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Supplementary figures 

 

Figure S1.  CytPM induced KEGG pathway involved in protein processing in endoplasmic 

reticulum 

 

Supplementary tables  

Table S1. Total genes of CytPM-responsive tobacco BY-2 transcriptome. (PDF) 

Table S2. Total Annotation of KEGGs in tobacco BY-2 transcriptome. (PDF) 

Table S3. Annotation of DEGs of CytPM-responsive tobacco BY-2 transcriptome. (PDF) 

Table S4. List of DEGs involved in the KEGG pathways. (PDF) 



 

Table S5. defense responsive and signal transduction genes induced by CytPM. 

 

 

Table S6. Stress responsive genes induced by CytPM. 



 

Table S7. Phytohormone responsive genes induced by CytPM. 
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