Table S1. Saccharomyces cerevisiae strains used in this study

	Strain
	Relevant genotype
	Source

	K699
	W303 MATa ade2-1 can1-100 his3-11,15 leu2-3,112 trp1-1 ura3-1 rad5-535
	Baldo et al., 2008

	YLL3854
	W303 MATa/α est2∆::KANMX4/EST2 tel1∆::HIS3/TEL1
	This study

	YLL3855
	W303 MATa/α est2∆::KANMX4/EST2 
TEL1-hy184::LEU2/TEL1 
	This study

	YLL3905
	W303 MATa/α est2∆::HPHMX/EST2  rad9∆::URA3/RAD9
TEL1-hy184::LEU2/TEL1 
	This study

	YLL3881
	W303 MATa/α est2∆::HPHMX/EST2  mec1∆::HIS3/MEC1 sml1∆::KANMX4/SML1 TEL1-hy184::LEU2/TEL1 
	This study

	YLL4016
	W303 MATa/α tlc1∆::KANMX4/TLC1 rad9∆::URA3/RAD9 TEL1-hy184::LEU2/TEL1 
	This study

	YLL3920
	W303 MATa/α tlc1∆::HPHMX/TLC1  mec1∆::HIS3/MEC1 sml1∆::KANMX4/sml1∆::KANMX4
TEL1-hy184::LEU2/TEL1 
	This study

	YLL4039
	W303 MATa/α est2∆::HPHMX/EST2  exo1∆::HIS3/EXO1 TEL1-hy184::LEU2/TEL1 
	This study

	YLL3918
	W303 MATa/α est2∆::KANMX4/EST2  rif2∆::HIS3/RIF2 TEL1-hy184::LEU2/TEL1 
	This study

	YLL3988
	W303 MATa/α est2∆::KANMX4/EST2 tel1-kd::LEU2/TEL1
	This study

	YLL4142
	W303 MATa/α TEL1-hy184-3N::KANMX4/TEL1 est2∆::HPHMX/EST2  
	This study

	YLL4141
	W303 MATa/α TEL1-hy184-2C::KANMX4/TEL1 est2∆::HPHMX/EST2  
	This study

	YLL-D664
	W303 MATa/α est2∆::KANMX4/EST2  exo1∆::HIS3/EXO1
 sgs1-D644Δ::TRP/SGS1 TEL1-hy184::LEU2/TEL1
	This study

	YLL490
	W303 MATa mec1Δ::HIS3  sml1Δ::KANMX4
	This study

	DMP5653/15C
	W303 MATa rad9∆::URA3
	Menin et al., 2018

	K699 tel1∆
	W303 MATa tel1∆::HIS3
	Menin et al., 2018

	TEL1-hy184/6C
	W303 MATa TEL1-hy184::LEU2
	Baldo et al., 2008

	DMP6901/4A
	[bookmark: _GoBack]W303 MATa TEL1-hy184::LEU2 rad9∆::URA3
	This study

	DMP2045/4A
	W303 MATa cdc13-1
	Cesena et al., 2017 

	DMP6516/2C
	W303 MATa TEL1-hy184::LEU2 cdc13-1
	This study

	DMP6736/1D
	W303 MATa TEL1-hy184::LEU2 mec1∆::HIS3 sml1∆::KANMX4
	This study

	YLL3930
	W303 MATa TEL1-hy184-2C::LEU2 mec1∆::HIS3 sml1∆::KANMX4
	This study

	YLL3936
	W303 MATa TEL1-hy184-3N::LEU2 mec1∆::HIS3 sml1∆::KANMX4
	This study

	YLL1139
	W303 MATa MRE11-18MYC::TRP1
	Viscardi et al., 2007

	DMP6972/1C
	W303 MATa  MRE11-18MYC::TRP1 
TEL1-hy184-3N::LEU2
	This study

	UCC5913
	MATa-inc ade2-101 lys2-801 his3-Δ200 trp1-Δ63 ura3-52 leu2-Δ1::GAL1-HO-LEU2 VII-L::ADE2-TG(1-3)-HO site-LYS2
	Diede and Gottschling, 1999

	YLL2599
	UCC5913 MATa bar1Δ::HPHMX
	This study

	YLL3969
	UCC5913 MATa bar1Δ::HPHMX TEL1-hy184::KANMX4
	This study

	YLL2820
	UCC5913 MATa bar1Δ::HPHMX tel1∆::HIS3
	This study

	YLL4060
	UCC5913 MATa bar1Δ::HPHMX tel1-kd::KANMX4
	This study

	YLL3068
	UCC5913 MATa bar1Δ::HPHMX TEL1-3HA::NATMX
	This study

	YLL3970
	UCC5913 MATa bar1Δ::HPHMX TEL1-3HA::NATMX-hy184::KANMX4
	This study

	YLL4128
	UCC5913 MATa bar1Δ::HPHMX TEL1-3HA::NATMX-hy184-3N:KANMX4
	This study

	YLL4126
	UCC5913 MATa bar1Δ::HPHMX TEL1-3HA::NATMX-hy184-2C:KANMX4
	This study
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