S1 Table. Primers used in the study

Targeted group

Primer pairs and sequences (5’ —3’)

Reference

Primers amplifying SSU fragments for QPCR analyses

Bacteria

Bacteria

Bifidobacterium spp.

Lactobacillus Firm-5

Lactobacillus spp.

a-proteobacteria

Snodgrassella alvi

341F CCTACGGGAGGCAGCAG
534R ATTACCGCGGCTGCTGGCA

BAC338F ACTCCTACGGGAGGCAG
BAC805R GACTACCAGGGTATCTAATCC

Bifi-F2 TCGCGTCYGGTGTGAAAG
Bifi-R2 CCACATCCAGCRTCCAC
Lact-F TAACGCATTAAGCACTCC
Lact-R GCTGGCAACTAATAATAAGG
Lact-F2 AGCAGTAGGGAATCTTCCA
Lact-R2 CACCGCTACACATGGAG
a682F CDAGTGTAGAGGTGAAATT
908aR CCCCGTCAATTCCTTTGAGTT

Neiss-F AAGCGGTGGATGATGTGG
Neiss-R TGATGGCAACTAATGACAAGG
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Snodgrassella alvi Beta-1009-qtF CTTAGAGATAGGAGAGTG

Beta-1115-qtR AATGATGGCAACTAATGACAA
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Gilliamella apicola G1-459-qtF GTATCTAATAGGTGCATCAATT

G1-648-qtR TCCTCTACAATACTCTAGTT

Gill-F CCTTTGTTGCCATCGATTAGG
Gill-R GACATTCTGATTCACGATTACTAGC
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Gilliamella apicola

Primers amplifying the SSU for sequencing

27f-YM AGAGTTTGATYMTGGCTCAG
27f-Bif AGGGTTCGATTCTGGCTCAG
1492r TACCTTGTTAYGACTT
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