OUT Avg depth of coverage

L]
4000 A
3000 1 Species
e Campanulotes compar
< Physconelloides eurysema 3
Q
8 Physconelloides eurysema 4
% Physconelloides eurysema 1
®© .
o 20001 Physconelloides eurysema 2
>
< e Physconelloides eurysema 5
N e Physconelloides robbinsi
e Physconelloides emersoni
1000 A
L
Campa'nulotes Physcoﬁelloides Physcor;elloides Physcorllelloides Physcoﬁelloides Physcoﬁelloides Physcor;elloides Physcor;elloides
compar eurysema eurysema eurysema eurysema eurysema robbinsi emersoni
3 4 1 2 5

Genome Position



4000

3000 1

Average Depth

1000 1

N
o
o
o
1

OUT Avg depth of coverage

Campanulotes
compar

Physcoﬁelloides
eurysema
3

Physcor;elloides
eurysema
4

Physcorllelloides Physcoﬁelloides
eurysema eurysema
1 2

Genome Position

Physcoﬁelloides
eurysema
5

Physcor;elloides
robbinsi

Physconelloides
emersoni

Species

. Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4
Physconelloides eurysema 1
Physconelloides eurysema 2

. Physconelloides eurysema 5

. Physconelloides robbinsi

[]

Physconelloides emersoni



log2(Average Depth)

OUT Log2(Average Depth)

10.0 1
7.5 1
Species
d e Campanulotes compar
o o Physconelloides eurysema 3
oo . e Physconelloides eurysema 4

»  Physconelloides eurysema 1
Physconelloides eurysema 2
e Physconelloides eurysema 5

e Physconelloides robbinsi

e Physconelloides emersoni

Campa'nulotes Physcor;elloides Physcor;elloides Physcor;elloides Physcor;elloides Physcoﬁelloides Physcor;elloides Physcoﬁelloides
compar eurysema eurysema eurysema eurysema eurysema robbinsi emersoni
3 4 1 2 5

Genome Position



log2(Average Depth)

10.01

7.5

5.0 1

2.51

0.0

OUT Log2(Average Depth)

TRV

NHW | AM!HHM\

LR L0

I

Campanulotes
compar

Physcoﬁelloides
eurysema
3

Physcor;elloides
eurysema
4

Physcor;elloides
eurysema
1

Physcor;elloides
eurysema
2

Genome Position

Physcoﬁelloides
eurysema
5

Physcor;elloides
robbinsi

Physconelloides
emersoni

Species

. Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4

Physconelloides eurysema 1

Physconelloides eurysema 2
Physconelloides eurysema 5
Physconelloides robbinsi

Physconelloides emersoni



OUT Avg depth of coverage

90 -

60 1 °

Average Depth (limited)

Campanulotes
compar

Physcoﬁelloides
eurysema
3

Physcor;elloides
eurysema
4

Physconelloides
eurysema

1

Genome Position

Physconelloides
eurysema

2

Physcor;elloides
eurysema
5

Physcoﬁelloides
robbinsi

Physconelloides
emersoni

Species

Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4
Physconelloides eurysema 1
Physconelloides eurysema 2
Physconelloides eurysema 5
Physconelloides robbinsi

Physconelloides emersoni



Average Depth (limited)

90 -

60 1

301

OUT Avg depth of coverage

Campanulotes
compar

|“ h \.“‘m I‘IJLL Wl ‘L.L i "'“"l Ul
Physcoﬁelloides Physcor;elloides Physcoﬁelloides Physcor;elloides Physcor;elloides
eurysema eurysema eurysema eurysema eurysema
3 4 1 2 5
Genome Position

Physcoﬁelloides
robbinsi

Physconelloides
emersoni

Species

. Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4

Physconelloides eurysema 1

Physconelloides eurysema 2
Physconelloides eurysema 5

Physconelloides robbinsi

Physconelloides emersoni



OUT Avg depth of coverage

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

Average Depth

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

o -

0.155Kb

0.311Kb 0.466Kb 0.621Kb 0.777Kb 0.932Kb
Genome Position

1.088Mb

1.243Mb

1.398Mb

) sap!ouawi FJ sep!o”euol fma sapgouai Fme sep!0||a1 Fma sep!o”e* fma sapgouai Fme sep!0||a1 |03 sa10|nue(1

1.554Mb

Species

Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4
Physconelloides eurysema 1
Physconelloides eurysema 2
Physconelloides eurysema 5
Physconelloides robbinsi

Physconelloides emersoni



OUT Avg depth of coverage

4000
3000
2000
10001 ]

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1

1000 1 Species

4000 1 . Campanulotes compar
3000 1
2000 1
1000

Physconelloides eurysema 3

Physconelloides eurysema 4

Physconelloides eurysema 1

4000 1
3000 1
2000 1
1000 1

Physconelloides eurysema 2
. Physconelloides eurysema 5
. Physconelloides robbinsi

Physconelloides emersoni

Average Depth

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

4000 1
3000 1
2000 1
1000 1

o
) sap!ouawi FJ sep!o”euol fma sapgouai Fme sep!0||a1 pna sep!o”e* fma sapgouai Fme sep!0||a1 |03 sa10|nu9(1

0 0.155Kb 0.311Kb 0.466Kb 0.621Kb 0.777Kb 0.932Kb 1.088Mb 1.243Mb 1.398Mb 1.554Mb
Genome Position



log2(Average Depth)

OUT Log2(Avg depth of coverage)

10.01 °

7.51

50— of-uo. S e mmmo S S D S By o L
4. —. = o . o — == 08 - g0g— P = s L T, @ — g gt — = O = .- & - - == A @~ .~ O i m i =

o4 EHEIE R T E T T A T T R £ e e T T e P AR e e R i o e

10.04

10.01

onNnG N
owow
— 1

10.01

7.51

5.0 _

251 -

0.0 -

10.01

7.51

5.0 1 _

2.5 -

0.0 -

10.0 1 .

7.51 .

3ok T gy i  pup e P _

10.01

7.51

509-.-.- e e e e e T R .._._._._._.z._.._._._.._. ................... ._._.:. ................................ o T Rk Bk -

YR T T gt s G D O SO HRe b r LA B O T . s o BV A D B o S St ST v TP & (T

10.01

7.51

gg::::.__.:_._. ............. g SR A S emem e BRIy S mrmmimmm A —— ._...;.’._.._._._._.;_..._._.._._::::::

0.0 EHERED v e 2 I T e Pl A e o Yo e T e 2 N IR A A o ) 0 Y pn Ty ot 5 HERERE
0 0.155Kb 0.311Kb 0.466Kb 0.621Kb 0.777Kb 0.932Kb 1.088Mb 1.243Mb 1.398Mb 1.554Mb

Genome Position

) sapgouawi FJ sep!o”auol fma sapgouei Fma sap!0||a|| Fme sepgoua* fma sapgouei Fma sap!0||a|| |0:) sa10|nu9(1

Species

e Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4

*  Physconelloides eurysema 1
Physconelloides eurysema 2

e Physconelloides eurysema 5

* Physconelloides robbinsi

¢ Physconelloides emersoni



log2(Average Depth)

OUT Log2(Avg depth of coverage)

10.04
7.5
5.0 1
2.51

I

=1

géiéiii;Eiliiﬁni.E;sa::aaEss ZEiEEiEiiEEEEE

0.0
10.04

10.01

onNnG N
owow
— 1

o
o
>
c
<}
@
(2]
(@]
| O |
[T |
=)
<Y
®
n
®
=
[T |
=)
g
®
(2]
®
=
10.04 =
7.51 )
5094-.-.- 3
(Z)'g'zszsz = £
10.01 [@ |
7.51 )
509-.-.- - &
25121212 S
0.0 +—— == |
10.01 (@ |
7.5 1 g
ST 0 N - @
254 | CiCiD DD DD DI CICiCiCiCiCiClCiCiCiCiCiCiCiCyDigiIiCiCiCiCiCoiCiCiDiDyDioiDiCioiCiCiDioiDiCioizioizizippDizizizigizizit| e
0.0 —:=:=|s:r=:=i=iSi=i=i=sEiE L E ====Ih=a;===l====\]====EI===E=='='= =|: :il::::::::'—'=': :il: E;::(:::.::::: ==1==I=I=======‘.=l==l=E‘-=-‘:‘t== = l:::::::_.__C:_
10.04 Ex
7.5 1 o
<)
504-.-. - e e e e e e e e e e e e e e e e e e e e o e e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e d4.-.-. -1 &
254z-:z:: e e e s ) o g g i = g | g e e g e o e [ g o e b gt et 8
0.0 =S| ErEHHEE SR LE & 13 ¥ = i Al 5 =6 = e Rt =R ENCRRE moHE T = = 4|=4A—\Et=ﬂx=:=:=:=_a_
10.01 ':3.;_
7.51 )
ST 0 N - g
251z AR am iR i = AR L 0 H EERT R & IR B AT e e e b e e e e IZI::Z$
0.0 === Ak oy i “ b :1 A ille A ': AN ) A ': lis u FllL I z = !!‘:‘ F SR I . 2RI A :. Al r-”':::“" ----- =
0 0.155Kb 0.311Kb 0.466Kb 0.621Kb 0.777Kb 0.932Kb 1.088Mb 1.243Mb 1.398Mb 1.554Mb

Genome Position

Species

Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4
Physconelloides eurysema 1
Physconelloides eurysema 2
Physconelloides eurysema 5
Physconelloides robbinsi

Physconelloides emersoni



Average Depth (limited)

OUT Avg depth of coverage

O]
[
>
c
o
@
(2]
(@]
o
o
=)
o
D
(2]
)
=
[¢)
90 - 5
60 2
m .
301 ® | Species
0 | = |
=] e Campanulotes compar
90 - 5 )
60 - § Physconelloides eurysema 3
301 o Physconelloides eurysema 4
0 — * Physconelloides eurysema 1
o
90 4 [} Physconelloides eurysema 2
097 § h lloi
30 2 e Physconelloides eurysema 5
0 LS | * Physconelloides robbinsi
901 % ¢ Physconelloides emersoni
60 2
(2]
301 )
c
0+ | = |
O]
90+ 2
J o
60 S
301 5]
0- | 5 |
>
90 D
60 1 g__
¢}
(2]
@

w
o
1

09,
0- R e e P NN R ~-::;’,‘,(‘j;1“;{;'_‘h_::f;’ i .,:'“_‘fi‘_,;- FONTSORND el IR B Lo ’&i:‘{{”ﬁ;f P O T SN e A e e ¢
0 0.155Kb 0.311Kb 0.466Kb 0.621Kb 0.777Kb 0.932Kb 1.088Mb 1.243Mb 1.398Mb 1.554Mb

Genome Position



Average Depth (limited)

OUT Avg depth of coverage

90 4
60
301

i i‘ -A'X

-.tl-.in-ﬁ isisis; ;u:[; iSiEiE

90 1
60 1
301

w o ©
o O O
1 1 1

o

W O ©
o O O
1 1 1

__________________________________________________________________________________________________________ izilEisigisigliail

[ A AR AR A A AN AN AN AN R AN AN AN AN AN AN AR AN AN AN PR AN RV _ AN AN BN AR AN RN NN BN BN BN BN AN AN AL AN AN AN AN NN NN BN BN BN N NN BN BN BN AN

o

w o ©
o O O
1 1 1

o

w o ©
o O O
1 1 1

o

w o ©
O O O o
1 1 1

w o ©
o O O
1 1 1

EsiEiElmiEiEiEiniEi sl EigiEiEiEiEiElElEisjEisilsimigis iR iEisisiFisliEisisisinisi s EilEiEiEizigisiEiEiEiE i EinisisiEiElEiElEiEiEiEiEim
=imimUE LR AT = sl AL s =i Ll =0 = R uE il Huzl: iR o L i R Elim 55 imimi
== - W - |77 ol ey iy g Y e o A ke | b Ny bt b 1o m obdlg ke o R T e g el TR | i

) sapgouawi FJ sep!o”auol fma sapgouei Fme sap!0||a|| Fme sepgoua* fma sapgouei Fme sap!0||a|| |0:) sa10|nu9(1

o
1

0 0.155Kb

0.777Kb 0.932Kb 1.088Mb 1.243Mb 1.398Mb

Genome Position

0.311Kb 0.466Kb 0.621Kb

1.554Mb

Species

Campanulotes compar
Physconelloides eurysema 3
Physconelloides eurysema 4
Physconelloides eurysema 1
Physconelloides eurysema 2
Physconelloides eurysema 5
Physconelloides robbinsi

Physconelloides emersoni



