LZTS2 : Chromosome 10: 100,996,618-101,007,836 CpG30: 57.1154%
chr10:101006465-101007036

CpG246: 0.0742%
Promoter: 61.36% i CpG22: 39.2102%
chrl0:100996850-101000141 chr10:101005349-101005791

CTNNA : Chromosome 5: 138,610,967-138,935,034
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CpGl11: 0.2012%
chr5:138752871-138754247

CpG: 55.5556% CpG: 28.9062%
chr5:138810817:138811812 chr5:138902441:138902671

Promoter: 50.50%

PRDM16 : Chromosome 1: 3,069,168-3,438,621

CpG18: 30.4724%
chr1:3415422:3415663

CpG242: 46.337%
chr1:3194484-3195445

CpGl8: 48.9314%
chr1:3434801:3435068

Promoter: 60.77%

ZBTB16 : Chromosome 11: 114,059,593-114,250,676

—

CpG18: 11.1111%

CpG24: 46.6116%
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e s chrl1:114199142-114199395

chrl1:114082899-114083117

ADGRB3 : Chromosome 6: 68,635,367-69,389,511

— 1 e o

CpG: 34.7107%
chr6: 68807267-68807540

CpG: 60.0000%
chr6: 69024809-69025087

CpG: 13.8889%
chr6:69141136-69141423

Promoter: 70.36%
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