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R Markdown makes your analysis more
reproducible by connecting your code, figures and
descriptive text.

You can use it to make reproducible reports, rather
than e.g. copy-pasting figures into a Word
document.

You can also use it as a notebook, in the same way
as lab notebooks are used in a wet lab setting.

Supplementary material

John Doe, Joan Dough, Jan Doh, Dyon Do
18 March, 2018

Read in the data

We have count data for three samples:

o SRR935090
o SRR935091
o SRR935092

# Read counts:
counts_file <- "results/tables/counts.tsv"

counts <- read.delim(counts_file, skip=1, header=F, row.names=1)

sample_names <- t(read.delim(counts_file, nrow=1, header=F))
colnames (counts) <- c("description",gsub(".*(SRR[0-9]*)\\..*","\\1", sample_names))

Plot sample correlation

Next, we will plot the sample correlation of the count data:

pheatmap(cor((counts[,-1])), show_colnames=F)
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title: "Supplementary material" Supplementary material R Markdown

author: John Doe, Joan Dough, Jan Doh, Dyon Do o @studi
date: "'r format(Sys.time(), '%d %B, %Y') " John Doe, Joan Dough, Jan Doh, Dyon Do

output: html_document 18 March, 2018

Read in the data

***{r, include=FALSE}
We have count data for three samples:

library("pheatmap")
S e SRR935090
« SRR935091
e SRR935092
# Read in the data

# Read counts:
We have *count data* for three samples . counts_file <- "results/tables/counts.tsv"
counts <- read.delim(counts_file, skip=1, header=F, row.names=1)
sample_names <- t(read.delim(counts_file, nrow=1, header=F))

- SRR935090 colnames (counts) <- c("description”,gsub(".*(SRR[0-9]*)\\..*","\\1", sample names))
- SRR935091
- SRR935092 .
Plot sample correlation
T {r} Next, we will plot the sample correlation of the count data:
# Read counts:
counts file <- "results/tables/counts.tsv" pheatmap{cor((counts[,-11)), show_colnames=F)

counts <- read.delim(counts_file, skip=1, header=f, row.names=1)
sample_names <- t(read.delim(counts_file, nrow=1, header=/))
colnames (counts) <- c("description",

gsub(".*(SRR[O-9]*)\\..*" "\\1", sample_names))
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# Plot sample correlation
0.8

Next, we will plot the sample correlation of the *count data*: SRR935090

0.7

T {r, fig.height=3, fig.width=5}
pheatmap(cor((counts[,-1])), show_colnames=I)
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title: "Supplementary material"

author: John Doe, Joan Dough, Jan Doh, Dyon Do
date: "'r format(Sys.time(), '%d %B, %Y')™"
output: html_document

Header in YAML format

« Document-wide options
* Qutput format
« Parameters



R Markdown

Studio

Header in YAML format

***{r, include=FALSE}
library("pheatmap") . .
corenyRp g « Document-wide options

* Qutput format
 Parameters

Code chunks

S Evaluate R code and show output

Also Bash, Python, Rcpp, SQL, Stan
Chunk options

# Read counts:
counts_file <- "results/tables/counts.tsv"
counts <- read.delim(counts_file, skip=1, header=/, row.names=1)
sample_names <- t(read.delim(counts_file, nrow=1, header=/))
colnames (counts) <- c("description",
gsub(".*(SRR[O-91*)\\..*" "\\1", sample_names))

" {r, fig.height=3, fig.width=5}
pheatmap (cor ((counts[,-1])), show_colnames=F)



# Read in the data

We have for three samples:
- SRRS35090

- SRR935091
- SRR935092

# Plot sample correlation

Next, we will plot the sample correlation of the

R Markdown

Studio

Header in YAML format

« Document-wide options

* Qutput format

« Parameters

Code chunks

» Evaluate R code and show output

« Also Bash, Python, Rcpp, SQL, Stan
« Chunk options

Markdown text

« Freely add and format text using markdown



title: "Supplementary material" Supplementary material R Markdown

author: John Doe, Joan Dough, Jan Doh, Dyon Do o @studi
date: "'r format(Sys.time(), '%d %B, %Y') " John Doe, Joan Dough, Jan Doh, Dyon Do

output: html_document 18 March, 2018

Read in the data

***{r, include=FALSE}
We have count data for three samples:

library("pheatmap")
S e SRR935090
« SRR935091
e SRR935092
# Read in the data

# Read counts:
We have *count data* for three samples . counts_file <- "results/tables/counts.tsv"
counts <- read.delim(counts_file, skip=1, header=F, row.names=1)
sample_names <- t(read.delim(counts_file, nrow=1, header=F))

- SRR935090 colnames (counts) <- c("description”,gsub(".*(SRR[0-9]*)\\..*","\\1", sample names))
- SRR935091
- SRR935092 .
Plot sample correlation
T {r} Next, we will plot the sample correlation of the count data:
# Read counts:
counts file <- "results/tables/counts.tsv" pheatmap{cor((counts[,-11)), show_colnames=F)

counts <- read.delim(counts_file, skip=1, header=f, row.names=1)
sample_names <- t(read.delim(counts_file, nrow=1, header=/))
colnames (counts) <- c("description",

gsub(".*(SRR[O-9]*)\\..*" "\\1", sample_names))
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# Plot sample correlation
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Next, we will plot the sample correlation of the *count data*: SRR935090
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T {r, fig.height=3, fig.width=5}
pheatmap(cor((counts[,-1])), show_colnames=I)
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R Markdown

iom @) Studio
Output formats
* Documents/reports (HTML, PDF, MS Word, Tufte .
h an d O utS) Geo-spatial mapping http://christophergandrud.github.io/networkD3/
dygraphs networkD3 provides tools for creating D3 JavaScript network graphs from R.
« Presentations (Powerpoint, Beamer, Slidy, by o)
ioslides, reveal.js) e g i e L e e
rbokeh Group = "group", opacity = 0.4)
» Interactive documents and dashboards (HTML
Highcharter

WidgetS, Shiny) Rinterface to Highcharts
visNetwork

i BOOkS and WebSiteS Graph data visualization with vis.js

networkD3

° Oth er te m p | ateS L. Grapr;da[a visualization with D3

d3heatmap
Interactive heatmaps with D3

Can require different markdown syntax depending

Tabular data display

On Output! threejs

3D scatterplots and globes

rglwidget
Render scenes created with rgl
Authoring Books with Geostatystyka wR

R Markdown DiagrammeR

Diagrams and flowcharts

Yihui Xio

MetricsGraphics
Scatterplots and line charts with D3

R for Data
Science

g Garrett Grolemund &
The Bookdown book explains how to author Hadley Wickham
books in R Markdown.

R for Data Science

Rfor Data Science teaches how to do Data Science
with R



R Markdown in RStudio

R] Project: (None) ~

==

$Run ~ ‘5, ~

SRR935092 0.8

SRR935090

SRR935091

R Markdown <

[ JOX ) RStudio
O -} - B B ~ Addins ~
Files =7 @ Report.Rmd* @] supplementary_material.Rmd
© | New Folder ' © Delete |Rename = {3 More ~ . H Y Q| &kt - - @ Insert ~
>ducible_research - reproducible_research_course - rmarkdown 26 sample_names <- t @) Knit to HTML nrow=l, header=F))
r si v Modifi 27 colnames(counts)
T ame ze o 28 - Knit to PDF AU LAY L
" sample_names)) W] Knit to Word
@ Report.html 763.6 KB Mar 18, 2 26 BES
S 30 Knit with Parameters...
'] Report.Rmd 778 B Mar 18, 2
=1 code 31~ # Plot sample cor Knit Directory »
32
[ intermediate 33  Next, we will plo ¥ Clear Knitr Cache... of the
1 results 34
35~ ""°{r, fig.height=3, fig.width=5}
36 pheatmap(cor((counts[,-11)), show_colnames=F)
37 0
38
39:1 E3 Plot sample correlation =
Console S0 Environment History Plots Connections Packages Help Viewer

20

—e "rmarkdown: :render ('Report.Rmd')"

R Markdown

Studio

Evaluate inline
Render from menu
Render from R console or terminal
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