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1.	  General	  Methods.	  	  	  

Small	   molecules	   evaluated	   in	   cellular	   assays.	   	   Compounds	   1,	   7,	   11,	   16,	   and	   17	   were	  

purchased	  from	  Asinex	  Ltd.	  	  Small	  molecules	  2,	  5,	  6,	  13,	  15,	  19,	  21	  and	  24	  were	  obtained	  

from	   Scientific	   Exchange,	   Inc.	   	   Compounds	   3,	   9	   and	   26	   were	   purchased	   from	  

Chembridge.	  	  Compounds	  8	  and	  25	  were	  obtained	  from	  ChemDiv,	  Inc.	  	  Compounds	  14,	  

23,	  and	  27	  were	  purchased	  from	  Sigma-‐Aldrich.	  	  Compound	  20	  was	  obtained	  from	  Ryan	  

Scientific.	  	  Compound	  purity	  was	  assessed	  by	  analytical	  HPLC	  using	  a	  Waters	  Symmetry	  

C18	  5	  µm	  4.6	  x	  150	  mm	  column.	  	  	  Compounds	  were	  analyzed	  using	  a	  gradient	  of	  0-‐100%	  

MeOH	  in	  H2O	  with	  0.1%	  TFA	  over	  60	  min.	  	  All	  compounds	  evaluated	  had	  ≥	  90%	  purity.	  	  

The	   identities	   of	   compounds	   were	   confirmed	   by	   mass	   spectrometry	   using	   an	   an	   α-‐

hydroxycinnamic	  acid	  matrix	  and	  an	  Applied	  Biosystems	  MALDI	  ToF/ToF	  Analyzer	  4800	  

Plus.	  
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2.	  Chemical	  Structures	  of	  Library	  Compounds.	  
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	  Figure	  S-‐1.	  	  Chemical	  structures	  of	  library	  compounds	  
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3.	  	  Chemical	  Structures	  of	  Hit	  Compounds.	  

 

Figure	  S-‐2.	  	  Structures	  of	  hit	  compounds.	  
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4. 	  Evaluation	  of	  Fluorescence	  of	  Library	  Compounds.	  

	  

Figure	  S-‐3.	  	  Fluorescence	  emission	  scan	  of	  library	  compounds	  when	  excited	  at	  345	  nm.	  	  
Two	  non-‐hit	  compounds	  have	  minor	  fluorescence	  at	  545	  nm	  and	  no	  compounds	  are	  
fluorescent	  at	  665	  nm.	  

	  

	  

Figure	  S-‐4.	  	  Fluorescence	  emission	  scan	  of	  library	  compounds	  when	  excited	  at	  545	  nm.	  	  	  
None	  of	  the	  library	  compounds	  are	  fluorescent	  at	  665	  nm.	  	  
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5. Similarity	   Analysis	   of	   Scripps	   Drug	   Discovery	   Library	   and	   Hit	   Compounds.	  

 

Figure	   S-‐5.	   Similarity	   analysis	   of	   Scripps	   Drug	   Discovery	   Library	   and	   hit	   compounds.	  	  

Histogram	  of	  the	  closest	  pairwise	  similarities	  (via	  ECFP-‐6	  fingerprints	  and	  the	  Tanimoto	  

metric)	  between	  the	  Scripps	  Drug	  Discovery	  library	  and	  any	  of	  the	  active	  compounds. 

 

 

 

 

 

 

 

0%

20%

40%

60%

80%

100%

120%

0

50000

100000

150000

200000

250000

300000

350000

400000

0
0.
05 0.
1

0.
15 0.
2

0.
25 0.
3

0.
35 0.
4

0.
45 0.
5

0.
55 0.
6

0.
65 0.
7

0.
75 0.
8

0.
85 0.
9

0.
95 1

M
or
e

#	  
of
	  C
om

po
un

ds

Similarity	  score

Maximum	  Pairwise	  Similarities

Frequency Cumulative	  %



20	  
	  

6. 	  Chemical	  Property	  Analysis	  of	  Hit	  Compounds	  
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7. 	  Toxicity	  Analysis	  of	  Bioactive	  Compounds.	  	  	  

 

 
Figure	   S-‐6.	   	   Bioactive	   hit	   compounds	   were	   assessed	   for	   toxicity	   using	   WST-‐1	  

reagent.	  	  The	  compounds	  have	  little	  to	  no	  effect	  on	  cell	  viability	  in	  a	  cellular	  model	  

of	  DM1.	  
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