSGALT00000071196 ENSGALG00000030366 - 0,997577 3,55E-08

NONGGAT012030.2 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,997346 4,66E-08

NONGGAT012030.2 ENSGALT00000073281 ENSGALG00000005795 - 0,996939 7,16E-08

NONGGAT012030.2 ENSGALT00000024419 ENSGALG00000015134 - 0,996082 1,50E-07

NONGGAT012030.2 ENSGALT00000026601 ENSGALG00000016491 APOB 0,995533 2,22E-07

NONGGAT012030.2 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,995385 2,45E-07

NONGGAT012030.2 ENSGALT00000039781 ENSGALG00000023761 - 0,995211 2,74E-07

NONGGAT012030.2 ENSGALT00000040072 ENSGALG00000005795 - 0,994488 4,17E-07

NONGGAT012030.2 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,994106 5,10E-07

NONGGAT012030.2 ENSGALT00000040063 ENSGALG00000005795 - 0,993258 7,62E-07

NONGGAT012030.2 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,993222 7,75E-07

NONGGAT012030.2 ENSGALT00000068270 ENSGALG00000034917 - 0,992659 9,83E-07

NONGGAT012030.2 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,992185 1,19E-06

NONGGAT012030.2 ENSGALT00000082890 ENSGALG00000041604 - 0,991287 1,64E-06

NONGGAT012030.2 ENSGALT00000027871 ENSGALG00000017241 - 0,991044 1,78E-06

NONGGAT012030.2 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,990866 1,89E-06

NONGGAT012030.2 ENSGALT00000078635 ENSGALG00000034504 - 0,990565 2,08E-06

NONGGAT012030.2 ENSGALT00000087652 ENSGALG00000045700 - 0,990375 2,21E-06

NONGGAT012030.2 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,990103 2,41E-06

NONGGAT012030.2 ENSGALT00000044321 ENSGALG00000026757 - 0,989189 3,13E-06

NONGGAT012030.2 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,988728 3,55E-06

NONGGAT012030.2 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,988483 3,79E-06

NONGGAT012030.2 ENSGALT00000064075 ENSGALG00000036713 - 0,988353 3,92E-06



NONGGAT012030.2 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,987763 4,54E-06

NONGGAT012030.2 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,987362 5,00E-06

NONGGAT012030.2 ENSGALT00000005420 ENSGALG00000003427 USP3 0,987010 5,43E-06

NONGGAT012030.2 ENSGALT00000002892 ENSGALG00000001863 - 0,986899 5,57E-06

NONGGAT012030.2 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,986517 6,07E-06

NONGGAT012030.2 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,986453 6,15E-06

NONGGAT012030.2 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,986238 6,45E-06

NONGGAT012030.2 ENSGALT00000051020 ENSGALG00000042672 - 0,985947 6,87E-06

NONGGAT012030.2 ENSGALT00000023329 ENSGALG00000014447 AK3 0,985417 7,67E-06

NONGGAT012030.2 ENSGALT00000061743 ENSGALG00000010189 - 0,985065 8,23E-06

NONGGAT012030.2 ENSGALT00000080092 ENSGALG00000012112 - 0,984735 8,79E-06

NONGGAT012030.2 ENSGALT00000065964 ENSGALG00000001863 - 0,984160 9,82E-06

NONGGAT012030.2 ENSGALT00000056823 ENSGALG00000039354 - 0,983999 1,01E-05

NONGGAT012030.2 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,983383 1,13E-05

NONGGAT012030.2 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,983222 1,17E-05

NONGGAT012030.2 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,983205 1,17E-05

NONGGAT012030.2 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,982704 1,28E-05

NONGGAT012030.2 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,981843 1,48E-05

NONGGAT012030.2 ENSGALT00000046971 ENSGALG00000021450 - 0,981664 1,52E-05

NONGGAT012030.2 ENSGALT00000076278 ENSGALG00000036572 - 0,980083 1,95E-05

NONGGAT012030.2 ENSGALT00000063292 ENSGALG00000030187 CAT 0,978959 2,29E-05

NONGGAT012030.2 ENSGALT00000087708 ENSGALG00000045747 - 0,977957 2,63E-05

NONGGAT012030.2 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,976852 3,05E-05

NONGGAT012030.2 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,976714 3,10E-05

NONGGAT012030.2 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,976295 3,27E-05

NONGGAT012030.2 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,976065 3,37E-05

NONGGAT012030.2 ENSGALT00000020401 ENSGALG00000012488 TST 0,975548 3,59E-05

NONGGAT012030.2 ENSGALT00000016271 ENSGALG00000010018 - 0,974945 3,86E-05

NONGGAT012030.2 ENSGALT00000038387 ENSGALG00000010293 - 0,974355 4,14E-05

NONGGAT012030.2 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,974175 4,22E-05

NONGGAT012030.2 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,974129 4,25E-05

NONGGAT012030.2 ENSGALT00000054207 ENSGALG00000041161 - 0,974081 4,27E-05

NONGGAT012030.2 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,972884 4,88E-05

NONGGAT012030.2 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,972610 5,03E-05

NONGGAT012030.2 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,971043 5,94E-05

NONGGAT012030.2 ENSGALT00000018962 ENSGALG00000011612 GC 0,970850 6,06E-05

NONGGAT012030.2 ENSGALT00000083952 ENSGALG00000030187 CAT 0,970190 6,48E-05

NONGGAT012030.2 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,969929 6,65E-05

NONGGAT012030.2 ENSGALT00000081277 ENSGALG00000042801 - 0,968002 8,00E-05

NONGGAT012030.2 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,967844 8,11E-05

NONGGAT012030.2 ENSGALT00000036719 ENSGALG00000019845 - 0,967238 8,58E-05

NONGGAT012030.2 ENSGALT00000062888 ENSGALG00000042020 - 0,966840 8,89E-05

NONGGAT012030.2 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,966766 8,95E-05

NONGGAT012030.2 ENSGALT00000086534 ENSGALG00000004725 - 0,965852 9,70E-05

NONGGAT012030.2 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,965541 9,97E-05

NONGGAT012030.2 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,963714 0,000116213

NONGGAT012030.2 ENSGALT00000004493 ENSGALG00000002849 DER 0,963697 0,00011638

NONGGAT012030.2 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,963339 0,00011982

NONGGAT012030.2 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,962820 0,000124934

NONGGAT012030.2 ENSGALT00000009308 ENSGALG00000005795 - 0,962710 0,000126039

NONGGAT012030.2 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,962414 0,000129029

NONGGAT012030.2 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,962274 0,000130461

NONGGAT012030.2 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,961181 0,000142014

NONGGAT012030.2 ENSGALT00000006584 ENSGALG00000004141 - 0,960597 0,000148455

NONGGAT012030.2 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,959963 0,000155669

NONGGAT012030.2 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,957365 0,000187609



NONGGAT012030.2 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,956642 0,000197198

NONGGAT012030.2 ENSGALT00000073249 ENSGALG00000021450 - 0,955902 0,000207354

NONGGAT012030.2 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,955842 0,000208198

NONGGAT012030.2 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,954645 0,000225391

NONGGAT012030.2 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,954528 0,000227113

NONGGAT012030.2 ENSGALT00000084127 ENSGALG00000046197 - 0,953436 0,000243675

NONGGAT012030.2 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,953220 0,00024704

NONGGAT012030.2 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,952992 0,000250614

NONGGAT012030.2 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,952681 0,000255561

NONGGAT012030.2 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,952581 0,000257165

NONGGAT012030.2 ENSGALT00000011547 ENSGALG00000007127 - 0,951756 0,000270664

NONGGAT012030.2 ENSGALT00000006930 ENSGALG00000004343 - 0,950821 0,000286503

NONGGAT012030.2 ENSGALT00000002818 ENSGALG00000001824 - 0,949517 0,000309581

NONGGAT012030.2 ENSGALT00000017871 ENSGALG00000010969 - 0,948651 0,000325585

NONGGAT012030.2 ENSGALT00000085318 ENSGALG00000045446 - 0,948461 0,000329155

NONGGAT012030.2 ENSGALT00000023973 ENSGALG00000014855 - 0,947518 0,000347305

NONGGAT012030.2 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,946704 0,000363505

NONGGAT012030.2 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,946553 0,000366557

NONGGAT012030.2 ENSGALT00000067152 ENSGALG00000040117 - 0,946150 0,000374785

NONGGAT012030.2 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,945799 0,000382065

NONGGAT012030.2 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,945049 0,000397919

NONGGAT012030.2 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,944992 0,000399151

NONGGAT012030.2 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,944196 0,000416464

NONGGAT012030.2 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,943997 0,000420862

NONGGAT012030.2 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,943768 0,000425985

NONGGAT012030.2 ENSGALT00000024043 ENSGALG00000014908 FST 0,943658 0,000428441

NONGGAT012030.2 ENSGALT00000024632 ENSGALG00000015263 - 0,942863 0,000446564

NONGGAT012030.2 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,942301 0,000459692

NONGGAT012030.2 ENSGALT00000074333 ENSGALG00000033852 - 0,942074 0,000465046

NONGGAT012030.2 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,941956 0,000467853

NONGGAT012030.2 ENSGALT00000004234 ENSGALG00000002688 NME4 0,940075 0,000514088

NONGGAT012030.2 ENSGALT00000032169 ENSGALG00000011455 - 0,939237 0,000535606

NONGGAT012030.2 ENSGALT00000077159 ENSGALG00000039257 - 0,939049 0,000540532

NONGGAT012030.2 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,938504 0,000554931

NONGGAT012030.2 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,938009 0,000568214

NONGGAT012030.2 ENSGALT00000048004 ENSGALG00000037629 - 0,937363 0,000585877

NONGGAT012030.2 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,937274 0,000588329

NONGGAT012030.2 ENSGALT00000070619 ENSGALG00000034735 - 0,936540 0,000608902

NONGGAT012030.2 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,936490 0,000610312

NONGGAT012030.2 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,935197 0,000647709

NONGGAT012030.2 ENSGALT00000089602 ENSGALG00000005704 - 0,934421 0,000670848

NONGGAT012030.2 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,931845 0,000751547

NONGGAT012030.2 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,928743 0,000856877

NONGGAT012030.2 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,928706 0,000858181

NONGGAT012030.2 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,927979 0,000884223

NONGGAT012030.2 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,927948 0,000885335

NONGGAT012030.2 ENSGALT00000017864 ENSGALG00000020390 - 0,927526 0,000900681

NONGGAT012030.2 ENSGALT00000014282 ENSGALG00000008784 - 0,927010 0,000919692

NONGGAT012030.2 ENSGALT00000024139 ENSGALG00000014966 HGD 0,926083 0,000954513

NONGGAT012030.2 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,925890 0,000961879

NONGGAT012030.2 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,925839 0,000963829

NONGGAT012030.2 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,924728 0,001006928

NONGGAT012030.2 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,924648 0,001010073

NONGGAT012030.2 ENSGALT00000035078 ENSGALG00000002595 - 0,923429 0,001058904

NONGGAT012030.2 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,921657 0,001132577

NONGGAT012030.2 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,920586 0,00117868



NONGGAT012030.2 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,920456 0,001184357

NONGGAT012030.2 ENSGALT00000065362 ENSGALG00000034674 - 0,919677 0,001218761

NONGGAT012030.2 ENSGALT00000046716 ENSGALG00000040584 - 0,915370 0,001420793

NONGGAT012030.2 ENSGALT00000087867 ENSGALG00000006723 - 0,914965 0,001440844

NONGGAT012030.2 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,914375 0,00147038

NONGGAT012030.2 ENSGALT00000044387 ENSGALG00000027334 - 0,913447 0,001517622

NONGGAT012030.2 ENSGALT00000007194 ENSGALG00000004518 - 0,913245 0,00152801

NONGGAT012030.2 ENSGALT00000080710 ENSGALG00000006344 - 0,912478 0,001567952

NONGGAT012030.2 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,911891 0,001598995

NONGGAT012030.2 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,911694 0,001609511

NONGGAT012030.2 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,911644 0,001612187

NONGGAT012030.2 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,909658 0,001720737

NONGGAT012030.2 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,907432 0,001847893

NONGGAT012030.2 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,906690 0,001891598

NONGGAT012030.2 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,905359 0,001971664

NONGGAT012030.2 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,905310 0,001974635

NONGGAT012030.2 ENSGALT00000031834 ENSGALG00000011287 - 0,904737 0,00200984

NONGGAT012030.2 ENSGALT00000088901 ENSGALG00000044762 - 0,904412 0,002029952

NONGGAT012030.2 ENSGALT00000089110 ENSGALG00000045714 - 0,903715 0,002073576

NONGGAT012030.2 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,903475 0,002088725

NONGGAT012030.2 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,903087 0,002113357

NONGGAT012030.2 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,902568 0,002146634

NONGGAT012030.2 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,902251 0,002167088

NONGGAT012030.2 ENSGALT00000019412 ENSGALG00000011894 - 0,902141 0,002174252

NONGGAT012030.2 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,901904 0,002189658

NONGGAT012030.2 ENSGALT00000026897 ENSGALG00000016667 - 0,900429 0,002287313

NONGGAT012030.2 ENSGALT00000011621 ENSGALG00000007178 - 0,900365 0,002291605

NONGGAT012030.2 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,899467 0,002352533

NONGGAT012030.2 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,899431 0,002355003

NONGGAT012030.2 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,899125 0,002375939

NONGGAT012030.2 ENSGALT00000074202 ENSGALG00000030614 - 0,898722 0,002403805

NONGGAT012030.2 ENSGALT00000026579 ENSGALG00000016475 - 0,896388 0,002569162

NONGGAT012030.2 ENSGALT00000011126 ENSGALG00000006872 PISD 0,895075 0,002665397

NONGGAT012030.2 ENSGALT00000001314 ENSGALG00000000893 TAT 0,891756 0,002918868

NONGGAT012030.2 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,891660 0,002926366

NONGGAT012030.2 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,891410 0,002946157

NONGGAT012030.2 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,891399 0,00294696

NONGGAT012030.2 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,891363 0,00294988

NONGGAT012030.2 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,888976 0,003142758

NONGGAT012030.2 ENSGALT00000061955 ENSGALG00000042079 NID1 0,888438 0,003187342

NONGGAT012030.2 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,888182 0,003208673

NONGGAT012030.2 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,884537 0,003522753

NONGGAT012030.2 ENSGALT00000057505 ENSGALG00000006872 PISD 0,884127 0,003559301

NONGGAT012030.2 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,883948 0,003575247

NONGGAT012030.2 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,880347 0,003907542

NONGGAT012030.2 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,879469 0,003991406

NONGGAT012030.2 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,877813 0,004152842

NONGGAT012030.2 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,877653 0,004168654

NONGGAT012030.2 ENSGALT00000042798 ENSGALG00000025738 - 0,877420 0,004191769

NONGGAT012030.2 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,875114 0,004424771

NONGGAT012030.2 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,874530 0,004485046

NONGGAT012030.2 ENSGALT00000084832 ENSGALG00000015849 ME1 0,872178 0,004733276

NONGGAT012030.2 ENSGALT00000038777 ENSGALG00000023444 APELA 0,871250 0,004833637

NONGGAT012030.2 ENSGALT00000073442 ENSGALG00000029308 - 0,870483 0,004917517

NONGGAT012030.2 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,869066 0,005075088

NONGGAT012030.2 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,869004 0,005082036



NONGGAT012030.2 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,868152 0,005178371

NONGGAT012030.2 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,867625 0,005238624

NONGGAT012030.2 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,867468 0,005256593

NONGGAT012030.2 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,866332 0,005388101

NONGGAT012030.2 ENSGALT00000080941 ENSGALG00000037076 GART 0,865943 0,005433556

NONGGAT012030.2 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,865275 0,005512332

NONGGAT012030.2 ENSGALT00000009221 ENSGALG00000005739 SCD 0,864285 0,005630342

NONGGAT012030.2 ENSGALT00000051352 ENSGALG00000041296 - 0,863729 0,005697374

NONGGAT012030.2 ENSGALT00000026335 ENSGALG00000016324 - 0,862562 0,005839628

NONGGAT012030.2 ENSGALT00000025553 ENSGALG00000015849 ME1 0,859660 0,006203172

NONGGAT012030.2 ENSGALT00000020815 ENSGALG00000012754 PAH 0,857989 0,006418994

NONGGAT012030.2 ENSGALT00000079625 ENSGALG00000005739 SCD 0,856839 0,006570175

NONGGAT012030.2 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,856185 0,006657191

NONGGAT012030.2 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,855021 0,006813946

NONGGAT012030.2 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,854397 0,006898868

NONGGAT012030.2 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,853626 0,007004739

NONGGAT012030.2 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,852614 0,007145289

NONGGAT012030.2 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,852357 0,007181368

NONGGAT012030.2 ENSGALT00000026988 ENSGALG00000016724 RGN 0,851591 0,007289274

NONGGAT012030.2 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,849334 0,007613364

NONGGAT012030.2 ENSGALT00000081175 ENSGALG00000029947 - 0,848405 0,007749345

NONGGAT012030.2 ENSGALT00000053340 ENSGALG00000040896 FASN 0,848012 0,00780726

NONGGAT012030.2 ENSGALT00000063397 ENSGALG00000006723 - 0,847021 0,007954819

NONGGAT012030.2 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,845585 0,008171655

NONGGAT012030.2 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,843478 0,008496419

NONGGAT012030.2 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,843115 0,008553241

NONGGAT012030.2 ENSGALT00000089702 ENSGALG00000045648 - 0,843046 0,008564153

NONGGAT012030.2 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,836666 0,009602719

NONGGAT012030.2 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,836564 0,009619875

NONGGAT012030.2 ENSGALT00000068577 ENSGALG00000035803 - 0,835210 0,009850351

NONGGAT012030.2 ENSGALT00000087999 ENSGALG00000006198 LSS 0,834597 0,009955822

NONGGAT012030.2 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,834291 0,010008774

NONGGAT012030.2 ENSGALT00000032123 ENSGALG00000020160 - 0,832525 0,010317734

NONGGAT012030.2 ENSGALT00000054524 ENSGALG00000023925 - 0,832162 0,010381848

NONGGAT012030.2 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,827771 0,011179104

NONGGAT012030.2 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,827616 0,011207874

NONGGAT012030.2 ENSGALT00000018735 ENSGALG00000011497 PECR 0,827409 0,011246347

NONGGAT012030.2 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,825215 0,011660378

NONGGAT012030.2 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,823341 0,012021381

NONGGAT012030.2 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,822923 0,012102984

NONGGAT012030.2 ENSGALT00000011769 ENSGALG00000007267 MVD 0,822690 0,012148431

NONGGAT012030.2 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,822411 0,012203226

NONGGAT012030.2 ENSGALT00000022468 ENSGALG00000013848 MVK 0,820058 0,012670805

NONGGAT012030.2 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,818165 0,013055233

NONGGAT012030.2 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,816901 0,013315866

NONGGAT012030.2 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,816720 0,013353481

NONGGAT012030.2 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,815967 0,013510592

NONGGAT012030.2 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,812294 0,014293711

NONGGAT012030.2 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,811946 0,014369258

NONGGAT012030.2 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,807613 0,015332035

NONGGAT012030.2 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,806423 0,015603504

NONGGAT012030.2 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,804827 0,015971974

NONGGAT012030.2 ENSGALT00000004577 ENSGALG00000002899 AACS 0,804526 0,01604218

NONGGAT012030.2 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,800946 0,016891042

NONGGAT012030.2 ENSGALT00000050726 ENSGALG00000021450 - 0,800388 0,017025889

NONGGAT012030.2 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,799726 0,017186561



NONGGAT012030.2 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,795120 0,018331637

NONGGAT012030.2 ENSGALT00000063525 ENSGALG00000023925 - 0,794450 0,018501992

NONGGAT012030.2 ENSGALT00000058793 ENSGALG00000031408 SORD 0,792527 0,018996608

NONGGAT012030.2 ENSGALT00000008787 ENSGALG00000023925 - 0,792477 0,019009721

NONGGAT012030.2 ENSGALT00000023051 ENSGALG00000014252 - 0,790302 0,019579106

NONGGAT012030.2 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,789740 0,019728033

NONGGAT012030.2 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,789306 0,019843494

NONGGAT012030.2 ENSGALT00000002018 ENSGALG00000001320 - 0,788050 0,020180097

NONGGAT012030.2 ENSGALT00000038284 ENSGALG00000011421 HAL 0,784281 0,021210981

NONGGAT012030.2 ENSGALT00000047856 ENSGALG00000038169 - 0,784280 0,021211119

NONGGAT012030.2 ENSGALT00000089250 ENSGALG00000044870 - 0,782233 0,021784633

NONGGAT012030.2 ENSGALT00000032121 ENSGALG00000020160 - 0,781915 0,021874615

NONGGAT012030.2 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,780221 0,022357598

NONGGAT012030.2 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,779102 0,022680126

NONGGAT012030.2 ENSGALT00000068873 ENSGALG00000006198 LSS 0,775223 0,023820764

NONGGAT012030.2 ENSGALT00000044496 ENSGALG00000028880 - 0,775176 0,023834758

NONGGAT012030.2 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,771578 0,024924507

NONGGAT012030.2 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,767784 0,026106367

NONGGAT012030.2 ENSGALT00000026507 ENSGALG00000016430 - 0,767685 0,026137496

NONGGAT012030.2 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,757537 0,029469244

NONGGAT012030.2 ENSGALT00000001061 ENSGALG00000021451 - 0,755748 0,030082118

NONGGAT012030.2 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,751837 0,031449515

NONGGAT012030.2 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,751161 0,031689308

NONGGAT012030.2 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,742839 0,034737933

NONGGAT012030.2 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,738251 0,036492443

NONGGAT012030.2 ENSGALT00000017449 ENSGALG00000010722 - 0,737058 0,036956948

NONGGAT012030.2 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,736256 0,037271663

NONGGAT012030.2 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,734033 0,038152084

NONGGAT012030.2 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,732873 0,0386162

NONGGAT012030.2 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,731485 0,039176381

NONGGAT012030.2 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,731276 0,039261244

NONGGAT012030.2 ENSGALT00000083141 ENSGALG00000046329 - 0,722581 0,042886648

NONGGAT012030.2 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,716989 0,045321765

NONGGAT012030.2 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,713969 0,046670671

NONGGAT012030.2 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,713298 0,046974009

NONGGAT012030.2 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,709892 0,048530183

NONGGAT012030.2 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,707320 0,049725552

NONGGAT012030.2 ENSGALT00000068608 ENSGALG00000030324 KIAA1324L 0,706439 0,050138959

NONGGAT012030.2 ENSGALT00000087557 ENSGALG00000044733 - 0,703334 0,051612682

NONGGAT012030.2 ENSGALT00000056830 ENSGALG00000033462 - 0,702207 0,052153765

NONGGAT012030.2 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,706793 0,049972416

NONGGAT012030.2 ENSGALT00000054028 ENSGALG00000033932 BF1 -0,708713 0,049075926

NONGGAT012030.2 ENSGALT00000022669 ENSGALG00000013993 - -0,710992 0,04802397

NONGGAT012030.2 ENSGALT00000042197 ENSGALG00000025284 SNORD89 -0,719753 0,044107917

NONGGAT012030.2 ENSGALT00000009519 ENSGALG00000021139 - -0,721325 0,043426588

NONGGAT012030.2 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,724834 0,041928586

NONGGAT012030.2 ENSGALT00000022096 ENSGALG00000013575 - -0,724993 0,041861719

NONGGAT012030.2 ENSGALT00000009555 ENSGALG00000005937 - -0,728232 0,040508526

NONGGAT012030.2 ENSGALT00000050127 ENSGALG00000029857 - -0,728762 0,040289302

NONGGAT012030.2 ENSGALT00000043822 ENSGALG00000028928 LCAT -0,734644 0,037908802

NONGGAT012030.2 ENSGALT00000067119 ENSGALG00000030920 - -0,736238 0,037278556

NONGGAT012030.2 ENSGALT00000046070 ENSGALG00000028451 - -0,736778 0,037066561

NONGGAT012030.2 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,738209 0,036508478

NONGGAT012030.2 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,747678 0,032944399

NONGGAT012030.2 ENSGALT00000064199 ENSGALG00000030773 CP -0,749140 0,032414206

NONGGAT012030.2 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,749626 0,032238721



NONGGAT012030.2 ENSGALT00000017862 ENSGALG00000020388 - -0,756510 0,029819963

NONGGAT012030.2 ENSGALT00000073167 ENSGALG00000042285 - -0,756701 0,029754424

NONGGAT012030.2 ENSGALT00000085066 ENSGALG00000044326 - -0,768515 0,025875791

NONGGAT012030.2 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,772628 0,024603262

NONGGAT012030.2 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,772743 0,02456832

NONGGAT012030.2 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,779324 0,022615955

NONGGAT012030.2 ENSGALT00000001871 ENSGALG00000001234 CETP -0,780993 0,022136669

NONGGAT012030.2 ENSGALT00000073246 ENSGALG00000033498 - -0,787301 0,020382428

NONGGAT012030.2 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,788779 0,019984237

NONGGAT012030.2 ENSGALT00000010917 ENSGALG00000006756 - -0,790528 0,019519666

NONGGAT012030.2 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,790696 0,019475185

NONGGAT012030.2 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,792796 0,018927146

NONGGAT012030.2 ENSGALT00000082196 ENSGALG00000031149 - -0,796924 0,017877727

NONGGAT012030.2 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,797905 0,017633852

NONGGAT012030.2 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,799997 0,017120725

NONGGAT012030.2 ENSGALT00000021277 ENSGALG00000013033 - -0,802468 0,016526726

NONGGAT012030.2 ENSGALT00000031541 ENSGALG00000016668 - -0,803408 0,016304402

NONGGAT012030.2 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,804463 0,016056845

NONGGAT012030.2 ENSGALT00000031540 ENSGALG00000016669 - -0,808033 0,015236969

NONGGAT012030.2 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,809550 0,014896836

NONGGAT012030.2 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,810264 0,014738408

NONGGAT012030.2 ENSGALT00000057586 ENSGALG00000033730 - -0,810961 0,014584634

NONGGAT012030.2 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,811535 0,014458921

NONGGAT012030.2 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,815991 0,01350565

NONGGAT012030.2 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,819852 0,012712424

NONGGAT012030.2 ENSGALT00000026937 ENSGALG00000016690 - -0,820705 0,012541195

NONGGAT012030.2 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,821566 0,012369909

NONGGAT012030.2 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,823999 0,011893935

NONGGAT012030.2 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,825111 0,011680147

NONGGAT012030.2 ENSGALT00000059872 ENSGALG00000041621 - -0,825324 0,011639671

NONGGAT012030.2 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,828355 0,011070798

NONGGAT012030.2 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,832961 0,010240824

NONGGAT012030.2 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,834340 0,010000236

NONGGAT012030.2 ENSGALT00000016586 ENSGALG00000010203 - -0,835799 0,009749669

NONGGAT012030.2 ENSGALT00000026936 ENSGALG00000016690 - -0,837345 0,009488526

NONGGAT012030.2 ENSGALT00000084217 ENSGALG00000003876 - -0,844845 0,008284814

NONGGAT012030.2 ENSGALT00000036713 ENSGALG00000022815 - -0,845889 0,008125344

NONGGAT012030.2 ENSGALT00000045496 ENSGALG00000028341 - -0,847372 0,007902338

NONGGAT012030.2 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,847997 0,007809537

NONGGAT012030.2 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,853542 0,007016373

NONGGAT012030.2 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,854606 0,006870397

NONGGAT012030.2 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,855642 0,006730067

NONGGAT012030.2 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,857139 0,006530553

NONGGAT012030.2 ENSGALT00000027063 ENSGALG00000016761 - -0,857758 0,006449202

NONGGAT012030.2 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,861823 0,005930832

NONGGAT012030.2 ENSGALT00000086203 ENSGALG00000044772 - -0,864469 0,005608289

NONGGAT012030.2 ENSGALT00000043563 ENSGALG00000026970 - -0,868810 0,005103896

NONGGAT012030.2 ENSGALT00000036163 ENSGALG00000022586 HPX -0,870292 0,004938629

NONGGAT012030.2 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,871318 0,004826199

NONGGAT012030.2 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,871604 0,004795224

NONGGAT012030.2 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,877636 0,004170269

NONGGAT012030.2 ENSGALT00000026575 ENSGALG00000016471 - -0,878198 0,004114923

NONGGAT012030.2 ENSGALT00000040327 ENSGALG00000023950 - -0,881382 0,003810091

NONGGAT012030.2 ENSGALT00000086755 ENSGALG00000045640 - -0,882152 0,003738593

NONGGAT012030.2 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,883356 0,003628618

NONGGAT012030.2 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,889699 0,003083472



NONGGAT012030.2 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,890419 0,003025157

NONGGAT012030.2 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,890553 0,003014448

NONGGAT012030.2 ENSGALT00000000109 ENSGALG00000000081 - -0,891655 0,002926767

NONGGAT012030.2 ENSGALT00000083389 ENSGALG00000044326 - -0,894998 0,002671126

NONGGAT012030.2 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,896569 0,002556134

NONGGAT012030.2 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,897837 0,002465641

NONGGAT012030.2 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,898637 0,002409726

NONGGAT012030.2 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,899729 0,002334662

NONGGAT012030.2 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,900255 0,002299005

NONGGAT012030.2 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,901783 0,00219762

NONGGAT012030.2 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,902029 0,002181546

NONGGAT012030.2 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,903274 0,00210146

NONGGAT012030.2 ENSGALT00000079162 ENSGALG00000043044 - -0,903371 0,002095309

NONGGAT012030.2 ENSGALT00000008441 ENSGALG00000005257 - -0,904376 0,002032184

NONGGAT012030.2 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,908321 0,001796389

NONGGAT012030.2 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,908800 0,001769043

NONGGAT012030.2 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,912765 0,001552953

NONGGAT012030.2 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,918503 0,00127185

NONGGAT012030.2 ENSGALT00000000384 ENSGALG00000000293 - -0,918536 0,001270339

NONGGAT012030.2 ENSGALT00000001533 ENSGALG00000001035 - -0,920934 0,001163562

NONGGAT012030.2 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,922325 0,001104414

NONGGAT012030.2 ENSGALT00000044622 ENSGALG00000026677 F10 -0,923938 0,001038312

NONGGAT012030.2 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,927153 0,000914399

NONGGAT012030.2 ENSGALT00000023517 ENSGALG00000014585 - -0,927446 0,000903619

NONGGAT012030.2 ENSGALT00000023956 ENSGALG00000014840 C6 -0,928870 0,000852397

NONGGAT012030.2 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,929380 0,000834516

NONGGAT012030.2 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,929697 0,000823508

NONGGAT012030.2 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,929859 0,00081795

NONGGAT012030.2 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,930778 0,000786768

NONGGAT012030.2 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,931095 0,000776194

NONGGAT012030.2 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,931103 0,000775925

NONGGAT012030.2 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,931224 0,00077193

NONGGAT012030.2 ENSGALT00000038895 ENSGALG00000009262 FGB -0,932861 0,000719025

NONGGAT012030.2 ENSGALT00000075825 ENSGALG00000033661 - -0,938611 0,000552073

NONGGAT012030.2 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,940271 0,000509143

NONGGAT012030.2 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,940524 0,000502792

NONGGAT012030.2 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,941363 0,000482132

NONGGAT012030.2 ENSGALT00000008177 ENSGALG00000005099 - -0,946723 0,000363109

NONGGAT012030.2 ENSGALT00000015079 ENSGALG00000009268 FGG -0,948217 0,000333789

NONGGAT012030.2 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,948298 0,000332254

NONGGAT012030.2 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,948867 0,000321533

NONGGAT012030.2 ENSGALT00000052825 ENSGALG00000040434 - -0,948886 0,00032118

NONGGAT012030.2 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,949140 0,000316483

NONGGAT012030.2 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,950852 0,000285971

NONGGAT012030.2 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,951909 0,00026812

NONGGAT012030.2 ENSGALT00000015077 ENSGALG00000009266 FGA -0,951910 0,000268099

NONGGAT012030.2 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,953666 0,000240114

NONGGAT012030.2 ENSGALT00000017638 ENSGALG00000010853 C8B -0,958872 0,000168597

NONGGAT012030.2 ENSGALT00000003069 ENSGALG00000001975 - -0,960617 0,000148239

NONGGAT012030.2 ENSGALT00000063740 ENSGALG00000043044 - -0,961850 0,000134866

NONGGAT012030.2 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,974876 3,89E-05

NONGGAT012030.2 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,977624 2,75E-05

NONGGAT012030.2 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,978079 2,59E-05

NONGGAT012030.2 ENSGALT00000017633 ENSGALG00000010850 C8A -0,983144 1,18E-05

TCONS_00022617 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,999306 8,36E-10

TCONS_00022617 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,973348 4,64E-05



TCONS_00022617 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,970071 6,55E-05

TCONS_00022617 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,964534 0,00010858

TCONS_00022617 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,964357 0,000110198

TCONS_00022617 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,960366 0,000151063

TCONS_00022617 ENSGALT00000089702 ENSGALG00000045648 - 0,960256 0,000152307

TCONS_00022617 ENSGALT00000017449 ENSGALG00000010722 - 0,944343 0,000413227

TCONS_00022617 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,944118 0,000418185

TCONS_00022617 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,943376 0,000434833

TCONS_00022617 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,941314 0,000483323

TCONS_00022617 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,939655 0,000524794

TCONS_00022617 ENSGALT00000068577 ENSGALG00000035803 - 0,938882 0,000544917

TCONS_00022617 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,936550 0,000608598

TCONS_00022617 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,934821 0,000658847

TCONS_00022617 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,928402 0,000869028

TCONS_00022617 ENSGALT00000089250 ENSGALG00000044870 - 0,927674 0,000895279

TCONS_00022617 ENSGALT00000074202 ENSGALG00000030614 - 0,925298 0,000984649

TCONS_00022617 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,924578 0,001012843

TCONS_00022617 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,918127 0,001289149

TCONS_00022617 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,911353 0,001627779

TCONS_00022617 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,911235 0,001634136

TCONS_00022617 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,907195 0,001861761

TCONS_00022617 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,901232 0,002233813

TCONS_00022617 ENSGALT00000024139 ENSGALG00000014966 HGD 0,900445 0,002286272

TCONS_00022617 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,900374 0,002291051

TCONS_00022617 ENSGALT00000058793 ENSGALG00000031408 SORD 0,900016 0,002315189

TCONS_00022617 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,898712 0,002404507

TCONS_00022617 ENSGALT00000001314 ENSGALG00000000893 TAT 0,893239 0,002803728

TCONS_00022617 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,887556 0,003261279

TCONS_00022617 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,883561 0,003610066

TCONS_00022617 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,883138 0,003648329

TCONS_00022617 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,882570 0,003700137

TCONS_00022617 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,881919 0,00376013

TCONS_00022617 ENSGALT00000024043 ENSGALG00000014908 FST 0,881333 0,003814651

TCONS_00022617 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,878364 0,004098637

TCONS_00022617 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,877372 0,004196441

TCONS_00022617 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,870840 0,004878395

TCONS_00022617 ENSGALT00000024632 ENSGALG00000015263 - 0,870192 0,004949664

TCONS_00022617 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,866290 0,005392994

TCONS_00022617 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,865306 0,005508678

TCONS_00022617 ENSGALT00000084832 ENSGALG00000015849 ME1 0,864063 0,005657038

TCONS_00022617 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,863609 0,00571192

TCONS_00022617 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,862276 0,005874855

TCONS_00022617 ENSGALT00000048004 ENSGALG00000037629 - 0,855737 0,00671728

TCONS_00022617 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,855357 0,006768388

TCONS_00022617 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,853848 0,006974191

TCONS_00022617 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,852806 0,007118547

TCONS_00022617 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,850553 0,007437135

TCONS_00022617 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,849550 0,007581919

TCONS_00022617 ENSGALT00000061955 ENSGALG00000042079 NID1 0,846153 0,00808543

TCONS_00022617 ENSGALT00000028517 ENSGALG00000017810 SNORA31 0,845300 0,00821501

TCONS_00022617 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,844493 0,008338942

TCONS_00022617 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,844173 0,008388441

TCONS_00022617 ENSGALT00000025553 ENSGALG00000015849 ME1 0,843121 0,008552245

TCONS_00022617 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,842186 0,008699665

TCONS_00022617 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,836651 0,009605233

TCONS_00022617 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,835814 0,009747152



TCONS_00022617 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,834216 0,010021775

TCONS_00022617 ENSGALT00000035078 ENSGALG00000002595 - 0,833924 0,010072466

TCONS_00022617 ENSGALT00000065362 ENSGALG00000034674 - 0,832895 0,010252397

TCONS_00022617 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,825498 0,011606502

TCONS_00022617 ENSGALT00000053340 ENSGALG00000040896 FASN 0,825330 0,011638454

TCONS_00022617 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,824346 0,011826943

TCONS_00022617 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,823298 0,012029796

TCONS_00022617 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,819767 0,012729463

TCONS_00022617 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,819242 0,012835636

TCONS_00022617 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,817713 0,013148035

TCONS_00022617 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,816774 0,013342243

TCONS_00022617 ENSGALT00000085318 ENSGALG00000045446 - 0,815119 0,013688874

TCONS_00022617 ENSGALT00000086534 ENSGALG00000004725 - 0,806154 0,015665268

TCONS_00022617 ENSGALT00000020401 ENSGALG00000012488 TST 0,805438 0,015830355

TCONS_00022617 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,805363 0,015847788

TCONS_00022617 ENSGALT00000063397 ENSGALG00000006723 - 0,804995 0,015933026

TCONS_00022617 ENSGALT00000026897 ENSGALG00000016667 - 0,804430 0,016064641

TCONS_00022617 ENSGALT00000080092 ENSGALG00000012112 - 0,803825 0,016206186

TCONS_00022617 ENSGALT00000017871 ENSGALG00000010969 - 0,802619 0,016491053

TCONS_00022617 ENSGALT00000079625 ENSGALG00000005739 SCD 0,802200 0,016590685

TCONS_00022617 ENSGALT00000044321 ENSGALG00000026757 - 0,801889 0,016664729

TCONS_00022617 ENSGALT00000009221 ENSGALG00000005739 SCD 0,799649 0,01720552

TCONS_00022617 ENSGALT00000023973 ENSGALG00000014855 - 0,798552 0,017474198

TCONS_00022617 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,797116 0,017829698

TCONS_00022617 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,795905 0,018133242

TCONS_00022617 ENSGALT00000026507 ENSGALG00000016430 - 0,795716 0,018180816

TCONS_00022617 ENSGALT00000038777 ENSGALG00000023444 APELA 0,795373 0,018267601

TCONS_00022617 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,793774 0,018675056

TCONS_00022617 ENSGALT00000089110 ENSGALG00000045714 - 0,792296 0,019056769

TCONS_00022617 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,789833 0,019703309

TCONS_00022617 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,787005 0,020462665

TCONS_00022617 ENSGALT00000006584 ENSGALG00000004141 - 0,786413 0,020623821

TCONS_00022617 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,786248 0,020668845

TCONS_00022617 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,786151 0,020695493

TCONS_00022617 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,783895 0,021318354

TCONS_00022617 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,783019 0,02156319

TCONS_00022617 ENSGALT00000063525 ENSGALG00000023925 - 0,783010 0,021565943

TCONS_00022617 ENSGALT00000057505 ENSGALG00000006872 PISD 0,782862 0,021607434

TCONS_00022617 ENSGALT00000032121 ENSGALG00000020160 - 0,779417 0,022588981

TCONS_00022617 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,776056 0,023572753

TCONS_00022617 ENSGALT00000087867 ENSGALG00000006723 - 0,774357 0,024080137

TCONS_00022617 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,774276 0,024104624

TCONS_00022617 ENSGALT00000068270 ENSGALG00000034917 - 0,773431 0,024359454

TCONS_00022617 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,771732 0,024877281

TCONS_00022617 ENSGALT00000031834 ENSGALG00000011287 - 0,770875 0,025140971

TCONS_00022617 ENSGALT00000011126 ENSGALG00000006872 PISD 0,769411 0,025595426

TCONS_00022617 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,766938 0,026374334

TCONS_00022617 ENSGALT00000054207 ENSGALG00000041161 - 0,766010 0,026670447

TCONS_00022617 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,764874 0,02703561

TCONS_00022617 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,763446 0,027499089

TCONS_00022617 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,762618 0,027770158

TCONS_00022617 ENSGALT00000004577 ENSGALG00000002899 AACS 0,762432 0,027831195

TCONS_00022617 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,762238 0,027895039

TCONS_00022617 ENSGALT00000027871 ENSGALG00000017241 - 0,761420 0,028165324

TCONS_00022617 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,761182 0,028243998

TCONS_00022617 ENSGALT00000080941 ENSGALG00000037076 GART 0,759098 0,02894052



TCONS_00022617 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,757010 0,029648843

TCONS_00022617 ENSGALT00000065964 ENSGALG00000001863 - 0,756607 0,029786884

TCONS_00022617 ENSGALT00000032123 ENSGALG00000020160 - 0,756555 0,029804498

TCONS_00022617 ENSGALT00000083952 ENSGALG00000030187 CAT 0,754162 0,030632011

TCONS_00022617 ENSGALT00000026988 ENSGALG00000016724 RGN 0,752923 0,03106609

TCONS_00022617 ENSGALT00000081277 ENSGALG00000042801 - 0,745706 0,033668193

TCONS_00022617 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,744010 0,034298653

TCONS_00022617 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,743943 0,034323541

TCONS_00022617 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,743495 0,034491307

TCONS_00022617 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,743437 0,034513005

TCONS_00022617 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,743090 0,034643402

TCONS_00022617 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,740681 0,035556344

TCONS_00022617 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,738310 0,036469189

TCONS_00022617 ENSGALT00000024419 ENSGALG00000015134 - 0,736277 0,037263517

TCONS_00022617 ENSGALT00000036719 ENSGALG00000019845 - 0,735689 0,037494798

TCONS_00022617 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,735171 0,037699748

TCONS_00022617 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,724652 0,042005662

TCONS_00022617 ENSGALT00000046971 ENSGALG00000021450 - 0,724033 0,042267687

TCONS_00022617 ENSGALT00000071196 ENSGALG00000030366 - 0,723096 0,0426665

TCONS_00022617 ENSGALT00000040072 ENSGALG00000005795 - 0,722536 0,042906259

TCONS_00022617 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,720921 0,043601091

TCONS_00022617 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,720455 0,043802817

TCONS_00022617 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,720170 0,043926716

TCONS_00022617 ENSGALT00000064075 ENSGALG00000036713 - 0,720000 0,044000739

TCONS_00022617 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,718284 0,044750588

TCONS_00022617 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,714906 0,046249892

TCONS_00022617 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,714085 0,046618436

TCONS_00022617 ENSGALT00000026601 ENSGALG00000016491 APOB 0,713730 0,046778672

TCONS_00022617 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,712402 0,047379988

TCONS_00022617 ENSGALT00000051352 ENSGALG00000041296 - 0,711725 0,047688624

TCONS_00022617 ENSGALT00000051020 ENSGALG00000042672 - 0,711377 0,047847657

TCONS_00022617 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,710031 0,048465642

TCONS_00022617 ENSGALT00000061743 ENSGALG00000010189 - 0,710009 0,048475929

TCONS_00022617 ENSGALT00000008787 ENSGALG00000023925 - 0,709287 0,048809775

TCONS_00022617 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,708859 0,049007827

TCONS_00022617 ENSGALT00000073281 ENSGALG00000005795 - 0,708252 0,049290123

TCONS_00022617 ENSGALT00000017864 ENSGALG00000020390 - 0,706324 0,05019317

TCONS_00022617 ENSGALT00000032169 ENSGALG00000011455 - 0,706246 0,050229844

TCONS_00022617 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,705253 0,050698593

TCONS_00022617 ENSGALT00000063292 ENSGALG00000030187 CAT 0,704370 0,051117974

TCONS_00022617 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,702743 0,05189626

TCONS_00022617 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,711744 0,047679878

TCONS_00022617 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,722148 0,043072265

TCONS_00022617 ENSGALT00000063740 ENSGALG00000043044 - -0,727096 0,040980035

TCONS_00022617 ENSGALT00000003069 ENSGALG00000001975 - -0,737467 0,036797209

TCONS_00022617 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,739584 0,035977143

TCONS_00022617 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,741876 0,035101673

TCONS_00022617 ENSGALT00000017638 ENSGALG00000010853 C8B -0,746762 0,033279422

TCONS_00022617 ENSGALT00000042528 ENSGALG00000025615 SCARNA11 -0,754585 0,030484901

TCONS_00022617 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,769940 0,025430377

TCONS_00022617 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,771621 0,024911078

TCONS_00022617 ENSGALT00000040327 ENSGALG00000023950 - -0,782972 0,021576511

TCONS_00022617 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,817914 0,013106669

TCONS_00022617 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,840061 0,00904062

TCONS_00022617 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,896260 0,002578459

TCONS_00034720 ENSGALT00000027103 ENSGALG00000016785 IL1RL1 0,981777 1,49E-05



TCONS_00034720 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,973074 4,78E-05

TCONS_00034720 ENSGALT00000087736 ENSGALG00000044682 - 0,951198 0,000280034

TCONS_00034720 ENSGALT00000038284 ENSGALG00000011421 HAL 0,946150 0,000374787

TCONS_00034720 ENSGALT00000057535 ENSGALG00000040702 BCKDHB 0,943436 0,000433474

TCONS_00034720 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,937254 0,0005889

TCONS_00034720 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,927412 0,000904863

TCONS_00034720 ENSGALT00000018735 ENSGALG00000011497 PECR 0,926970 0,000921182

TCONS_00034720 ENSGALT00000007080 ENSGALG00000004449 - 0,907901 0,001820601

TCONS_00034720 ENSGALT00000052854 ENSGALG00000034312 - 0,906482 0,001903982

TCONS_00034720 ENSGALT00000056830 ENSGALG00000033462 - 0,890663 0,003005632

TCONS_00034720 ENSGALT00000088451 ENSGALG00000044044 - 0,884616 0,003515757

TCONS_00034720 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,880509 0,00389216

TCONS_00034720 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,879790 0,003960577

TCONS_00034720 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,878156 0,004119023

TCONS_00034720 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,877224 0,004211192

TCONS_00034720 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,876512 0,004282465

TCONS_00034720 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,870532 0,004912214

TCONS_00034720 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,870448 0,004921413

TCONS_00034720 ENSGALT00000015790 ENSGALG00000009700 PDK4 0,868679 0,005118645

TCONS_00034720 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,866102 0,005414973

TCONS_00034720 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,864533 0,005600654

TCONS_00034720 ENSGALT00000044670 ENSGALG00000028760 gga-mir-6652 0,863414 0,005735555

TCONS_00034720 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,863257 0,005754625

TCONS_00034720 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,861150 0,006014741

TCONS_00034720 ENSGALT00000054524 ENSGALG00000023925 - 0,849942 0,007525146

TCONS_00034720 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,846079 0,008096639

TCONS_00034720 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,843633 0,008472279

TCONS_00034720 ENSGALT00000014282 ENSGALG00000008784 - 0,840918 0,008902115

TCONS_00034720 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,834142 0,010034575

TCONS_00034720 ENSGALT00000086928 ENSGALG00000043990 - 0,832942 0,010244195

TCONS_00034720 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,831741 0,010456646

TCONS_00034720 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,827397 0,011248689

TCONS_00034720 ENSGALT00000008787 ENSGALG00000023925 - 0,824218 0,011851545

TCONS_00034720 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,823569 0,011977128

TCONS_00034720 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,819389 0,012805884

TCONS_00034720 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,817832 0,013123487

TCONS_00034720 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,807044 0,015461492

TCONS_00034720 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,804978 0,015937012

TCONS_00034720 ENSGALT00000019412 ENSGALG00000011894 - 0,803404 0,016305337

TCONS_00034720 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,786953 0,020476668

TCONS_00034720 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,784611 0,021119516

TCONS_00034720 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,779997 0,022421925

TCONS_00034720 ENSGALT00000067152 ENSGALG00000040117 - 0,778281 0,022918609

TCONS_00034720 ENSGALT00000080710 ENSGALG00000006344 - 0,773945 0,024204292

TCONS_00034720 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,765225 0,026922537

TCONS_00034720 ENSGALT00000006930 ENSGALG00000004343 - 0,765183 0,026936207

TCONS_00034720 ENSGALT00000031834 ENSGALG00000011287 - 0,761320 0,02819828

TCONS_00034720 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,761130 0,028261393

TCONS_00034720 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,755285 0,030242082

TCONS_00034720 ENSGALT00000018962 ENSGALG00000011612 GC 0,754605 0,030477922

TCONS_00034720 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,752896 0,031075476

TCONS_00034720 ENSGALT00000063525 ENSGALG00000023925 - 0,749161 0,032406349

TCONS_00034720 ENSGALT00000016271 ENSGALG00000010018 - 0,741090 0,035400626

TCONS_00034720 ENSGALT00000047856 ENSGALG00000038169 - 0,739176 0,036134347

TCONS_00034720 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,736389 0,037219339

TCONS_00034720 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,735808 0,037448221



TCONS_00034720 ENSGALT00000007194 ENSGALG00000004518 - 0,735063 0,037742502

TCONS_00034720 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,733673 0,038295651

TCONS_00034720 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,729922 0,039813044

TCONS_00034720 ENSGALT00000026579 ENSGALG00000016475 - 0,728162 0,040537202

TCONS_00034720 ENSGALT00000074333 ENSGALG00000033852 - 0,727368 0,040866765

TCONS_00034720 ENSGALT00000023051 ENSGALG00000014252 - 0,726696 0,041146823

TCONS_00034720 ENSGALT00000087708 ENSGALG00000045747 - 0,726403 0,041269025

TCONS_00034720 ENSGALT00000046716 ENSGALG00000040584 - 0,725928 0,041468205

TCONS_00034720 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,722996 0,04270922

TCONS_00034720 ENSGALT00000044387 ENSGALG00000027334 - 0,722024 0,043125676

TCONS_00034720 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,720201 0,04391306

TCONS_00034720 ENSGALT00000087557 ENSGALG00000044733 - 0,717640 0,045034114

TCONS_00034720 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,713947 0,046680602

TCONS_00034720 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,707731 0,049533238

TCONS_00034720 ENSGALT00000002892 ENSGALG00000001863 - 0,701763 0,052368046

TCONS_00034720 ENSGALT00000020815 ENSGALG00000012754 PAH 0,701255 0,052613999

TCONS_00034720 ENSGALT00000051020 ENSGALG00000042672 - 0,700983 0,052745695

TCONS_00034720 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,700238 0,053107671

TCONS_00034720 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,705705 0,050484941

TCONS_00034720 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,707074 0,04984047

TCONS_00034720 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,709788 0,048577861

TCONS_00034720 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,709864 0,048542693

TCONS_00034720 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,711486 0,047798068

TCONS_00034720 ENSGALT00000023517 ENSGALG00000014585 - -0,712200 0,04747213

TCONS_00034720 ENSGALT00000075825 ENSGALG00000033661 - -0,712209 0,04746791

TCONS_00034720 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,715627 0,045927252

TCONS_00034720 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,723403 0,042535528

TCONS_00034720 ENSGALT00000001533 ENSGALG00000001035 - -0,726827 0,04109203

TCONS_00034720 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,735566 0,037543639

TCONS_00034720 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,741266 0,035333292

TCONS_00034720 ENSGALT00000010917 ENSGALG00000006756 - -0,744378 0,034161178

TCONS_00034720 ENSGALT00000043563 ENSGALG00000026970 - -0,746414 0,033407433

TCONS_00034720 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,746475 0,033385028

TCONS_00034720 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,747235 0,033106288

TCONS_00034720 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,764138 0,02727412

TCONS_00034720 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,778858 0,022750931

TCONS_00034720 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,789101 0,019898159

TCONS_00034720 ENSGALT00000089585 ENSGALG00000043917 - -0,789607 0,019763313

TCONS_00034720 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,800924 0,01689646

TCONS_00034720 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,820763 0,012529652

TCONS_00034720 ENSGALT00000083389 ENSGALG00000044326 - -0,838312 0,009327473

TCONS_00059149 ENSGALT00000032123 ENSGALG00000020160 - 0,991797 1,37E-06

TCONS_00059149 ENSGALT00000080941 ENSGALG00000037076 GART 0,974648 4,00E-05

TCONS_00059149 ENSGALT00000026988 ENSGALG00000016724 RGN 0,970833 6,07E-05

TCONS_00059149 ENSGALT00000017864 ENSGALG00000020390 - 0,966771 8,95E-05

TCONS_00059149 ENSGALT00000020815 ENSGALG00000012754 PAH 0,966521 9,15E-05

TCONS_00059149 ENSGALT00000032121 ENSGALG00000020160 - 0,964172 0,000111909

TCONS_00059149 ENSGALT00000006584 ENSGALG00000004141 - 0,944441 0,000411084

TCONS_00059149 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,943379 0,000434754

TCONS_00059149 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,939811 0,000520796

TCONS_00059149 ENSGALT00000004234 ENSGALG00000002688 NME4 0,938677 0,000550337

TCONS_00059149 ENSGALT00000083952 ENSGALG00000030187 CAT 0,938377 0,000558302

TCONS_00059149 ENSGALT00000047856 ENSGALG00000038169 - 0,938289 0,000560677

TCONS_00059149 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,937664 0,000577594

TCONS_00059149 ENSGALT00000035078 ENSGALG00000002595 - 0,934876 0,000657199

TCONS_00059149 ENSGALT00000019412 ENSGALG00000011894 - 0,933021 0,00071398



TCONS_00059149 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,932983 0,000715156

TCONS_00059149 ENSGALT00000081277 ENSGALG00000042801 - 0,930598 0,000792811

TCONS_00059149 ENSGALT00000065362 ENSGALG00000034674 - 0,926828 0,000926464

TCONS_00059149 ENSGALT00000032169 ENSGALG00000011455 - 0,926546 0,000937021

TCONS_00059149 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,925414 0,00098016

TCONS_00059149 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,924392 0,001020184

TCONS_00059149 ENSGALT00000006930 ENSGALG00000004343 - 0,920357 0,001188689

TCONS_00059149 ENSGALT00000063292 ENSGALG00000030187 CAT 0,919142 0,001242776

TCONS_00059149 ENSGALT00000067152 ENSGALG00000040117 - 0,917675 0,001310173

TCONS_00059149 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,913851 0,001496913

TCONS_00059149 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,910479 0,001675298

TCONS_00059149 ENSGALT00000023051 ENSGALG00000014252 - 0,910262 0,001687234

TCONS_00059149 ENSGALT00000031834 ENSGALG00000011287 - 0,908395 0,001792116

TCONS_00059149 ENSGALT00000054207 ENSGALG00000041161 - 0,908076 0,001810483

TCONS_00059149 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,907836 0,001824369

TCONS_00059149 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,907804 0,001826212

TCONS_00059149 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,904727 0,002010418

TCONS_00059149 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,904293 0,00203733

TCONS_00059149 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,903532 0,002085091

TCONS_00059149 ENSGALT00000061955 ENSGALG00000042079 NID1 0,903155 0,002109036

TCONS_00059149 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,901931 0,002187893

TCONS_00059149 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,901705 0,002202705

TCONS_00059149 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,901210 0,002235277

TCONS_00059149 ENSGALT00000036719 ENSGALG00000019845 - 0,900955 0,002252219

TCONS_00059149 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,900795 0,002262826

TCONS_00059149 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,900571 0,002277789

TCONS_00059149 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,899673 0,002338468

TCONS_00059149 ENSGALT00000058793 ENSGALG00000031408 SORD 0,898195 0,002440499

TCONS_00059149 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,897810 0,002467548

TCONS_00059149 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,896735 0,002544122

TCONS_00059149 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,893714 0,002767487

TCONS_00059149 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,893241 0,002803577

TCONS_00059149 ENSGALT00000020401 ENSGALG00000012488 TST 0,892925 0,002827899

TCONS_00059149 ENSGALT00000023973 ENSGALG00000014855 - 0,892117 0,002890514

TCONS_00059149 ENSGALT00000074202 ENSGALG00000030614 - 0,891960 0,002902832

TCONS_00059149 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,891583 0,002932467

TCONS_00059149 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,890136 0,003048025

TCONS_00059149 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,889875 0,003069159

TCONS_00059149 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,889557 0,003095065

TCONS_00059149 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,888674 0,003167669

TCONS_00059149 ENSGALT00000080092 ENSGALG00000012112 - 0,888057 0,003219154

TCONS_00059149 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,885355 0,003450573

TCONS_00059149 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,884294 0,003544371

TCONS_00059149 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,881396 0,003808775

TCONS_00059149 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,881321 0,003815751

TCONS_00059149 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,880240 0,003917701

TCONS_00059149 ENSGALT00000026897 ENSGALG00000016667 - 0,880066 0,003934196

TCONS_00059149 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,878758 0,004060243

TCONS_00059149 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,878553 0,00408022

TCONS_00059149 ENSGALT00000086534 ENSGALG00000004725 - 0,876829 0,004250719

TCONS_00059149 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,876541 0,004279563

TCONS_00059149 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,875808 0,00435375

TCONS_00059149 ENSGALT00000023329 ENSGALG00000014447 AK3 0,875788 0,004355758

TCONS_00059149 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,875463 0,004389017

TCONS_00059149 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,874395 0,004499111

TCONS_00059149 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,872728 0,004674463



TCONS_00059149 ENSGALT00000001314 ENSGALG00000000893 TAT 0,871422 0,004814915

TCONS_00059149 ENSGALT00000063525 ENSGALG00000023925 - 0,870558 0,004909321

TCONS_00059149 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,869652 0,005009515

TCONS_00059149 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,869001 0,00508245

TCONS_00059149 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,868460 0,005143381

TCONS_00059149 ENSGALT00000065964 ENSGALG00000001863 - 0,868083 0,005186243

TCONS_00059149 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,867685 0,005231671

TCONS_00059149 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,867527 0,005249785

TCONS_00059149 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,866347 0,005386381

TCONS_00059149 ENSGALT00000088451 ENSGALG00000044044 - 0,864767 0,005572745

TCONS_00059149 ENSGALT00000024139 ENSGALG00000014966 HGD 0,863039 0,00578119

TCONS_00059149 ENSGALT00000068270 ENSGALG00000034917 - 0,862880 0,005800647

TCONS_00059149 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,860914 0,006044409

TCONS_00059149 ENSGALT00000004493 ENSGALG00000002849 DER 0,860383 0,006111317

TCONS_00059149 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 0,860302 0,006121588

TCONS_00059149 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,858382 0,006367809

TCONS_00059149 ENSGALT00000008787 ENSGALG00000023925 - 0,858231 0,006387461

TCONS_00059149 ENSGALT00000089250 ENSGALG00000044870 - 0,857019 0,00654638

TCONS_00059149 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,855144 0,006797219

TCONS_00059149 ENSGALT00000051020 ENSGALG00000042672 - 0,852054 0,007223897

TCONS_00059149 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,852023 0,007228276

TCONS_00059149 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,851790 0,007261179

TCONS_00059149 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,850703 0,007415664

TCONS_00059149 ENSGALT00000026601 ENSGALG00000016491 APOB 0,850409 0,007457835

TCONS_00059149 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,849980 0,007519593

TCONS_00059149 ENSGALT00000048249 ENSGALG00000010077 RPS3A 0,849439 0,00759803

TCONS_00059149 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,849162 0,007638418

TCONS_00059149 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,848983 0,007664461

TCONS_00059149 ENSGALT00000018735 ENSGALG00000011497 PECR 0,848554 0,007727374

TCONS_00059149 ENSGALT00000017449 ENSGALG00000010722 - 0,843521 0,008489736

TCONS_00059149 ENSGALT00000024419 ENSGALG00000015134 - 0,842036 0,008723562

TCONS_00059149 ENSGALT00000044321 ENSGALG00000026757 - 0,841578 0,008796444

TCONS_00059149 ENSGALT00000054524 ENSGALG00000023925 - 0,840155 0,009025356

TCONS_00059149 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,839660 0,009105872

TCONS_00059149 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,837417 0,009476526

TCONS_00059149 ENSGALT00000002892 ENSGALG00000001863 - 0,832968 0,01023971

TCONS_00059149 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,831921 0,010424703

TCONS_00059149 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,831331 0,010529954

TCONS_00059149 ENSGALT00000014282 ENSGALG00000008784 - 0,830529 0,010673915

TCONS_00059149 ENSGALT00000027871 ENSGALG00000017241 - 0,830325 0,010710917

TCONS_00059149 ENSGALT00000071196 ENSGALG00000030366 - 0,829426 0,010874141

TCONS_00059149 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,827724 0,011187687

TCONS_00059149 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,827646 0,011202253

TCONS_00059149 ENSGALT00000016271 ENSGALG00000010018 - 0,825579 0,011591011

TCONS_00059149 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,823888 0,011915335

TCONS_00059149 ENSGALT00000018962 ENSGALG00000011612 GC 0,823399 0,012010132

TCONS_00059149 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,822828 0,012121496

TCONS_00059149 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,822564 0,012173158

TCONS_00059149 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,820437 0,012594763

TCONS_00059149 ENSGALT00000026552 ENSGALG00000016456 Lpin1 0,817424 0,013207661

TCONS_00059149 ENSGALT00000087708 ENSGALG00000045747 - 0,816629 0,013372493

TCONS_00059149 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,816220 0,013457576

TCONS_00059149 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,814632 0,013791956

TCONS_00059149 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,812899 0,01416266

TCONS_00059149 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,812452 0,014259367

TCONS_00059149 ENSGALT00000040072 ENSGALG00000005795 - 0,811968 0,01436444



TCONS_00059149 ENSGALT00000055707 ENSGALG00000030683 SNORD22 0,810774 0,01462589

TCONS_00059149 ENSGALT00000007194 ENSGALG00000004518 - 0,808471 0,015138258

TCONS_00059149 ENSGALT00000026595 ENSGALG00000016485 RHOB 0,807819 0,015285451

TCONS_00059149 ENSGALT00000039781 ENSGALG00000023761 - 0,804300 0,016094909

TCONS_00059149 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,804161 0,016127566

TCONS_00059149 ENSGALT00000089702 ENSGALG00000045648 - 0,803627 0,016252807

TCONS_00059149 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,803511 0,016280025

TCONS_00059149 ENSGALT00000056823 ENSGALG00000039354 - 0,803388 0,016309156

TCONS_00059149 ENSGALT00000064075 ENSGALG00000036713 - 0,802241 0,016580791

TCONS_00059149 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,801721 0,016705042

TCONS_00059149 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,800245 0,017060425

TCONS_00059149 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,799376 0,017271948

TCONS_00059149 ENSGALT00000073281 ENSGALG00000005795 - 0,799190 0,017317554

TCONS_00059149 ENSGALT00000024043 ENSGALG00000014908 FST 0,798445 0,017500443

TCONS_00059149 ENSGALT00000089110 ENSGALG00000045714 - 0,798119 0,01758092

TCONS_00059149 ENSGALT00000071329 ENSGALG00000016456 Lpin1 0,797826 0,017653495

TCONS_00059149 ENSGALT00000080710 ENSGALG00000006344 - 0,797625 0,017703349

TCONS_00059149 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,796743 0,017923002

TCONS_00059149 ENSGALT00000068577 ENSGALG00000035803 - 0,796653 0,01794538

TCONS_00059149 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,793415 0,018767424

TCONS_00059149 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,786616 0,020568352

TCONS_00059149 ENSGALT00000024632 ENSGALG00000015263 - 0,783774 0,021352049

TCONS_00059149 ENSGALT00000048004 ENSGALG00000037629 - 0,783708 0,021370555

TCONS_00059149 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,783598 0,021401196

TCONS_00059149 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,782902 0,021596068

TCONS_00059149 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,781850 0,021892949

TCONS_00059149 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,781197 0,022078379

TCONS_00059149 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,781154 0,022090788

TCONS_00059149 ENSGALT00000079478 ENSGALG00000041380 BFIV21 0,779478 0,022571372

TCONS_00059149 ENSGALT00000087652 ENSGALG00000045700 - 0,779297 0,022623632

TCONS_00059149 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,778600 0,022825858

TCONS_00059149 ENSGALT00000040063 ENSGALG00000005795 - 0,778192 0,022944572

TCONS_00059149 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,776895 0,023324807

TCONS_00059149 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,775434 0,02375777

TCONS_00059149 ENSGALT00000067324 ENSGALG00000023760 CHIA 0,772764 0,024561829

TCONS_00059149 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,772037 0,024783841

TCONS_00059149 ENSGALT00000038387 ENSGALG00000010293 - 0,770996 0,025103567

TCONS_00059149 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,770377 0,025294961

TCONS_00059149 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,770330 0,025309422

TCONS_00059149 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,769744 0,025491454

TCONS_00059149 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,768339 0,02593122

TCONS_00059149 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,766395 0,026547553

TCONS_00059149 ENSGALT00000071486 ENSGALG00000039515 SNORA52 0,764130 0,027276612

TCONS_00059149 ENSGALT00000005420 ENSGALG00000003427 USP3 0,763323 0,027539474

TCONS_00059149 ENSGALT00000082890 ENSGALG00000041604 - 0,761866 0,028017811

TCONS_00059149 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,761023 0,028296914

TCONS_00059149 ENSGALT00000078635 ENSGALG00000034504 - 0,760228 0,028561497

TCONS_00059149 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,758489 0,02914607

TCONS_00059149 ENSGALT00000046971 ENSGALG00000021450 - 0,754724 0,030436652

TCONS_00059149 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,752077 0,031364303

TCONS_00059149 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,751734 0,031485941

TCONS_00059149 ENSGALT00000011547 ENSGALG00000007127 - 0,749241 0,03237771

TCONS_00059149 ENSGALT00000074333 ENSGALG00000033852 - 0,747932 0,032851886

TCONS_00059149 ENSGALT00000062888 ENSGALG00000042020 - 0,745522 0,033736432

TCONS_00059149 ENSGALT00000017871 ENSGALG00000010969 - 0,743325 0,03455511

TCONS_00059149 ENSGALT00000076278 ENSGALG00000036572 - 0,741886 0,035098005



TCONS_00059149 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,740468 0,035637993

TCONS_00059149 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,739116 0,03615761

TCONS_00059149 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,737541 0,036768537

TCONS_00059149 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,737526 0,036774491

TCONS_00059149 ENSGALT00000085318 ENSGALG00000045446 - 0,737214 0,036896127

TCONS_00059149 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,736829 0,037046644

TCONS_00059149 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,736478 0,03718435

TCONS_00059149 ENSGALT00000061743 ENSGALG00000010189 - 0,732426 0,038796271

TCONS_00059149 ENSGALT00000044387 ENSGALG00000027334 - 0,731222 0,039283236

TCONS_00059149 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,731157 0,039309649

TCONS_00059149 ENSGALT00000009308 ENSGALG00000005795 - 0,729756 0,039880986

TCONS_00059149 ENSGALT00000038284 ENSGALG00000011421 HAL 0,728014 0,040598533

TCONS_00059149 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,727404 0,040851716

TCONS_00059149 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,725395 0,041691993

TCONS_00059149 ENSGALT00000074022 ENSGALG00000042148 FKBP5 0,723894 0,042326714

TCONS_00059149 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,722491 0,04292548

TCONS_00059149 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,721555 0,043327683

TCONS_00059149 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,720661 0,043713501

TCONS_00059149 ENSGALT00000077159 ENSGALG00000039257 - 0,717617 0,045044349

TCONS_00059149 ENSGALT00000070619 ENSGALG00000034735 - 0,716875 0,045372201

TCONS_00059149 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,716478 0,04554844

TCONS_00059149 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,715661 0,045911932

TCONS_00059149 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,711773 0,047666591

TCONS_00059149 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,705209 0,050719535

TCONS_00059149 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,703266 0,051645115

TCONS_00059149 ENSGALT00000081964 ENSGALG00000033212 HSP90AA1 -0,703046 0,051750678

TCONS_00059149 ENSGALT00000036713 ENSGALG00000022815 - -0,703436 0,051563719

TCONS_00059149 ENSGALT00000081765 ENSGALG00000033212 HSP90AA1 -0,708842 0,049015979

TCONS_00059149 ENSGALT00000046070 ENSGALG00000028451 - -0,711319 0,047874295

TCONS_00059149 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,712292 0,047430266

TCONS_00059149 ENSGALT00000052825 ENSGALG00000040434 - -0,723535 0,042479351

TCONS_00059149 ENSGALT00000020886 ENSGALG00000012802 F13A1 -0,728256 0,040498444

TCONS_00059149 ENSGALT00000018245 ENSGALG00000011190 - -0,731997 0,038969404

TCONS_00059149 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,734417 0,037998827

TCONS_00059149 ENSGALT00000075825 ENSGALG00000033661 - -0,737230 0,036889962

TCONS_00059149 ENSGALT00000001476 ENSGALG00000001000 - -0,741527 0,03523427

TCONS_00059149 ENSGALT00000043751 ENSGALG00000028982 - -0,741645 0,035189222

TCONS_00059149 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,743805 0,034375295

TCONS_00059149 ENSGALT00000022096 ENSGALG00000013575 - -0,747823 0,032891648

TCONS_00059149 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,759262 0,028885261

TCONS_00059149 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,760359 0,028517859

TCONS_00059149 ENSGALT00000023256 ENSGALG00000018557 SOD3 -0,764472 0,027165614

TCONS_00059149 ENSGALT00000043970 ENSGALG00000014509 BST1 -0,769354 0,025613055

TCONS_00059149 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,777445 0,023163159

TCONS_00059149 ENSGALT00000064199 ENSGALG00000030773 CP -0,778947 0,022724919

TCONS_00059149 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,779016 0,022704931

TCONS_00059149 ENSGALT00000088529 ENSGALG00000045115 - -0,783742 0,021360947

TCONS_00059149 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,796111 0,018081352

TCONS_00059149 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,796336 0,018024803

TCONS_00059149 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,798113 0,017582375

TCONS_00059149 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,800199 0,017071583

TCONS_00059149 ENSGALT00000017862 ENSGALG00000020388 - -0,803400 0,016306297

TCONS_00059149 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,806099 0,015677828

TCONS_00059149 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,807829 0,015283082

TCONS_00059149 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,808933 0,015034624

TCONS_00059149 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,811011 0,014573799



TCONS_00059149 ENSGALT00000054028 ENSGALG00000033932 BF1 -0,812571 0,01423351

TCONS_00059149 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,812767 0,014191263

TCONS_00059149 ENSGALT00000059872 ENSGALG00000041621 - -0,816841 0,01332835

TCONS_00059149 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,818973 0,012890282

TCONS_00059149 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,819388 0,012806051

TCONS_00059149 ENSGALT00000050127 ENSGALG00000029857 - -0,820691 0,012544047

TCONS_00059149 ENSGALT00000017633 ENSGALG00000010850 C8A -0,822333 0,012218592

TCONS_00059149 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,829146 0,010925486

TCONS_00059149 ENSGALT00000027063 ENSGALG00000016761 - -0,831577 0,010485908

TCONS_00059149 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,831597 0,010482463

TCONS_00059149 ENSGALT00000010917 ENSGALG00000006756 - -0,834833 0,009915096

TCONS_00059149 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,836602 0,009613421

TCONS_00059149 ENSGALT00000086755 ENSGALG00000045640 - -0,836677 0,009600767

TCONS_00059149 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,836831 0,009574875

TCONS_00059149 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,837717 0,009426329

TCONS_00059149 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,838754 0,009254402

TCONS_00059149 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,838881 0,009233582

TCONS_00059149 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,840346 0,008994376

TCONS_00059149 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,840810 0,00891949

TCONS_00059149 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,842542 0,008643364

TCONS_00059149 ENSGALT00000016586 ENSGALG00000010203 - -0,844228 0,008379856

TCONS_00059149 ENSGALT00000036163 ENSGALG00000022586 HPX -0,848266 0,007769743

TCONS_00059149 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,848557 0,007726939

TCONS_00059149 ENSGALT00000023956 ENSGALG00000014840 C6 -0,848773 0,007695237

TCONS_00059149 ENSGALT00000015079 ENSGALG00000009268 FGG -0,849153 0,007639669

TCONS_00059149 ENSGALT00000017638 ENSGALG00000010853 C8B -0,850576 0,007433892

TCONS_00059149 ENSGALT00000082196 ENSGALG00000031149 - -0,854345 0,006905921

TCONS_00059149 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,854739 0,006852226

TCONS_00059149 ENSGALT00000079162 ENSGALG00000043044 - -0,855084 0,006805348

TCONS_00059149 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,856047 0,006675679

TCONS_00059149 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,856500 0,006615165

TCONS_00059149 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,860135 0,006142659

TCONS_00059149 ENSGALT00000045496 ENSGALG00000028341 - -0,860324 0,006118709

TCONS_00059149 ENSGALT00000008177 ENSGALG00000005099 - -0,861155 0,006014083

TCONS_00059149 ENSGALT00000057586 ENSGALG00000033730 - -0,862452 0,005853177

TCONS_00059149 ENSGALT00000015077 ENSGALG00000009266 FGA -0,862843 0,00580517

TCONS_00059149 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,863997 0,005665005

TCONS_00059149 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,868463 0,005143107

TCONS_00059149 ENSGALT00000003069 ENSGALG00000001975 - -0,868580 0,00512991

TCONS_00059149 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,869388 0,005039023

TCONS_00059149 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,870288 0,004939074

TCONS_00059149 ENSGALT00000000384 ENSGALG00000000293 - -0,871623 0,004793163

TCONS_00059149 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,872872 0,004659139

TCONS_00059149 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,873240 0,004620171

TCONS_00059149 ENSGALT00000038895 ENSGALG00000009262 FGB -0,873290 0,004614844

TCONS_00059149 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,874035 0,004536572

TCONS_00059149 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,877975 0,004136812

TCONS_00059149 ENSGALT00000044622 ENSGALG00000026677 F10 -0,878434 0,004091799

TCONS_00059149 ENSGALT00000040327 ENSGALG00000023950 - -0,880498 0,003893192

TCONS_00059149 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,880962 0,003849452

TCONS_00059149 ENSGALT00000000109 ENSGALG00000000081 - -0,882129 0,003740734

TCONS_00059149 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,882502 0,003706375

TCONS_00059149 ENSGALT00000008441 ENSGALG00000005257 - -0,883706 0,003597055

TCONS_00059149 ENSGALT00000087837 ENSGALG00000041380 BFIV21 -0,885036 0,003478587

TCONS_00059149 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,887265 0,00328589

TCONS_00059149 ENSGALT00000063740 ENSGALG00000043044 - -0,887933 0,003229554



TCONS_00059149 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,888762 0,003160455

TCONS_00059149 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,889114 0,003131369

TCONS_00059149 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,891379 0,002948598

TCONS_00059149 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,899183 0,002371996

TCONS_00059149 ENSGALT00000023517 ENSGALG00000014585 - -0,902213 0,002169585

TCONS_00059149 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,902279 0,002165283

TCONS_00059149 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,903665 0,002076683

TCONS_00059149 ENSGALT00000083389 ENSGALG00000044326 - -0,905823 0,001943511

TCONS_00059149 ENSGALT00000073246 ENSGALG00000033498 - -0,908820 0,001767871

TCONS_00059149 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,911568 0,001616255

TCONS_00059149 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,913300 0,001525169

TCONS_00059149 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,913428 0,001518591

TCONS_00059149 ENSGALT00000026575 ENSGALG00000016471 - -0,913784 0,001500323

TCONS_00059149 ENSGALT00000043563 ENSGALG00000026970 - -0,914177 0,001480341

TCONS_00059149 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,915382 0,001420203

TCONS_00059149 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,916747 0,001354024

TCONS_00059149 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,920418 0,001186044

TCONS_00059149 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,942760 0,000448957

TCONS_00074507 ENSGALT00000040063 ENSGALG00000005795 - 0,997103 6,07E-08

TCONS_00074507 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,996968 6,95E-08

TCONS_00074507 ENSGALT00000040072 ENSGALG00000005795 - 0,993805 5,91E-07

TCONS_00074507 ENSGALT00000073281 ENSGALG00000005795 - 0,993623 6,45E-07

TCONS_00074507 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,992828 9,17E-07

TCONS_00074507 ENSGALT00000082890 ENSGALG00000041604 - 0,992760 9,44E-07

TCONS_00074507 ENSGALT00000061743 ENSGALG00000010189 - 0,992625 9,97E-07

TCONS_00074507 ENSGALT00000071196 ENSGALG00000030366 - 0,992573 1,02E-06

TCONS_00074507 ENSGALT00000039781 ENSGALG00000023761 - 0,992461 1,06E-06

TCONS_00074507 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,992255 1,15E-06

TCONS_00074507 ENSGALT00000078635 ENSGALG00000034504 - 0,992023 1,26E-06

TCONS_00074507 ENSGALT00000005420 ENSGALG00000003427 USP3 0,991349 1,61E-06

TCONS_00074507 ENSGALT00000087652 ENSGALG00000045700 - 0,990888 1,88E-06

TCONS_00074507 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,990292 2,27E-06

TCONS_00074507 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,989459 2,91E-06

TCONS_00074507 ENSGALT00000024419 ENSGALG00000015134 - 0,989415 2,94E-06

TCONS_00074507 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,988881 3,41E-06

TCONS_00074507 ENSGALT00000076278 ENSGALG00000036572 - 0,988663 3,61E-06

TCONS_00074507 ENSGALT00000064075 ENSGALG00000036713 - 0,988419 3,85E-06

TCONS_00074507 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,988203 4,07E-06

TCONS_00074507 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,987810 4,49E-06

TCONS_00074507 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,987736 4,57E-06

TCONS_00074507 ENSGALT00000026601 ENSGALG00000016491 APOB 0,986894 5,57E-06

TCONS_00074507 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,986348 6,30E-06

TCONS_00074507 ENSGALT00000056823 ENSGALG00000039354 - 0,982113 1,41E-05

TCONS_00074507 ENSGALT00000002892 ENSGALG00000001863 - 0,981673 1,52E-05

TCONS_00074507 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,981153 1,65E-05

TCONS_00074507 ENSGALT00000044321 ENSGALG00000026757 - 0,981114 1,66E-05

TCONS_00074507 ENSGALT00000046971 ENSGALG00000021450 - 0,980573 1,81E-05

TCONS_00074507 ENSGALT00000068270 ENSGALG00000034917 - 0,980228 1,90E-05

TCONS_00074507 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,980069 1,95E-05

TCONS_00074507 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,978869 2,32E-05

TCONS_00074507 ENSGALT00000027871 ENSGALG00000017241 - 0,978625 2,40E-05

TCONS_00074507 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,978597 2,41E-05

TCONS_00074507 ENSGALT00000051020 ENSGALG00000042672 - 0,978234 2,54E-05

TCONS_00074507 ENSGALT00000009308 ENSGALG00000005795 - 0,976484 3,19E-05

TCONS_00074507 ENSGALT00000038387 ENSGALG00000010293 - 0,975561 3,58E-05

TCONS_00074507 ENSGALT00000065964 ENSGALG00000001863 - 0,973901 4,36E-05



TCONS_00074507 ENSGALT00000087708 ENSGALG00000045747 - 0,973891 4,36E-05

TCONS_00074507 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,973438 4,59E-05

TCONS_00074507 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,972387 5,16E-05

TCONS_00074507 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,971396 5,73E-05

TCONS_00074507 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,970769 6,11E-05

TCONS_00074507 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,970322 6,39E-05

TCONS_00074507 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,970140 6,51E-05

TCONS_00074507 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,969937 6,64E-05

TCONS_00074507 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,969717 6,79E-05

TCONS_00074507 ENSGALT00000016271 ENSGALG00000010018 - 0,969484 6,94E-05

TCONS_00074507 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,969430 6,98E-05

TCONS_00074507 ENSGALT00000073249 ENSGALG00000021450 - 0,969268 7,09E-05

TCONS_00074507 ENSGALT00000080092 ENSGALG00000012112 - 0,967357 8,48E-05

TCONS_00074507 ENSGALT00000023329 ENSGALG00000014447 AK3 0,966821 8,91E-05

TCONS_00074507 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,966745 8,97E-05

TCONS_00074507 ENSGALT00000018962 ENSGALG00000011612 GC 0,966015 9,56E-05

TCONS_00074507 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,964853 0,000105705

TCONS_00074507 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,963473 0,000118528

TCONS_00074507 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,962741 0,000125722

TCONS_00074507 ENSGALT00000062888 ENSGALG00000042020 - 0,961082 0,000143095

TCONS_00074507 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,960830 0,000145869

TCONS_00074507 ENSGALT00000084127 ENSGALG00000046197 - 0,960739 0,000146878

TCONS_00074507 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,960048 0,000154691

TCONS_00074507 ENSGALT00000020401 ENSGALG00000012488 TST 0,959215 0,000164458

TCONS_00074507 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,959104 0,000165798

TCONS_00074507 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,958630 0,00017156

TCONS_00074507 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,958209 0,0001768

TCONS_00074507 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,957184 0,000189984

TCONS_00074507 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,955508 0,000212904

TCONS_00074507 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,955095 0,000218822

TCONS_00074507 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,953809 0,000237922

TCONS_00074507 ENSGALT00000085318 ENSGALG00000045446 - 0,953667 0,000240098

TCONS_00074507 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,953333 0,000245266

TCONS_00074507 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,952520 0,000258153

TCONS_00074507 ENSGALT00000063292 ENSGALG00000030187 CAT 0,952139 0,000264336

TCONS_00074507 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,951999 0,000266641

TCONS_00074507 ENSGALT00000011547 ENSGALG00000007127 - 0,951847 0,000269157

TCONS_00074507 ENSGALT00000002818 ENSGALG00000001824 - 0,951722 0,000271227

TCONS_00074507 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,951588 0,000273467

TCONS_00074507 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,950072 0,00029962

TCONS_00074507 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,949461 0,000310612

TCONS_00074507 ENSGALT00000089602 ENSGALG00000005704 - 0,948823 0,000322371

TCONS_00074507 ENSGALT00000086534 ENSGALG00000004725 - 0,948375 0,00033079

TCONS_00074507 ENSGALT00000036719 ENSGALG00000019845 - 0,947855 0,000340759

TCONS_00074507 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,947287 0,000351849

TCONS_00074507 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,947200 0,000353573

TCONS_00074507 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,946543 0,000366757

TCONS_00074507 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,946285 0,000372011

TCONS_00074507 ENSGALT00000017871 ENSGALG00000010969 - 0,944110 0,000418376

TCONS_00074507 ENSGALT00000054207 ENSGALG00000041161 - 0,942845 0,000446986

TCONS_00074507 ENSGALT00000004493 ENSGALG00000002849 DER 0,942391 0,000457566

TCONS_00074507 ENSGALT00000074333 ENSGALG00000033852 - 0,942036 0,000465946

TCONS_00074507 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,941969 0,000467547

TCONS_00074507 ENSGALT00000077159 ENSGALG00000039257 - 0,941464 0,000479669

TCONS_00074507 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,941407 0,000481042

TCONS_00074507 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,941050 0,000489764



TCONS_00074507 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,940674 0,000499043

TCONS_00074507 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,940064 0,000514379

TCONS_00074507 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,939185 0,00053698

TCONS_00074507 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,938922 0,000543851

TCONS_00074507 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,938906 0,000544286

TCONS_00074507 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,938786 0,000547451

TCONS_00074507 ENSGALT00000083952 ENSGALG00000030187 CAT 0,938394 0,000557847

TCONS_00074507 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,937286 0,000588007

TCONS_00074507 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,936291 0,000615977

TCONS_00074507 ENSGALT00000048004 ENSGALG00000037629 - 0,933530 0,000698087

TCONS_00074507 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,933371 0,000703036

TCONS_00074507 ENSGALT00000024632 ENSGALG00000015263 - 0,933081 0,000712083

TCONS_00074507 ENSGALT00000024043 ENSGALG00000014908 FST 0,932939 0,000716556

TCONS_00074507 ENSGALT00000081277 ENSGALG00000042801 - 0,932382 0,000734238

TCONS_00074507 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,931795 0,000753186

TCONS_00074507 ENSGALT00000070619 ENSGALG00000034735 - 0,931535 0,000761699

TCONS_00074507 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,931503 0,000762744

TCONS_00074507 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,931424 0,000765335

TCONS_00074507 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,931243 0,00077131

TCONS_00074507 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,931094 0,000776236

TCONS_00074507 ENSGALT00000023973 ENSGALG00000014855 - 0,930520 0,000795445

TCONS_00074507 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,930330 0,000801857

TCONS_00074507 ENSGALT00000006584 ENSGALG00000004141 - 0,928047 0,000881766

TCONS_00074507 ENSGALT00000046716 ENSGALG00000040584 - 0,927341 0,000907461

TCONS_00074507 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,925997 0,000957777

TCONS_00074507 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,923814 0,00104332

TCONS_00074507 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,923751 0,001045839

TCONS_00074507 ENSGALT00000088901 ENSGALG00000044762 - 0,923012 0,001075942

TCONS_00074507 ENSGALT00000006930 ENSGALG00000004343 - 0,922977 0,001077402

TCONS_00074507 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,921439 0,001141873

TCONS_00074507 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,918956 0,001251196

TCONS_00074507 ENSGALT00000066450 ENSGALG00000042784 TPPP 0,918867 0,001255255

TCONS_00074507 ENSGALT00000014282 ENSGALG00000008784 - 0,918694 0,001263089

TCONS_00074507 ENSGALT00000067152 ENSGALG00000040117 - 0,918615 0,001266729

TCONS_00074507 ENSGALT00000087867 ENSGALG00000006723 - 0,917338 0,001325966

TCONS_00074507 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,916266 0,001377077

TCONS_00074507 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,915696 0,001404801

TCONS_00074507 ENSGALT00000065975 ENSGALG00000036293 EBAG9 0,915223 0,001428042

TCONS_00074507 ENSGALT00000011621 ENSGALG00000007178 - 0,914837 0,001447234

TCONS_00074507 ENSGALT00000026579 ENSGALG00000016475 - 0,913973 0,001490705

TCONS_00074507 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,911736 0,001607293

TCONS_00074507 ENSGALT00000024139 ENSGALG00000014966 HGD 0,909723 0,001717083

TCONS_00074507 ENSGALT00000044387 ENSGALG00000027334 - 0,909430 0,001733487

TCONS_00074507 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,908947 0,001760674

TCONS_00074507 ENSGALT00000080710 ENSGALG00000006344 - 0,907904 0,001820427

TCONS_00074507 ENSGALT00000022312 ENSGALG00000013728 PPAT 0,906198 0,001920951

TCONS_00074507 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,906139 0,00192445

TCONS_00074507 ENSGALT00000026335 ENSGALG00000016324 - 0,906133 0,001924857

TCONS_00074507 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,905979 0,001934091

TCONS_00074507 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,904334 0,002034812

TCONS_00074507 ENSGALT00000089110 ENSGALG00000045714 - 0,904033 0,002053609

TCONS_00074507 ENSGALT00000032169 ENSGALG00000011455 - 0,903013 0,002118082

TCONS_00074507 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 0,901728 0,002201223

TCONS_00074507 ENSGALT00000019784 ENSGALG00000012111 TMEM37 0,900968 0,002251305

TCONS_00074507 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,899701 0,002336515

TCONS_00074507 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,899045 0,002381492



TCONS_00074507 ENSGALT00000004234 ENSGALG00000002688 NME4 0,897591 0,002483035

TCONS_00074507 ENSGALT00000011126 ENSGALG00000006872 PISD 0,896392 0,002568888

TCONS_00074507 ENSGALT00000007194 ENSGALG00000004518 - 0,895538 0,002631172

TCONS_00074507 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,893878 0,002755073

TCONS_00074507 ENSGALT00000035078 ENSGALG00000002595 - 0,893764 0,002763718

TCONS_00074507 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,893183 0,00280806

TCONS_00074507 ENSGALT00000042798 ENSGALG00000025738 - 0,892686 0,002846277

TCONS_00074507 ENSGALT00000065362 ENSGALG00000034674 - 0,892651 0,002848999

TCONS_00074507 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,889615 0,00309035

TCONS_00074507 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,889227 0,003122082

TCONS_00074507 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,888625 0,003171799

TCONS_00074507 ENSGALT00000021464 ENSGALG00000013149 MOCOS 0,887097 0,003300178

TCONS_00074507 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,886998 0,003308583

TCONS_00074507 ENSGALT00000056515 ENSGALG00000013726 AIRC 0,884854 0,003494644

TCONS_00074507 ENSGALT00000057505 ENSGALG00000006872 PISD 0,884604 0,003516772

TCONS_00074507 ENSGALT00000026897 ENSGALG00000016667 - 0,883000 0,003660868

TCONS_00074507 ENSGALT00000031834 ENSGALG00000011287 - 0,882462 0,003710038

TCONS_00074507 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,881689 0,003781426

TCONS_00074507 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 0,880374 0,003904976

TCONS_00074507 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,879637 0,00397526

TCONS_00074507 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,878731 0,004062863

TCONS_00074507 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,878405 0,004094669

TCONS_00074507 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,878230 0,004111739

TCONS_00074507 ENSGALT00000017864 ENSGALG00000020390 - 0,878029 0,004131538

TCONS_00074507 ENSGALT00000073442 ENSGALG00000029308 - 0,876652 0,004268471

TCONS_00074507 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,876236 0,004310358

TCONS_00074507 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,875885 0,004345893

TCONS_00074507 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,875311 0,004404526

TCONS_00074507 ENSGALT00000001314 ENSGALG00000000893 TAT 0,874218 0,004517544

TCONS_00074507 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,873631 0,004578958

TCONS_00074507 ENSGALT00000024496 ENSGALG00000015180 PSAT1 0,873390 0,004604278

TCONS_00074507 ENSGALT00000004729 ENSGALG00000002988 PHGDH 0,873208 0,004623587

TCONS_00074507 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,872732 0,004674115

TCONS_00074507 ENSGALT00000010812 ENSGALG00000006689 ABHD2 0,872615 0,004686521

TCONS_00074507 ENSGALT00000038777 ENSGALG00000023444 APELA 0,871906 0,004762548

TCONS_00074507 ENSGALT00000019412 ENSGALG00000011894 - 0,871104 0,00484949

TCONS_00074507 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,870134 0,004956073

TCONS_00074507 ENSGALT00000074202 ENSGALG00000030614 - 0,870123 0,004957318

TCONS_00074507 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,869889 0,004983165

TCONS_00074507 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,869111 0,005070056

TCONS_00074507 ENSGALT00000019917 ENSGALG00000012197 ACMSD 0,867911 0,005205805

TCONS_00074507 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,866902 0,005321873

TCONS_00074507 ENSGALT00000051352 ENSGALG00000041296 - 0,866824 0,005330909

TCONS_00074507 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,865221 0,005518713

TCONS_00074507 ENSGALT00000061955 ENSGALG00000042079 NID1 0,864804 0,005568269

TCONS_00074507 ENSGALT00000084832 ENSGALG00000015849 ME1 0,864660 0,005585472

TCONS_00074507 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,863185 0,005763455

TCONS_00074507 ENSGALT00000025553 ENSGALG00000015849 ME1 0,862633 0,005830911

TCONS_00074507 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,862383 0,005861659

TCONS_00074507 ENSGALT00000009221 ENSGALG00000005739 SCD 0,861779 0,005936351

TCONS_00074507 ENSGALT00000081175 ENSGALG00000029947 - 0,858908 0,006299728

TCONS_00074507 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 0,856347 0,006635586

TCONS_00074507 ENSGALT00000079625 ENSGALG00000005739 SCD 0,855117 0,006800886

TCONS_00074507 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,854948 0,00682382

TCONS_00074507 ENSGALT00000063397 ENSGALG00000006723 - 0,853710 0,006993139

TCONS_00074507 ENSGALT00000053340 ENSGALG00000040896 FASN 0,851224 0,007341291



TCONS_00074507 ENSGALT00000085775 ENSGALG00000011276 BTG1 0,850791 0,007403146

TCONS_00074507 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 0,846445 0,008041281

TCONS_00074507 ENSGALT00000087999 ENSGALG00000006198 LSS 0,846160 0,008084286

TCONS_00074507 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,841158 0,008863641

TCONS_00074507 ENSGALT00000079773 ENSGALG00000037050 FABP3 0,841098 0,008873206

TCONS_00074507 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,837224 0,009508864

TCONS_00074507 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,836462 0,009637198

TCONS_00074507 ENSGALT00000011769 ENSGALG00000007267 MVD 0,835520 0,00979732

TCONS_00074507 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,835437 0,009811482

TCONS_00074507 ENSGALT00000050726 ENSGALG00000021450 - 0,833457 0,010153943

TCONS_00074507 ENSGALT00000057104 ENSGALG00000030866 CPQ 0,832777 0,010273173

TCONS_00074507 ENSGALT00000086523 ENSGALG00000000142 CEPT1 0,828126 0,011113122

TCONS_00074507 ENSGALT00000022468 ENSGALG00000013848 MVK 0,828092 0,011119433

TCONS_00074507 ENSGALT00000037945 ENSGALG00000010792 AGMO 0,825711 0,011565996

TCONS_00074507 ENSGALT00000007151 ENSGALG00000004491 DMGDH 0,825213 0,011660747

TCONS_00074507 ENSGALT00000052147 ENSGALG00000016592 PRPS2 0,822583 0,012169524

TCONS_00074507 ENSGALT00000089702 ENSGALG00000045648 - 0,822386 0,012208189

TCONS_00074507 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,821484 0,012386211

TCONS_00074507 ENSGALT00000089332 ENSGALG00000032679 GCSH 0,820650 0,012552156

TCONS_00074507 ENSGALT00000054524 ENSGALG00000023925 - 0,819191 0,012846022

TCONS_00074507 ENSGALT00000016002 ENSGALG00000009842 RASSF3 0,817376 0,013217445

TCONS_00074507 ENSGALT00000080941 ENSGALG00000037076 GART 0,816824 0,013331786

TCONS_00074507 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,816004 0,013502821

TCONS_00074507 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,815789 0,013547959

TCONS_00074507 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 0,815607 0,013586086

TCONS_00074507 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,811975 0,014362984

TCONS_00074507 ENSGALT00000020815 ENSGALG00000012754 PAH 0,810658 0,014651457

TCONS_00074507 ENSGALT00000068577 ENSGALG00000035803 - 0,809540 0,014898963

TCONS_00074507 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,808732 0,015079761

TCONS_00074507 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,808442 0,01514497

TCONS_00074507 ENSGALT00000004577 ENSGALG00000002899 AACS 0,806522 0,015580662

TCONS_00074507 ENSGALT00000007525 ENSGALG00000004727 ULK2 0,806032 0,015693307

TCONS_00074507 ENSGALT00000018735 ENSGALG00000011497 PECR 0,804526 0,01604211

TCONS_00074507 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,802409 0,016540968

TCONS_00074507 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,802231 0,016583151

TCONS_00074507 ENSGALT00000085328 ENSGALG00000015917 EEF1A1 0,801299 0,01680612

TCONS_00074507 ENSGALT00000002018 ENSGALG00000001320 - 0,799255 0,01730158

TCONS_00074507 ENSGALT00000003775 ENSGALG00000002397 PSPH 0,799152 0,017326775

TCONS_00074507 ENSGALT00000026988 ENSGALG00000016724 RGN 0,798552 0,017474198

TCONS_00074507 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,795956 0,018120549

TCONS_00074507 ENSGALT00000068873 ENSGALG00000006198 LSS 0,793459 0,018755872

TCONS_00074507 ENSGALT00000001061 ENSGALG00000021451 - 0,792243 0,01907039

TCONS_00074507 ENSGALT00000044496 ENSGALG00000028880 - 0,791971 0,019141183

TCONS_00074507 ENSGALT00000055464 ENSGALG00000033338 GPT2 0,791907 0,019158052

TCONS_00074507 ENSGALT00000065653 ENSGALG00000002397 PSPH 0,787470 0,02033654

TCONS_00074507 ENSGALT00000071572 ENSGALG00000003689 PAPSS2 0,785209 0,020954048

TCONS_00074507 ENSGALT00000089342 ENSGALG00000008855 UGP2 0,784406 0,021176172

TCONS_00074507 ENSGALT00000088736 ENSGALG00000011276 BTG1 0,779073 0,022688566

TCONS_00074507 ENSGALT00000026780 ENSGALG00000016592 PRPS2 0,778690 0,022799605

TCONS_00074507 ENSGALT00000088594 ENSGALG00000005701 IP6K2 0,777942 0,023017589

TCONS_00074507 ENSGALT00000038284 ENSGALG00000011421 HAL 0,776889 0,023326648

TCONS_00074507 ENSGALT00000032123 ENSGALG00000020160 - 0,774395 0,024068717

TCONS_00074507 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 0,774207 0,024125245

TCONS_00074507 ENSGALT00000008787 ENSGALG00000023925 - 0,770663 0,025206422

TCONS_00074507 ENSGALT00000026507 ENSGALG00000016430 - 0,770035 0,025400864

TCONS_00074507 ENSGALT00000063525 ENSGALG00000023925 - 0,769604 0,025535159



TCONS_00074507 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,769211 0,025657745

TCONS_00074507 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,768565 0,025860197

TCONS_00074507 ENSGALT00000079363 ENSGALG00000040363 ABHD5 0,768200 0,025975044

TCONS_00074507 ENSGALT00000083141 ENSGALG00000046329 - 0,766329 0,026568366

TCONS_00074507 ENSGALT00000058793 ENSGALG00000031408 SORD 0,753642 0,030813708

TCONS_00074507 ENSGALT00000089250 ENSGALG00000044870 - 0,751653 0,031514578

TCONS_00074507 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,748313 0,032713407

TCONS_00074507 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,740092 0,035781792

TCONS_00074507 ENSGALT00000023051 ENSGALG00000014252 - 0,734657 0,037903424

TCONS_00074507 ENSGALT00000068608 ENSGALG00000030324 KIAA1324L 0,732572 0,038737495

TCONS_00074507 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,729126 0,040139633

TCONS_00074507 ENSGALT00000047856 ENSGALG00000038169 - 0,727302 0,040893992

TCONS_00074507 ENSGALT00000032121 ENSGALG00000020160 - 0,726735 0,041130411

TCONS_00074507 ENSGALT00000056830 ENSGALG00000033462 - 0,721014 0,043560899

TCONS_00074507 ENSGALT00000087557 ENSGALG00000044733 - 0,720150 0,043935578

TCONS_00074507 ENSGALT00000045646 ENSGALG00000027874 CHAC1 0,717826 0,044952341

TCONS_00074507 ENSGALT00000085587 ENSGALG00000045427 UPP2 0,715970 0,045774443

TCONS_00074507 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,710714 0,048151471

TCONS_00074507 ENSGALT00000061654 ENSGALG00000031448 MAPK6 0,709761 0,048590518

TCONS_00074507 ENSGALT00000039102 ENSGALG00000010073 DDOST 0,708287 0,049273855

TCONS_00074507 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,706077 0,050309371

TCONS_00074507 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,704872 0,050879227

TCONS_00074507 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,702674 0,051929415

TCONS_00074507 ENSGALT00000019819 ENSGALG00000012131 ELOVL6 0,701895 0,052304299

TCONS_00074507 ENSGALT00000085930 ENSGALG00000012131 ELOVL6 0,701659 0,052418428

TCONS_00074507 ENSGALT00000064199 ENSGALG00000030773 CP -0,703620 0,05147575

TCONS_00074507 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,704712 0,050955538

TCONS_00074507 ENSGALT00000080142 ENSGALG00000034990 - -0,704918 0,050857469

TCONS_00074507 ENSGALT00000017862 ENSGALG00000020388 - -0,709001 0,048942106

TCONS_00074507 ENSGALT00000081610 ENSGALG00000038396 - -0,711145 0,047953874

TCONS_00074507 ENSGALT00000073246 ENSGALG00000033498 - -0,720724 0,043686319

TCONS_00074507 ENSGALT00000011595 ENSGALG00000007158 SOCS1 -0,728843 0,040256149

TCONS_00074507 ENSGALT00000055113 ENSGALG00000038933 FABP7 -0,731850 0,03902847

TCONS_00074507 ENSGALT00000042197 ENSGALG00000025284 SNORD89 -0,733605 0,038322703

TCONS_00074507 ENSGALT00000044004 ENSGALG00000028536 MPEG1 -0,733983 0,038171879

TCONS_00074507 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,741322 0,035311997

TCONS_00074507 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,741332 0,035308258

TCONS_00074507 ENSGALT00000082196 ENSGALG00000031149 - -0,744609 0,034075157

TCONS_00074507 ENSGALT00000028617 ENSGALG00000017910 U6 -0,745891 0,033599824

TCONS_00074507 ENSGALT00000081537 ENSGALG00000029669 C1QC -0,748425 0,032672711

TCONS_00074507 ENSGALT00000057586 ENSGALG00000033730 - -0,750204 0,03203147

TCONS_00074507 ENSGALT00000010917 ENSGALG00000006756 - -0,752877 0,031082287

TCONS_00074507 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,755114 0,030301156

TCONS_00074507 ENSGALT00000045371 ENSGALG00000026077 ALDOC -0,758227 0,029234602

TCONS_00074507 ENSGALT00000009519 ENSGALG00000021139 - -0,760952 0,028320242

TCONS_00074507 ENSGALT00000085066 ENSGALG00000044326 - -0,762527 0,027800121

TCONS_00074507 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,763710 0,027413307

TCONS_00074507 ENSGALT00000067119 ENSGALG00000030920 - -0,766566 0,026492689

TCONS_00074507 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,766574 0,026490247

TCONS_00074507 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,766651 0,026465834

TCONS_00074507 ENSGALT00000009555 ENSGALG00000005937 - -0,768239 0,025962567

TCONS_00074507 ENSGALT00000043822 ENSGALG00000028928 LCAT -0,773221 0,024423165

TCONS_00074507 ENSGALT00000070463 ENSGALG00000010628 ACSL1 -0,784061 0,021272203

TCONS_00074507 ENSGALT00000059872 ENSGALG00000041621 - -0,784208 0,021231331

TCONS_00074507 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,787942 0,020209139

TCONS_00074507 ENSGALT00000016586 ENSGALG00000010203 - -0,791671 0,019219426



TCONS_00074507 ENSGALT00000073167 ENSGALG00000042285 - -0,791723 0,019206012

TCONS_00074507 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,800241 0,017061391

TCONS_00074507 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,800934 0,016894081

TCONS_00074507 ENSGALT00000045496 ENSGALG00000028341 - -0,801763 0,016694831

TCONS_00074507 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,803992 0,016167142

TCONS_00074507 ENSGALT00000088075 ENSGALG00000035836 LDHB -0,806134 0,01566973

TCONS_00074507 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,806553 0,015573632

TCONS_00074507 ENSGALT00000031540 ENSGALG00000016669 - -0,808313 0,015173799

TCONS_00074507 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,814137 0,013897172

TCONS_00074507 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,814582 0,013802483

TCONS_00074507 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,815211 0,013669486

TCONS_00074507 ENSGALT00000017294 ENSGALG00000010628 ACSL1 -0,819143 0,012855741

TCONS_00074507 ENSGALT00000086543 ENSGALG00000006323 MIM1 -0,819219 0,012840328

TCONS_00074507 ENSGALT00000043563 ENSGALG00000026970 - -0,821139 0,012454735

TCONS_00074507 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,822471 0,012191543

TCONS_00074507 ENSGALT00000001871 ENSGALG00000001234 CETP -0,823151 0,012058366

TCONS_00074507 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,823975 0,011898474

TCONS_00074507 ENSGALT00000036163 ENSGALG00000022586 HPX -0,824194 0,011856155

TCONS_00074507 ENSGALT00000026575 ENSGALG00000016471 - -0,827605 0,011209837

TCONS_00074507 ENSGALT00000078121 ENSGALG00000007114 APOA1 -0,829737 0,010817437

TCONS_00074507 ENSGALT00000027063 ENSGALG00000016761 - -0,831664 0,010470371

TCONS_00074507 ENSGALT00000028526 ENSGALG00000017819 SNORA71 -0,833109 0,010214775

TCONS_00074507 ENSGALT00000011524 ENSGALG00000007114 APOA1 -0,834055 0,010049734

TCONS_00074507 ENSGALT00000040327 ENSGALG00000023950 - -0,839721 0,009095908

TCONS_00074507 ENSGALT00000021277 ENSGALG00000013033 - -0,839772 0,009087652

TCONS_00074507 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,840517 0,008966676

TCONS_00074507 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,841220 0,008853593

TCONS_00074507 ENSGALT00000031541 ENSGALG00000016668 - -0,842595 0,008634992

TCONS_00074507 ENSGALT00000084217 ENSGALG00000003876 - -0,845062 0,00825142

TCONS_00074507 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,847935 0,007818643

TCONS_00074507 ENSGALT00000000109 ENSGALG00000000081 - -0,848336 0,007759474

TCONS_00074507 ENSGALT00000086755 ENSGALG00000045640 - -0,848386 0,007752093

TCONS_00074507 ENSGALT00000036713 ENSGALG00000022815 - -0,848772 0,007695354

TCONS_00074507 ENSGALT00000026937 ENSGALG00000016690 - -0,849839 0,00754006

TCONS_00074507 ENSGALT00000023632 ENSGALG00000014662 RBP5 -0,849924 0,007527697

TCONS_00074507 ENSGALT00000057017 ENSGALG00000008127 SPI1 -0,851922 0,007242466

TCONS_00074507 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,852880 0,007108291

TCONS_00074507 ENSGALT00000062362 ENSGALG00000016919 IRG1 -0,854174 0,006929356

TCONS_00074507 ENSGALT00000026936 ENSGALG00000016690 - -0,856864 0,006566933

TCONS_00074507 ENSGALT00000079162 ENSGALG00000043044 - -0,860004 0,006159406

TCONS_00074507 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,861089 0,006022453

TCONS_00074507 ENSGALT00000008441 ENSGALG00000005257 - -0,861544 0,005965555

TCONS_00074507 ENSGALT00000083389 ENSGALG00000044326 - -0,862711 0,005821329

TCONS_00074507 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,863718 0,005698674

TCONS_00074507 ENSGALT00000083146 ENSGALG00000000209 PRNP -0,865346 0,005503891

TCONS_00074507 ENSGALT00000043497 ENSGALG00000026995 RHOG -0,867936 0,005202954

TCONS_00074507 ENSGALT00000012495 ENSGALG00000007711 RPL4 -0,867997 0,005196032

TCONS_00074507 ENSGALT00000039564 ENSGALG00000023689 ASS1 -0,870506 0,004915093

TCONS_00074507 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,872517 0,004697013

TCONS_00074507 ENSGALT00000007608 ENSGALG00000021569 C1QA -0,881677 0,003782575

TCONS_00074507 ENSGALT00000061214 ENSGALG00000023757 TMEM199 -0,884102 0,003561508

TCONS_00074507 ENSGALT00000000384 ENSGALG00000000293 - -0,885186 0,00346539

TCONS_00074507 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,887536 0,00326298

TCONS_00074507 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,888658 0,003169032

TCONS_00074507 ENSGALT00000044622 ENSGALG00000026677 F10 -0,891581 0,002932614

TCONS_00074507 ENSGALT00000023517 ENSGALG00000014585 - -0,891968 0,002902172



TCONS_00074507 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,893141 0,002811265

TCONS_00074507 ENSGALT00000075521 ENSGALG00000032393 SEBOX -0,895674 0,002621226

TCONS_00074507 ENSGALT00000038895 ENSGALG00000009262 FGB -0,895982 0,002598659

TCONS_00074507 ENSGALT00000023956 ENSGALG00000014840 C6 -0,897598 0,002482593

TCONS_00074507 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,898056 0,002450246

TCONS_00074507 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,900746 0,002266124

TCONS_00074507 ENSGALT00000086203 ENSGALG00000044772 - -0,907753 0,001829158

TCONS_00074507 ENSGALT00000050696 ENSGALG00000034358 RETSAT -0,912116 0,001587066

TCONS_00074507 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,913166 0,001532086

TCONS_00074507 ENSGALT00000008177 ENSGALG00000005099 - -0,917742 0,001307038

TCONS_00074507 ENSGALT00000015079 ENSGALG00000009268 FGG -0,917910 0,001299219

TCONS_00074507 ENSGALT00000015077 ENSGALG00000009266 FGA -0,920989 0,001161204

TCONS_00074507 ENSGALT00000090260 ENSGALG00000035836 LDHB -0,921012 0,001160217

TCONS_00074507 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,922792 0,001085027

TCONS_00074507 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,927248 0,000910915

TCONS_00074507 ENSGALT00000063740 ENSGALG00000043044 - -0,928198 0,000876313

TCONS_00074507 ENSGALT00000017638 ENSGALG00000010853 C8B -0,931007 0,000779118

TCONS_00074507 ENSGALT00000080158 ENSGALG00000002576 ASL2 -0,931394 0,00076631

TCONS_00074507 ENSGALT00000003069 ENSGALG00000001975 - -0,931508 0,000762581

TCONS_00074507 ENSGALT00000085222 ENSGALG00000034358 RETSAT -0,934501 0,000668426

TCONS_00074507 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,935557 0,000637137

TCONS_00074507 ENSGALT00000001533 ENSGALG00000001035 - -0,937305 0,000587476

TCONS_00074507 ENSGALT00000083243 ENSGALG00000035836 LDHB -0,937310 0,000587351

TCONS_00074507 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,937447 0,000583568

TCONS_00074507 ENSGALT00000075825 ENSGALG00000033661 - -0,941571 0,000477088

TCONS_00074507 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,943063 0,000441957

TCONS_00074507 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,946359 0,000370499

TCONS_00074507 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,950584 0,000290609

TCONS_00074507 ENSGALT00000052417 ENSGALG00000035836 LDHB -0,955360 0,000215006

TCONS_00074507 ENSGALT00000052825 ENSGALG00000040434 - -0,955988 0,000206155

TCONS_00074507 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,963916 0,000114303

TCONS_00074507 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,970716 6,14E-05

TCONS_00074507 ENSGALT00000017633 ENSGALG00000010850 C8A -0,976194 3,31E-05

TCONS_00074507 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,982819 1,25E-05

TCONS_00080349 ENSGALT00000003855 ENSGALG00000023622 - 0,988253 4,02E-06

TCONS_00080349 ENSGALT00000022096 ENSGALG00000013575 - 0,984797 8,69E-06

TCONS_00080349 ENSGALT00000028526 ENSGALG00000017819 SNORA71 0,958301 0,00017565

TCONS_00080349 ENSGALT00000070463 ENSGALG00000010628 ACSL1 0,951936 0,000267674

TCONS_00080349 ENSGALT00000043751 ENSGALG00000028982 - 0,951846 0,000269162

TCONS_00080349 ENSGALT00000011516 ENSGALG00000007109 APOA4 0,948882 0,000321272

TCONS_00080349 ENSGALT00000059872 ENSGALG00000041621 - 0,948749 0,000323737

TCONS_00080349 ENSGALT00000059613 ENSGALG00000029472 CHIR-IG1-5 0,947036 0,000356831

TCONS_00080349 ENSGALT00000029324 ENSGALG00000013723 OASL 0,946522 0,00036719

TCONS_00080349 ENSGALT00000088529 ENSGALG00000045115 - 0,945797 0,000382109

TCONS_00080349 ENSGALT00000010917 ENSGALG00000006756 - 0,941743 0,000472946

TCONS_00080349 ENSGALT00000068504 ENSGALG00000042001 - 0,940769 0,000496695

TCONS_00080349 ENSGALT00000085355 ENSGALG00000045085 - 0,940037 0,000515045

TCONS_00080349 ENSGALT00000088075 ENSGALG00000035836 LDHB 0,938541 0,000553937

TCONS_00080349 ENSGALT00000081537 ENSGALG00000029669 C1QC 0,937519 0,000581574

TCONS_00080349 ENSGALT00000020886 ENSGALG00000012802 F13A1 0,931452 0,000764393

TCONS_00080349 ENSGALT00000018245 ENSGALG00000011190 - 0,921491 0,001139653

TCONS_00080349 ENSGALT00000044004 ENSGALG00000028536 MPEG1 0,918408 0,00127619

TCONS_00080349 ENSGALT00000011524 ENSGALG00000007114 APOA1 0,916694 0,001356559

TCONS_00080349 ENSGALT00000078121 ENSGALG00000007114 APOA1 0,914159 0,001481274

TCONS_00080349 ENSGALT00000061214 ENSGALG00000023757 TMEM199 0,913338 0,001523204

TCONS_00080349 ENSGALT00000055113 ENSGALG00000038933 FABP7 0,911431 0,001623595



TCONS_00080349 ENSGALT00000075521 ENSGALG00000032393 SEBOX 0,909076 0,001753387

TCONS_00080349 ENSGALT00000040327 ENSGALG00000023950 - 0,905289 0,001975911

TCONS_00080349 ENSGALT00000026936 ENSGALG00000016690 - 0,904058 0,002051988

TCONS_00080349 ENSGALT00000017294 ENSGALG00000010628 ACSL1 0,903251 0,00210294

TCONS_00080349 ENSGALT00000086755 ENSGALG00000045640 - 0,902404 0,002157184

TCONS_00080349 ENSGALT00000045824 ENSGALG00000026945 CIDEC 0,900370 0,002291278

TCONS_00080349 ENSGALT00000045371 ENSGALG00000026077 ALDOC 0,898749 0,002401909

TCONS_00080349 ENSGALT00000039564 ENSGALG00000023689 ASS1 0,896563 0,002556541

TCONS_00080349 ENSGALT00000090260 ENSGALG00000035836 LDHB 0,889504 0,003099417

TCONS_00080349 ENSGALT00000052937 ENSGALG00000041344 FABP5 0,886234 0,003374198

TCONS_00080349 ENSGALT00000012325 ENSGALG00000007620 GFRA3 0,882025 0,003750354

TCONS_00080349 ENSGALT00000080158 ENSGALG00000002576 ASL2 0,881583 0,00379136

TCONS_00080349 ENSGALT00000050696 ENSGALG00000034358 RETSAT 0,878820 0,004054217

TCONS_00080349 ENSGALT00000020897 ENSGALG00000012809 ECI2 0,878638 0,004071849

TCONS_00080349 ENSGALT00000073734 ENSGALG00000033932 BF1 0,877672 0,00416677

TCONS_00080349 ENSGALT00000007608 ENSGALG00000021569 C1QA 0,877600 0,004173911

TCONS_00080349 ENSGALT00000057017 ENSGALG00000008127 SPI1 0,869568 0,005018901

TCONS_00080349 ENSGALT00000026937 ENSGALG00000016690 - 0,864524 0,005601688

TCONS_00080349 ENSGALT00000000109 ENSGALG00000000081 - 0,864318 0,005626395

TCONS_00080349 ENSGALT00000023256 ENSGALG00000018557 SOD3 0,862305 0,005871257

TCONS_00080349 ENSGALT00000089703 ENSGALG00000007114 APOA1 0,852232 0,007198935

TCONS_00080349 ENSGALT00000073167 ENSGALG00000042285 - 0,850746 0,007409585

TCONS_00080349 ENSGALT00000075825 ENSGALG00000033661 - 0,849663 0,007565449

TCONS_00080349 ENSGALT00000022274 ENSGALG00000019514 CNDP2 0,844276 0,008372424

TCONS_00080349 ENSGALT00000009519 ENSGALG00000021139 - 0,840350 0,008993687

TCONS_00080349 ENSGALT00000079527 ENSGALG00000012809 ECI2 0,835602 0,009783283

TCONS_00080349 ENSGALT00000085222 ENSGALG00000034358 RETSAT 0,835441 0,009810756

TCONS_00080349 ENSGALT00000009555 ENSGALG00000005937 - 0,834560 0,009962225

TCONS_00080349 ENSGALT00000021277 ENSGALG00000013033 - 0,833011 0,010231996

TCONS_00080349 ENSGALT00000003069 ENSGALG00000001975 - 0,824604 0,011777391

TCONS_00080349 ENSGALT00000052417 ENSGALG00000035836 LDHB 0,823986 0,011896378

TCONS_00080349 ENSGALT00000043822 ENSGALG00000028928 LCAT 0,822838 0,012119466

TCONS_00080349 ENSGALT00000075242 ENSGALG00000038433 SPON2 0,819919 0,012698885

TCONS_00080349 ENSGALT00000001533 ENSGALG00000001035 - 0,815973 0,013509318

TCONS_00080349 ENSGALT00000043563 ENSGALG00000026970 - 0,815284 0,013653995

TCONS_00080349 ENSGALT00000043497 ENSGALG00000026995 RHOG 0,812433 0,014263576

TCONS_00080349 ENSGALT00000009422 ENSGALG00000005860 ACAA1 0,812294 0,014293596

TCONS_00080349 ENSGALT00000062362 ENSGALG00000016919 IRG1 0,806580 0,015567565

TCONS_00080349 ENSGALT00000067119 ENSGALG00000030920 - 0,801144 0,01684333

TCONS_00080349 ENSGALT00000001871 ENSGALG00000001234 CETP 0,787369 0,020363822

TCONS_00080349 ENSGALT00000083389 ENSGALG00000044326 - 0,787025 0,020457204

TCONS_00080349 ENSGALT00000048002 ENSGALG00000034358 RETSAT 0,784646 0,021109663

TCONS_00080349 ENSGALT00000083243 ENSGALG00000035836 LDHB 0,781075 0,022113049

TCONS_00080349 ENSGALT00000017638 ENSGALG00000010853 C8B 0,778144 0,022958653

TCONS_00080349 ENSGALT00000023632 ENSGALG00000014662 RBP5 0,772225 0,024726129

TCONS_00080349 ENSGALT00000018092 ENSGALG00000011106 GALNT2 0,763744 0,027402012

TCONS_00080349 ENSGALT00000057586 ENSGALG00000033730 - 0,762153 0,027923121

TCONS_00080349 ENSGALT00000083242 ENSGALG00000012370 GINM1 0,748928 0,032490693

TCONS_00080349 ENSGALT00000004765 ENSGALG00000003016 MASP2 0,738530 0,036384235

TCONS_00080349 ENSGALT00000063740 ENSGALG00000043044 - 0,736716 0,037091184

TCONS_00080349 ENSGALT00000008441 ENSGALG00000005257 - 0,736668 0,03710994

TCONS_00080349 ENSGALT00000036163 ENSGALG00000022586 HPX 0,725292 0,041735286

TCONS_00080349 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 0,717075 0,045283786

TCONS_00080349 ENSGALT00000084217 ENSGALG00000003876 - 0,713155 0,047038712

TCONS_00080349 ENSGALT00000027871 ENSGALG00000017241 - -0,700248 0,05310307

TCONS_00080349 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 -0,701441 0,052523838



TCONS_00080349 ENSGALT00000063292 ENSGALG00000030187 CAT -0,701890 0,052307006

TCONS_00080349 ENSGALT00000056830 ENSGALG00000033462 - -0,702445 0,05203942

TCONS_00080349 ENSGALT00000046716 ENSGALG00000040584 - -0,704388 0,051109469

TCONS_00080349 ENSGALT00000044167 ENSGALG00000027608 PIGC -0,706215 0,050244481

TCONS_00080349 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,706544 0,050089435

TCONS_00080349 ENSGALT00000077159 ENSGALG00000039257 - -0,706949 0,049899484

TCONS_00080349 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,707356 0,049708748

TCONS_00080349 ENSGALT00000079882 ENSGALG00000041687 SREBF2 -0,707704 0,049545626

TCONS_00080349 ENSGALT00000000773 ENSGALG00000000557 ETNK2 -0,708055 0,049381834

TCONS_00080349 ENSGALT00000074333 ENSGALG00000033852 - -0,708815 0,049028455

TCONS_00080349 ENSGALT00000019917 ENSGALG00000012197 ACMSD -0,709157 0,048869824

TCONS_00080349 ENSGALT00000057311 ENSGALG00000012377 HNMT -0,711374 0,047849101

TCONS_00080349 ENSGALT00000065975 ENSGALG00000036293 EBAG9 -0,712465 0,047351397

TCONS_00080349 ENSGALT00000065653 ENSGALG00000002397 PSPH -0,715412 0,046023467

TCONS_00080349 ENSGALT00000020209 ENSGALG00000012377 HNMT -0,716106 0,045713771

TCONS_00080349 ENSGALT00000015115 ENSGALG00000009291 EPHX1 -0,716207 0,045669002

TCONS_00080349 ENSGALT00000089048 ENSGALG00000045557 MTTPL -0,716682 0,045457688

TCONS_00080349 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,717465 0,045111178

TCONS_00080349 ENSGALT00000003775 ENSGALG00000002397 PSPH -0,717777 0,044973624

TCONS_00080349 ENSGALT00000071911 ENSGALG00000039538 CLDND1 -0,717822 0,044954128

TCONS_00080349 ENSGALT00000082890 ENSGALG00000041604 - -0,720677 0,043706844

TCONS_00080349 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,721290 0,043441954

TCONS_00080349 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A -0,721376 0,043404644

TCONS_00080349 ENSGALT00000016002 ENSGALG00000009842 RASSF3 -0,722078 0,043102345

TCONS_00080349 ENSGALT00000059584 ENSGALG00000008855 UGP2 -0,723444 0,042518266

TCONS_00080349 ENSGALT00000078635 ENSGALG00000034504 - -0,723585 0,0424582

TCONS_00080349 ENSGALT00000028518 ENSGALG00000017811 SNORA27 -0,725343 0,041713938

TCONS_00080349 ENSGALT00000081277 ENSGALG00000042801 - -0,725380 0,041698485

TCONS_00080349 ENSGALT00000005420 ENSGALG00000003427 USP3 -0,725461 0,041664321

TCONS_00080349 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 -0,726181 0,041362251

TCONS_00080349 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,727835 0,04067278

TCONS_00080349 ENSGALT00000025051 ENSGALG00000015540 RAD23B -0,728423 0,040429544

TCONS_00080349 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 -0,728743 0,040297294

TCONS_00080349 ENSGALT00000087708 ENSGALG00000045747 - -0,730682 0,039502515

TCONS_00080349 ENSGALT00000026601 ENSGALG00000016491 APOB -0,730991 0,039376943

TCONS_00080349 ENSGALT00000040984 ENSGALG00000024271 ECHS1 -0,732222 0,038878198

TCONS_00080349 ENSGALT00000054207 ENSGALG00000041161 - -0,732365 0,038820561

TCONS_00080349 ENSGALT00000083414 ENSGALG00000012196 MCUB -0,732975 0,038575329

TCONS_00080349 ENSGALT00000065964 ENSGALG00000001863 - -0,734928 0,037795935

TCONS_00080349 ENSGALT00000010834 ENSGALG00000006702 MFGE8 -0,737945 0,036611207

TCONS_00080349 ENSGALT00000024419 ENSGALG00000015134 - -0,737992 0,036592882

TCONS_00080349 ENSGALT00000018962 ENSGALG00000011612 GC -0,738627 0,036346664

TCONS_00080349 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 -0,739411 0,036043871

TCONS_00080349 ENSGALT00000071196 ENSGALG00000030366 - -0,739937 0,035841429

TCONS_00080349 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 -0,741670 0,035179827

TCONS_00080349 ENSGALT00000020120 ENSGALG00000012312 GCAT -0,742501 0,034865285

TCONS_00080349 ENSGALT00000087652 ENSGALG00000045700 - -0,743696 0,034415841

TCONS_00080349 ENSGALT00000050940 ENSGALG00000042374 PDE11A -0,744696 0,034042669

TCONS_00080349 ENSGALT00000051020 ENSGALG00000042672 - -0,745670 0,033681578

TCONS_00080349 ENSGALT00000014937 ENSGALG00000009170 NCEH1 -0,746516 0,033369788

TCONS_00080349 ENSGALT00000067152 ENSGALG00000040117 - -0,747477 0,033017942

TCONS_00080349 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,747839 0,032885692

TCONS_00080349 ENSGALT00000016487 ENSGALG00000010139 SSTR1 -0,750626 0,031880304

TCONS_00080349 ENSGALT00000002892 ENSGALG00000001863 - -0,751095 0,031712873

TCONS_00080349 ENSGALT00000038387 ENSGALG00000010293 - -0,751629 0,031523078

TCONS_00080349 ENSGALT00000022312 ENSGALG00000013728 PPAT -0,752754 0,03112536



TCONS_00080349 ENSGALT00000056823 ENSGALG00000039354 - -0,753415 0,030893338

TCONS_00080349 ENSGALT00000016271 ENSGALG00000010018 - -0,755735 0,030086647

TCONS_00080349 ENSGALT00000006930 ENSGALG00000004343 - -0,757978 0,029319279

TCONS_00080349 ENSGALT00000014282 ENSGALG00000008784 - -0,761454 0,028153956

TCONS_00080349 ENSGALT00000068270 ENSGALG00000034917 - -0,764619 0,027118223

TCONS_00080349 ENSGALT00000011621 ENSGALG00000007178 - -0,770553 0,025240481

TCONS_00080349 ENSGALT00000061698 ENSGALG00000034434 IDH2 -0,772175 0,024741497

TCONS_00080349 ENSGALT00000009336 ENSGALG00000005815 TMEM41B -0,787701 0,020274053

TCONS_00080349 ENSGALT00000037180 ENSGALG00000012882 KDSR -0,789150 0,019885207

TCONS_00080349 ENSGALT00000004729 ENSGALG00000002988 PHGDH -0,799400 0,017266277

TCONS_00080349 ENSGALT00000028517 ENSGALG00000017810 SNORA31 -0,802915 0,016420884

TCONS_00080349 ENSGALT00000085318 ENSGALG00000045446 - -0,823505 0,011989638

TCONS_00080349 ENSGALT00000011547 ENSGALG00000007127 - -0,876124 0,00432173

TCONS_00081807 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,999258 1,02E-09

TCONS_00081807 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,997824 2,57E-08

TCONS_00081807 ENSGALT00000086052 ENSGALG00000046544 - 0,993701 6,22E-07

TCONS_00081807 ENSGALT00000085066 ENSGALG00000044326 - 0,974796 3,93E-05

TCONS_00081807 ENSGALT00000048616 ENSGALG00000033187 - 0,920041 0,001202636

TCONS_00081807 ENSGALT00000027063 ENSGALG00000016761 - 0,909828 0,001711219

TCONS_00081807 ENSGALT00000081572 ENSGALG00000039008 - 0,906374 0,001910376

TCONS_00081807 ENSGALT00000036713 ENSGALG00000022815 - 0,902154 0,002173379

TCONS_00081807 ENSGALT00000010419 ENSGALG00000006453 - 0,901802 0,002196359

TCONS_00081807 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,891838 0,002912374

TCONS_00081807 ENSGALT00000022669 ENSGALG00000013993 - 0,891118 0,002969266

TCONS_00081807 ENSGALT00000039921 ENSGALG00000023818 - 0,884962 0,00348511

TCONS_00081807 ENSGALT00000069086 ENSGALG00000043064 - 0,880857 0,003859288

TCONS_00081807 ENSGALT00000010127 ENSGALG00000027716 - 0,879583 0,003980496

TCONS_00081807 ENSGALT00000010224 ENSGALG00000006323 MIM1 0,871901 0,004763082

TCONS_00081807 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,870927 0,00486884

TCONS_00081807 ENSGALT00000080142 ENSGALG00000034990 - 0,868551 0,005133113

TCONS_00081807 ENSGALT00000006299 ENSGALG00000003952 RBPJL 0,868086 0,005185905

TCONS_00081807 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,865406 0,005496818

TCONS_00081807 ENSGALT00000063728 ENSGALG00000003578 FN1 0,863075 0,005776828

TCONS_00081807 ENSGALT00000087455 ENSGALG00000009433 BAG3 0,862283 0,005874015

TCONS_00081807 ENSGALT00000031540 ENSGALG00000016669 - 0,859449 0,006230227

TCONS_00081807 ENSGALT00000019144 ENSGALG00000011715 HSPA2 0,855748 0,006715833

TCONS_00081807 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,852638 0,00714196

TCONS_00081807 ENSGALT00000088658 ENSGALG00000009433 BAG3 0,852138 0,007212157

TCONS_00081807 ENSGALT00000064199 ENSGALG00000030773 CP 0,845573 0,008173462

TCONS_00081807 ENSGALT00000017862 ENSGALG00000020388 - 0,843597 0,008477955

TCONS_00081807 ENSGALT00000052825 ENSGALG00000040434 - 0,835532 0,009795319

TCONS_00081807 ENSGALT00000009580 ENSGALG00000005957 SLC6A14 0,831740 0,010456872

TCONS_00081807 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,831462 0,010506443

TCONS_00081807 ENSGALT00000031541 ENSGALG00000016668 - 0,830253 0,010723882

TCONS_00081807 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,828383 0,011065634

TCONS_00081807 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,824861 0,01172797

TCONS_00081807 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,823252 0,012038756

TCONS_00081807 ENSGALT00000017633 ENSGALG00000010850 C8A 0,822790 0,012128856

TCONS_00081807 ENSGALT00000016586 ENSGALG00000010203 - 0,816943 0,013307218

TCONS_00081807 ENSGALT00000000384 ENSGALG00000000293 - 0,816362 0,013428059

TCONS_00081807 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,808813 0,015061438

TCONS_00081807 ENSGALT00000050336 ENSGALG00000036850 DNAJA4 0,806536 0,015577609

TCONS_00081807 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,806120 0,015672919

TCONS_00081807 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,805382 0,01584317

TCONS_00081807 ENSGALT00000027586 ENSGALG00000017077 HSPH1 0,803951 0,016176618

TCONS_00081807 ENSGALT00000045496 ENSGALG00000028341 - 0,800874 0,016908453



TCONS_00081807 ENSGALT00000001476 ENSGALG00000001000 - 0,800307 0,017045427

TCONS_00081807 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,795716 0,018181047

TCONS_00081807 ENSGALT00000008177 ENSGALG00000005099 - 0,786427 0,02061993

TCONS_00081807 ENSGALT00000023956 ENSGALG00000014840 C6 0,785766 0,020800919

TCONS_00081807 ENSGALT00000081765 ENSGALG00000033212 HSP90AA1 0,778333 0,022903487

TCONS_00081807 ENSGALT00000082196 ENSGALG00000031149 - 0,776968 0,023303206

TCONS_00081807 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,776751 0,02336726

TCONS_00081807 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,775808 0,02364636

TCONS_00081807 ENSGALT00000050127 ENSGALG00000029857 - 0,775495 0,023739709

TCONS_00081807 ENSGALT00000021384 ENSGALG00000013098 MGST1 0,774994 0,023889077

TCONS_00081807 ENSGALT00000005664 ENSGALG00000003578 FN1 0,772381 0,024678567

TCONS_00081807 ENSGALT00000081964 ENSGALG00000033212 HSP90AA1 0,762905 0,027676136

TCONS_00081807 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,762309 0,027871672

TCONS_00081807 ENSGALT00000054028 ENSGALG00000033932 BF1 0,761858 0,028020297

TCONS_00081807 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,761661 0,028085292

TCONS_00081807 ENSGALT00000044622 ENSGALG00000026677 F10 0,759792 0,02870757

TCONS_00081807 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,754376 0,030557648

TCONS_00081807 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,753524 0,030855187

TCONS_00081807 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,752374 0,031259398

TCONS_00081807 ENSGALT00000028617 ENSGALG00000017910 U6 0,741371 0,035293561

TCONS_00081807 ENSGALT00000087941 ENSGALG00000035836 LDHB 0,734905 0,037805308

TCONS_00081807 ENSGALT00000023517 ENSGALG00000014585 - 0,730738 0,039479887

TCONS_00081807 ENSGALT00000089585 ENSGALG00000043917 - 0,730231 0,039686516

TCONS_00081807 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,729698 0,039904875

TCONS_00081807 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,722518 0,042913977

TCONS_00081807 ENSGALT00000038895 ENSGALG00000009262 FGB 0,720867 0,043624364

TCONS_00081807 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,711745 0,0476796

TCONS_00081807 ENSGALT00000015077 ENSGALG00000009266 FGA 0,708250 0,049291312

TCONS_00081807 ENSGALT00000026575 ENSGALG00000016471 - 0,707530 0,049627003

TCONS_00081807 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 -0,700206 0,053123363

TCONS_00081807 ENSGALT00000061743 ENSGALG00000010189 - -0,700845 0,052812746

TCONS_00081807 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,701063 0,052706824

TCONS_00081807 ENSGALT00000010834 ENSGALG00000006702 MFGE8 -0,701670 0,052413043

TCONS_00081807 ENSGALT00000062888 ENSGALG00000042020 - -0,701830 0,052335912

TCONS_00081807 ENSGALT00000071911 ENSGALG00000039538 CLDND1 -0,701987 0,05225999

TCONS_00081807 ENSGALT00000044321 ENSGALG00000026757 - -0,702683 0,051924887

TCONS_00081807 ENSGALT00000002892 ENSGALG00000001863 - -0,703227 0,05166396

TCONS_00081807 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,703372 0,05159444

TCONS_00081807 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,704260 0,0511704

TCONS_00081807 ENSGALT00000024496 ENSGALG00000015180 PSAT1 -0,704727 0,050948449

TCONS_00081807 ENSGALT00000038387 ENSGALG00000010293 - -0,705051 0,050794399

TCONS_00081807 ENSGALT00000039102 ENSGALG00000010073 DDOST -0,705203 0,050722348

TCONS_00081807 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,705594 0,050537348

TCONS_00081807 ENSGALT00000056823 ENSGALG00000039354 - -0,705899 0,050393268

TCONS_00081807 ENSGALT00000076227 ENSGALG00000009369 PRDX3 -0,706335 0,050187733

TCONS_00081807 ENSGALT00000016271 ENSGALG00000010018 - -0,706764 0,049986205

TCONS_00081807 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,706964 0,049892421

TCONS_00081807 ENSGALT00000056684 ENSGALG00000021450 - -0,707260 0,04975336

TCONS_00081807 ENSGALT00000083141 ENSGALG00000046329 - -0,707384 0,049695425

TCONS_00081807 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 -0,709634 0,048648918

TCONS_00081807 ENSGALT00000026601 ENSGALG00000016491 APOB -0,711397 0,047838477

TCONS_00081807 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A -0,712220 0,047463064

TCONS_00081807 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 -0,712462 0,047352934

TCONS_00081807 ENSGALT00000014937 ENSGALG00000009170 NCEH1 -0,713834 0,046731673

TCONS_00081807 ENSGALT00000046716 ENSGALG00000040584 - -0,717451 0,045117369

TCONS_00081807 ENSGALT00000026335 ENSGALG00000016324 - -0,717884 0,044926514



TCONS_00081807 ENSGALT00000005420 ENSGALG00000003427 USP3 -0,718005 0,044873532

TCONS_00081807 ENSGALT00000020209 ENSGALG00000012377 HNMT -0,718990 0,044441231

TCONS_00081807 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,721926 0,043167636

TCONS_00081807 ENSGALT00000063292 ENSGALG00000030187 CAT -0,722551 0,042899664

TCONS_00081807 ENSGALT00000066450 ENSGALG00000042784 TPPP -0,722827 0,042781434

TCONS_00081807 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,722973 0,042719275

TCONS_00081807 ENSGALT00000073281 ENSGALG00000005795 - -0,723413 0,042531597

TCONS_00081807 ENSGALT00000018962 ENSGALG00000011612 GC -0,724418 0,04210475

TCONS_00081807 ENSGALT00000019412 ENSGALG00000011894 - -0,725175 0,041784868

TCONS_00081807 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,725358 0,041707895

TCONS_00081807 ENSGALT00000007151 ENSGALG00000004491 DMGDH -0,727582 0,040777671

TCONS_00081807 ENSGALT00000077159 ENSGALG00000039257 - -0,727871 0,040657811

TCONS_00081807 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 -0,730971 0,039384925

TCONS_00081807 ENSGALT00000020815 ENSGALG00000012754 PAH -0,731382 0,039218222

TCONS_00081807 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,731629 0,039117913

TCONS_00081807 ENSGALT00000087708 ENSGALG00000045747 - -0,734118 0,038118177

TCONS_00081807 ENSGALT00000007080 ENSGALG00000004449 - -0,734937 0,037792304

TCONS_00081807 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,735424 0,037599499

TCONS_00081807 ENSGALT00000044387 ENSGALG00000027334 - -0,736095 0,037335009

TCONS_00081807 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,737134 0,036927258

TCONS_00081807 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,738367 0,03644726

TCONS_00081807 ENSGALT00000026897 ENSGALG00000016667 - -0,739065 0,03617723

TCONS_00081807 ENSGALT00000089602 ENSGALG00000005704 - -0,740182 0,035747564

TCONS_00081807 ENSGALT00000054778 ENSGALG00000010005 EPAS1 -0,740189 0,035744878

TCONS_00081807 ENSGALT00000074333 ENSGALG00000033852 - -0,741420 0,035274693

TCONS_00081807 ENSGALT00000050726 ENSGALG00000021450 - -0,741657 0,035184946

TCONS_00081807 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,742315 0,034935773

TCONS_00081807 ENSGALT00000070619 ENSGALG00000034735 - -0,742381 0,03491078

TCONS_00081807 ENSGALT00000086534 ENSGALG00000004725 - -0,743085 0,034645289

TCONS_00081807 ENSGALT00000083223 ENSGALG00000039538 CLDND1 -0,743148 0,034621443

TCONS_00081807 ENSGALT00000023973 ENSGALG00000014855 - -0,743653 0,034432009

TCONS_00081807 ENSGALT00000021464 ENSGALG00000013149 MOCOS -0,744057 0,034281027

TCONS_00081807 ENSGALT00000047856 ENSGALG00000038169 - -0,744635 0,034065422

TCONS_00081807 ENSGALT00000023051 ENSGALG00000014252 - -0,752362 0,031263507

TCONS_00081807 ENSGALT00000039781 ENSGALG00000023761 - -0,752802 0,031108376

TCONS_00081807 ENSGALT00000019784 ENSGALG00000012111 TMEM37 -0,759061 0,028952936

TCONS_00081807 ENSGALT00000040072 ENSGALG00000005795 - -0,759089 0,028943662

TCONS_00081807 ENSGALT00000001061 ENSGALG00000021451 - -0,760791 0,028373798

TCONS_00081807 ENSGALT00000010812 ENSGALG00000006689 ABHD2 -0,762117 0,027934928

TCONS_00081807 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,763431 0,027504039

TCONS_00081807 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 -0,764001 0,027318539

TCONS_00081807 ENSGALT00000040063 ENSGALG00000005795 - -0,764444 0,027174669

TCONS_00081807 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,766188 0,026613532

TCONS_00081807 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 -0,768524 0,025873182

TCONS_00081807 ENSGALT00000064736 ENSGALG00000014906 MOCS2 -0,769416 0,02559364

TCONS_00081807 ENSGALT00000032169 ENSGALG00000011455 - -0,771368 0,024989082

TCONS_00081807 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,773843 0,024235022

TCONS_00081807 ENSGALT00000089110 ENSGALG00000045714 - -0,776104 0,023558641

TCONS_00081807 ENSGALT00000088901 ENSGALG00000044762 - -0,777509 0,023144255

TCONS_00081807 ENSGALT00000036719 ENSGALG00000019845 - -0,778965 0,022719896

TCONS_00081807 ENSGALT00000073249 ENSGALG00000021450 - -0,779341 0,02261106

TCONS_00081807 ENSGALT00000064075 ENSGALG00000036713 - -0,786149 0,020695969

TCONS_00081807 ENSGALT00000076278 ENSGALG00000036572 - -0,787335 0,020373031

TCONS_00081807 ENSGALT00000004493 ENSGALG00000002849 DER -0,789437 0,019808656

TCONS_00081807 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,796908 0,017881794

TCONS_00081807 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,796957 0,017869482



TCONS_00081807 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,799234 0,017306842

TCONS_00081807 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,799556 0,017228083

TCONS_00081807 ENSGALT00000007194 ENSGALG00000004518 - -0,805724 0,015764175

TCONS_00081807 ENSGALT00000088594 ENSGALG00000005701 IP6K2 -0,823315 0,012026598

TCONS_00081807 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,824280 0,01183963

TCONS_00081807 ENSGALT00000026579 ENSGALG00000016475 - -0,840015 0,009048046

TCONS_00081807 ENSGALT00000009308 ENSGALG00000005795 - -0,843874 0,00843475

TCONS_00081807 ENSGALT00000023212 ENSGALG00000014368 APOA5 -0,854008 0,006952179

TCONS_00081807 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,869920 0,004979719

TCONS_00081807 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,872862 0,004660221

TCONS_00081807 ENSGALT00000080710 ENSGALG00000006344 - -0,883550 0,003611038

TCONS_00083049 ENSGALT00000085066 ENSGALG00000044326 - 0,985262 7,92E-06

TCONS_00083049 ENSGALT00000086052 ENSGALG00000046544 - 0,967211 8,60E-05

TCONS_00083049 ENSGALT00000022669 ENSGALG00000013993 - 0,960504 0,000149506

TCONS_00083049 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,953818 0,000237793

TCONS_00083049 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,952619 0,000256555

TCONS_00083049 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,949660 0,000306993

TCONS_00083049 ENSGALT00000063728 ENSGALG00000003578 FN1 0,949532 0,000309312

TCONS_00083049 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,947510 0,00034746

TCONS_00083049 ENSGALT00000080142 ENSGALG00000034990 - 0,945602 0,000386199

TCONS_00083049 ENSGALT00000081572 ENSGALG00000039008 - 0,936709 0,000604122

TCONS_00083049 ENSGALT00000027063 ENSGALG00000016761 - 0,935211 0,000647289

TCONS_00083049 ENSGALT00000010127 ENSGALG00000027716 - 0,934211 0,000677196

TCONS_00083049 ENSGALT00000064199 ENSGALG00000030773 CP 0,927487 0,000902112

TCONS_00083049 ENSGALT00000048616 ENSGALG00000033187 - 0,926217 0,000949429

TCONS_00083049 ENSGALT00000017862 ENSGALG00000020388 - 0,924101 0,0010318

TCONS_00083049 ENSGALT00000069086 ENSGALG00000043064 - 0,920857 0,001166902

TCONS_00083049 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,919614 0,001221569

TCONS_00083049 ENSGALT00000006299 ENSGALG00000003952 RBPJL 0,915551 0,001411903

TCONS_00083049 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,915399 0,001419353

TCONS_00083049 ENSGALT00000016586 ENSGALG00000010203 - 0,914938 0,001442186

TCONS_00083049 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,911408 0,001624862

TCONS_00083049 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,910679 0,001664357

TCONS_00083049 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,910351 0,001682332

TCONS_00083049 ENSGALT00000039921 ENSGALG00000023818 - 0,907543 0,001841368

TCONS_00083049 ENSGALT00000010224 ENSGALG00000006323 MIM1 0,904836 0,002003685

TCONS_00083049 ENSGALT00000045496 ENSGALG00000028341 - 0,901743 0,002200212

TCONS_00083049 ENSGALT00000000384 ENSGALG00000000293 - 0,900534 0,002280295

TCONS_00083049 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,900455 0,002285611

TCONS_00083049 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,899539 0,002347622

TCONS_00083049 ENSGALT00000010419 ENSGALG00000006453 - 0,896991 0,002525805

TCONS_00083049 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,892572 0,002855126

TCONS_00083049 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,892468 0,002863233

TCONS_00083049 ENSGALT00000023956 ENSGALG00000014840 C6 0,886224 0,003375048

TCONS_00083049 ENSGALT00000088658 ENSGALG00000009433 BAG3 0,884876 0,003492737

TCONS_00083049 ENSGALT00000052825 ENSGALG00000040434 - 0,884169 0,003555523

TCONS_00083049 ENSGALT00000087455 ENSGALG00000009433 BAG3 0,883659 0,003601265

TCONS_00083049 ENSGALT00000082196 ENSGALG00000031149 - 0,883580 0,003608399

TCONS_00083049 ENSGALT00000005664 ENSGALG00000003578 FN1 0,882811 0,003678099

TCONS_00083049 ENSGALT00000009580 ENSGALG00000005957 SLC6A14 0,882486 0,003707861

TCONS_00083049 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,882240 0,003730486

TCONS_00083049 ENSGALT00000050127 ENSGALG00000029857 - 0,880543 0,003888927

TCONS_00083049 ENSGALT00000008177 ENSGALG00000005099 - 0,874711 0,004466349

TCONS_00083049 ENSGALT00000054028 ENSGALG00000033932 BF1 0,870825 0,004880037

TCONS_00083049 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,867911 0,005205873

TCONS_00083049 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,865760 0,005455121



TCONS_00083049 ENSGALT00000019144 ENSGALG00000011715 HSPA2 0,863398 0,00573747

TCONS_00083049 ENSGALT00000001476 ENSGALG00000001000 - 0,860099 0,006147239

TCONS_00083049 ENSGALT00000017633 ENSGALG00000010850 C8A 0,859482 0,006225981

TCONS_00083049 ENSGALT00000044622 ENSGALG00000026677 F10 0,852099 0,007217544

TCONS_00083049 ENSGALT00000036713 ENSGALG00000022815 - 0,848412 0,00774822

TCONS_00083049 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,847295 0,007913779

TCONS_00083049 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,845147 0,008238456

TCONS_00083049 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,843122 0,008552132

TCONS_00083049 ENSGALT00000027586 ENSGALG00000017077 HSPH1 0,835780 0,009752952

TCONS_00083049 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,833095 0,010217379

TCONS_00083049 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,832249 0,010366574

TCONS_00083049 ENSGALT00000038895 ENSGALG00000009262 FGB 0,826420 0,011431854

TCONS_00083049 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,826172 0,011478559

TCONS_00083049 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,824971 0,011707053

TCONS_00083049 ENSGALT00000026575 ENSGALG00000016471 - 0,820878 0,01250669

TCONS_00083049 ENSGALT00000023517 ENSGALG00000014585 - 0,819774 0,012728007

TCONS_00083049 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,814394 0,013842427

TCONS_00083049 ENSGALT00000050336 ENSGALG00000036850 DNAJA4 0,813837 0,013961338

TCONS_00083049 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,811636 0,014436744

TCONS_00083049 ENSGALT00000031540 ENSGALG00000016669 - 0,811185 0,014535566

TCONS_00083049 ENSGALT00000084717 ENSGALG00000044649 P2RX2 0,808402 0,015153867

TCONS_00083049 ENSGALT00000015077 ENSGALG00000009266 FGA 0,806776 0,015522759

TCONS_00083049 ENSGALT00000021384 ENSGALG00000013098 MGST1 0,802853 0,016435424

TCONS_00083049 ENSGALT00000081765 ENSGALG00000033212 HSP90AA1 0,802213 0,016587538

TCONS_00083049 ENSGALT00000015079 ENSGALG00000009268 FGG 0,799545 0,017230769

TCONS_00083049 ENSGALT00000073246 ENSGALG00000033498 - 0,791807 0,019183995

TCONS_00083049 ENSGALT00000081964 ENSGALG00000033212 HSP90AA1 0,788261 0,02012322

TCONS_00083049 ENSGALT00000027351 ENSGALG00000016919 IRG1 0,782779 0,021630752

TCONS_00083049 ENSGALT00000087941 ENSGALG00000035836 LDHB 0,774041 0,024175285

TCONS_00083049 ENSGALT00000008441 ENSGALG00000005257 - 0,771320 0,025003628

TCONS_00083049 ENSGALT00000083242 ENSGALG00000012370 GINM1 0,765099 0,026963213

TCONS_00083049 ENSGALT00000036163 ENSGALG00000022586 HPX 0,755678 0,030106197

TCONS_00083049 ENSGALT00000048002 ENSGALG00000034358 RETSAT 0,745227 0,0338455

TCONS_00083049 ENSGALT00000083243 ENSGALG00000035836 LDHB 0,740995 0,035436828

TCONS_00083049 ENSGALT00000089122 ENSGALG00000011704 HACD2 0,737327 0,036852118

TCONS_00083049 ENSGALT00000079162 ENSGALG00000043044 - 0,726600 0,041186722

TCONS_00083049 ENSGALT00000018092 ENSGALG00000011106 GALNT2 0,725709 0,041560035

TCONS_00083049 ENSGALT00000063740 ENSGALG00000043044 - 0,716769 0,045419313

TCONS_00083049 ENSGALT00000031541 ENSGALG00000016668 - 0,713059 0,047082189

TCONS_00083049 ENSGALT00000004765 ENSGALG00000003016 MASP2 0,712727 0,047232408

TCONS_00083049 ENSGALT00000043970 ENSGALG00000014509 BST1 0,708140 0,049342581

TCONS_00083049 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,702892 0,051824573

TCONS_00083049 ENSGALT00000023632 ENSGALG00000014662 RBP5 0,701926 0,052289344

TCONS_00083049 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 -0,700585 0,052938696

TCONS_00083049 ENSGALT00000089110 ENSGALG00000045714 - -0,705216 0,050716471

TCONS_00083049 ENSGALT00000065964 ENSGALG00000001863 - -0,705773 0,050453043

TCONS_00083049 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 -0,706547 0,050087871

TCONS_00083049 ENSGALT00000089048 ENSGALG00000045557 MTTPL -0,707335 0,049718546

TCONS_00083049 ENSGALT00000038284 ENSGALG00000011421 HAL -0,707593 0,049597705

TCONS_00083049 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 -0,709991 0,048484477

TCONS_00083049 ENSGALT00000009336 ENSGALG00000005815 TMEM41B -0,711841 0,047635649

TCONS_00083049 ENSGALT00000006584 ENSGALG00000004141 - -0,713027 0,047096364

TCONS_00083049 ENSGALT00000054207 ENSGALG00000041161 - -0,713316 0,046965832

TCONS_00083049 ENSGALT00000015115 ENSGALG00000009291 EPHX1 -0,713632 0,046822651

TCONS_00083049 ENSGALT00000025254 ENSGALG00000015663 HSDL2 -0,714752 0,046318553

TCONS_00083049 ENSGALT00000039765 ENSGALG00000008608 FETUB -0,716239 0,045654671



TCONS_00083049 ENSGALT00000066450 ENSGALG00000042784 TPPP -0,716386 0,045589124

TCONS_00083049 ENSGALT00000078637 ENSGALG00000004814 RHPN2 -0,716533 0,045523816

TCONS_00083049 ENSGALT00000080092 ENSGALG00000012112 - -0,716741 0,0454316

TCONS_00083049 ENSGALT00000017864 ENSGALG00000020390 - -0,721218 0,043472714

TCONS_00083049 ENSGALT00000023973 ENSGALG00000014855 - -0,721744 0,043246313

TCONS_00083049 ENSGALT00000019412 ENSGALG00000011894 - -0,722008 0,043132369

TCONS_00083049 ENSGALT00000006930 ENSGALG00000004343 - -0,722234 0,043035436

TCONS_00083049 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 -0,724220 0,042188452

TCONS_00083049 ENSGALT00000050940 ENSGALG00000042374 PDE11A -0,725088 0,041821293

TCONS_00083049 ENSGALT00000044321 ENSGALG00000026757 - -0,725717 0,041556525

TCONS_00083049 ENSGALT00000051020 ENSGALG00000042672 - -0,725751 0,041542368

TCONS_00083049 ENSGALT00000081277 ENSGALG00000042801 - -0,726924 0,041051649

TCONS_00083049 ENSGALT00000050649 ENSGALG00000034177 RPS27L -0,727660 0,04074531

TCONS_00083049 ENSGALT00000021464 ENSGALG00000013149 MOCOS -0,728182 0,040529201

TCONS_00083049 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 -0,729182 0,040116426

TCONS_00083049 ENSGALT00000061698 ENSGALG00000034434 IDH2 -0,729375 0,040037415

TCONS_00083049 ENSGALT00000020815 ENSGALG00000012754 PAH -0,730384 0,039624302

TCONS_00083049 ENSGALT00000024419 ENSGALG00000015134 - -0,730462 0,039592175

TCONS_00083049 ENSGALT00000067152 ENSGALG00000040117 - -0,730967 0,039386642

TCONS_00083049 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,731967 0,038981487

TCONS_00083049 ENSGALT00000043362 ENSGALG00000028230 SUN2 -0,732345 0,038828796

TCONS_00083049 ENSGALT00000045529 ENSGALG00000027070 TIMP2 -0,732548 0,03874701

TCONS_00083049 ENSGALT00000019917 ENSGALG00000012197 ACMSD -0,732979 0,038573704

TCONS_00083049 ENSGALT00000007080 ENSGALG00000004449 - -0,733722 0,038275958

TCONS_00083049 ENSGALT00000025051 ENSGALG00000015540 RAD23B -0,736723 0,037088217

TCONS_00083049 ENSGALT00000046971 ENSGALG00000021450 - -0,737209 0,036898137

TCONS_00083049 ENSGALT00000071196 ENSGALG00000030366 - -0,737227 0,036891113

TCONS_00083049 ENSGALT00000027871 ENSGALG00000017241 - -0,738731 0,036306105

TCONS_00083049 ENSGALT00000083952 ENSGALG00000030187 CAT -0,739286 0,036092074

TCONS_00083049 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,740420 0,035656468

TCONS_00083049 ENSGALT00000002892 ENSGALG00000001863 - -0,741445 0,035265322

TCONS_00083049 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 -0,741931 0,035081061

TCONS_00083049 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A -0,742567 0,034840497

TCONS_00083049 ENSGALT00000059891 ENSGALG00000009680 PAQR7 -0,746660 0,033316939

TCONS_00083049 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,747212 0,033114581

TCONS_00083049 ENSGALT00000064540 ENSGALG00000041808 ANO1 -0,747563 0,032986521

TCONS_00083049 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 -0,748118 0,032784348

TCONS_00083049 ENSGALT00000080210 ENSGALG00000006080 GPC4 -0,749103 0,032427521

TCONS_00083049 ENSGALT00000082890 ENSGALG00000041604 - -0,749315 0,032350941

TCONS_00083049 ENSGALT00000079773 ENSGALG00000037050 FABP3 -0,749330 0,032345439

TCONS_00083049 ENSGALT00000016271 ENSGALG00000010018 - -0,749564 0,032261322

TCONS_00083049 ENSGALT00000037180 ENSGALG00000012882 KDSR -0,750286 0,032002047

TCONS_00083049 ENSGALT00000026601 ENSGALG00000016491 APOB -0,751008 0,031744006

TCONS_00083049 ENSGALT00000083223 ENSGALG00000039538 CLDND1 -0,751419 0,031597786

TCONS_00083049 ENSGALT00000086534 ENSGALG00000004725 - -0,751552 0,031550528

TCONS_00083049 ENSGALT00000006703 ENSGALG00000004216 TOR3A -0,751819 0,031455781

TCONS_00083049 ENSGALT00000089852 ENSGALG00000040182 GAMT -0,752226 0,031311584

TCONS_00083049 ENSGALT00000057104 ENSGALG00000030866 CPQ -0,753031 0,03102804

TCONS_00083049 ENSGALT00000061743 ENSGALG00000010189 - -0,753737 0,030780357

TCONS_00083049 ENSGALT00000016487 ENSGALG00000010139 SSTR1 -0,754505 0,030512488

TCONS_00083049 ENSGALT00000078635 ENSGALG00000034504 - -0,754768 0,030421194

TCONS_00083049 ENSGALT00000056823 ENSGALG00000039354 - -0,757991 0,029314611

TCONS_00083049 ENSGALT00000065975 ENSGALG00000036293 EBAG9 -0,758805 0,029039217

TCONS_00083049 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 -0,759650 0,028755043

TCONS_00083049 ENSGALT00000038351 ENSGALG00000015053 GLDC -0,760098 0,028604858

TCONS_00083049 ENSGALT00000083141 ENSGALG00000046329 - -0,761560 0,028118737



TCONS_00083049 ENSGALT00000014937 ENSGALG00000009170 NCEH1 -0,761661 0,02808551

TCONS_00083049 ENSGALT00000018962 ENSGALG00000011612 GC -0,761998 0,027974254

TCONS_00083049 ENSGALT00000000158 ENSGALG00000000109 AFMID -0,762183 0,027913244

TCONS_00083049 ENSGALT00000026335 ENSGALG00000016324 - -0,762906 0,027675701

TCONS_00083049 ENSGALT00000087652 ENSGALG00000045700 - -0,764259 0,02723461

TCONS_00083049 ENSGALT00000039102 ENSGALG00000010073 DDOST -0,766506 0,02651213

TCONS_00083049 ENSGALT00000054778 ENSGALG00000010005 EPAS1 -0,766647 0,026467094

TCONS_00083049 ENSGALT00000020209 ENSGALG00000012377 HNMT -0,767250 0,026275149

TCONS_00083049 ENSGALT00000002818 ENSGALG00000001824 - -0,767863 0,026081294

TCONS_00083049 ENSGALT00000038387 ENSGALG00000010293 - -0,769659 0,025518024

TCONS_00083049 ENSGALT00000019784 ENSGALG00000012111 TMEM37 -0,773110 0,024456851

TCONS_00083049 ENSGALT00000063292 ENSGALG00000030187 CAT -0,774567 0,024017208

TCONS_00083049 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 -0,774600 0,024007276

TCONS_00083049 ENSGALT00000047856 ENSGALG00000038169 - -0,774636 0,023996341

TCONS_00083049 ENSGALT00000028518 ENSGALG00000017811 SNORA27 -0,775081 0,023863319

TCONS_00083049 ENSGALT00000005420 ENSGALG00000003427 USP3 -0,775709 0,023675907

TCONS_00083049 ENSGALT00000087708 ENSGALG00000045747 - -0,779111 0,022677358

TCONS_00083049 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,780018 0,022415807

TCONS_00083049 ENSGALT00000010834 ENSGALG00000006702 MFGE8 -0,780159 0,022375315

TCONS_00083049 ENSGALT00000073281 ENSGALG00000005795 - -0,780226 0,022355986

TCONS_00083049 ENSGALT00000083414 ENSGALG00000012196 MCUB -0,780922 0,022156783

TCONS_00083049 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,781764 0,021917295

TCONS_00083049 ENSGALT00000040072 ENSGALG00000005795 - -0,782738 0,021642293

TCONS_00083049 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,783153 0,021525612

TCONS_00083049 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,784136 0,021251252

TCONS_00083049 ENSGALT00000036719 ENSGALG00000019845 - -0,785434 0,020892084

TCONS_00083049 ENSGALT00000046716 ENSGALG00000040584 - -0,786375 0,020634202

TCONS_00083049 ENSGALT00000071911 ENSGALG00000039538 CLDND1 -0,788102 0,0201661

TCONS_00083049 ENSGALT00000007151 ENSGALG00000004491 DMGDH -0,788656 0,02001733

TCONS_00083049 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,791855 0,01917157

TCONS_00083049 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,793336 0,018787622

TCONS_00083049 ENSGALT00000084127 ENSGALG00000046197 - -0,794448 0,018502705

TCONS_00083049 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,796376 0,018014933

TCONS_00083049 ENSGALT00000089602 ENSGALG00000005704 - -0,800563 0,016983457

TCONS_00083049 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,800784 0,016930063

TCONS_00083049 ENSGALT00000040063 ENSGALG00000005795 - -0,801424 0,016776049

TCONS_00083049 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,801560 0,016743552

TCONS_00083049 ENSGALT00000064075 ENSGALG00000036713 - -0,804493 0,016049785

TCONS_00083049 ENSGALT00000039781 ENSGALG00000023761 - -0,806538 0,015577055

TCONS_00083049 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,806651 0,015551138

TCONS_00083049 ENSGALT00000062888 ENSGALG00000042020 - -0,809354 0,014940504

TCONS_00083049 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,809425 0,014924643

TCONS_00083049 ENSGALT00000010812 ENSGALG00000006689 ABHD2 -0,809961 0,014805374

TCONS_00083049 ENSGALT00000064736 ENSGALG00000014906 MOCS2 -0,811642 0,014435593

TCONS_00083049 ENSGALT00000042798 ENSGALG00000025738 - -0,812451 0,014259514

TCONS_00083049 ENSGALT00000088594 ENSGALG00000005701 IP6K2 -0,814506 0,01381869

TCONS_00083049 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,814704 0,013776807

TCONS_00083049 ENSGALT00000032169 ENSGALG00000011455 - -0,814931 0,013728669

TCONS_00083049 ENSGALT00000074333 ENSGALG00000033852 - -0,815048 0,01370398

TCONS_00083049 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,815215 0,013668659

TCONS_00083049 ENSGALT00000077159 ENSGALG00000039257 - -0,817024 0,013290439

TCONS_00083049 ENSGALT00000023051 ENSGALG00000014252 - -0,818078 0,013073061

TCONS_00083049 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 -0,825203 0,011662696

TCONS_00083049 ENSGALT00000070619 ENSGALG00000034735 - -0,825376 0,011629743

TCONS_00083049 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,825428 0,011619781

TCONS_00083049 ENSGALT00000001061 ENSGALG00000021451 - -0,828330 0,011075545



TCONS_00083049 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,828939 0,010963268

TCONS_00083049 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,828956 0,010960251

TCONS_00083049 ENSGALT00000044387 ENSGALG00000027334 - -0,829366 0,010885121

TCONS_00083049 ENSGALT00000076278 ENSGALG00000036572 - -0,830472 0,010684283

TCONS_00083049 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,834166 0,010030383

TCONS_00083049 ENSGALT00000050726 ENSGALG00000021450 - -0,834176 0,010028646

TCONS_00083049 ENSGALT00000056684 ENSGALG00000021450 - -0,834231 0,010019161

TCONS_00083049 ENSGALT00000009308 ENSGALG00000005795 - -0,841197 0,008857267

TCONS_00083049 ENSGALT00000073249 ENSGALG00000021450 - -0,848032 0,007804342

TCONS_00083049 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,857790 0,006445018

TCONS_00083049 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,864802 0,005568545

TCONS_00083049 ENSGALT00000004493 ENSGALG00000002849 DER -0,865007 0,005544184

TCONS_00083049 ENSGALT00000088901 ENSGALG00000044762 - -0,867096 0,005299426

TCONS_00083049 ENSGALT00000026579 ENSGALG00000016475 - -0,870501 0,004915563

TCONS_00083049 ENSGALT00000080710 ENSGALG00000006344 - -0,881107 0,003835825

TCONS_00083049 ENSGALT00000007194 ENSGALG00000004518 - -0,883570 0,003609299

TCONS_00083049 ENSGALT00000023212 ENSGALG00000014368 APOA5 -0,891276 0,002956723

TCONS_00083049 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,931227 0,000771828

TCONS_00083147 ENSGALT00000070619 ENSGALG00000034735 - 0,980745 1,76E-05

TCONS_00083147 ENSGALT00000083830 ENSGALG00000044554 RIDA 0,964415 0,000109664

TCONS_00083147 ENSGALT00000000320 ENSGALG00000000241 STARD4 0,963357 0,00011965

TCONS_00083147 ENSGALT00000089552 ENSGALG00000009560 MSMO1 0,961172 0,00014211

TCONS_00083147 ENSGALT00000014299 ENSGALG00000008795 GPAM 0,960849 0,000145654

TCONS_00083147 ENSGALT00000039765 ENSGALG00000008608 FETUB 0,958221 0,000176643

TCONS_00083147 ENSGALT00000015566 ENSGALG00000009560 MSMO1 0,957230 0,000189379

TCONS_00083147 ENSGALT00000077387 ENSGALG00000032679 GCSH 0,957076 0,000191406

TCONS_00083147 ENSGALT00000051352 ENSGALG00000041296 - 0,956303 0,000201821

TCONS_00083147 ENSGALT00000045031 ENSGALG00000008840 ACSL5 0,954530 0,000227085

TCONS_00083147 ENSGALT00000050649 ENSGALG00000034177 RPS27L 0,953946 0,000235838

TCONS_00083147 ENSGALT00000073442 ENSGALG00000029308 - 0,952480 0,000258799

TCONS_00083147 ENSGALT00000086946 ENSGALG00000036915 SQLE 0,950308 0,000295444

TCONS_00083147 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 0,949675 0,00030672

TCONS_00083147 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 0,948932 0,000320338

TCONS_00083147 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 0,948806 0,000322679

TCONS_00083147 ENSGALT00000006531 ENSGALG00000004106 DHCR7 0,948736 0,000323989

TCONS_00083147 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 0,948547 0,000327546

TCONS_00083147 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 0,948087 0,000336274

TCONS_00083147 ENSGALT00000045592 ENSGALG00000028005 GADD45G 0,946858 0,000360391

TCONS_00083147 ENSGALT00000024114 ENSGALG00000014948 HMGCR 0,943878 0,000423523

TCONS_00083147 ENSGALT00000083676 ENSGALG00000009365 CYP51 0,942584 0,000453059

TCONS_00083147 ENSGALT00000022468 ENSGALG00000013848 MVK 0,941834 0,000470775

TCONS_00083147 ENSGALT00000011126 ENSGALG00000006872 PISD 0,940802 0,000495875

TCONS_00083147 ENSGALT00000051453 ENSGALG00000009365 CYP51 0,940604 0,000500788

TCONS_00083147 ENSGALT00000064540 ENSGALG00000041808 ANO1 0,940276 0,000509009

TCONS_00083147 ENSGALT00000085953 ENSGALG00000009621 ACTB 0,938313 0,000560026

TCONS_00083147 ENSGALT00000032336 ENSGALG00000007493 NSDHL 0,938092 0,000565964

TCONS_00083147 ENSGALT00000017871 ENSGALG00000010969 - 0,937195 0,000590512

TCONS_00083147 ENSGALT00000045529 ENSGALG00000027070 TIMP2 0,937077 0,000593794

TCONS_00083147 ENSGALT00000080210 ENSGALG00000006080 GPC4 0,936440 0,000611728

TCONS_00083147 ENSGALT00000079625 ENSGALG00000005739 SCD 0,934593 0,000665687

TCONS_00083147 ENSGALT00000011769 ENSGALG00000007267 MVD 0,933895 0,000686859

TCONS_00083147 ENSGALT00000068246 ENSGALG00000006783 PLOD2 0,933759 0,000691009

TCONS_00083147 ENSGALT00000038777 ENSGALG00000023444 APELA 0,932831 0,000719966

TCONS_00083147 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 0,932790 0,00072126

TCONS_00083147 ENSGALT00000048006 ENSGALG00000042944 THRSPB 0,931631 0,000758542

TCONS_00083147 ENSGALT00000009221 ENSGALG00000005739 SCD 0,931477 0,000763575



TCONS_00083147 ENSGALT00000043362 ENSGALG00000028230 SUN2 0,931318 0,000768827

TCONS_00083147 ENSGALT00000057505 ENSGALG00000006872 PISD 0,930828 0,000785093

TCONS_00083147 ENSGALT00000083141 ENSGALG00000046329 - 0,930081 0,000810339

TCONS_00083147 ENSGALT00000083959 ENSGALG00000006783 PLOD2 0,929988 0,000813532

TCONS_00083147 ENSGALT00000059891 ENSGALG00000009680 PAQR7 0,929492 0,000830623

TCONS_00083147 ENSGALT00000087999 ENSGALG00000006198 LSS 0,927663 0,000895674

TCONS_00083147 ENSGALT00000002018 ENSGALG00000001320 - 0,926940 0,000922302

TCONS_00083147 ENSGALT00000081175 ENSGALG00000029947 - 0,925370 0,000981866

TCONS_00083147 ENSGALT00000017560 ENSGALG00000010798 DHCR24 0,925296 0,000984722

TCONS_00083147 ENSGALT00000038351 ENSGALG00000015053 GLDC 0,924580 0,00101276

TCONS_00083147 ENSGALT00000073249 ENSGALG00000021450 - 0,923712 0,001047424

TCONS_00083147 ENSGALT00000071016 ENSGALG00000039538 CLDND1 0,923409 0,001059689

TCONS_00083147 ENSGALT00000024040 ENSGALG00000014906 MOCS2 0,922073 0,001115006

TCONS_00083147 ENSGALT00000055309 ENSGALG00000004106 DHCR7 0,921940 0,001120569

TCONS_00083147 ENSGALT00000046971 ENSGALG00000021450 - 0,921007 0,001160431

TCONS_00083147 ENSGALT00000039950 ENSGALG00000003475 ACLY 0,920886 0,001165656

TCONS_00083147 ENSGALT00000002818 ENSGALG00000001824 - 0,919070 0,001246025

TCONS_00083147 ENSGALT00000062888 ENSGALG00000042020 - 0,916895 0,001346974

TCONS_00083147 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 0,916731 0,001354787

TCONS_00083147 ENSGALT00000074439 ENSGALG00000036915 SQLE 0,916204 0,001380115

TCONS_00083147 ENSGALT00000011015 ENSGALG00000006812 TTC36 0,914574 0,001460355

TCONS_00083147 ENSGALT00000061743 ENSGALG00000010189 - 0,913415 0,001519254

TCONS_00083147 ENSGALT00000026894 ENSGALG00000016665 FDFT1 0,912786 0,001551841

TCONS_00083147 ENSGALT00000044496 ENSGALG00000028880 - 0,912287 0,00157803

TCONS_00083147 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 0,911833 0,001602098

TCONS_00083147 ENSGALT00000025553 ENSGALG00000015849 ME1 0,909358 0,001737513

TCONS_00083147 ENSGALT00000087867 ENSGALG00000006723 - 0,908667 0,00177657

TCONS_00083147 ENSGALT00000084832 ENSGALG00000015849 ME1 0,908259 0,00179996

TCONS_00083147 ENSGALT00000064511 ENSGALG00000027501 ANPEP 0,905948 0,001935925

TCONS_00083147 ENSGALT00000006717 ENSGALG00000021039 HKDC1 0,905555 0,001959743

TCONS_00083147 ENSGALT00000038740 ENSGALG00000023435 GATM 0,905477 0,001964489

TCONS_00083147 ENSGALT00000004577 ENSGALG00000002899 AACS 0,905467 0,001965078

TCONS_00083147 ENSGALT00000068873 ENSGALG00000006198 LSS 0,905183 0,001982408

TCONS_00083147 ENSGALT00000053340 ENSGALG00000040896 FASN 0,905084 0,001988435

TCONS_00083147 ENSGALT00000089852 ENSGALG00000040182 GAMT 0,904144 0,002046637

TCONS_00083147 ENSGALT00000088901 ENSGALG00000044762 - 0,903679 0,002075802

TCONS_00083147 ENSGALT00000028082 ENSGALG00000017394 INSIG1 0,902657 0,00214091

TCONS_00083147 ENSGALT00000044167 ENSGALG00000027608 PIGC 0,902037 0,002180993

TCONS_00083147 ENSGALT00000078637 ENSGALG00000004814 RHPN2 0,900929 0,002253929

TCONS_00083147 ENSGALT00000026335 ENSGALG00000016324 - 0,899986 0,002317215

TCONS_00083147 ENSGALT00000042798 ENSGALG00000025738 - 0,899127 0,002375806

TCONS_00083147 ENSGALT00000073281 ENSGALG00000005795 - 0,897174 0,002512693

TCONS_00083147 ENSGALT00000027871 ENSGALG00000017241 - 0,896865 0,002534785

TCONS_00083147 ENSGALT00000024632 ENSGALG00000015263 - 0,894579 0,002702297

TCONS_00083147 ENSGALT00000000773 ENSGALG00000000557 ETNK2 0,894344 0,00271991

TCONS_00083147 ENSGALT00000048004 ENSGALG00000037629 - 0,894247 0,002727241

TCONS_00083147 ENSGALT00000014007 ENSGALG00000008601 AHSG 0,893048 0,002818417

TCONS_00083147 ENSGALT00000006703 ENSGALG00000004216 TOR3A 0,892182 0,002885453

TCONS_00083147 ENSGALT00000083439 ENSGALG00000015090 PLIN2 0,890967 0,002981332

TCONS_00083147 ENSGALT00000064075 ENSGALG00000036713 - 0,890394 0,003027227

TCONS_00083147 ENSGALT00000084127 ENSGALG00000046197 - 0,888856 0,003152617

TCONS_00083147 ENSGALT00000090277 ENSGALG00000040891 RSU1 0,888772 0,003159611

TCONS_00083147 ENSGALT00000033928 ENSGALG00000005849 PPDPF 0,888720 0,003163869

TCONS_00083147 ENSGALT00000079882 ENSGALG00000041687 SREBF2 0,888219 0,003205558

TCONS_00083147 ENSGALT00000082890 ENSGALG00000041604 - 0,887400 0,003274472

TCONS_00083147 ENSGALT00000063397 ENSGALG00000006723 - 0,887127 0,00329765



TCONS_00083147 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 0,886662 0,003337322

TCONS_00083147 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 0,885917 0,003401578

TCONS_00083147 ENSGALT00000024043 ENSGALG00000014908 FST 0,883876 0,003581733

TCONS_00083147 ENSGALT00000078635 ENSGALG00000034504 - 0,883848 0,003584231

TCONS_00083147 ENSGALT00000044669 ENSGALG00000026005 DIO2 0,882916 0,003668512

TCONS_00083147 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 0,882647 0,003693161

TCONS_00083147 ENSGALT00000014374 ENSGALG00000008845 HAO1 0,881552 0,00379421

TCONS_00083147 ENSGALT00000040063 ENSGALG00000005795 - 0,878383 0,004096755

TCONS_00083147 ENSGALT00000053520 ENSGALG00000042446 ACSM5 0,877386 0,004195103

TCONS_00083147 ENSGALT00000046363 ENSGALG00000038753 SAR1B 0,875818 0,004352802

TCONS_00083147 ENSGALT00000000305 ENSGALG00000000227 DPYSL2 0,875570 0,004378039

TCONS_00083147 ENSGALT00000044254 ENSGALG00000027561 GNG5 0,874249 0,004514302

TCONS_00083147 ENSGALT00000000158 ENSGALG00000000109 AFMID 0,871899 0,004763288

TCONS_00083147 ENSGALT00000007764 ENSGALG00000004860 RASD1 0,870846 0,004877747

TCONS_00083147 ENSGALT00000049715 ENSGALG00000041078 MID1IP1 0,869027 0,005079487

TCONS_00083147 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 0,869024 0,005079763

TCONS_00083147 ENSGALT00000047996 ENSGALG00000042168 - 0,868850 0,005099378

TCONS_00083147 ENSGALT00000009308 ENSGALG00000005795 - 0,868598 0,005127787

TCONS_00083147 ENSGALT00000040072 ENSGALG00000005795 - 0,867430 0,00526096

TCONS_00083147 ENSGALT00000044321 ENSGALG00000026757 - 0,865927 0,005435496

TCONS_00083147 ENSGALT00000076278 ENSGALG00000036572 - 0,864867 0,005560845

TCONS_00083147 ENSGALT00000039781 ENSGALG00000023761 - 0,864686 0,005582362

TCONS_00083147 ENSGALT00000086534 ENSGALG00000004725 - 0,862137 0,005892047

TCONS_00083147 ENSGALT00000026507 ENSGALG00000016430 - 0,861305 0,005995394

TCONS_00083147 ENSGALT00000071911 ENSGALG00000039538 CLDND1 0,860734 0,006067006

TCONS_00083147 ENSGALT00000057311 ENSGALG00000012377 HNMT 0,856789 0,006576786

TCONS_00083147 ENSGALT00000024089 ENSGALG00000014935 GREB1L 0,856723 0,006585565

TCONS_00083147 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 0,854965 0,006821442

TCONS_00083147 ENSGALT00000083827 ENSGALG00000036214 DJ-1 0,851829 0,007255644

TCONS_00083147 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 0,849091 0,007648677

TCONS_00083147 ENSGALT00000018533 ENSGALG00000011361 CRYZ 0,848998 0,007662334

TCONS_00083147 ENSGALT00000020209 ENSGALG00000012377 HNMT 0,847224 0,007924423

TCONS_00083147 ENSGALT00000032169 ENSGALG00000011455 - 0,842129 0,008708701

TCONS_00083147 ENSGALT00000040984 ENSGALG00000024271 ECHS1 0,840835 0,008915507

TCONS_00083147 ENSGALT00000054207 ENSGALG00000041161 - 0,839323 0,009161031

TCONS_00083147 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 0,837795 0,009413455

TCONS_00083147 ENSGALT00000087652 ENSGALG00000045700 - 0,837302 0,009495822

TCONS_00083147 ENSGALT00000052985 ENSGALG00000015822 MAP3K7CL 0,836631 0,009608576

TCONS_00083147 ENSGALT00000042593 ENSGALG00000025680 SNORA25 0,835920 0,009729115

TCONS_00083147 ENSGALT00000005420 ENSGALG00000003427 USP3 0,835307 0,009833671

TCONS_00083147 ENSGALT00000087359 ENSGALG00000039011 DPYS 0,831954 0,01041875

TCONS_00083147 ENSGALT00000080092 ENSGALG00000012112 - 0,830164 0,010739978

TCONS_00083147 ENSGALT00000025051 ENSGALG00000015540 RAD23B 0,829753 0,010814609

TCONS_00083147 ENSGALT00000071196 ENSGALG00000030366 - 0,827861 0,011162334

TCONS_00083147 ENSGALT00000004493 ENSGALG00000002849 DER 0,827470 0,011235111

TCONS_00083147 ENSGALT00000086231 ENSGALG00000031916 ZP1 0,822684 0,01214968

TCONS_00083147 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A 0,822448 0,01219605

TCONS_00083147 ENSGALT00000004234 ENSGALG00000002688 NME4 0,818678 0,012950352

TCONS_00083147 ENSGALT00000024419 ENSGALG00000015134 - 0,818145 0,013059384

TCONS_00083147 ENSGALT00000081277 ENSGALG00000042801 - 0,816339 0,013432813

TCONS_00083147 ENSGALT00000026601 ENSGALG00000016491 APOB 0,815794 0,013546791

TCONS_00083147 ENSGALT00000064987 ENSGALG00000004261 AQP9 0,814608 0,013797048

TCONS_00083147 ENSGALT00000061698 ENSGALG00000034434 IDH2 0,813547 0,014023358

TCONS_00083147 ENSGALT00000001353 ENSGALG00000000919 PIGR 0,811324 0,014505003

TCONS_00083147 ENSGALT00000023329 ENSGALG00000014447 AK3 0,810562 0,014672547

TCONS_00083147 ENSGALT00000068270 ENSGALG00000034917 - 0,808449 0,015143393



TCONS_00083147 ENSGALT00000036719 ENSGALG00000019845 - 0,808273 0,015182887

TCONS_00083147 ENSGALT00000068577 ENSGALG00000035803 - 0,807844 0,015279844

TCONS_00083147 ENSGALT00000015115 ENSGALG00000009291 EPHX1 0,804725 0,015995792

TCONS_00083147 ENSGALT00000063292 ENSGALG00000030187 CAT 0,802896 0,016425384

TCONS_00083147 ENSGALT00000028518 ENSGALG00000017811 SNORA27 0,799564 0,01722627

TCONS_00083147 ENSGALT00000054778 ENSGALG00000010005 EPAS1 0,799358 0,017276393

TCONS_00083147 ENSGALT00000054713 ENSGALG00000040655 FAM20A 0,797924 0,017629139

TCONS_00083147 ENSGALT00000083952 ENSGALG00000030187 CAT 0,797309 0,017781832

TCONS_00083147 ENSGALT00000051507 ENSGALG00000031872 AGMAT 0,795883 0,018138818

TCONS_00083147 ENSGALT00000083414 ENSGALG00000012196 MCUB 0,791255 0,019328501

TCONS_00083147 ENSGALT00000020401 ENSGALG00000012488 TST 0,790413 0,019549966

TCONS_00083147 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 0,790142 0,019621573

TCONS_00083147 ENSGALT00000020120 ENSGALG00000012312 GCAT 0,788833 0,019969792

TCONS_00083147 ENSGALT00000056823 ENSGALG00000039354 - 0,788200 0,02013965

TCONS_00083147 ENSGALT00000038387 ENSGALG00000010293 - 0,787962 0,02020373

TCONS_00083147 ENSGALT00000011621 ENSGALG00000007178 - 0,785944 0,020752006

TCONS_00083147 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 0,785841 0,020780283

TCONS_00083147 ENSGALT00000024139 ENSGALG00000014966 HGD 0,785036 0,021001918

TCONS_00083147 ENSGALT00000050726 ENSGALG00000021450 - 0,784861 0,021050141

TCONS_00083147 ENSGALT00000053980 ENSGALG00000034244 SNORA4 0,784687 0,021098379

TCONS_00083147 ENSGALT00000037180 ENSGALG00000012882 KDSR 0,782248 0,021780418

TCONS_00083147 ENSGALT00000006584 ENSGALG00000004141 - 0,782132 0,021813075

TCONS_00083147 ENSGALT00000025254 ENSGALG00000015663 HSDL2 0,782010 0,021847524

TCONS_00083147 ENSGALT00000077159 ENSGALG00000039257 - 0,781946 0,021865756

TCONS_00083147 ENSGALT00000002892 ENSGALG00000001863 - 0,779388 0,022597446

TCONS_00083147 ENSGALT00000023973 ENSGALG00000014855 - 0,779350 0,022608477

TCONS_00083147 ENSGALT00000050940 ENSGALG00000042374 PDE11A 0,779102 0,02267997

TCONS_00083147 ENSGALT00000056684 ENSGALG00000021450 - 0,778600 0,022825617

TCONS_00083147 ENSGALT00000036427 ENSGALG00000017185 TMEM123 0,776200 0,023530289

TCONS_00083147 ENSGALT00000076227 ENSGALG00000009369 PRDX3 0,774816 0,023942482

TCONS_00083147 ENSGALT00000065964 ENSGALG00000001863 - 0,774727 0,023969201

TCONS_00083147 ENSGALT00000014086 ENSGALG00000008646 - 0,774715 0,023972798

TCONS_00083147 ENSGALT00000087708 ENSGALG00000045747 - 0,774342 0,024084576

TCONS_00083147 ENSGALT00000036535 ENSGALG00000022758 GGACT 0,773675 0,024285622

TCONS_00083147 ENSGALT00000051020 ENSGALG00000042672 - 0,772495 0,024643944

TCONS_00083147 ENSGALT00000063564 ENSGALG00000031916 ZP1 0,771509 0,024945649

TCONS_00083147 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 0,771475 0,024956085

TCONS_00083147 ENSGALT00000089110 ENSGALG00000045714 - 0,770676 0,025202449

TCONS_00083147 ENSGALT00000003386 ENSGALG00000002162 ACO1 0,769731 0,025495643

TCONS_00083147 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 0,769646 0,02552211

TCONS_00083147 ENSGALT00000089602 ENSGALG00000005704 - 0,769322 0,02562313

TCONS_00083147 ENSGALT00000078058 ENSGALG00000039536 C8orf22 0,766555 0,026496421

TCONS_00083147 ENSGALT00000089702 ENSGALG00000045648 - 0,765746 0,02675513

TCONS_00083147 ENSGALT00000085318 ENSGALG00000045446 - 0,762107 0,027938414

TCONS_00083147 ENSGALT00000017864 ENSGALG00000020390 - 0,760057 0,028618839

TCONS_00083147 ENSGALT00000014937 ENSGALG00000009170 NCEH1 0,759850 0,028687949

TCONS_00083147 ENSGALT00000042585 ENSGALG00000025672 SNORD97 0,759506 0,028803415

TCONS_00083147 ENSGALT00000074333 ENSGALG00000033852 - 0,756557 0,029803924

TCONS_00083147 ENSGALT00000016138 ENSGALG00000009926 HAAO 0,755991 0,029998471

TCONS_00083147 ENSGALT00000026579 ENSGALG00000016475 - 0,755755 0,030079756

TCONS_00083147 ENSGALT00000064736 ENSGALG00000014906 MOCS2 0,755346 0,03022087

TCONS_00083147 ENSGALT00000089048 ENSGALG00000045557 MTTPL 0,754436 0,030536638

TCONS_00083147 ENSGALT00000016271 ENSGALG00000010018 - 0,750277 0,032005117

TCONS_00083147 ENSGALT00000007194 ENSGALG00000004518 - 0,749431 0,032309037

TCONS_00083147 ENSGALT00000074202 ENSGALG00000030614 - 0,749048 0,032447269

TCONS_00083147 ENSGALT00000002682 ENSGALG00000001749 ACSBG2 0,747468 0,033021097



TCONS_00083147 ENSGALT00000018962 ENSGALG00000011612 GC 0,745872 0,033607133

TCONS_00083147 ENSGALT00000010834 ENSGALG00000006702 MFGE8 0,745218 0,033849007

TCONS_00083147 ENSGALT00000080710 ENSGALG00000006344 - 0,743942 0,034324121

TCONS_00083147 ENSGALT00000039802 ENSGALG00000004129 SPP2 0,741839 0,035115925

TCONS_00083147 ENSGALT00000009336 ENSGALG00000005815 TMEM41B 0,740807 0,035508315

TCONS_00083147 ENSGALT00000044387 ENSGALG00000027334 - 0,736637 0,037122187

TCONS_00083147 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 0,735158 0,037705026

TCONS_00083147 ENSGALT00000089834 ENSGALG00000008858 MDH1 0,731751 0,039068506

TCONS_00083147 ENSGALT00000059584 ENSGALG00000008855 UGP2 0,730623 0,039526789

TCONS_00083147 ENSGALT00000089668 ENSGALG00000009179 TNFSF10 0,729972 0,039792483

TCONS_00083147 ENSGALT00000034715 ENSGALG00000005439 ACACA 0,728146 0,040543849

TCONS_00083147 ENSGALT00000046716 ENSGALG00000040584 - 0,727827 0,040676049

TCONS_00083147 ENSGALT00000011547 ENSGALG00000007127 - 0,726840 0,04108675

TCONS_00083147 ENSGALT00000026897 ENSGALG00000016667 - 0,723471 0,042506755

TCONS_00083147 ENSGALT00000074520 ENSGALG00000035140 TMEM106B 0,718800 0,044524361

TCONS_00083147 ENSGALT00000035078 ENSGALG00000002595 - 0,715536 0,045968023

TCONS_00083147 ENSGALT00000042542 ENSGALG00000025629 SNORA20 0,713160 0,047036145

TCONS_00083147 ENSGALT00000083223 ENSGALG00000039538 CLDND1 0,708665 0,049098244

TCONS_00083147 ENSGALT00000016487 ENSGALG00000010139 SSTR1 0,702808 0,051865044

TCONS_00083147 ENSGALT00000000195 ENSGALG00000000142 CEPT1 0,701286 0,05259862

TCONS_00083147 ENSGALT00000052937 ENSGALG00000041344 FABP5 -0,708498 0,049175795

TCONS_00083147 ENSGALT00000089703 ENSGALG00000007114 APOA1 -0,709049 0,048919753

TCONS_00083147 ENSGALT00000082196 ENSGALG00000031149 - -0,712485 0,047342413

TCONS_00083147 ENSGALT00000038797 ENSGALG00000006181 NUB1 -0,715017 0,046199957

TCONS_00083147 ENSGALT00000031541 ENSGALG00000016668 - -0,722713 0,042830187

TCONS_00083147 ENSGALT00000022274 ENSGALG00000019514 CNDP2 -0,724036 0,042266484

TCONS_00083147 ENSGALT00000089122 ENSGALG00000011704 HACD2 -0,726618 0,041179072

TCONS_00083147 ENSGALT00000084717 ENSGALG00000044649 P2RX2 -0,726678 0,041154343

TCONS_00083147 ENSGALT00000002634 ENSGALG00000001717 SLC16A1 -0,728448 0,040419037

TCONS_00083147 ENSGALT00000036163 ENSGALG00000022586 HPX -0,729865 0,039836385

TCONS_00083147 ENSGALT00000018092 ENSGALG00000011106 GALNT2 -0,730488 0,039581535

TCONS_00083147 ENSGALT00000026575 ENSGALG00000016471 - -0,731215 0,03928594

TCONS_00083147 ENSGALT00000027351 ENSGALG00000016919 IRG1 -0,731982 0,038975217

TCONS_00083147 ENSGALT00000008441 ENSGALG00000005257 - -0,732896 0,038607138

TCONS_00083147 ENSGALT00000023517 ENSGALG00000014585 - -0,736358 0,037231424

TCONS_00083147 ENSGALT00000086052 ENSGALG00000046544 - -0,739676 0,035941777

TCONS_00083147 ENSGALT00000073246 ENSGALG00000033498 - -0,739837 0,035879973

TCONS_00083147 ENSGALT00000065677 ENSGALG00000033171 TGM4 -0,744819 0,033997111

TCONS_00083147 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 -0,745545 0,033727724

TCONS_00083147 ENSGALT00000017862 ENSGALG00000020388 - -0,749090 0,032431995

TCONS_00083147 ENSGALT00000085066 ENSGALG00000044326 - -0,753830 0,030748095

TCONS_00083147 ENSGALT00000042197 ENSGALG00000025284 SNORD89 -0,756159 0,029940551

TCONS_00083147 ENSGALT00000012325 ENSGALG00000007620 GFRA3 -0,756272 0,02990165

TCONS_00083147 ENSGALT00000028571 ENSGALG00000017864 SNORA3 -0,757384 0,029521082

TCONS_00083147 ENSGALT00000044622 ENSGALG00000026677 F10 -0,757463 0,029494426

TCONS_00083147 ENSGALT00000027063 ENSGALG00000016761 - -0,757587 0,029452215

TCONS_00083147 ENSGALT00000080142 ENSGALG00000034990 - -0,759576 0,028779824

TCONS_00083147 ENSGALT00000048002 ENSGALG00000034358 RETSAT -0,761796 0,028040789

TCONS_00083147 ENSGALT00000020897 ENSGALG00000012809 ECI2 -0,767019 0,026348642

TCONS_00083147 ENSGALT00000004765 ENSGALG00000003016 MASP2 -0,776645 0,023398543

TCONS_00083147 ENSGALT00000087288 ENSGALG00000038290 P4HB -0,776800 0,023352698

TCONS_00083147 ENSGALT00000079527 ENSGALG00000012809 ECI2 -0,776822 0,023346194

TCONS_00083147 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 -0,778811 0,022764503

TCONS_00083147 ENSGALT00000087941 ENSGALG00000035836 LDHB -0,782200 0,021793998

TCONS_00083147 ENSGALT00000064199 ENSGALG00000030773 CP -0,783027 0,021560994

TCONS_00083147 ENSGALT00000089543 ENSGALG00000011704 HACD2 -0,784416 0,021173568



TCONS_00083147 ENSGALT00000043264 ENSGALG00000027786 SOCS3 -0,785294 0,020930759

TCONS_00083147 ENSGALT00000045496 ENSGALG00000028341 - -0,785548 0,020860842

TCONS_00083147 ENSGALT00000016586 ENSGALG00000010203 - -0,785847 0,020778583

TCONS_00083147 ENSGALT00000009422 ENSGALG00000005860 ACAA1 -0,788669 0,020013843

TCONS_00083147 ENSGALT00000021443 ENSGALG00000013135 GALNT1 -0,792608 0,01897571

TCONS_00083147 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 -0,793754 0,018680091

TCONS_00083147 ENSGALT00000062050 ENSGALG00000003362 ACSS2 -0,797140 0,017823818

TCONS_00083147 ENSGALT00000003069 ENSGALG00000001975 - -0,799696 0,017193884

TCONS_00083147 ENSGALT00000005687 ENSGALG00000003595 SARM1 -0,803060 0,016386385

TCONS_00083147 ENSGALT00000000857 ENSGALG00000000608 CDH1 -0,804233 0,016110721

TCONS_00083147 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 -0,804755 0,01598893

TCONS_00083147 ENSGALT00000021384 ENSGALG00000013098 MGST1 -0,807539 0,015348803

TCONS_00083147 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 -0,815018 0,013710164

TCONS_00083147 ENSGALT00000063728 ENSGALG00000003578 FN1 -0,815432 0,013622823

TCONS_00083147 ENSGALT00000022669 ENSGALG00000013993 - -0,818841 0,012917194

TCONS_00083147 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 -0,825437 0,011617985

TCONS_00083147 ENSGALT00000083242 ENSGALG00000012370 GINM1 -0,826890 0,011343468

TCONS_00083147 ENSGALT00000005664 ENSGALG00000003578 FN1 -0,827453 0,011238287

TCONS_00083147 ENSGALT00000000384 ENSGALG00000000293 - -0,827799 0,011173811

TCONS_00083147 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 -0,830409 0,010695684

TCONS_00083147 ENSGALT00000052825 ENSGALG00000040434 - -0,834365 0,009995971

TCONS_00083147 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 -0,845785 0,008141096

TCONS_00083147 ENSGALT00000017638 ENSGALG00000010853 C8B -0,846909 0,007971494

TCONS_00083147 ENSGALT00000086453 ENSGALG00000046217 PIT54 -0,848906 0,007675722

TCONS_00083147 ENSGALT00000063740 ENSGALG00000043044 - -0,851203 0,007344348

TCONS_00083147 ENSGALT00000022711 ENSGALG00000024272 S100A8 -0,851357 0,007322438

TCONS_00083147 ENSGALT00000084217 ENSGALG00000003876 - -0,856717 0,006586316

TCONS_00083147 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 -0,862645 0,005829427

TCONS_00083147 ENSGALT00000023648 ENSGALG00000027483 GLRX -0,862774 0,005813587

TCONS_00083147 ENSGALT00000003484 ENSGALG00000002225 RFFL -0,865076 0,005535949

TCONS_00083147 ENSGALT00000079162 ENSGALG00000043044 - -0,866105 0,005414655

TCONS_00083147 ENSGALT00000036713 ENSGALG00000022815 - -0,874567 0,004481215

TCONS_00083147 ENSGALT00000046070 ENSGALG00000028451 - -0,880027 0,003937951

TCONS_00083147 ENSGALT00000023956 ENSGALG00000014840 C6 -0,884251 0,003548184

TCONS_00083147 ENSGALT00000017633 ENSGALG00000010850 C8A -0,887652 0,003253177

TCONS_00083147 ENSGALT00000038895 ENSGALG00000009262 FGB -0,889662 0,003086494

TCONS_00083147 ENSGALT00000008177 ENSGALG00000005099 - -0,890704 0,003002321

TCONS_00083147 ENSGALT00000031540 ENSGALG00000016669 - -0,894213 0,002729797

TCONS_00083147 ENSGALT00000015077 ENSGALG00000009266 FGA -0,907043 0,001870692

TCONS_00083147 ENSGALT00000015079 ENSGALG00000009268 FGG -0,910995 0,001647153

TCONS_00083259 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,957764 0,000182449

TCONS_00083259 ENSGALT00000022669 ENSGALG00000013993 - 0,934095 0,000680722

TCONS_00083259 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,922129 0,001112615

TCONS_00083259 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,916328 0,001374102

TCONS_00083259 ENSGALT00000009580 ENSGALG00000005957 SLC6A14 0,905985 0,001933698

TCONS_00083259 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,901672 0,002204889

TCONS_00083259 ENSGALT00000031540 ENSGALG00000016669 - 0,900323 0,002294447

TCONS_00083259 ENSGALT00000064199 ENSGALG00000030773 CP 0,899901 0,002322926

TCONS_00083259 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,896536 0,002558492

TCONS_00083259 ENSGALT00000010419 ENSGALG00000006453 - 0,896198 0,002582964

TCONS_00083259 ENSGALT00000001476 ENSGALG00000001000 - 0,895821 0,002610415

TCONS_00083259 ENSGALT00000046070 ENSGALG00000028451 - 0,895339 0,00264582

TCONS_00083259 ENSGALT00000048616 ENSGALG00000033187 - 0,876727 0,004260859

TCONS_00083259 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,873285 0,004615421

TCONS_00083259 ENSGALT00000069086 ENSGALG00000043064 - 0,870428 0,004923577

TCONS_00083259 ENSGALT00000081572 ENSGALG00000039008 - 0,866174 0,005406612



TCONS_00083259 ENSGALT00000063728 ENSGALG00000003578 FN1 0,865344 0,005504143

TCONS_00083259 ENSGALT00000036713 ENSGALG00000022815 - 0,862729 0,005819159

TCONS_00083259 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,862285 0,005873666

TCONS_00083259 ENSGALT00000017862 ENSGALG00000020388 - 0,861478 0,005973754

TCONS_00083259 ENSGALT00000005664 ENSGALG00000003578 FN1 0,861387 0,005985087

TCONS_00083259 ENSGALT00000006299 ENSGALG00000003952 RBPJL 0,860343 0,006116335

TCONS_00083259 ENSGALT00000010127 ENSGALG00000027716 - 0,856674 0,006592102

TCONS_00083259 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,850752 0,007408656

TCONS_00083259 ENSGALT00000087455 ENSGALG00000009433 BAG3 0,849351 0,007610889

TCONS_00083259 ENSGALT00000039921 ENSGALG00000023818 - 0,845464 0,008190037

TCONS_00083259 ENSGALT00000010224 ENSGALG00000006323 MIM1 0,844988 0,008262899

TCONS_00083259 ENSGALT00000086052 ENSGALG00000046544 - 0,835128 0,009864501

TCONS_00083259 ENSGALT00000023956 ENSGALG00000014840 C6 0,833025 0,01022969

TCONS_00083259 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,832595 0,010305352

TCONS_00083259 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,831576 0,010486159

TCONS_00083259 ENSGALT00000073246 ENSGALG00000033498 - 0,830381 0,010700731

TCONS_00083259 ENSGALT00000038895 ENSGALG00000009262 FGB 0,830097 0,010752223

TCONS_00083259 ENSGALT00000016586 ENSGALG00000010203 - 0,828439 0,011055387

TCONS_00083259 ENSGALT00000008177 ENSGALG00000005099 - 0,827227 0,011280423

TCONS_00083259 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,824860 0,011728268

TCONS_00083259 ENSGALT00000088658 ENSGALG00000009433 BAG3 0,824420 0,011812623

TCONS_00083259 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,824051 0,01188377

TCONS_00083259 ENSGALT00000027586 ENSGALG00000017077 HSPH1 0,823430 0,012004236

TCONS_00083259 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,823099 0,012068587

TCONS_00083259 ENSGALT00000045496 ENSGALG00000028341 - 0,818920 0,012901095

TCONS_00083259 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,818198 0,013048449

TCONS_00083259 ENSGALT00000015077 ENSGALG00000009266 FGA 0,817376 0,013217569

TCONS_00083259 ENSGALT00000015079 ENSGALG00000009268 FGG 0,812743 0,014196348

TCONS_00083259 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,812430 0,014264146

TCONS_00083259 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,807340 0,015394116

TCONS_00083259 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,807161 0,015434931

TCONS_00083259 ENSGALT00000050127 ENSGALG00000029857 - 0,805603 0,015792154

TCONS_00083259 ENSGALT00000054028 ENSGALG00000033932 BF1 0,799630 0,017210015

TCONS_00083259 ENSGALT00000000384 ENSGALG00000000293 - 0,796836 0,017899679

TCONS_00083259 ENSGALT00000085066 ENSGALG00000044326 - 0,796719 0,017928861

TCONS_00083259 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,794947 0,018375616

TCONS_00083259 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,794311 0,018537491

TCONS_00083259 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,785414 0,020897551

TCONS_00083259 ENSGALT00000027063 ENSGALG00000016761 - 0,784053 0,021274452

TCONS_00083259 ENSGALT00000079162 ENSGALG00000043044 - 0,780079 0,022398302

TCONS_00083259 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,775841 0,02363675

TCONS_00083259 ENSGALT00000019144 ENSGALG00000011715 HSPA2 0,775177 0,023834421

TCONS_00083259 ENSGALT00000082196 ENSGALG00000031149 - 0,774340 0,024085311

TCONS_00083259 ENSGALT00000017633 ENSGALG00000010850 C8A 0,761492 0,028141502

TCONS_00083259 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,748070 0,032801845

TCONS_00083259 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,736102 0,037332321

TCONS_00083259 ENSGALT00000050336 ENSGALG00000036850 DNAJA4 0,727204 0,040935

TCONS_00083259 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,721279 0,043446473

TCONS_00083259 ENSGALT00000087837 ENSGALG00000041380 BFIV21 0,721206 0,04347785

TCONS_00083259 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,718696 0,044569923

TCONS_00083259 ENSGALT00000063740 ENSGALG00000043044 - 0,715040 0,046189695

TCONS_00083259 ENSGALT00000026575 ENSGALG00000016471 - 0,712930 0,047140686

TCONS_00083259 ENSGALT00000080142 ENSGALG00000034990 - 0,702159 0,052177303

TCONS_00083259 ENSGALT00000017864 ENSGALG00000020390 - -0,700536 0,052962758

TCONS_00083259 ENSGALT00000011015 ENSGALG00000006812 TTC36 -0,701479 0,052505424

TCONS_00083259 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 -0,701599 0,052447497



TCONS_00083259 ENSGALT00000051453 ENSGALG00000009365 CYP51 -0,701612 0,052441229

TCONS_00083259 ENSGALT00000081277 ENSGALG00000042801 - -0,702719 0,051907676

TCONS_00083259 ENSGALT00000002018 ENSGALG00000001320 - -0,703097 0,051726127

TCONS_00083259 ENSGALT00000044669 ENSGALG00000026005 DIO2 -0,703992 0,051298168

TCONS_00083259 ENSGALT00000054207 ENSGALG00000041161 - -0,704737 0,050943644

TCONS_00083259 ENSGALT00000025553 ENSGALG00000015849 ME1 -0,704917 0,050857955

TCONS_00083259 ENSGALT00000088901 ENSGALG00000044762 - -0,705440 0,050610264

TCONS_00083259 ENSGALT00000009308 ENSGALG00000005795 - -0,705498 0,050583034

TCONS_00083259 ENSGALT00000000773 ENSGALG00000000557 ETNK2 -0,706613 0,050056835

TCONS_00083259 ENSGALT00000039950 ENSGALG00000003475 ACLY -0,707517 0,049633058

TCONS_00083259 ENSGALT00000073281 ENSGALG00000005795 - -0,707839 0,049482621

TCONS_00083259 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,707850 0,049477554

TCONS_00083259 ENSGALT00000046971 ENSGALG00000021450 - -0,708418 0,049213139

TCONS_00083259 ENSGALT00000039802 ENSGALG00000004129 SPP2 -0,709427 0,048744644

TCONS_00083259 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 -0,711301 0,047882654

TCONS_00083259 ENSGALT00000083676 ENSGALG00000009365 CYP51 -0,711514 0,047784889

TCONS_00083259 ENSGALT00000045529 ENSGALG00000027070 TIMP2 -0,711515 0,047784808

TCONS_00083259 ENSGALT00000055528 ENSGALG00000041353 TP53INP1 -0,711920 0,047599665

TCONS_00083259 ENSGALT00000024114 ENSGALG00000014948 HMGCR -0,712074 0,047529613

TCONS_00083259 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 -0,712970 0,047122296

TCONS_00083259 ENSGALT00000024043 ENSGALG00000014908 FST -0,714270 0,046535312

TCONS_00083259 ENSGALT00000036719 ENSGALG00000019845 - -0,714645 0,046366941

TCONS_00083259 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 -0,715070 0,046176046

TCONS_00083259 ENSGALT00000024632 ENSGALG00000015263 - -0,715920 0,045796409

TCONS_00083259 ENSGALT00000057505 ENSGALG00000006872 PISD -0,716751 0,045427131

TCONS_00083259 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 -0,718786 0,044530371

TCONS_00083259 ENSGALT00000027871 ENSGALG00000017241 - -0,719198 0,044350057

TCONS_00083259 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,719886 0,04405024

TCONS_00083259 ENSGALT00000086946 ENSGALG00000036915 SQLE -0,719927 0,04403217

TCONS_00083259 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 -0,720607 0,043737292

TCONS_00083259 ENSGALT00000068246 ENSGALG00000006783 PLOD2 -0,720644 0,043721109

TCONS_00083259 ENSGALT00000068577 ENSGALG00000035803 - -0,721473 0,043362999

TCONS_00083259 ENSGALT00000004493 ENSGALG00000002849 DER -0,722012 0,04313101

TCONS_00083259 ENSGALT00000050521 ENSGALG00000037852 HSD17B7 -0,722842 0,042774991

TCONS_00083259 ENSGALT00000073249 ENSGALG00000021450 - -0,724325 0,042144153

TCONS_00083259 ENSGALT00000006531 ENSGALG00000004106 DHCR7 -0,724349 0,042133955

TCONS_00083259 ENSGALT00000022468 ENSGALG00000013848 MVK -0,724371 0,042124601

TCONS_00083259 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,724725 0,041974567

TCONS_00083259 ENSGALT00000000158 ENSGALG00000000109 AFMID -0,725876 0,041489832

TCONS_00083259 ENSGALT00000017560 ENSGALG00000010798 DHCR24 -0,725890 0,041483875

TCONS_00083259 ENSGALT00000001353 ENSGALG00000000919 PIGR -0,727523 0,040802255

TCONS_00083259 ENSGALT00000086718 ENSGALG00000012834 AKR1D1 -0,728704 0,040313489

TCONS_00083259 ENSGALT00000011126 ENSGALG00000006872 PISD -0,728985 0,040197573

TCONS_00083259 ENSGALT00000062888 ENSGALG00000042020 - -0,729634 0,039930869

TCONS_00083259 ENSGALT00000038777 ENSGALG00000023444 APELA -0,731047 0,039354185

TCONS_00083259 ENSGALT00000064075 ENSGALG00000036713 - -0,732110 0,038923479

TCONS_00083259 ENSGALT00000026988 ENSGALG00000016724 RGN -0,733029 0,038553629

TCONS_00083259 ENSGALT00000073442 ENSGALG00000029308 - -0,735723 0,037481484

TCONS_00083259 ENSGALT00000028082 ENSGALG00000017394 INSIG1 -0,736161 0,037309057

TCONS_00083259 ENSGALT00000084832 ENSGALG00000015849 ME1 -0,739655 0,035949753

TCONS_00083259 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,739770 0,035905671

TCONS_00083259 ENSGALT00000045592 ENSGALG00000028005 GADD45G -0,740523 0,035617082

TCONS_00083259 ENSGALT00000083959 ENSGALG00000006783 PLOD2 -0,741474 0,03525449

TCONS_00083259 ENSGALT00000009221 ENSGALG00000005739 SCD -0,741520 0,035236707

TCONS_00083259 ENSGALT00000015566 ENSGALG00000009560 MSMO1 -0,744808 0,034001077

TCONS_00083259 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,748598 0,032610245



TCONS_00083259 ENSGALT00000017871 ENSGALG00000010969 - -0,749350 0,032338406

TCONS_00083259 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,750819 0,031811231

TCONS_00083259 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,751306 0,031637976

TCONS_00083259 ENSGALT00000080210 ENSGALG00000006080 GPC4 -0,751310 0,031636558

TCONS_00083259 ENSGALT00000083141 ENSGALG00000046329 - -0,753047 0,031022201

TCONS_00083259 ENSGALT00000079625 ENSGALG00000005739 SCD -0,753121 0,030996399

TCONS_00083259 ENSGALT00000048006 ENSGALG00000042944 THRSPB -0,754280 0,030591096

TCONS_00083259 ENSGALT00000051352 ENSGALG00000041296 - -0,757115 0,029612845

TCONS_00083259 ENSGALT00000089552 ENSGALG00000009560 MSMO1 -0,757954 0,029327229

TCONS_00083259 ENSGALT00000048004 ENSGALG00000037629 - -0,758640 0,029095143

TCONS_00083259 ENSGALT00000080854 ENSGALG00000041222 CYP7A1 -0,759341 0,028858836

TCONS_00083259 ENSGALT00000086534 ENSGALG00000004725 - -0,759371 0,028848711

TCONS_00083259 ENSGALT00000033928 ENSGALG00000005849 PPDPF -0,762253 0,02789034

TCONS_00083259 ENSGALT00000050649 ENSGALG00000034177 RPS27L -0,763794 0,027385901

TCONS_00083259 ENSGALT00000038740 ENSGALG00000023435 GATM -0,764397 0,027189954

TCONS_00083259 ENSGALT00000000320 ENSGALG00000000241 STARD4 -0,765367 0,026876784

TCONS_00083259 ENSGALT00000014299 ENSGALG00000008795 GPAM -0,768332 0,025933291

TCONS_00083259 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,771092 0,025073913

TCONS_00083259 ENSGALT00000064540 ENSGALG00000041808 ANO1 -0,772470 0,024651594

TCONS_00083259 ENSGALT00000078637 ENSGALG00000004814 RHPN2 -0,772603 0,024610821

TCONS_00083259 ENSGALT00000046363 ENSGALG00000038753 SAR1B -0,776218 0,023524824

TCONS_00083259 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 -0,779884 0,022454444

TCONS_00083259 ENSGALT00000089852 ENSGALG00000040182 GAMT -0,783361 0,021467435

TCONS_00083259 ENSGALT00000020934 ENSGALG00000012834 AKR1D1 -0,786324 0,020648119

TCONS_00083259 ENSGALT00000042593 ENSGALG00000025680 SNORA25 -0,795048 0,018350069

TCONS_00083259 ENSGALT00000014007 ENSGALG00000008601 AHSG -0,797353 0,017770923

TCONS_00083259 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,800004 0,017119069

TCONS_00083259 ENSGALT00000032169 ENSGALG00000011455 - -0,810837 0,014611913

TCONS_00083259 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,812671 0,014211873

TCONS_00083259 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,819491 0,012785338

TCONS_00083259 ENSGALT00000045031 ENSGALG00000008840 ACSL5 -0,839597 0,009116195

TCONS_00083259 ENSGALT00000070619 ENSGALG00000034735 - -0,846450 0,008040528

TCONS_00083259 ENSGALT00000085953 ENSGALG00000009621 ACTB -0,856001 0,006681774

TCONS_00083259 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,860158 0,006139817

TCONS_00083259 ENSGALT00000039765 ENSGALG00000008608 FETUB -0,867373 0,005267479

TCONS_00083259 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,867888 0,00520854

TCONS_00084108 ENSGALT00000078141 ENSGALG00000003774 ATP13A2 0,996196 1,37E-07

TCONS_00084108 ENSGALT00000021443 ENSGALG00000013135 GALNT1 0,987148 5,26E-06

TCONS_00084108 ENSGALT00000027063 ENSGALG00000016761 - 0,987054 5,37E-06

TCONS_00084108 ENSGALT00000063728 ENSGALG00000003578 FN1 0,986356 6,29E-06

TCONS_00084108 ENSGALT00000085066 ENSGALG00000044326 - 0,979555 2,10E-05

TCONS_00084108 ENSGALT00000065677 ENSGALG00000033171 TGM4 0,975897 3,44E-05

TCONS_00084108 ENSGALT00000062050 ENSGALG00000003362 ACSS2 0,974542 4,05E-05

TCONS_00084108 ENSGALT00000016586 ENSGALG00000010203 - 0,973992 4,31E-05

TCONS_00084108 ENSGALT00000038797 ENSGALG00000006181 NUB1 0,973597 4,51E-05

TCONS_00084108 ENSGALT00000017862 ENSGALG00000020388 - 0,969015 7,27E-05

TCONS_00084108 ENSGALT00000000384 ENSGALG00000000293 - 0,968014 7,99E-05

TCONS_00084108 ENSGALT00000022711 ENSGALG00000024272 S100A8 0,967873 8,09E-05

TCONS_00084108 ENSGALT00000045496 ENSGALG00000028341 - 0,967765 8,17E-05

TCONS_00084108 ENSGALT00000005687 ENSGALG00000003595 SARM1 0,966074 9,52E-05

TCONS_00084108 ENSGALT00000086453 ENSGALG00000046217 PIT54 0,965691 9,84E-05

TCONS_00084108 ENSGALT00000004762 ENSGALG00000003015 SERPINF1 0,962784 0,000125295

TCONS_00084108 ENSGALT00000064199 ENSGALG00000030773 CP 0,961274 0,000141012

TCONS_00084108 ENSGALT00000082196 ENSGALG00000031149 - 0,956378 0,000200793

TCONS_00084108 ENSGALT00000011062 ENSGALG00000006837 TSPAN4 0,955288 0,00021604

TCONS_00084108 ENSGALT00000023648 ENSGALG00000027483 GLRX 0,954841 0,000222505



TCONS_00084108 ENSGALT00000022669 ENSGALG00000013993 - 0,953157 0,000248016

TCONS_00084108 ENSGALT00000004728 ENSGALG00000002987 SERPINF2 0,952268 0,000262239

TCONS_00084108 ENSGALT00000081572 ENSGALG00000039008 - 0,946560 0,000366415

TCONS_00084108 ENSGALT00000005664 ENSGALG00000003578 FN1 0,946165 0,000374493

TCONS_00084108 ENSGALT00000023956 ENSGALG00000014840 C6 0,945195 0,000394798

TCONS_00084108 ENSGALT00000050127 ENSGALG00000029857 - 0,943306 0,000436412

TCONS_00084108 ENSGALT00000087288 ENSGALG00000038290 P4HB 0,942080 0,000464906

TCONS_00084108 ENSGALT00000010127 ENSGALG00000027716 - 0,941519 0,000478341

TCONS_00084108 ENSGALT00000077035 ENSGALG00000003015 SERPINF1 0,939569 0,000527013

TCONS_00084108 ENSGALT00000089543 ENSGALG00000011704 HACD2 0,939104 0,000539098

TCONS_00084108 ENSGALT00000008177 ENSGALG00000005099 - 0,937829 0,00057311

TCONS_00084108 ENSGALT00000044622 ENSGALG00000026677 F10 0,937508 0,000581869

TCONS_00084108 ENSGALT00000086052 ENSGALG00000046544 - 0,935493 0,000639003

TCONS_00084108 ENSGALT00000054028 ENSGALG00000033932 BF1 0,933766 0,000690796

TCONS_00084108 ENSGALT00000000857 ENSGALG00000000608 CDH1 0,925921 0,000960684

TCONS_00084108 ENSGALT00000026575 ENSGALG00000016471 - 0,921291 0,001148186

TCONS_00084108 ENSGALT00000066129 ENSGALG00000033989 SLC39A14 0,920436 0,001185233

TCONS_00084108 ENSGALT00000006299 ENSGALG00000003952 RBPJL 0,918741 0,001260955

TCONS_00084108 ENSGALT00000023517 ENSGALG00000014585 - 0,918155 0,001287875

TCONS_00084108 ENSGALT00000069086 ENSGALG00000043064 - 0,916083 0,001385961

TCONS_00084108 ENSGALT00000042197 ENSGALG00000025284 SNORD89 0,915441 0,001417304

TCONS_00084108 ENSGALT00000013382 ENSGALG00000008222 SLC26A5 0,914949 0,001441611

TCONS_00084108 ENSGALT00000048616 ENSGALG00000033187 - 0,914927 0,001442722

TCONS_00084108 ENSGALT00000052825 ENSGALG00000040434 - 0,914776 0,001450277

TCONS_00084108 ENSGALT00000083146 ENSGALG00000000209 PRNP 0,913940 0,001492388

TCONS_00084108 ENSGALT00000017633 ENSGALG00000010850 C8A 0,913410 0,001519519

TCONS_00084108 ENSGALT00000028571 ENSGALG00000017864 SNORA3 0,909397 0,001735337

TCONS_00084108 ENSGALT00000011595 ENSGALG00000007158 SOCS1 0,907164 0,001863609

TCONS_00084108 ENSGALT00000038895 ENSGALG00000009262 FGB 0,899881 0,002324293

TCONS_00084108 ENSGALT00000081140 ENSGALG00000033789 HSP90B1 0,899729 0,002334619

TCONS_00084108 ENSGALT00000010419 ENSGALG00000006453 - 0,898948 0,002388156

TCONS_00084108 ENSGALT00000039921 ENSGALG00000023818 - 0,897982 0,002455435

TCONS_00084108 ENSGALT00000009580 ENSGALG00000005957 SLC6A14 0,896897 0,002532532

TCONS_00084108 ENSGALT00000003484 ENSGALG00000002225 RFFL 0,894604 0,002700431

TCONS_00084108 ENSGALT00000001476 ENSGALG00000001000 - 0,894571 0,002702936

TCONS_00084108 ENSGALT00000088658 ENSGALG00000009433 BAG3 0,894007 0,002745351

TCONS_00084108 ENSGALT00000027351 ENSGALG00000016919 IRG1 0,890137 0,003047937

TCONS_00084108 ENSGALT00000073246 ENSGALG00000033498 - 0,886698 0,003334264

TCONS_00084108 ENSGALT00000087455 ENSGALG00000009433 BAG3 0,884009 0,003569853

TCONS_00084108 ENSGALT00000010224 ENSGALG00000006323 MIM1 0,881850 0,003766526

TCONS_00084108 ENSGALT00000080142 ENSGALG00000034990 - 0,879715 0,003967823

TCONS_00084108 ENSGALT00000015077 ENSGALG00000009266 FGA 0,878935 0,00404304

TCONS_00084108 ENSGALT00000019144 ENSGALG00000011715 HSPA2 0,878565 0,004079055

TCONS_00084108 ENSGALT00000008441 ENSGALG00000005257 - 0,874450 0,00449339

TCONS_00084108 ENSGALT00000015079 ENSGALG00000009268 FGG 0,869269 0,005052347

TCONS_00084108 ENSGALT00000001852 ENSGALG00000001220 HERPUD1 0,865224 0,005518434

TCONS_00084108 ENSGALT00000083242 ENSGALG00000012370 GINM1 0,860410 0,006107883

TCONS_00084108 ENSGALT00000027586 ENSGALG00000017077 HSPH1 0,860083 0,006149366

TCONS_00084108 ENSGALT00000036713 ENSGALG00000022815 - 0,858201 0,006391264

TCONS_00084108 ENSGALT00000021384 ENSGALG00000013098 MGST1 0,857242 0,006516885

TCONS_00084108 ENSGALT00000084717 ENSGALG00000044649 P2RX2 0,854509 0,006883565

TCONS_00084108 ENSGALT00000081765 ENSGALG00000033212 HSP90AA1 0,854426 0,006894889

TCONS_00084108 ENSGALT00000036163 ENSGALG00000022586 HPX 0,852344 0,007183158

TCONS_00084108 ENSGALT00000081964 ENSGALG00000033212 HSP90AA1 0,842997 0,008571852

TCONS_00084108 ENSGALT00000018092 ENSGALG00000011106 GALNT2 0,842637 0,008628342

TCONS_00084108 ENSGALT00000048002 ENSGALG00000034358 RETSAT 0,839069 0,009202642



TCONS_00084108 ENSGALT00000083243 ENSGALG00000035836 LDHB 0,838124 0,009358654

TCONS_00084108 ENSGALT00000023632 ENSGALG00000014662 RBP5 0,835874 0,009736957

TCONS_00084108 ENSGALT00000089122 ENSGALG00000011704 HACD2 0,830936 0,010600757

TCONS_00084108 ENSGALT00000050336 ENSGALG00000036850 DNAJA4 0,830059 0,010759017

TCONS_00084108 ENSGALT00000087941 ENSGALG00000035836 LDHB 0,817463 0,01319953

TCONS_00084108 ENSGALT00000004765 ENSGALG00000003016 MASP2 0,816152 0,013471855

TCONS_00084108 ENSGALT00000063740 ENSGALG00000043044 - 0,815753 0,013555542

TCONS_00084108 ENSGALT00000031540 ENSGALG00000016669 - 0,813243 0,014088565

TCONS_00084108 ENSGALT00000079162 ENSGALG00000043044 - 0,812801 0,014183899

TCONS_00084108 ENSGALT00000043970 ENSGALG00000014509 BST1 0,809949 0,014808095

TCONS_00084108 ENSGALT00000062362 ENSGALG00000016919 IRG1 0,809805 0,014840027

TCONS_00084108 ENSGALT00000043264 ENSGALG00000027786 SOCS3 0,807229 0,015419362

TCONS_00084108 ENSGALT00000043497 ENSGALG00000026995 RHOG 0,803196 0,016354466

TCONS_00084108 ENSGALT00000083389 ENSGALG00000044326 - 0,798538 0,017477671

TCONS_00084108 ENSGALT00000087837 ENSGALG00000041380 BFIV21 0,797986 0,017613772

TCONS_00084108 ENSGALT00000043563 ENSGALG00000026970 - 0,792859 0,01891074

TCONS_00084108 ENSGALT00000085222 ENSGALG00000034358 RETSAT 0,784299 0,021206012

TCONS_00084108 ENSGALT00000057586 ENSGALG00000033730 - 0,765738 0,026757731

TCONS_00084108 ENSGALT00000017638 ENSGALG00000010853 C8B 0,761146 0,028256134

TCONS_00084108 ENSGALT00000057017 ENSGALG00000008127 SPI1 0,759408 0,028836298

TCONS_00084108 ENSGALT00000000109 ENSGALG00000000081 - 0,756516 0,029818129

TCONS_00084108 ENSGALT00000003069 ENSGALG00000001975 - 0,753926 0,030714524

TCONS_00084108 ENSGALT00000050696 ENSGALG00000034358 RETSAT 0,751298 0,03164067

TCONS_00084108 ENSGALT00000022274 ENSGALG00000019514 CNDP2 0,747434 0,03303349

TCONS_00084108 ENSGALT00000007608 ENSGALG00000021569 C1QA 0,747384 0,033051604

TCONS_00084108 ENSGALT00000052417 ENSGALG00000035836 LDHB 0,737377 0,036832469

TCONS_00084108 ENSGALT00000052937 ENSGALG00000041344 FABP5 0,735836 0,037437134

TCONS_00084108 ENSGALT00000075825 ENSGALG00000033661 - 0,728856 0,040250851

TCONS_00084108 ENSGALT00000039564 ENSGALG00000023689 ASS1 0,726115 0,041389713

TCONS_00084108 ENSGALT00000086755 ENSGALG00000045640 - 0,716686 0,045455904

TCONS_00084108 ENSGALT00000031541 ENSGALG00000016668 - 0,712731 0,047230696

TCONS_00084108 ENSGALT00000013392 ENSGALG00000008229 ALDH7A1 -0,700790 0,052839431

TCONS_00084108 ENSGALT00000089552 ENSGALG00000009560 MSMO1 -0,702326 0,052096692

TCONS_00084108 ENSGALT00000024043 ENSGALG00000014908 FST -0,703109 0,051720627

TCONS_00084108 ENSGALT00000039021 ENSGALG00000023517 AGPAT2 -0,703132 0,051709215

TCONS_00084108 ENSGALT00000054524 ENSGALG00000023925 - -0,707139 0,04981008

TCONS_00084108 ENSGALT00000005637 ENSGALG00000003560 SLC6A2 -0,707703 0,049546294

TCONS_00084108 ENSGALT00000087557 ENSGALG00000044733 - -0,709205 0,048847419

TCONS_00084108 ENSGALT00000000195 ENSGALG00000000142 CEPT1 -0,710030 0,048466497

TCONS_00084108 ENSGALT00000056515 ENSGALG00000013726 AIRC -0,710654 0,04817894

TCONS_00084108 ENSGALT00000024139 ENSGALG00000014966 HGD -0,712780 0,047208561

TCONS_00084108 ENSGALT00000016604 ENSGALG00000010211 ALDH6A1 -0,714371 0,046489857

TCONS_00084108 ENSGALT00000011621 ENSGALG00000007178 - -0,714897 0,046253926

TCONS_00084108 ENSGALT00000085587 ENSGALG00000045427 UPP2 -0,714920 0,046243523

TCONS_00084108 ENSGALT00000061955 ENSGALG00000042079 NID1 -0,715428 0,046015979

TCONS_00084108 ENSGALT00000083959 ENSGALG00000006783 PLOD2 -0,716104 0,045714459

TCONS_00084108 ENSGALT00000087326 ENSGALG00000045288 CAMK2N1 -0,716903 0,04536001

TCONS_00084108 ENSGALT00000074022 ENSGALG00000042148 FKBP5 -0,721023 0,043556933

TCONS_00084108 ENSGALT00000005844 ENSGALG00000003689 PAPSS2 -0,721358 0,04341235

TCONS_00084108 ENSGALT00000014007 ENSGALG00000008601 AHSG -0,723156 0,042641065

TCONS_00084108 ENSGALT00000011015 ENSGALG00000006812 TTC36 -0,724787 0,04194865

TCONS_00084108 ENSGALT00000026335 ENSGALG00000016324 - -0,725523 0,041638474

TCONS_00084108 ENSGALT00000017871 ENSGALG00000010969 - -0,732684 0,038692092

TCONS_00084108 ENSGALT00000032123 ENSGALG00000020160 - -0,735672 0,037501703

TCONS_00084108 ENSGALT00000017884 ENSGALG00000010978 ANGPTL3 -0,739244 0,036108096

TCONS_00084108 ENSGALT00000028082 ENSGALG00000017394 INSIG1 -0,744643 0,034062676



TCONS_00084108 ENSGALT00000046363 ENSGALG00000038753 SAR1B -0,744719 0,034034088

TCONS_00084108 ENSGALT00000031834 ENSGALG00000011287 - -0,745322 0,033810532

TCONS_00084108 ENSGALT00000065362 ENSGALG00000034674 - -0,746447 0,033395088

TCONS_00084108 ENSGALT00000048004 ENSGALG00000037629 - -0,748407 0,03267946

TCONS_00084108 ENSGALT00000044254 ENSGALG00000027561 GNG5 -0,749790 0,032179918

TCONS_00084108 ENSGALT00000022312 ENSGALG00000013728 PPAT -0,750325 0,03198786

TCONS_00084108 ENSGALT00000016002 ENSGALG00000009842 RASSF3 -0,755016 0,030335166

TCONS_00084108 ENSGALT00000056684 ENSGALG00000021450 - -0,755653 0,030114824

TCONS_00084108 ENSGALT00000016138 ENSGALG00000009926 HAAO -0,755668 0,030109558

TCONS_00084108 ENSGALT00000033928 ENSGALG00000005849 PPDPF -0,756753 0,029736708

TCONS_00084108 ENSGALT00000069402 ENSGALG00000040969 PTP4A3 -0,758410 0,029172708

TCONS_00084108 ENSGALT00000026473 ENSGALG00000016412 MBOAT2 -0,759768 0,028715643

TCONS_00084108 ENSGALT00000086523 ENSGALG00000000142 CEPT1 -0,762217 0,027902005

TCONS_00084108 ENSGALT00000043362 ENSGALG00000028230 SUN2 -0,764477 0,027164181

TCONS_00084108 ENSGALT00000050649 ENSGALG00000034177 RPS27L -0,767367 0,026238101

TCONS_00084108 ENSGALT00000035078 ENSGALG00000002595 - -0,768284 0,025948592

TCONS_00084108 ENSGALT00000045529 ENSGALG00000027070 TIMP2 -0,769359 0,025611479

TCONS_00084108 ENSGALT00000007080 ENSGALG00000004449 - -0,769528 0,025558822

TCONS_00084108 ENSGALT00000039802 ENSGALG00000004129 SPP2 -0,771081 0,025077371

TCONS_00084108 ENSGALT00000059891 ENSGALG00000009680 PAQR7 -0,771185 0,025045331

TCONS_00084108 ENSGALT00000000773 ENSGALG00000000557 ETNK2 -0,773453 0,024352862

TCONS_00084108 ENSGALT00000089110 ENSGALG00000045714 - -0,773735 0,024267421

TCONS_00084108 ENSGALT00000027330 ENSGALG00000016909 NDFIP2 -0,774923 0,023910518

TCONS_00084108 ENSGALT00000079773 ENSGALG00000037050 FABP3 -0,775112 0,023853891

TCONS_00084108 ENSGALT00000076227 ENSGALG00000009369 PRDX3 -0,776224 0,023523042

TCONS_00084108 ENSGALT00000040984 ENSGALG00000024271 ECHS1 -0,777198 0,023235778

TCONS_00084108 ENSGALT00000048122 ENSGALG00000038540 ZBTB16 -0,778429 0,022875564

TCONS_00084108 ENSGALT00000006703 ENSGALG00000004216 TOR3A -0,779458 0,022577267

TCONS_00084108 ENSGALT00000026897 ENSGALG00000016667 - -0,783206 0,021510839

TCONS_00084108 ENSGALT00000061337 ENSGALG00000035239 GLCCI1 -0,786595 0,020574291

TCONS_00084108 ENSGALT00000038351 ENSGALG00000015053 GLDC -0,788986 0,019928873

TCONS_00084108 ENSGALT00000078637 ENSGALG00000004814 RHPN2 -0,789941 0,019674866

TCONS_00084108 ENSGALT00000046971 ENSGALG00000021450 - -0,790017 0,019654721

TCONS_00084108 ENSGALT00000068270 ENSGALG00000034917 - -0,790138 0,019622498

TCONS_00084108 ENSGALT00000001353 ENSGALG00000000919 PIGR -0,790297 0,019580448

TCONS_00084108 ENSGALT00000009336 ENSGALG00000005815 TMEM41B -0,790674 0,019480951

TCONS_00084108 ENSGALT00000001061 ENSGALG00000021451 - -0,791544 0,019252657

TCONS_00084108 ENSGALT00000018735 ENSGALG00000011497 PECR -0,792554 0,01898968

TCONS_00084108 ENSGALT00000038284 ENSGALG00000011421 HAL -0,794161 0,018576021

TCONS_00084108 ENSGALT00000014282 ENSGALG00000008784 - -0,795777 0,01816563

TCONS_00084108 ENSGALT00000050726 ENSGALG00000021450 - -0,796893 0,017885505

TCONS_00084108 ENSGALT00000004729 ENSGALG00000002988 PHGDH -0,796905 0,01788253

TCONS_00084108 ENSGALT00000061743 ENSGALG00000010189 - -0,797903 0,017634428

TCONS_00084108 ENSGALT00000002818 ENSGALG00000001824 - -0,799588 0,017220223

TCONS_00084108 ENSGALT00000020803 ENSGALG00000012748 ELOVL2 -0,799968 0,017127675

TCONS_00084108 ENSGALT00000020120 ENSGALG00000012312 GCAT -0,800252 0,017058882

TCONS_00084108 ENSGALT00000065975 ENSGALG00000036293 EBAG9 -0,800318 0,017042799

TCONS_00084108 ENSGALT00000024496 ENSGALG00000015180 PSAT1 -0,801076 0,016859832

TCONS_00084108 ENSGALT00000020401 ENSGALG00000012488 TST -0,801796 0,016687006

TCONS_00084108 ENSGALT00000042798 ENSGALG00000025738 - -0,801995 0,016639615

TCONS_00084108 ENSGALT00000061698 ENSGALG00000034434 IDH2 -0,802209 0,016588465

TCONS_00084108 ENSGALT00000064540 ENSGALG00000041808 ANO1 -0,802255 0,016577517

TCONS_00084108 ENSGALT00000080210 ENSGALG00000006080 GPC4 -0,802350 0,016554833

TCONS_00084108 ENSGALT00000065964 ENSGALG00000001863 - -0,804518 0,016044163

TCONS_00084108 ENSGALT00000044321 ENSGALG00000026757 - -0,804812 0,015975673

TCONS_00084108 ENSGALT00000082890 ENSGALG00000041604 - -0,806560 0,015572183



TCONS_00084108 ENSGALT00000080941 ENSGALG00000037076 GART -0,810116 0,014771192

TCONS_00084108 ENSGALT00000078635 ENSGALG00000034504 - -0,811471 0,01447279

TCONS_00084108 ENSGALT00000066194 ENSGALG00000008844 SLC31A1 -0,812280 0,014296587

TCONS_00084108 ENSGALT00000019917 ENSGALG00000012197 ACMSD -0,812742 0,014196614

TCONS_00084108 ENSGALT00000080092 ENSGALG00000012112 - -0,813039 0,014132635

TCONS_00084108 ENSGALT00000027871 ENSGALG00000017241 - -0,813253 0,014086486

TCONS_00084108 ENSGALT00000015115 ENSGALG00000009291 EPHX1 -0,813898 0,013948303

TCONS_00084108 ENSGALT00000089048 ENSGALG00000045557 MTTPL -0,815596 0,013588364

TCONS_00084108 ENSGALT00000024419 ENSGALG00000015134 - -0,816386 0,01342296

TCONS_00084108 ENSGALT00000026988 ENSGALG00000016724 RGN -0,816453 0,013409032

TCONS_00084108 ENSGALT00000050940 ENSGALG00000042374 PDE11A -0,817706 0,013149443

TCONS_00084108 ENSGALT00000054207 ENSGALG00000041161 - -0,817865 0,013116875

TCONS_00084108 ENSGALT00000023973 ENSGALG00000014855 - -0,817891 0,013111348

TCONS_00084108 ENSGALT00000016487 ENSGALG00000010139 SSTR1 -0,818206 0,013046889

TCONS_00084108 ENSGALT00000088594 ENSGALG00000005701 IP6K2 -0,818282 0,013031208

TCONS_00084108 ENSGALT00000071196 ENSGALG00000030366 - -0,818501 0,012986374

TCONS_00084108 ENSGALT00000051020 ENSGALG00000042672 - -0,818910 0,012903123

TCONS_00084108 ENSGALT00000061338 ENSGALG00000012185 PLA2G12A -0,822106 0,012263288

TCONS_00084108 ENSGALT00000039102 ENSGALG00000010073 DDOST -0,822293 0,012226326

TCONS_00084108 ENSGALT00000025051 ENSGALG00000015540 RAD23B -0,822370 0,012211265

TCONS_00084108 ENSGALT00000037180 ENSGALG00000012882 KDSR -0,822573 0,012171498

TCONS_00084108 ENSGALT00000084127 ENSGALG00000046197 - -0,823729 0,011946192

TCONS_00084108 ENSGALT00000008788 ENSGALG00000005470 PLPPR5 -0,823867 0,011919394

TCONS_00084108 ENSGALT00000057104 ENSGALG00000030866 CPQ -0,824675 0,011763712

TCONS_00084108 ENSGALT00000083414 ENSGALG00000012196 MCUB -0,825465 0,01161276

TCONS_00084108 ENSGALT00000083830 ENSGALG00000044554 RIDA -0,826527 0,01141163

TCONS_00084108 ENSGALT00000020209 ENSGALG00000012377 HNMT -0,827064 0,011310964

TCONS_00084108 ENSGALT00000039050 ENSGALG00000020260 PGRMC1 -0,827688 0,011194477

TCONS_00084108 ENSGALT00000002892 ENSGALG00000001863 - -0,827748 0,011183288

TCONS_00084108 ENSGALT00000066450 ENSGALG00000042784 TPPP -0,828653 0,011016015

TCONS_00084108 ENSGALT00000006584 ENSGALG00000004141 - -0,828746 0,010998889

TCONS_00084108 ENSGALT00000046716 ENSGALG00000040584 - -0,829279 0,010900994

TCONS_00084108 ENSGALT00000087652 ENSGALG00000045700 - -0,829436 0,010872434

TCONS_00084108 ENSGALT00000025254 ENSGALG00000015663 HSDL2 -0,830184 0,010736322

TCONS_00084108 ENSGALT00000021464 ENSGALG00000013149 MOCOS -0,830390 0,010699154

TCONS_00084108 ENSGALT00000037626 ENSGALG00000023083 KIAA1958 -0,831461 0,010506699

TCONS_00084108 ENSGALT00000089852 ENSGALG00000040182 GAMT -0,831729 0,010458784

TCONS_00084108 ENSGALT00000086534 ENSGALG00000004725 - -0,833602 0,010128538

TCONS_00084108 ENSGALT00000071911 ENSGALG00000039538 CLDND1 -0,834158 0,010031904

TCONS_00084108 ENSGALT00000014937 ENSGALG00000009170 NCEH1 -0,834247 0,010016305

TCONS_00084108 ENSGALT00000056823 ENSGALG00000039354 - -0,834451 0,009981148

TCONS_00084108 ENSGALT00000005420 ENSGALG00000003427 USP3 -0,834610 0,009953575

TCONS_00084108 ENSGALT00000010834 ENSGALG00000006702 MFGE8 -0,835505 0,009799878

TCONS_00084108 ENSGALT00000016271 ENSGALG00000010018 - -0,835946 0,009724665

TCONS_00084108 ENSGALT00000071016 ENSGALG00000039538 CLDND1 -0,836088 0,009700572

TCONS_00084108 ENSGALT00000023212 ENSGALG00000014368 APOA5 -0,836599 0,009613953

TCONS_00084108 ENSGALT00000026601 ENSGALG00000016491 APOB -0,836735 0,0095911

TCONS_00084108 ENSGALT00000038387 ENSGALG00000010293 - -0,836742 0,00958985

TCONS_00084108 ENSGALT00000081277 ENSGALG00000042801 - -0,837421 0,009475749

TCONS_00084108 ENSGALT00000089602 ENSGALG00000005704 - -0,838270 0,009334447

TCONS_00084108 ENSGALT00000073281 ENSGALG00000005795 - -0,840733 0,008931895

TCONS_00084108 ENSGALT00000006930 ENSGALG00000004343 - -0,841747 0,008769516

TCONS_00084108 ENSGALT00000063564 ENSGALG00000031916 ZP1 -0,842084 0,008715791

TCONS_00084108 ENSGALT00000018533 ENSGALG00000011361 CRYZ -0,842589 0,008636048

TCONS_00084108 ENSGALT00000019412 ENSGALG00000011894 - -0,844087 0,008401753

TCONS_00084108 ENSGALT00000027128 ENSGALG00000016805 SULT1C3 -0,844381 0,008356262



TCONS_00084108 ENSGALT00000018962 ENSGALG00000011612 GC -0,845921 0,008120502

TCONS_00084108 ENSGALT00000017864 ENSGALG00000020390 - -0,846106 0,008092496

TCONS_00084108 ENSGALT00000040072 ENSGALG00000005795 - -0,846733 0,00799789

TCONS_00084108 ENSGALT00000070619 ENSGALG00000034735 - -0,846815 0,00798568

TCONS_00084108 ENSGALT00000000158 ENSGALG00000000109 AFMID -0,848095 0,007795034

TCONS_00084108 ENSGALT00000067152 ENSGALG00000040117 - -0,848892 0,00767783

TCONS_00084108 ENSGALT00000083952 ENSGALG00000030187 CAT -0,849927 0,007527334

TCONS_00084108 ENSGALT00000019784 ENSGALG00000012111 TMEM37 -0,849950 0,007523952

TCONS_00084108 ENSGALT00000014374 ENSGALG00000008845 HAO1 -0,851606 0,007287218

TCONS_00084108 ENSGALT00000086231 ENSGALG00000031916 ZP1 -0,851699 0,007273967

TCONS_00084108 ENSGALT00000062888 ENSGALG00000042020 - -0,852113 0,007215637

TCONS_00084108 ENSGALT00000083223 ENSGALG00000039538 CLDND1 -0,852931 0,007101103

TCONS_00084108 ENSGALT00000026780 ENSGALG00000016592 PRPS2 -0,853477 0,007025366

TCONS_00084108 ENSGALT00000040063 ENSGALG00000005795 - -0,854033 0,006948791

TCONS_00084108 ENSGALT00000052147 ENSGALG00000016592 PRPS2 -0,854203 0,006925465

TCONS_00084108 ENSGALT00000020815 ENSGALG00000012754 PAH -0,855140 0,006797772

TCONS_00084108 ENSGALT00000064511 ENSGALG00000027501 ANPEP -0,855425 0,006759264

TCONS_00084108 ENSGALT00000088901 ENSGALG00000044762 - -0,856325 0,006638509

TCONS_00084108 ENSGALT00000087708 ENSGALG00000045747 - -0,856658 0,006594213

TCONS_00084108 ENSGALT00000054778 ENSGALG00000010005 EPAS1 -0,858293 0,006379342

TCONS_00084108 ENSGALT00000007151 ENSGALG00000004491 DMGDH -0,858639 0,006334409

TCONS_00084108 ENSGALT00000064075 ENSGALG00000036713 - -0,859393 0,006237357

TCONS_00084108 ENSGALT00000073249 ENSGALG00000021450 - -0,860727 0,006067844

TCONS_00084108 ENSGALT00000077159 ENSGALG00000039257 - -0,864444 0,005611356

TCONS_00084108 ENSGALT00000053520 ENSGALG00000042446 ACSM5 -0,865727 0,005458994

TCONS_00084108 ENSGALT00000039781 ENSGALG00000023761 - -0,868246 0,005167672

TCONS_00084108 ENSGALT00000028518 ENSGALG00000017811 SNORA27 -0,870699 0,004893859

TCONS_00084108 ENSGALT00000076278 ENSGALG00000036572 - -0,871138 0,004845878

TCONS_00084108 ENSGALT00000009308 ENSGALG00000005795 - -0,871785 0,004775665

TCONS_00084108 ENSGALT00000074333 ENSGALG00000033852 - -0,872357 0,004714167

TCONS_00084108 ENSGALT00000036719 ENSGALG00000019845 - -0,875333 0,004402301

TCONS_00084108 ENSGALT00000063292 ENSGALG00000030187 CAT -0,875877 0,004346717

TCONS_00084108 ENSGALT00000051749 ENSGALG00000031860 ADHFE1 -0,875962 0,004338124

TCONS_00084108 ENSGALT00000010812 ENSGALG00000006689 ABHD2 -0,876986 0,00423501

TCONS_00084108 ENSGALT00000024089 ENSGALG00000014935 GREB1L -0,877075 0,004226101

TCONS_00084108 ENSGALT00000009702 ENSGALG00000006027 TM6SF1 -0,882140 0,00373973

TCONS_00084108 ENSGALT00000044387 ENSGALG00000027334 - -0,882555 0,003701519

TCONS_00084108 ENSGALT00000023329 ENSGALG00000014447 AK3 -0,884327 0,003541429

TCONS_00084108 ENSGALT00000051507 ENSGALG00000031872 AGMAT -0,885549 0,00343364

TCONS_00084108 ENSGALT00000026579 ENSGALG00000016475 - -0,888221 0,003205405

TCONS_00084108 ENSGALT00000078058 ENSGALG00000039536 C8orf22 -0,890298 0,003034948

TCONS_00084108 ENSGALT00000083827 ENSGALG00000036214 DJ-1 -0,891340 0,002951676

TCONS_00084108 ENSGALT00000047856 ENSGALG00000038169 - -0,892508 0,002860105

TCONS_00084108 ENSGALT00000064987 ENSGALG00000004261 AQP9 -0,893767 0,002763476

TCONS_00084108 ENSGALT00000077387 ENSGALG00000032679 GCSH -0,896513 0,002560168

TCONS_00084108 ENSGALT00000054713 ENSGALG00000040655 FAM20A -0,896739 0,002543858

TCONS_00084108 ENSGALT00000064736 ENSGALG00000014906 MOCS2 -0,898850 0,002394945

TCONS_00084108 ENSGALT00000004234 ENSGALG00000002688 NME4 -0,901096 0,002242858

TCONS_00084108 ENSGALT00000083154 ENSGALG00000015147 ALDH1A1 -0,903704 0,002074216

TCONS_00084108 ENSGALT00000020394 ENSGALG00000012483 TMPRSS6 -0,903966 0,002057787

TCONS_00084108 ENSGALT00000032169 ENSGALG00000011455 - -0,904356 0,002033444

TCONS_00084108 ENSGALT00000023051 ENSGALG00000014252 - -0,923118 0,001071585

TCONS_00084108 ENSGALT00000003386 ENSGALG00000002162 ACO1 -0,923414 0,001059515

TCONS_00084108 ENSGALT00000080710 ENSGALG00000006344 - -0,934904 0,000656391

TCONS_00084108 ENSGALT00000087359 ENSGALG00000039011 DPYS -0,936363 0,000613905

TCONS_00084108 ENSGALT00000004493 ENSGALG00000002849 DER -0,936984 0,000596392



TCONS_00084108 ENSGALT00000007194 ENSGALG00000004518 - -0,945960 0,000378717

TCONS_00086867 ENSGALT00000085355 ENSGALG00000045085 - 0,992838 9,14E-07

TCONS_00086867 ENSGALT00000029324 ENSGALG00000013723 OASL 0,991029 1,79E-06

TCONS_00086867 ENSGALT00000073734 ENSGALG00000033932 BF1 0,990201 2,33E-06

TCONS_00086867 ENSGALT00000059613 ENSGALG00000029472 CHIR-IG1-5 0,986706 5,81E-06

TCONS_00086867 ENSGALT00000020886 ENSGALG00000012802 F13A1 0,975234 3,73E-05

TCONS_00086867 ENSGALT00000068504 ENSGALG00000042001 - 0,973206 4,71E-05

TCONS_00086867 ENSGALT00000018245 ENSGALG00000011190 - 0,969797 6,73E-05

TCONS_00086867 ENSGALT00000043751 ENSGALG00000028982 - 0,952514 0,000258256

TCONS_00086867 ENSGALT00000003855 ENSGALG00000023622 - 0,949326 0,000313079

TCONS_00086867 ENSGALT00000088529 ENSGALG00000045115 - 0,947119 0,000355183

TCONS_00086867 ENSGALT00000022096 ENSGALG00000013575 - 0,937603 0,000579274

TCONS_00086867 ENSGALT00000075242 ENSGALG00000038433 SPON2 0,918885 0,001254419

TCONS_00086867 ENSGALT00000023256 ENSGALG00000018557 SOD3 0,914983 0,001439921

TCONS_00086867 ENSGALT00000081537 ENSGALG00000029669 C1QC 0,886748 0,003329934

TCONS_00086867 ENSGALT00000059872 ENSGALG00000041621 - 0,875750 0,004359723

TCONS_00086867 ENSGALT00000045371 ENSGALG00000026077 ALDOC 0,858962 0,006292798

TCONS_00086867 ENSGALT00000028526 ENSGALG00000017819 SNORA71 0,837815 0,009410043

TCONS_00086867 ENSGALT00000010917 ENSGALG00000006756 - 0,827365 0,011254552

TCONS_00086867 ENSGALT00000070463 ENSGALG00000010628 ACSL1 0,818983 0,01288824

TCONS_00086867 ENSGALT00000044004 ENSGALG00000028536 MPEG1 0,817376 0,013217552

TCONS_00086867 ENSGALT00000011516 ENSGALG00000007109 APOA4 0,813478 0,014038117

TCONS_00086867 ENSGALT00000040327 ENSGALG00000023950 - 0,810329 0,014724071

TCONS_00086867 ENSGALT00000055113 ENSGALG00000038933 FABP7 0,805148 0,015897475

TCONS_00086867 ENSGALT00000086755 ENSGALG00000045640 - 0,785035 0,021002115

TCONS_00086867 ENSGALT00000000109 ENSGALG00000000081 - 0,772204 0,024732811

TCONS_00086867 ENSGALT00000057586 ENSGALG00000033730 - 0,757395 0,02951731

TCONS_00086867 ENSGALT00000057017 ENSGALG00000008127 SPI1 0,754950 0,030357982

TCONS_00086867 ENSGALT00000088075 ENSGALG00000035836 LDHB 0,754849 0,030393087

TCONS_00086867 ENSGALT00000039564 ENSGALG00000023689 ASS1 0,748613 0,032604598

TCONS_00086867 ENSGALT00000007608 ENSGALG00000021569 C1QA 0,745255 0,033835354

TCONS_00086867 ENSGALT00000022274 ENSGALG00000019514 CNDP2 0,738181 0,036519351

TCONS_00086867 ENSGALT00000078121 ENSGALG00000007114 APOA1 0,734699 0,037886777

TCONS_00086867 ENSGALT00000061214 ENSGALG00000023757 TMEM199 0,731412 0,03920608

TCONS_00086867 ENSGALT00000011524 ENSGALG00000007114 APOA1 0,730397 0,039618806

TCONS_00086867 ENSGALT00000062362 ENSGALG00000016919 IRG1 0,719565 0,044190211

TCONS_00086867 ENSGALT00000075521 ENSGALG00000032393 SEBOX 0,718282 0,044751401

TCONS_00086867 ENSGALT00000043563 ENSGALG00000026970 - 0,716001 0,045760641

TCONS_00086867 ENSGALT00000052937 ENSGALG00000041344 FABP5 0,713408 0,046924199

TCONS_00086867 ENSGALT00000020897 ENSGALG00000012809 ECI2 0,710191 0,048392232

TCONS_00086867 ENSGALT00000017294 ENSGALG00000010628 ACSL1 0,704323 0,051140389

TCONS_00086867 ENSGALT00000012325 ENSGALG00000007620 GFRA3 0,703187 0,051682854



Seq1 Seq2 Tot Score Tot Energy Max Score Max Energy Strand Len1 Len2 Positions Description Query_seq(3'-5') Ref_seq(5'-3')

miR-100-5p ENSGALT00000054392 163 -25,54 163 -25,54 1079 22 956 634 ENSGALT00000054392 (956 nt) guguucAAGC-CUAGAUGCCCAa cgctgcTTCGCGATGTACGGGTt

miR-122-5p ENSGALT00000083946 161 -24,65 161 -24,65 1360 23 458 353 ENSGALT00000083946 (458 nt) uguUUGUGGUAAC-AGUGUGAGGu gacAGCTTC-TTGCTCACACTCCg

miR-125b-3p ENSGALT00000054175 154 -20,36 154 -20,36 1178 22 861 537 ENSGALT00000054175 (861 nt) uccAGGGU-UCUCGGACUGAACa aatTGTCATCGGGTTTGACTTGa

miR-1456-5p NONGGAT012030.2 157 -20,61 157 -20,61 150 23 1304 1194 NONGGAT012030.2 (1304 nt) cgCGCCCGGCGGAGGCAGGAAAg ctGAGAACCATTTTTGTCCTTTt

miR-146a-5p NONGGAT000885.2 163 -21,31 163 -21,31 441 22 1908 26 NONGGAT000885.2 (1908 nt) uuGGGUACCUUAAG-UCAAGAGu ggTCTCTGGGATGCAAGTTCTCc

miR-146a-5p NONGGAT002584.2 154 -20,41 154 -20,41 442 22 1286 999 NONGGAT002584.2 (1286 nt) uuggGUACCUUAAGUCAAGAGu tcagCAGGGGAGGAAGTTCTCa

miR-146c-5p NONGGAT000885.2 172 -23,98 172 -23,98 316 23 1908 25 NONGGAT000885.2 (1908 nt) guCAGGUACCUUAAG-UCAAGAGu agGTCTCTGGGATGCAAGTTCTCc

miR-146c-5p NONGGAT002584.2 154 -22,61 154 -22,61 317 23 1286 998 NONGGAT002584.2 (1286 nt) gucagGUACCUUAAGUCAAGAGu ttcagCAGGGGAGGAAGTTCTCa

miR-146c-5p NONGGAT012030.2 152 -20,71 152 -20,71 325 23 1304 879 NONGGAT012030.2 (1304 nt) gucaggUACCUUA-AGUCAAGAGu cagaaaGTGCAGTCCCAGTTCTCc

miR-1736-3p ENSGALT00000090145 295 -43,05 151 -22,72 214 22 770  381 409 ENSGALT00000090145 (770 nt) acuCCUGUCAAGGCUUCCACGa,acuCCU--GUCAAGGCUUCCACGa gctGGGCGACCTGGAAGGTGCt,tatGGAAGCCGGGCC-AAGGTGCt

miR-204 ENSGALT00000046093 159 -21,19 159 -21,19 376 22 826 74 ENSGALT00000046093 (826 nt) ucCGUAUCCUACUGUUUCCCUu gtGC-TGGG--GACAAAGGGAc

miR-22-3p ENSGALT00000080371 147 -20,72 147 -20,72 1284 22 2478 869 ENSGALT00000080371 (2478 nt) ugUCAAGAAGUUGA----CCGUCGAa ccAGTCTGTGAGCTGTGGGGCAGCTt

miR-27b-3p ENSGALT00000054175 157 -20,46 157 -20,46 3 21 861 788 ENSGALT00000054175 (861 nt) cgUCUUGAAUCGGUGACACUu caGGAATGTAG-AACTGTGAa

miR-29b-3p NONGGAT004778.2 148 -21,44 148 -21,44 1119 23 368 336 NONGGAT004778.2 (368 nt) uugugacUAAAGUUUACCACGAu ccggggaGTGTCCTGTGGTGCTg

miR-30c-1-3p ENSGALT00000054392 161 -26,69 161 -26,69 704 21 956 732 ENSGALT00000054392 (956 nt) ccGCAUUUGUUAGGAGAGGGu taCG-GGACAGGCCTCTCCCt

miR-30c-1-3p ENSGALT00000075378 161 -26,69 161 -26,69 708 21 303 75 ENSGALT00000075378 (303 nt) ccGCAUUUGUUAGGAGAGGGu taCG-GGACAGGCCTCTCCCt

miR-3523 ENSGALT00000080371 156 -28,75 156 -28,75 159 22 2478 915 ENSGALT00000080371 (2478 nt) agcuccUGCUCCGUGACGCGCc ctggccGCGCGGAGCTGCGCGg

miR-458a-3p ENSGALT00000080371 156 -22,27 156 -22,27 584 22 2478 2306 ENSGALT00000080371 (2478 nt) cgUCAUGGUAAGUUUCUCGAUa agGGCAGTGCTGAAAGAGCTAg

Supplementary Table S6 The target miRNA of DE lncRNAs in the livers of pre- and peak-laying chickens.



Seq1 Seq2 Tot Score Tot Energy Max Score Max Energy Strand Len1 Len2 Positions Description Query_seq(3'-5') Ref_seq(5'-3')

miR-27b-3p ENSGALT00000000384 165 -24,04 165 -24,04 6 21 4425 2861 ENSGALT00000000384 (4425 nt) cguCUUGAAU-CGGUGACACUu agcGAGCTCACGTCACTGTGAt

miR-27b-3p ENSGALT00000013382 151 -21,22 151 -21,22 79 21 2591 1735 ENSGALT00000013382 (2591 nt) cgUCU-UGAAUCGGUGACACUu gcAGATACTT--TAACTGTGAa

miR-27b-3p ENSGALT00000017633 160 -24,26 160 -24,26 101 21 1888 556 ENSGALT00000017633 (1888 nt) cgucuugaaUCGGUGACACUu tttctgggaAGCCACTGTGAa

miR-27b-3p ENSGALT00000018092 161 -21,58 161 -21,58 107 21 1840 788 ENSGALT00000018092 (1840 nt) cgucuugaAUCGGUGACACUu ttcctggaTAGTCACTGTGAa

miR-27b-3p ENSGALT00000020394 152 -20,66 152 -20,66 119 21 2364 537 ENSGALT00000020394 (2364 nt) cgucuugaaUCGGUGACACUu tctgctggaATCCACTGTGAa

miR-27b-3p ENSGALT00000026579 167 -22,12 167 -22,12 162 21 2755 1492 ENSGALT00000026579 (2755 nt) cgUCUUGAAUCGGUGACACUu gaAGCAGTTGGTTACTGTGAt

miR-27b-3p ENSGALT00000045496 161 -20,34 161 -20,34 237 21 1290 813 ENSGALT00000045496 (1290 nt) cgucUUGAAUCGGUGACACUu ccccAGCATGGGCACTGTGAg

miR-27b-3p ENSGALT00000047996 160 -23,76 160 -23,76 247 21 603 551 ENSGALT00000047996 (603 nt) cgucUUGA-AUCGGUGACACUu gggcAGCTGAAGTCACTGTGAt

miR-27b-3p ENSGALT00000083146 170 -23,08 170 -23,08 396 21 2182 1425 ENSGALT00000083146 (2182 nt) cguCUUGAAUCGGUGACACUu gctGTACTCAGTCACTGTGAt

miR-27b-3p ENSGALT00000085066 154 -22 154 -22 413 21 4116 1090 ENSGALT00000085066 (4116 nt) cgucuuGAAUCG----GUGACACUu ccaagtCTTAGCTGCACACTGTGAg

miR-23b-3p ENSGALT00000003069 167 -20,64 167 -20,64 489 21 1554 337 ENSGALT00000003069 (1554 nt) ccAUUAGGGACCGUUACACUa tcTGGTGCTTGGGAATGTGAa

miR-23b-3p ENSGALT00000031834 329 -41,75 165 -21,42 650 21 2250  2199 1110 ENSGALT00000031834 (2250 nt) ccaUUAGGGAC--CGUUACACUa,ccaUUAGGGACCGUUACACUa cacAATCTCTGTCACAATGTGAa,aaaGGTTCCT-GCAATGTGAc

miR-23b-3p ENSGALT00000038895 150 -21,69 150 -21,69 673 21 1839 698 ENSGALT00000038895 (1839 nt) ccAUUAGGGACCG----UUACACUa ggTGGTTTCAGGCAGAGAATGTGAg

let-7k-5p ENSGALT00000000320 146 -20,82 146 -20,82 941 22 4759 620 ENSGALT00000000320 (4759 nt) uugauaaguuagAUGAUGGAGu aactgcgagggaTGCTACCTCa

let-7k-5p ENSGALT00000003069 164 -20,82 164 -20,82 957 22 1554 408 ENSGALT00000003069 (1554 nt) uugaUAAGUUAGAUGAUGGAGu agaaGTTCAAGCT-CTACCTCa

miR-221-5p ENSGALT00000000158 153 -20,52 153 -20,52 1406 27 903 388 ENSGALT00000000158 (903 nt) ugucuuuagaUGUAACAUACGGUCCAa cgtggacaagACCATGGCTGCCAGGTg

miR-221-5p ENSGALT00000000384 167 -25,05 167 -25,05 1410 27 4425 2170 ENSGALT00000000384 (4425 nt) ugUCUUUA--GAUGUAA-----CAUACGGUCCAa ttAGAAATGCCCATGTTAGCTAGTGTGCCAGGTg

miR-221-5p ENSGALT00000001533 153 -21,41 153 -21,41 1417 27 1398 655 ENSGALT00000001533 (1398 nt) ugUCUUUAGAUGUAACAUACGGUCCAa cgGGGAGTACAGGCTCCAGGCCAGGTg

miR-221-5p ENSGALT00000002634 158 -24,7 158 -24,7 1421 27 4034 1643 ENSGALT00000002634 (4034 nt) ugUCUU-UAGAUGUA-AC-AUACGGUCCAa gaAGAGTCTCTGCCTCAGCAATGCCAGGTt

miR-221-5p ENSGALT00000005637 160 -22,32 160 -22,32 1438 27 2773 2395 ENSGALT00000005637 (2773 nt) ugUCUUUAGAUGU-AACAUACGGUCCAa agGGGAACCTCCAGACGTTGGCCAGGTc

miR-221-5p ENSGALT00000005664 322 -47,36 163 -25,5 1439 27 8308  2310 2113 ENSGALT00000005664 (8308 nt) ugucUUUAGAUGUAACA-U-ACGGUCCAa,ugUCUUU-AG--AUGUAACAUACGGUCCAa aggtAGATCT-TGTAGTCATTGCCAGGTt,gcAGAAGCTCCTTGGCTGGTGAGCCAGGTt

miR-221-5p ENSGALT00000009221 145 -22,8 145 -22,8 1458 27 1420 531 ENSGALT00000009221 (1420 nt) uguCUUUAGAUGUAACA--U-A-CGGUCCAa catGTGAGCAGCGCTGTTCACTAGCCAGGTg

miR-221-5p ENSGALT00000009519 149 -24,98 149 -24,98 1462 27 940 708 ENSGALT00000009519 (940 nt) ugucUUUAGAUGU-AACAU-ACGGUCCAa gatcAGAGTGACAGGGGCACTGCCAGGTg

miR-221-5p ENSGALT00000011524 158 -23,31 158 -23,31 1476 27 1148 364 ENSGALT00000011524 (1148 nt) ugucUUUAGAUGUAACAUA---CGGUCCAa ccgcAGCTCATCGCTGTATGGCGCCAGGTt

miR-221-5p ENSGALT00000011547 154 -21,38 154 -21,38 1477 27 3105 2186 ENSGALT00000011547 (3105 nt) ugUCUU-UAGAUGUAACAUACGGUCCAa gtAGAAGGTAAGCA-TCCAGGCCAGGTc

miR-221-5p ENSGALT00000012495 147 -21,16 147 -21,16 1482 27 1269 447 ENSGALT00000012495 (1269 nt) ugUCUUUAGAUGUAACAUACGGUCCAa tcAGAGTGGCGGGTT-TGCGCCAGGTg

miR-221-5p ENSGALT00000013392 140 -21,85 140 -21,85 1484 27 2065 172 ENSGALT00000013392 (2065 nt) ugucuuuagauguaacauaCGGUCCAa gggcgctggggcggcggcgGCCAGGTg

miR-221-5p ENSGALT00000015790 163 -25,85 163 -25,85 1495 27 3729 2752 ENSGALT00000015790 (3729 nt) ugUCUUUAGAUGUAACAUACGGUCCAa tcAGAGATCT-TAATG---GCCAGGTc

miR-221-5p ENSGALT00000017864 171 -20,85 171 -20,85 1508 27 1344 1030 ENSGALT00000017864 (1344 nt) ugUCUUUAGAUGUAACAUACGGUCCAa ggAGAAGAAAATATTCT-TGCCAGGTg

miR-221-5p ENSGALT00000019412 169 -28,32 169 -28,32 1517 27 2810 1718 ENSGALT00000019412 (2810 nt) ugUCUUUAGAUGUAACAUACGGUCCAa gcAGAGCTATGCAGATCATGCCAGGTt

miR-221-5p ENSGALT00000019819 153 -21,17 153 -21,17 1519 27 3424 1961 ENSGALT00000019819 (3424 nt) ugucuuuAGAUGUAACAU--ACGGUCCAa ctgtgccTCTGCA-CGCACCTGCCAGGTt

miR-221-5p ENSGALT00000023051 155 -20,79 155 -20,79 1541 27 4068 2538 ENSGALT00000023051 (4068 nt) uguCUUUAGAUGUAACAUACGGUCCAa gctGACAGCT--TTTGTG-GCCAGGTc

miR-221-5p ENSGALT00000024043 145 -22,95 145 -22,95 1551 27 2171 205 ENSGALT00000024043 (2171 nt) ugucuuuagauguaacauACGGUCCAa caggcgcggaacggccgcTGCCAGGTc

miR-221-5p ENSGALT00000026601 165 -26,33 165 -26,33 1568 27 14150 12142 ENSGALT00000026601 (14150 nt) ugUCUUUAGAUGUAACAUACGGUCCAa gcAGAGAT-GGGATTG-AGGCCAGGTa

miR-221-5p ENSGALT00000040327 158 -20,64 158 -20,64 1621 27 2098 970 ENSGALT00000040327 (2098 nt) uguCUUUAGAUGUAACAUACGGUCCAa gctGACAT-ACCAGTGTCAGCCAGGTt

miR-221-5p ENSGALT00000044004 150 -20,18 150 -20,18 1631 27 2163 1699 ENSGALT00000044004 (2163 nt) ugucuUUAGAUGUAACAUACGGUCCAa gcactGATCAGCGACAGCTGCCAGGTg

miR-221-5p ENSGALT00000045031 170 -22,87 170 -22,87 1639 27 2530 1486 ENSGALT00000045031 (2530 nt) ugucUUUAGAUGUAACAU-ACGGUCCAa tctcAGATCAGCACTGGGCTGCCAGGTc

miR-221-5p ENSGALT00000050336 162 -20,72 162 -20,72 1660 27 1269 671 ENSGALT00000050336 (1269 nt) ugucUUUAGAUG-UAACAUACGGUCCAa gtttGGATTTGCTGTACCATGCCAGGTc

miR-221-5p ENSGALT00000050521 151 -20,86 151 -20,86 1661 27 1952 1677 ENSGALT00000050521 (1952 nt) ugUCUUUAGAUGUAACAUACGGUCCAa gcAGCACGCAGCA-CGGAGGCCAGGTt

miR-221-5p ENSGALT00000054713 155 -24,58 155 -24,58 1682 27 2031 563 ENSGALT00000054713 (2031 nt) ugUCUUUAGAUGUAACAUACGGUCCAa atGGAAAGC--CGTGG--TGCCAGGTt

miR-221-5p ENSGALT00000056823 152 -20,22 152 -20,22 1690 27 5951 1677 ENSGALT00000056823 (5951 nt) ugUCUUUAGAUGUAAC----AUACGGUCCAa gcAGTGGTTTTGCTTGAAACTAAGCCAGGTc

miR-221-5p ENSGALT00000058793 281 -41,2 141 -20,65 1697 27 1887  524 1813 ENSGALT00000058793 (1887 nt) uguCUU-UAGAUGUA--ACAUA-CGGUCCAa,ugucuuuagauguaacauaCGGUCCAa tctGAATGTTCAGATGCTCCCTGGCCAGGTt,ggctcggtgcactaccacgGCCAGGTt

miR-221-5p ENSGALT00000063564 288 -41,3 146 -21,24 1715 27 2910  1731 789 ENSGALT00000063564 (2910 nt) ugucuuuagauguaacaUACGGUCCAa,ugUCUUUAGAUGUAACAUACGGUCCAa ccgctgacacgggagcaGTGCCAGGTg,ccAGGGGTC--CTTCG---GCCAGGTc

miR-221-5p ENSGALT00000063728 322 -47,36 163 -25,5 1716 27 6672  1517 1320 ENSGALT00000063728 (6672 nt) ugucUUUAGAUGUAACA-U-ACGGUCCAa,ugUCUUU-AG--AUGUAACAUACGGUCCAa aggtAGATCT-TGTAGTCATTGCCAGGTt,gcAGAAGCTCCTTGGCTGGTGAGCCAGGTt

miR-221-5p ENSGALT00000064511 289 -44,62 145 -23,9 1720 27 3199  1144 2678 ENSGALT00000064511 (3199 nt) ugucuuuaGAUGUAACAUACGGUCCAa,ugUCUUUAGAUG--UAA-CAUA---CGGUCCAa ctgacttgCTGCGCCCTG-GCCAGGTt,ccAGGTA-CTGCGTGTTGGTCTCCAGCCAGGTg

miR-221-5p ENSGALT00000065677 162 -25,4 162 -25,4 1726 27 2421 1010 ENSGALT00000065677 (2421 nt) ugucuuuagaUGUAACAU-ACGGUCCAa ccttcagggaAC-TTGTACTGCCAGGTg

miR-221-5p ENSGALT00000066194 167 -25,47 167 -25,47 1730 27 3947 489 ENSGALT00000066194 (3947 nt) ugUCUUUAGAUGUAACAUACGGUCCAa caAGTCATCAACAGGGTG-GCCAGGTt

miR-221-5p ENSGALT00000074022 145 -23,32 145 -23,32 1756 27 1941 896 ENSGALT00000074022 (1941 nt) ugUCUUUAGAUGUAACAUACGGUCCAa tcAGGTAGC-ACA-TG---GCCAGGTt

miR-221-5p ENSGALT00000074439 157 -20,56 157 -20,56 1759 27 2569 2462 ENSGALT00000074439 (2569 nt) ugUCUUUAGAUGUAACAUACGGUCCAa aaGGAAGTGT-TGACGT-TGCCAGGTc

miR-221-5p ENSGALT00000074520 165 -24,15 165 -24,15 1760 27 2546 1602 ENSGALT00000074520 (2546 nt) ugUCUUUAGAUGUAACAUACGGUCCAa taAGGAGAATGTA-TGT-TGCCAGGTt

miR-221-5p ENSGALT00000076227 321 -43,14 171 -23,08 1764 27 1451  1015 1133 ENSGALT00000076227 (1451 nt) ugUCUUUAGA-UGUAAC-AUACGGUCCAa,uguCUUUAGAUGUAACAUACGGUCCAa gaAGAGACCTCTCAGTGCAATGCCAGGTc,cgcGGGGTATTTA-TCCAGGCCAGGTg

miR-221-5p ENSGALT00000077159 165 -21,52 165 -21,52 1767 27 1633 576 ENSGALT00000077159 (1633 nt) ugUCUUUAGAUGUAACAUACGGUCCAa ctGGTAGTGTGGGTGGTGGGCCAGGTt

miR-221-5p ENSGALT00000078121 158 -23,31 158 -23,31 1770 27 893 258 ENSGALT00000078121 (893 nt) ugucUUUAGAUGUAACAUA---CGGUCCAa ccgcAGCTCATCGCTGTATGGCGCCAGGTt

miR-221-5p ENSGALT00000079625 145 -22,8 145 -22,8 1778 27 1065 271 ENSGALT00000079625 (1065 nt) uguCUUUAGAUGUAACA--U-A-CGGUCCAa catGTGAGCAGCGCTGTTCACTAGCCAGGTg

miR-221-5p ENSGALT00000079882 149 -25,18 149 -25,18 1780 27 4159 1561 ENSGALT00000079882 (4159 nt) ugucuuuagauguaACAUACGGUCCAa gttccaggagaggcTGCAGGCCAGGTc

miR-221-5p ENSGALT00000086231 288 -41,3 146 -21,24 1828 27 2978  1802 788 ENSGALT00000086231 (2978 nt) ugucuuuagauguaacaUACGGUCCAa,ugUCUUUAGAUGUAACAUACGGUCCAa ccgctgacacgggagcaGTGCCAGGTg,ccAGGGGTC--CTTCG---GCCAGGTc

miR-221-5p ENSGALT00000086946 157 -20,56 157 -20,56 1836 27 1814 1716 ENSGALT00000086946 (1814 nt) ugUCUUUAGAUGUAACAUACGGUCCAa aaGGAAGTGT-TGACGT-TGCCAGGTc

miR-221-5p ENSGALT00000087708 147 -21,01 147 -21,01 1843 27 675 530 ENSGALT00000087708 (675 nt) ugucuuuagauguaACAUACGGUCCAa aaggtcagggagccTGTG-GCCAGGTa

miR-221-5p ENSGALT00000089703 158 -23,31 158 -23,31 1868 27 1017 357 ENSGALT00000089703 (1017 nt) ugucUUUAGAUGUAACAUA---CGGUCCAa ccgcAGCTCATCGCTGTATGGCGCCAGGTt

miR-221-5p ENSGALT00000089852 165 -22,84 165 -22,84 1870 27 1102 585 ENSGALT00000089852 (1102 nt) ugUCUUUAGAUGUAACAUACGGUCCAa aaGGCAAACTGGTGCGTGTGCCAGGTc

miR-144-3p ENSGALT00000019819 167 -20,05 167 -20,05 1987 22 3424 2168 ENSGALT00000019819 (3424 nt) cucAUGUAGUAGAUAUGACAUc ctcTGCAGAGTCTGTACTGTAa

miR-1456-5p ENSGALT00000005664 320 -64,32 168 -34,08 2375 23 8308  1969 3205 ENSGALT00000005664 (8308 nt) cgCGCCCGGC--GGAGGCAGGAAAg,cgCGCCCGGCGGAGGCAGGAAAg acGTGGGCAGATCATCTGTCCTTTt,ttGTGGGTC-CAT--GTCCTTTc

miR-1456-5p ENSGALT00000009336 156 -20,16 156 -20,16 2396 23 2649 2403 ENSGALT00000009336 (2649 nt) cgcgcccGGCGGAGGCAGGAAAg tgatgaaCTATTTCTGTCCTTTa

miR-1456-5p ENSGALT00000015790 140 -20,54 140 -20,54 2431 23 3729 3463 ENSGALT00000015790 (3729 nt) cgcgcccggcggaggCAGGAAAg aggaacgcaaaggaaGTCCTTTc

miR-1456-5p ENSGALT00000019784 143 -23,49 143 -23,49 2454 23 2528 1804 ENSGALT00000019784 (2528 nt) cgcgccCGGCGGAGGCAGGAAAg acgtaaGGCACC-GTGTCCTTTt

miR-1456-5p ENSGALT00000020120 140 -22,04 140 -22,04 2457 23 1491 392 ENSGALT00000020120 (1491 nt) cgcgcccggcggaggCAGGAAAg ggggcagatggggtgGTCCTTTc

miR-1456-5p ENSGALT00000020209 140 -21,31 140 -21,31 2458 23 2900 1606 ENSGALT00000020209 (2900 nt) cgcgcccggcggaggCAGGAAAg tactgcaacagcagaGTCCTTTc

miR-1456-5p ENSGALT00000020394 162 -28,27 162 -28,27 2459 23 2364 1507 ENSGALT00000020394 (2364 nt) cgcgCCCGGCGGA-GGCAGGAAAg gaagGGGTCCCCTGTAGTCCTTTc

miR-1456-5p ENSGALT00000020815 151 -20,75 151 -20,75 2462 23 1544 1241 ENSGALT00000020815 (1544 nt) cgcgcccggcGGAGGCAGGAAAg tcaaacaattCCT-CGTCCTTTc

miR-1456-5p ENSGALT00000021464 148 -26,14 148 -26,14 2469 23 2166 988 ENSGALT00000021464 (2166 nt) cgCGCCCGGCGG-AGGCAGGAAAg tgGCTGCCAACCAACAGTCCTTTc

miR-1456-5p ENSGALT00000023956 158 -21,65 158 -21,65 2484 23 2973 48 ENSGALT00000023956 (2973 nt) cgcGCCCGGCGGAGGCAGGAAAg tttTGAGTT-CCTTTGTCCTTTt

miR-1456-5p ENSGALT00000026601 311 -48,89 159 -25,26 2504 23 14150  13395 6173 ENSGALT00000026601 (14150 nt) cgCGCCCGGCGGAGGCAGGAAAg,cgCGCCCGGCGGAG-GCAGGAAAg taGTGGGATG-TTTAGTCCTTTt,ttGCTGGGATTTTCATGTCCTTTa

miR-1456-5p ENSGALT00000042798 173 -31,05 173 -31,05 2559 23 1439 1276 ENSGALT00000042798 (1439 nt) cgCGCCCGGCGGAGGCAGGAAAg ttGAGGGTCATTTCTGTCCTTTt

miR-1456-5p ENSGALT00000045031 160 -22,76 160 -22,76 2575 23 2530 2079 ENSGALT00000045031 (2530 nt) cgCGCCCGGCGGAG-GCAGGAAAg aaGCAGCCGGCCTTAAGTCCTTTg

miR-1456-5p ENSGALT00000048004 146 -21,18 146 -21,18 2589 23 4091 566 ENSGALT00000048004 (4091 nt) cgcgcccggcggaGGCAGGAAAg gtctgaaagaaaaCTGTCCTTTc

miR-1456-5p ENSGALT00000058793 152 -22,31 152 -22,31 2633 23 1887 363 ENSGALT00000058793 (1887 nt) cgcgcccGGCGGAGGCAGGAAAg gcctgcaCTGCAGCAGTCCTTTc

miR-1456-5p ENSGALT00000063728 320 -64,32 168 -34,08 2652 23 6672  1176 2142 ENSGALT00000063728 (6672 nt) cgCGCCCGGC--GGAGGCAGGAAAg,cgCGCCCGGCGGAGGCAGGAAAg acGTGGGCAGATCATCTGTCCTTTt,ttGTGGGTC-CAT--GTCCTTTc

miR-1456-5p ENSGALT00000066129 151 -24,32 151 -24,32 2665 23 5086 4265 ENSGALT00000066129 (5086 nt) cgCGCCCGGCGGAGGCAGGAAAg gtGTGAGCTG-CAAAGTCCTTTg

miR-1456-5p ENSGALT00000078637 154 -20,09 154 -20,09 2709 23 2040 835 ENSGALT00000078637 (2040 nt) cgcgcccggCGGAGGCAGGAAAg tttcctctgGACTTTGTCCTTTa

miR-1456-5p ENSGALT00000079363 160 -24,21 160 -24,21 2711 23 3412 1474 ENSGALT00000079363 (3412 nt) cgcgccCGG-CGGAGGCAGGAAAg taacaaGCCATTTTCCGTCCTTTa

miR-1456-5p ENSGALT00000080158 142 -21,51 142 -21,51 2719 23 1604 523 ENSGALT00000080158 (1604 nt) cgCGCCCGGCGGA--GGCAGGAAAg ttGTAGG-TGCTTGGAAGTCCTTTc

miR-3523 ENSGALT00000002634 148 -20,91 148 -20,91 2825 22 4034 3993 ENSGALT00000002634 (4034 nt) agCUCCUGCUCCGUGACGCGCc tgGGGCTCAAAGATCTGCGCGt

miR-3523 ENSGALT00000005664 147 -24,26 147 -24,26 2843 22 8308 8085 ENSGALT00000005664 (8308 nt) agcuccugcucCGUGACGCGCc caggtctgcttGCCCTGCGCGg

miR-3523 ENSGALT00000011547 158 -25,83 158 -25,83 2881 22 3105 3012 ENSGALT00000011547 (3105 nt) agcuCCUGCUCCGUGACGCGCc ccccGGCCCGTGCGCTGCGCGa

miR-3523 ENSGALT00000018092 144 -20,87 144 -20,87 2915 22 1840 36 ENSGALT00000018092 (1840 nt) agcuccugcuCCGUGACGCGCc tctgccccctGACCCTGCGCGg

miR-3523 ENSGALT00000025254 152 -29,14 152 -29,14 2963 22 1540 9 ENSGALT00000025254 (1540 nt) agcUCCUGCUCCGUGACGCGCc tccGGGCCGCGG--CTGCGCGg

miR-3523 ENSGALT00000026595 150 -31,99 150 -31,99 2971 22 2335 160 ENSGALT00000026595 (2335 nt) agCUCCUGCUCCGUGACGCGCc tcGGGGAGCCTGC-CTGCGCGg

miR-3523 ENSGALT00000028082 146 -25,57 146 -25,57 2986 22 3099 75 ENSGALT00000028082 (3099 nt) agcuCCUGCUCCGUGACGCGCc gcctGGAGCTGCTCCTGCGCGg

miR-3523 ENSGALT00000036427 147 -20,51 147 -20,51 3000 22 2539 71 ENSGALT00000036427 (2539 nt) agcucCUGCUCCGUGACGCGCc tttccGGCGCTGT-CTGCGCGc

miR-3523 ENSGALT00000037945 147 -27,37 147 -27,37 3006 22 1533 1391 ENSGALT00000037945 (1533 nt) agcucCUGCUCCGUGACGCGCc ctcccGGCG-CCCGCTGCGCGg

miR-3523 ENSGALT00000039102 164 -25,99 164 -25,99 3016 22 1672 865 ENSGALT00000039102 (1672 nt) agCUCCUGCUCCGUGACGCGCc agGAAGAAGGCGTGCTGCGCGt

miR-3523 ENSGALT00000039950 145 -22,09 145 -22,09 3022 22 4465 1985 ENSGALT00000039950 (4465 nt) agcuccugcuccgUGACGCGCc ccagctcatcaaaACTGCGCGg

miR-3523 ENSGALT00000040984 303 -64,55 153 -35,18 3026 22 1191  1131 1113 ENSGALT00000040984 (1191 nt) agcucCUGCUCCGUGACGCGCc,agCUCCUGC--U-CCGUGACGCGCc tgcgcGGCGCAGAGCTGCGCGg,acGAGGCCGCCATTTCGCTGCGCGg

miR-3523 ENSGALT00000043362 151 -20,21 151 -20,21 3029 22 2097 2003 ENSGALT00000043362 (2097 nt) agcUCCUGCUCCGUGACGCGCc tccAGCTGGTGGAGCTGCGCGt

miR-3523 ENSGALT00000044004 149 -26,63 149 -26,63 3035 22 2163 1754 ENSGALT00000044004 (2163 nt) agCUCCUGC-U--CCGU-GACGCGCc cgGGGGGCGCACTGCCGCCTGCGCGc

miR-3523 ENSGALT00000044321 149 -20,56 149 -20,56 3038 22 1458 21 ENSGALT00000044321 (1458 nt) agcUCCUGCUCCGUGACGCGCc cccAGCGC-CGCCGCTGCGCGc

miR-3523 ENSGALT00000050336 158 -26,88 158 -26,88 3064 22 1269 1237 ENSGALT00000050336 (1269 nt) agCUCCUGCUCCGUGACGCGCc ggGCGGA-GCGGAGCTGCGCGt

miR-3523 ENSGALT00000050521 152 -26,58 152 -26,58 3065 22 1952 1717 ENSGALT00000050521 (1952 nt) agcuCCUGCUCCGUGACGCGCc ccacGGTGGAGAC-CTGCGCGg

miR-3523 ENSGALT00000059584 144 -23,36 144 -23,36 3102 22 2650 1 ENSGALT00000059584 (2650 nt) agcuccugCUCCGUGACGCGCc #NAME?

miR-3523 ENSGALT00000061955 148 -20,44 148 -20,44 3112 22 3714 12 ENSGALT00000061955 (3714 nt) agcucCUGCUC-CGUGACGCGCc gacgcGCTGTGCGCCCTGCGCGc

miR-3523 ENSGALT00000062050 166 -43,83 166 -43,83 3113 22 2188 2115 ENSGALT00000062050 (2188 nt) agCUCCUGCUCC-G-UGACGCGCc ccGGGGGCGGGGACGGCTGCGCGg

miR-3523 ENSGALT00000064540 171 -42,71 171 -42,71 3125 22 3536 285 ENSGALT00000064540 (3536 nt) agCUCC--UGCUCCGUGACGCGCc ggGGGGCAGCGGGGCGCTGCGCGg

miR-3523 ENSGALT00000066129 306 -50,23 160 -25,66 3133 22 5086  691 4863 ENSGALT00000066129 (5086 nt) agCUCCUGCUCCGUGACGCGCc,agcuccugcuccGUGACGCGCc tgGGCGCCGCGGAGCTGCGCGc,cgttcctccctcCGCTGCGCGg

miR-3523 ENSGALT00000078141 151 -25,68 151 -25,68 3175 22 3543 3390 ENSGALT00000078141 (3543 nt) agcUCCUGCUCCGUGACGCGCc cgtGGCAC-AGG-GCTGCGCGc

miR-3523 ENSGALT00000085587 309 -65,54 155 -34,1 3226 22 969  912 248 ENSGALT00000085587 (969 nt) agCUCCUGC--UCCGUGACGCGCc,agCUCCUGCUCC----GU-GACGCGCc ccGGAGACGCCTGGGGCTGCGCGc,ggGAGGACCTGGCCGACATCTGCGCGg

miR-3523 ENSGALT00000089048 150 -26,09 150 -26,09 3260 22 2731 1604 ENSGALT00000089048 (2731 nt) agcUCCUGCUCCG--UGACGCGCc ccaAGGCTGGCACCGACTGCGCGg

miR-130b-3p ENSGALT00000044321 166 -20,65 166 -20,65 3506 22 1458 1047 ENSGALT00000044321 (1458 nt) ugCGGGAAAGUAAUAACGUGAc ttGGCC-TTAATTGTTGCACTa

Supplementary Table S7 The target site information of the differentially expressed miRNAs



Supplementary table S8 Least square analysis between genotype of c242. G>A 

polymorphism in lncLTR and economic traits 

Supplementary table S8.1 Least square analysis between genotype of c242. G > A polymorphism 

in lncLTR and meat quality traits 

 SNP genotype (mean ± SE)  

Meat quality trait     GG      AA  GA  P-value 

LSF (N/cm²)  3.891±0.17  3.697±0.15  3.712±0.119  0.622  

WLRB (%)  23.896±0.54  23.284±0.481  23.735±0.367  0.650  

RSF (N/cm²)  2.712±0.098  2.647±0.09  2.814±0.07  0.291  

WLRL (%)  16.097±0.409  16.744±0.365  16.244±0.277  0.421  

MFBW (cm)  0.709±0.028  0.732±0.026  0.757±0.021  0.306  

SFT (cm)  0.483±0.017  0.456±0.015  0.452±0.012  0.282  

PHB  6.086±0.022  6.1±0.02  6.082±0.015  0.768  

PHL  6.679±0.016  6.648±0.014  6.665±0.011  0.309  

FCDS (%)  0.721±0.027  0.715±0.024  0.721±0.019  0.977  

Water (%)  73.909±0.089 ab 74.107±0.079 a 73.762±0.063 b 0.002*  

SFW (g)  8.532±1.208  8.334±1.106  8.026±0.899  0.926 

Note: Data in the same line with different superscript represent P-value ≤ 0.05; with same 

superscript represent P-value＞0.05; * Represents P-value ≤ 0.05. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary table S8.2 Least square analysis between genotype of c242. G > A polymorphism 

in lncLTR and growth traits 

Growth trait 
SNP genotype (mean ± SE) 

P-value  
   GG      AA  GA  

BW0 (g)  30.13±0 .45  30.22±0.44  30.32±0.42  0.823  

BW2 (g)  121.57±2.57  123.59 ±2.43  119.92 ±2.07  0.357  

BW4 (g)  318.53 ±5.79  319.47 ±5.51  319.94 ±4.71  0.971  

BW6 (g)  563.54 ±10.03  565.83 ±9.41  558.95±8.09  0.765  

BW8 (g)  818.68±14.40  834.43±13.13  807.46±11.04  0.177  

BW10 (g)  1124.23±17.71  1129.51±16.53  1094.35±13.94  0.095  

BW12 (g)  1348.07±20.66 a 1393.09±19.25 a  1328.43±15.91 b  0.011*  

SL0 (cm)  2.59±0.01  2.57±0.01  2.58±0.01  0.403  

SL4 (cm)  5.415±0.111  5.27±0.1  5.37±0.08  0.534  

SL8 (cm)  7.90±0.10  7.86±0.08  7.80±0.07  0.686  

SL12 (cm)  9.39±0.06  9.47±0.06  9.37±0.04  0.309  

SG4 (cm)  2.65±0.03  2.68±0.03  2.67±0.02  0.71  

SG8 (cm)  3.28±0.05  3.39±0.04  3.38±0.04  0.151  

SG12 (cm)  3.84±0.03  3.86±0.02  3.818±0.02  0.249  

PB4 (cm)  5.18±0.04  5.10±0.04  5.15±0.03 0.338  

PB8 (cm)  6.62±0.10  6.86±0.09  6.80±0.07  0.153  

PB12 (cm)  8.69±0.08  8.70±0.07  8.67±0.05  0.918  

BSL4 (cm)  11.39±0.09  11.47±0.08  11.36±0.07  0.499  

BSL8 (cm)  16.33±0.11  16.43±0.10  16.17±0.09  0.078  

BSL12 (cm) 19.89±0.11  19.95±0.10  19.69±0.09  0.06  

BBL4 (cm)  6.23±0.05  6.23±0.05  6.19±0.04  0.722  

BBL8 (cm)  8.93±0.07  8.95±0.06  8.87±0.05  0.484  

BBL12 (cm) 11.04±0.08  11.07±0.07  10.98±0.06  0.469  

PA4 (?）  74.51±0.40  73.73±0.37  74.20±0.29  0.296  

PA8 (?）  75.85±0.42  76.72±0.38  76.55±0.31  0.200  

PA12 (?）  79.16±0.45  78.71±0.41  79.00±0.34  0.698  

CD4 (cm)  4.07±0.05  4.03±0.05  4.08±0.04  0.752  

CD8 (cm)  5.67±0.05  5.75±0.05  5.64±0.04  0.199  

CD12 (cm)  6.31±0.06  6.41±0.06  6.29±0.04 0.174  

CW4 (cm)  4.85±0.06  4.79±0.05  4.78±0.04  0.596  

CW8 (cm)  6.29±0.12  6.50±0.10  6.46±0.08  0.359  

CW12 (cm) 7.92±0.07  7.94±0.07  7.87±0.05  0.612  



Note: Data in the same line with different superscripts represent P-value ≤ 0.05; * means P-value ≤ 

0.05. 

 

 

 

  



Supplementary table S8.3 Least square analysis between genotype of c242. G > A polymorphism 

in lncLTR and carcass traits 

Carcass Trait 

SNP genotype (mean ± SE) 

P-value      GG      AA  GA  

CW(g)  89.67±0.20  90.18±0.18  89.70±0.14  0.043*  

EW(g)  916.63±15.31 ab  951.45±14.24 a  903.2±11.95 b  0.008*  

SEW(g)  1096.69±17.46 ab  1134.05±16.19 a  1083.47±13.56 b  0.018*  

HdW(g)  43.07±0.53ab  44.08±0.48 a  42.64±0.39 b  0.044*  

ClW(g)  58.69±1.08 a  58.69±1.08 a  57.46±0.82b  0.040*  

DWW(g）  120.92±2.06b 127.10±1.89a  119.65±1.55b  0.002*  

LW(g)  28.09±0.45  29.09±0.40  28.65±0.31  0.230  

HtW(g)  6.59±0.12  6.652±0.10  6.59±0.08  0.859  

GW (g)  28.31±0.54  28.10±0.51  27.55±0.45  0.304  

BMW (g)  70.61±1.68  72.12±1.56  69.96±1.34  0.426  

LeW (g)  149.10±2.66  152.81±2.46  147.37±2.09  0.122  

LMW(g) 99.99±1.96  101.61±1.82  97.88±1.55  0.145  

Note: Data in the same line with different superscript represent P-value ≤ 0.05; with same 

superscript represent P-value＞0.05; * Represents P-value ≤ 0.05. 

  



Supplementary table S8.4 Least square analysis between genotype of c242. G > A polymorphism 

in lncLTR and blood biochemical index traits 

 SNP genotype (mean ± SE)  

Blood biochemical index     GG      AA  GA  P-value 

AST (U/L)  283.753±6.669  283.294±6.09  294.874±4.8  0.189  

ALT (U/L)  1.656±0.214  1.799±0.185  1.931±0.136  0.541  

GGT (U/T)  15.464±0.566  15.352±0.51  15.733±0.398  0.871  

AKP (U/T）  672.203±54.346  749.56±51.246  716.02±42.261  0.497  

CK (IU/L)  7381.815±193.092  7327.478±176.271  7391.288±138.614  0.955  

LDH (U/L)  2786.19±51.381ab  2694.187±47.133a  2832.158±39.649b  0.033  

AMY (U/L)  447.168±19.13  440.248±17.14  415.107±13.144  0.287  

TP (g/L)  43.072±0.773  43.227±0.698  43.3±0.551  0.969  

ALB (g/L)  16.614±0.22  16.614±0.196  16.808±0.152  0.638  

GLO (g/L)  26.334±0.633  26.606±0.573  26.776±0.455  0.834  

CHE (KU/L)  1.922±0.061ab 1.854±0.058a  1.989±0.052 b  0.045*  

GLU (mmol/L)  8.268±0.333  8.996±0.299  8.779±0.232  0.239  

CREA (mmol/L)  2.701±0.664  4.554±0.606  3.638±0.46  0.123  

CHO (mmol/L)  3.13±0.06  3.095±0.054  3.2±0.042  0.261  

TG (mmol/L)  0.388±0.01a  0.417±0.00ab  0.425±0.007b  0.007*  

HDL (mmol/L）  1.972±0.039  1.963±0.035  2.015±0.028  0.397  

LDL (mmol/L)  1.005±0.036  0.989±0.033  1.073±0.025  0.078  

Note: Data in the same line with different superscripts represent P-value ≤ 0.05; with same 

superscript represent P-value＞0.05; * means P-value ≤ 0.05. 

 


