
GCF 000026185.1 Erwinia tasmaniensis Et1 99

GCF 002163605.1 Tatumella citrea ATCC 39140

GCF 003671935.1 Buchnera aphidicola BTI

GCF 003010695.1 Enterobacter cloacae complex sp FDA-CDC-AR 0132 FDA-CDC-AR 0132

GCF 001729785.1 Enterobacter hormaechei LMG27195

GCF 900635705.1 Enterobacter cloacae NCTC11571

GCF 003264955.1 Enterobacter hormaechei 20710

GCF 000233595.1 Pantoea ananatis PA13

GCF 009914075.1 Mixta theicola SRCM103227

GCF 004118875.1 Enterobacter hormaechei S11 16

GCF 008505035.1 Enterobacter hormaechei EB P6 L3 02.19

GCF 009497055.1 Enterobacter hormaechei AUH-ENM30

GCF 003186565.1 Enterobacter hormaechei 388

GCF 001617645.1 Enterobacter asburiae ENIPBJ-CG1

GCF 001729705.1 Enterobacter hormaechei DSM 16687

GCF 002968455.1 Enterobacter hormaechei AR 0365

GCF 005281435.1 Pantoea sp SO10 SO10

GCF 005082585.1 Buchnera aphidicola Sav

GCF 005890075.1 Enterobacter ludwigii I42

GCF 001984825.2 Enterobacter chengduensis

GCF 003408595.1 Enterobacter hormaechei A1

GCF 000770155.1 Enterobacter cloacae GGT036

GCF 001729805.1 Enterobacter roggenkampii DSM 16690

Lelliota JUb66

GCF 900497145.1 Enterobacter cloacae

GCF 004138605.1 Enterobacter roggenkampii ECY546

GCF 004151605.1 Enterobacter cloacae EN3600

GCF 004551645.1 Erwinia sp QL-Z3 QL-Z3

GCF 007981265.1 Pantoea sp CCBC3-3-1 CCBC3-3-1

GCF 004117135.1 Pantoea agglomerans CFSAN047154

GCF 002208095.1 Enterobacter cloacae complex sp ECNIH7 ECNIH7

GCF 000025405.2 Pantoea ananatis LMG 20103

GCF 008931525.1 Enterobacter hormaechei E5

GCF 001648115.1 Buchnera aphidicola SC

GCF 003096055.1 Buchnera aphidicola LSU

GCF 000784875.1 Pantoea sp PSNIH1 PSNIH1

GCF 000016325.1 Enterobacter sp 638 638

GCF 002271215.1 Lelliottia jeotgali PFL01

GCF 900322715.1 Enterobacter hormaechei

GCF 003719615.1 Enterobacter cloacae E3442

GCF 001022095.1 Enterobacter asburiae CAV1043

GCF 001022055.1 Enterobacter hormaechei CAV1668

GCF 008931585.1 Enterobacter hormaechei C4

GCF 001558735.2 Pantoea vagans FDAARGOS 160

GCF 000225445.1 Buchnera aphidicola Ak

GCF 003408555.1 Enterobacter hormaechei 2013 1a

GCF 000783675.2 Enterobacter cloacae complex sp FDAARGOS 77

GCF 001922365.1 Enterobacter cloacae AR 0002

GCF 004804375.1 Enterobacter bugandensis 220

GCF 008931645.1 Enterobacter hormaechei C45

GCF 003099975.1 Buchnera aphidicola

GCF 900698985.1 Candidatus Erwinia haradaeae ErCipseudotsugae

GCF 005080965.1 Buchnera aphidicola Mga

GCF 008931465.1 Enterobacter sp E76 E76

GCF 000283875.1 Pantoea ananatis LMG 5342

GCF 008931785.1 Enterobacter hormaechei EB P9 L5 03.19

GCF 002192395.1 Enterobacter cloacae AR 0053

GCF 000148935.1 Pantoea vagans C9-1

GCF 009762725.1 Pantoea agglomerans ASB05

GCF 900324475.1 Enterobacter bugandensis

GCF 009834325.1 Enterobacter hormaechei Eh1

GCF 009755685.1 Enterobacter asburiae AEB30

GCF 004792415.1 Pantoea vagans LMG 24199

GCF 004028255.1 Pantoea ananatis NN08200

GCF 000807415.2 Enterobacter roggenkampii 35734

GCF 900698995.1 Candidatus Erwinia haradaeae ErCisplendens

GCF 002863825.1 Enterobacter sp Crenshaw Crenshaw

Enterobacter CEent1

GCF 008124025.1 Enterobacter hormaechei PG20180049

GCF 003408575.1 Enterobacter hormaechei N1

GCF 002850575.1 Enterobacter cancerogenus CR-Eb1

GCF 005082145.1 Buchnera aphidicola Acr

GCF 008123985.1 Enterobacter hormaechei PG20180056

GCF 002947755.1 Enterobacter cloacae AR 0060

GCF 000410515.1 Enterobacter sp R4-368 R4-368

GCF 000807405.2 Enterobacter hormaechei 34978

GCF 002952315.1 Erwinia pyrifoliae EpK1 15

GCF 003428425.1 Enterobacter hormaechei WCHEH020038

Pantoea BIGb0393

GCF 006385915.1 Enterobacter ludwigii I140

GCF 000478905.1 Candidatus Pantoea carbekii

GCF 900698965.1 Candidatus Erwinia haradaeae ErCipseudotaxifoliae

GCF 003073995.1 Enterobacter hormaechei AR432

GCF 000521525.1 Buchnera aphidicola USDA

GCF 009648915.1 Enterobacter cancerogenus MiY-F

GCF 009905155.1 Enterobacter hormaechei F2

GCF 000235765.1 Enterobacter cloacae SDM

GCF 009646115.1 Pantoea eucalypti LMG 24197

GCF 008931545.1 Enterobacter kobei C16

GCF 003860325.1 Pantoea agglomerans L15

GCF 001506165.1 Pantoea vagans ND02

GCF 000270125.2 Pantoea ananatis AJ13355

GCF 009930835.1 Enterobacter hormaechei BW

GCF 000814205.1 Enterobacter hormaechei 34983

GCF 004006055.1 Enterobacter sp N18-03635 N18-03635

GCF 000814125.3 Enterobacter hormaechei 34977

GCF 000521545.1 Buchnera aphidicola W106

GCF 000165815.1 Erwinia sp Ejp617 Ejp617

GCF 011045335.1 Enterobacter hormaechei Y323

GCF 003051945.2 Enterobacter hormaechei SCEH020042

GCF 000512375.1 Enterobacter ludwigii P101

GCF 002211685.1 Enterobacter roggenkampii 704SK10

GCF 007833795.1 Pantoea dispersa DSM 32899

GCF 004136415.1 Pantoea agglomerans CFSAN047153

GCF 900698955.1 Candidatus Erwinia haradaeae ErCilaricifoliae

GCF 000784905.1 Enterobacter cloacae ECNIH5

GCF 002982195.1 Enterobacter cloacae PIMB10EC27
GCF 001029645.1 Enterobacter ludwigii UW5

GCF 900698925.1 Candidatus Erwinia haradaeae ErCicurvipes

GCF 005848825.1 Enterobacter ludwigii JP9

GCF 900699015.1 Candidatus Erwinia haradaeae ErCipiceae

GCF 006228165.1 Enterobacter cloacae NH77

GCF 900322725.1 Enterobacter cloacae complex sp

GCF 011045355.1 Enterobacter hormaechei Y2152

GCF 003940765.1 Enterobacter asburiae CAV1043

GCF 008931405.1 Enterobacter hormaechei C15

GCF 007035975.1 Enterobacter sp 18A13 18A13

GCF 002082215.1 Pantoea stewartii DC283

GCF 900143135.1 Candidatus Erwinia haradaeae ErCipseudotaxifoliae

GCF 000224675.1 Enterobacter soli LF7a

GCF 000091565.1 Erwinia amylovora CFPB1430

GCF 011044215.1 Enterobacter hormaechei Y233

GCF 002393405.1 Lelliottia amnigena FDAARGOS 395

GCF 005081445.1 Buchnera aphidicola Hta

GCF 002163585.1 Tatumella citrea DSM 13699

GCF 009930935.1 Enterobacter hormaechei BW

GCF 000521585.1 Buchnera aphidicola F009

GCF 001888805.2 Enterobacter sp SA187 SA187

GCF 001874505.1 Enterobacter hormaechei CAV1176

GCF 000007725.1 Buchnera aphidicola Bp Baizongia pistaciae

GCF 003382725.1 Enterobacter hormaechei OSUVMCKPC4-2

GCF 009676845.1 Pantoea sp 201603H 201603H

GCF 001729725.1 Enterobacter hormaechei DSM 16691

GCF 002055735.1 Enterobacter cloacae AR 0065

GCF 009362975.1 Pantoea dispersa BJQ0007

GCF 900478715.1 Tatumella ptyseos NCTC11468

GCF 003444755.1 Enterobacter hormaechei FRM

GCF 008728215.1 Erwinia billingiae TH88

GCF 003254805.1 Enterobacter hormaechei Pb204

GCF 000750225.1 Enterobacter hormaechei ECNIH3

GCF 000784865.1 Enterobacter cloacae ECNIH4

GCF 000009605.1 Buchnera aphidicola APS

GCF 002224585.2 Pantoea ananatis YJ76

GCF 004193715.1 Enterobacter cloacae CZ-1

GCF 001521715.1 Enterobacter asburiae ATCC 35953

GCF 005080705.1 Buchnera aphidicola Tma

GCF 003203695.1 Pantoea vagans FBS135

GCF 003485445.1 Erwinia persicina B64

GCF 003964795.2 Enterobacter hormaechei WCHEX045001

GCF 002237465.1 Enterobacter hormaechei MS7884A

GCF 001719105.1 Enterobacter sp HK169 HK169

GCF 001750725.1 Enterobacter ludwigii EN-119

GCF 001729745.1 Enterobacter hormaechei DSM 14563

GCF 008693905.1 Enterobacter hormaechei FDAARGOS 642

GCF 001517405.1 Erwinia gerundensis

GCF 000759475.1 Pantoea rwandensis ND04

GCF 002197345.1 Enterobacter cloacae A1137
GCF 009036245.1 Enterobacter sichuanensis SGAir0282

GCF 002007805.1 Enterobacter roggenkampii R11

GCF 001652505.2 Lelliottia amnigena ZB04

GCF 000814225.1 Enterobacter hormaechei 34399

GCF 004684365.1 Enterobacter roggenkampii BP10374

GCF 001022075.1 Enterobacter hormaechei CAV1411

GCF 000521565.1 Buchnera aphidicola G002

GCF 003586025.1 Enterobacter hormaechei OSUKPC4 L

GCF 002953215.1 Mixta calida DSM 22759

GCF 002025685.1 Enterobacter ludwigii AA4

GCF 008931325.1 Enterobacter hormaechei C44

GCF 000632395.1 Enterobacter asburiae L1

GCF 003288475.1 Enterobacter hormaechei AR 038

GCF 006741185.1 Buchnera aphidicola Nmo

GCF 003032455.1 Pantoea vagans PV989

GCF 000027205.1 Erwinia amylovora ATCC 49946

GCF 002101395.1 Pantoea alhagi LTYR-11Z

GCF 003665375.1 Enterobacter kobei WCHEK045523

GCF 001280225.1 Buchnera aphidicola BAg

GCF 009176645.1 Enterobacter oligotrophica CCA6

GCF 009914055.1 Mixta intestinalis SRCM103226

GCF 001543055.1 Pantoea ananatis R100

GCF 009184765.2 Enterobacter roggenkampii WCHER090065

GCF 002953195.1 Mixta gaviniae DSM 22758

GCF 003204095.1 Enterobacter cloacae AR 0154

GCF 003965345.2 Enterobacter hormaechei WCHEH090011

GCF 900698935.1 Candidatus Erwinia haradaeae ErCikochiana

GCF 005080865.1 Buchnera aphidicola Mst

GCF 001022015.1 Enterobacter hormaechei CAV1311

GCF 002201815.1 Enterobacter cloacae AR 0050

GCF 000801755.2 Enterobacter sp E20 E20

GCF 005083845.1 Buchnera aphidicola Ahe

GCF 000025565.1 Enterobacter cloacae ATCC 13047

GCF 004355165.1 Enterobacter cloacae complex sp N13-01531

GCF 002204775.1 Enterobacter cloacae AR 0136

GCF 000021065.1 Buchnera aphidicola Tuc7

GCF 000286275.1 Enterobacter kobei ENHKU01

GCF 001700895.1 Buchnera aphidicola Host Diuraphis noxia Biotype South African Mutant

GCF 005237295.1 Buchnera aphidicola Meu

GCF 002803865.1 Erwinia amylovora E-2

GCF 009707405.1 Enterobacter cloacae CBG15936

GCF 003053755.1 Enterobacter cloacae AR 0093

GCF 000021085.1 Buchnera aphidicola 5A

GCF 002787395.1 Enterobacter sp CRENT-193 CRENT-193

GCF 004804395.1 Enterobacter bugandensis 1367

GCF 002192355.1 Enterobacter cloacae AR 0163

GCF 011035165.1 Buchnera aphidicola CpopBac

GCF 003071645.1 Enterobacter cloacae complex sp FDA-CDC-AR 0164 FDA-CDC-AR 0164

GCF 003031755.1 Enterobacter cloacae 174

GCF 000183285.1 Buchnera aphidicola JF99

GCF 002952035.2 Pantoea ananatis 97-1

GCF 000750275.1 Enterobacter hormaechei ECR091

GCF 000239975.1 Enterobacter ludwigii EcWSU1

GCF 001022255.1 Enterobacter hormaechei CAV1669

GCF 009738185.1 Erwinia sp J780 J780

GCF 000196615.1 Erwinia billingiae Eb661

GCF 000247565.1 Wigglesworthia glossinidia

GCF 009738085.1 Enterobacter hormaechei L51

GCF 000008885.1 Wigglesworthia glossinidia

GCF 000027265.1 Erwinia pyrifoliae Ep1 96

GCF 002952735.2 Lelliottia nimipressuralis SGAir0187

GCF 002954165.1 Enterobacter cloacae AR 0072

GCF 003031445.1 Enterobacter cloacae 109

GCF 007035645.1 Enterobacter asburiae 1808-013

GCF 000724505.1 Enterobacter cloacae ECNIH2

GCF 008365235.1 Enterobacter kobei EB P8 L5 01.19

GCF 000807425.2 Enterobacter hormaechei 34998

GCF 001623605.1 Enterobacter sp ODB01 ODB01

GCF 003051885.1 Lelliottia sp WB101 WB101

GCF 008271405.1 Enterobacter sp LU1 LU1

GCF 003812145.1 Enterobacter roggenkampii FDAARGOS 523

GCF 000971765.1 Candidatus Pantoea carbekii US

GCF 000175935.2 Pantoea sp At-9b At-9b

GCF 003704305.1 Pantoea agglomerans TH81

GCF 900635465.1 Lelliottia amnigena NCTC12124

GCF 000011365.1 Alpha Outgroup

GCF 007556795.1 Enterobacter hormaechei ME-1

GCF 005518115.1 Enterobacter ludwigii JP6

GCF 003660125.1 Enterobacter hormaechei C15117

GCF 009728975.1 Enterobacter hormaechei E70

GCF 000007365.1 Buchnera aphidicola Sg

GCF 001729765.1 Enterobacter kobei DSM 13645

GCF 010319625.1 Enterobacter hormaechei OIPH-N069

GCF 011044475.1 Pantoea stewartii ZJ-FGZX1

GCF 002303275.1 Enterobacter cloacae M12X01451

GCF 000225465.1 Buchnera aphidicola Ua

GCF 001709315.1 Pantoea agglomerans C410P1

GCF 007035805.1 Enterobacter asburiae 17Nkhm-UP2

GCF 003186415.1 Enterobacter hormaechei 234
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File S4 - Figure7: Partial approximately-maximum-likelihood phylogenetic trees from concatenated alignments of nucleotide of representative marker genes, using FastTree 2. Value on 
branches represent “Local support values” to estimate the reliability of each split in the tree (0 to 1, 1 being a high reliability). 


