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Gammaproteobacteria Acidimicrobiia . Deltaproteobacteria . Subgroup_17 . Planc

Deinococci . Anaerolineae NA

Alphaproteobacteria Clostridia
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Bacteroidia . Subgroup_6
]
]

Chloroflexia KD4-96

Bacilli Oxyphotobacteria Blastocatellia_(Subgroup_4) Verrucomicrobiae

Acidobacteriia

Actinobacteria Thermoleophilia




