Supplementary Table S1 Sequences of primers used for full-length amplification, real time PCR and vector

construction

Gene name Forward primers (5°-3") Reverse primers (5°-3") Accession NO.
Actin GTGCTCAGTGGTGGTTCAA  GACGCTGTATTTCCTCTCA Achn107181
G
AchnKCS-Full ATGGCTGATGAAAACAGAC TCAAGAAACAATTTGTGTC Achn030011
CAAAAC ACTTTAGG
AchnKCS-GFP CGAGCTCATGGCTGATGAA  GTCGACAGAAACAATTTGT
AACAGACCAAAAC GTCACTTTAGG
AchnKCS-RT GTGGCAGGTGAAGCCCTA  GGCTGGTGTGGCTGTAGGC
AA AT
AchnKCS-Pro AAATGTAGGGGGCAAATTG TGACTCGGCCCATTAACGA
A C
AchnKCS-Pro-YIH TCCCCCGGGAAATGTAGGG ACGCGTCGACTGACTCGG
GGCAAATTGA CCCATTAACGAC
AchnKCS-Pro-LUC ~ GTCGACGGTATCGATAAGC  CGCTCTAGAACTAGTGGAT
TTAAATGTAGGGGGCAAA  CCTGACTCGGCCCATTAAC
TTGA GAC
AchnbZIP12-Full ATGGAATCTCAAGGTGGTG TCAAACACCAACAGACAG Achn270881
G ACATTC
AchnbZIP12-GFP  CGAGCTCATGGAATCTCAA  GTCGACAACACCAACAGA
GGTGGTGG CAGACATTC
AchnbZIP12-RT GGTGGTTGCTGAATCATCT  TGCTCCTGCATCCATTATTG
T
AchnbZIP12-AD GGAATTCATGGAATCTCAA  CGAGCTCTCAAACACCAA
GGTGGTGG CAGACAGACATTC
AchnbZIP12-SK GCGGCCGCTCTAGAACTA  GGTCGACGGTATCGATAA
GTGATGGAATCTCAAGGTG GCTTCAAACACCAACAGA
GTGG CAGAC
HDEL ATGGCTACTCAACGAAGG TTACAGTTCATCGTGCG LOC107814655
HDEL-mcherry CGAGCTCATGGCTACTCAA  GCICTAGACAGTTCATCGT
CGAAGG GCGCTGC

Note: Accession NO. from Cornell University kiwifruit protein database and National Center of Biotechnology

Information (NCBI) database.



Figure S1. Molecular cloning of AchnKCS gene. Lane 1: DNA marker (D2000); Lane 2, 3: PCR amplification

product of AchnKCS.
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Figure S2. Phylogenic analysis of AchnKCS protein from kiwifruit (Achn, Actinidia chinensis) with KCSs from
tomato (S, Solanum lycopersicum), potato (St, Solanum tuberosum), tobacco (Nt, Nicotiana tomentosiformis) and
Arabidopsis (At, Arabidopsis thaliana). The identification number from the Cornell University kiwifruit database or

National Center of Biotechnology Information (NCBI) database was in the brackets.
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Figure S3. Amino acid sequence homologous alignment of AchnKCS protein from kiwifruit (Achn, Actinidia

chinensis) with KCSs from tomato (Sl, Solanum lycopersicum), potato (St, Solanum tuberosum), tobacco (Nt,

Nicotiana tomentosiformis) and Arabidopsis (At, Arabidopsis thaliana).
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