
Lip

Acronym Full name
Lipomycetaceae

Tri Trigonopsidaceae
Dip Dipodascaceae/Trichomonascaceae
Spo Sporopachydermia
All Alloascoideaceae
Ser2 CUG-Ser2
Pha Phaffomycetaceae
Sad Saccharomycodaceae
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Sat Saccharomycetaceae
Ala CUG-Ala
Pic Pichiaceae
Ser1 CUG-Ser1
Pez Pezizomycetes
Orb Orbiliomycetes
Sor Sordariomycetes
Leo Leotiomycetes
Dot Dothideomycetes
Art Arthoniomycetes
Xyl Xylonomycetes
Lec Lecanoromycetes
Eur Eurotiomycetes
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